
(2) Sequence assignments of  
      peptides with PTMs 



P49192|CART_RAT 

m/z=1068.4961 

Z=1 

Error=0.6 A.Q(-17.03)EDAELQPR.A 

MH+-NH3 



R.Q(-17.03)ERPPLQQPPHRD.K 

Q62949|CORT_RAT 

m/z=527.6022 

Z=3 

Error=-0.3ppm 

MH+-2NH3 b12+H2O 



P20068|NEUT_RAT 

R.Q(-17.03)LYENKPRRP(-.98).Y 

MH+-NH3 

m/z=428.2388 

Z=3 Error=0.3ppm 



R.AEDQELESLSAIEAELEKVAHQLQALRR(-.98).G 

D3ZLA8|D3ZLA8_RAT m/z=635.9393 

Z=5 
Error=-0.9ppm 



AEEETAGGDGRPEPSPRE(-.98).G 

MH+-H2O 

Q8K422|Q8K422_RAT 

m/z=941.9301 

Z=2 
Error=0.3ppm 



V.LRPDSEPRARL(-.98).G 

P01355|CCKN_RAT 

m/z=436.9219 Error=1.3ppm 
Z=3 



R.AVLRPDSEPRARL(-.98).G 
Z=3 

Error=2.2ppm 

P01355|CCKN_RAT 

m/z=493.6242 



L.Q(-17.03)GLDPSHRISD.R 

P01355|CCKN_RAT 

m/z=604.2899 

Z=2 
Error=2ppm 

MH+-H2O 



Y.MGWMDF(-.98).G 

P01355|CCKN_RAT 

m/z=785.3115 

Z=1 
Error=0.8ppm 

MH+-H2O 

MH+-2H2O 



D.YMGWMDF(-.98).G 

P01355|CCKN_RAT 

m/z=948.3752 

Z=1 
Error=1ppm 

MH+-H2O 

MH+-NH3 



A.Q(-17.03)EDAELQP.R 

P49192|CART_RAT 

m/z=912.3934 
Error=-1.2ppm 

Z=1 



A.Q(-17.03)EDAELQPR.A 

P49192|CART_RAT 

m/z=1068.4962 
Error=0.6ppm 

Z=1 

MH+-NH3 



Q(-17.03)LRAPGAVLQIEALQEVLKKLKS.K 

P49192|CART_RAT 

m/z=629.6286 

Z=4 

Error=-1.7ppm 

y18  



R.Q(-17.03)ERPPLQQPPHRD.K 

Q62949|CORT_RAT 

m/z=527.6022 

Z=3 
Error=-0.3ppm 

MH+-2NH3 



R.Q(-17.03)AEATRQAAAQEERLADLASDLLLQYLLQGGARQRDLG(-.98).G 

P20156|VGF_RAT 

z=4 

m/z=1031.0358 
Error=-6.6ppm 



R.YGGFMRRV(-.98).G 

m/z=492.7639 

Z=2 

Error=1ppm 

P04094|PENK_RAT 

MH+-NH3 

MH+-NH3 -H2O 

b7+3H2O 



YGGFM(+15.99).R 
m/z=590.2274 

Z=1 
Error=-0.9ppm 

P04094|PENK_RAT 

MH+-H2O 



P.Q(-17.03)LEDEAKELQ.K 

P04094|PENK_RAT 

m/z=593.2841 

Z=2 

Error=2ppm 



R.Q(-17.03)FKVVT.R 

P06300|PDYN_RAT 

m/z=704.3971 

Z=1 
Error=-0.9ppm 



AEEETAGGDGRPEPSPRE(-.98).G 

Q8K422|Q8K422_RAT 

m/z=941.9301 

Z=2 

Error=0.3ppm 

MH+-H2O 



R.SYSMEHFRWGKPV(-.98).G 

Q8K422|Q8K422_RAT 

m/z=811.8967 

Z=2 

Error=-2.2ppm 

MH+-NH3 



RPKPQQFFGLM(-.98).G 

P06767|TKN1_RAT 

m/z=674.3721 
Error=1.1ppm 

Z=2 

MH+-NH3 



Y.FQNCPRG(-.98).G 

P01186|NEU2_RAT 

m/z=410.6979 

Z=2 

Error=0.4ppm 

MH+-NH3 –H2O 

[M+2H]2+-NH3    



C.YFQNCPRG(-.98).G 

P01186|NEU2_RAT 

m/z=492.2295 

Z=2 
Error=0.1ppm 

[M-2H]2+-H2O  



R.SANSNPAM(+15.99)APRE.R 

P60042|SMS_RAT 
m/z=630.7861 error=1ppm 

Z=2 
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