Supplementary Table 1. SNPs ranked by their p-values in combined analysis of the Viennese and Bolzano populations.

Rank Chromosome Position Reference Change Gene ID Gene name Effect Old AA/new AA Old codon/new codon P-value

28 3R 17064232 A na na INTERGENIC 1.53166E-15

na na na
45 3L 1260112 G A FBin0035199 CG9134 INTRON na na na 1.2789E-12

48 3L 21912511 A C FBgn0262737 mub INTRON na 1.80077E-12
49 X 9167319 T C FBgn0030122 CG16892 UPSTREAM 131 bases 1.83919E-12

5 X 9242507 T FBgn0085478 CG34449 INTRON n

5 3.58302E-12
56 3R 17064002 G na na INTERGENIC n.

a na na
a na na 3.67442E-12
na na

62 9225280 FBin0085478 CG34449 DOWNSTREAM / INTRON / UTR 3 PRIME 92 bases / na / na 9.71941E-12

64 X 9166681 T A FBgn0030121 CG17446 INTRON na na na 1.12959E-11

72 3L 672619 T C na na INTERGENIC na na na 3.52791E-11
75 3L 993824 G T FBgn0035179 CG12038 UPSTREAM 164 bases na na 4.15224E-11
76 X 8832027 A G FBgn0261549 rdgA INTRON na na na 4.35254E-11

81 3R 12742092 G A FBgn0262906 msa INTRON na na na 7.41026E-11
82 X 9168413 A C FBgn0030122 CG16892 SYNONYMOUS CODING na S/s tcA/tcC 7.66433E-11
83 X 8882814 T G FBgn0030073 CG10962 / rdgA INTRON na na na 8.05017E-11
86 X 9167423 A T FBin0030122 CG16892 UPSTREAM 27 bases na na 1.02723E-10
88 3L 7183480 C T na na INTERGENIC na na na 1.03464E-10
90 X 9686968 T A FBgn0052698 CG32698 INTRON na na na 1.25269E-10
91 X 9200486 C T na na INTERGENIC na na na 1.25917E-10
92 2R 4383278 C T FBgn0050361 mtt INTRON na na na 1.3051E-10
93 3L 1972518 C A FBgn0035300 CG1139 SYNONYMOUS CODING na P/P ccC/ccA 1.33466E-10
94 3L 4916850 A T FBgn0028699 Rh50 INTRON 1.34815E-10

9965042 C T FBgn0030174 CG15312 UPSTREAM 143 bases 1.50068E-10

9200484 na INTERGENIC 1.63982E-10



