
Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2543

DRS; MEMA; PNN

44.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2555

HNRNPA3; HNRPA3

125.04

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2596

THUMPD1

88.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2633

BAT2L; BAT2L1; KIAA0515

61.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1172

SRM160; SRRM1

55.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1194

DDX21

104.17

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1198

TCOF1

54.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1247

SRM160; SRRM1

56.04

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1326

C9orf78; HCA59

50.49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1350

SRM160; SRRM1

116.54

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1351

IRF2BP2

141.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1358

ASF; OK/SW-cl.3; SF2; SF2P33; SFRS1

60.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1381

EIF5B; IF2; KIAA0741

185.95

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1386

LAS1L; MSTP060

81.16

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1444

PDHA1; PHE1A

60.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1468

CGI-151; KIAA0992; PALLD

80.75

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1471

CD2BP2; KIAA1178

43.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1486

KIAA1741; TAB182; TNKS1BP1

123.95

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1490

ALS4; KIAA0625; SCAR1; SETX

125.54

ITMS; CID; 2

_ R

y₉

b₂

I

y₈

b₃*

ph

S

y₇

b₄*

D C

y₅

b₆*

E

y₄

b₇-H₂O

S

y₃

T

y₂

b₉*

D

b₁₀*

V K _

y₂
254.1954

b₂
280.2007

b₃*
349.2222

y₃
369.2224

b₃-NH₃
430.1725

b₄*
464.2491

y₄
470.27

y₈²⁺
481.2048

y₅
557.3021

b₄
562.226

b₆*
753.3224

y₇
846.3753

b₆
851.2993

b₇-H₂O
920.3207

y₈
961.4023 b₉*

1056.429 y₉
1128.401

b₉-H₂O
1136.395

b₉
1154.406

b₁₀*
1155.497

b₁₀-H₂O
1235.464

b₁₀
1253.474

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

4000
5000

6000

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1605

TP53BP1

41.7

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1645

HSP90AB1; HSP90B; HSPC2; HSPCB; HSP90AB3P; HSP90BC

36.03

ITMS; CID; 2

_ E

y₁₇²⁺

b₂-H₂O

I

y₁₆²⁺

b₃-H₂O

ph

S

y₁₅²⁺

b₄-H₂O

D

y₁₄²⁺

D

y₁₃-NH₃

E

b₇-H₂O

A

y₁₁²⁺

E

y₁₀²⁺

E

y₉²⁺

E K G

b₁₃-H₂O

E K

y₄-NH₃

E

y₃

E

y₂

E

b₁₈²⁺

D K _

b₂-H₂O
225.1234

y₂
262.1397

y₃
391.1823

b₃-H₂O
392.1217

y₄-NH₃
503.1984

b₄-H₂O
507.1487

y₉²⁺
546.2644

y₁₀²⁺
610.7857

y₁₁²⁺
675.307 b₇-H₂O

822.2553

y₁₄²⁺
839.8681 y₁₅²⁺

897.3816

y₁₆²⁺
954.8951

y₁₇²⁺
1038.394

b₁₈²⁺
1086.405

b₁₃-H₂O
1523.542

y₁₃-NH₃
1532.66

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

4000

Intensity

200 400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1758

SFRS10; TRA2B; TRA2A

56.12

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1775

EP300; P300

124.76

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1796

KIAA0564

32.33

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1812

HIRIP3

83.14

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1826

JC7; NUCKS; NUCKS1

51.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1850

AHNAK; PM227

51.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1892

CXCR4

47.89

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

1914

SSB

34.15

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2104

C19orf13; FAM61A; LSM14A; RAP55; RAP55A

39.63

ITMS; CID; 2

_
ph

S

y₁₂²⁺

b₂*

P

y₁₁²⁺

b₃*

V

y₁₀²⁺

S T

b₆*

R P

y₆

b₈

I P S A S Q K _

b₂*
167.0815

b₃*
266.1499

y₆²⁺
309.1663

b₃
364.1268 y₁₀²⁺

542.8091

y₁₁²⁺
586.3251

b₆*
610.3307

y₆
617.3253

y₁₂²⁺
635.8593

b₆-H₂O
690.2971

b₈
918.4445

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2

Intensity [10e4]

200 300 400 500 600 700 800 900 1000 1100 1200 1300

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2130

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

41.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2169

BOD1L; FAM44A; KIAA1327

85.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2241

PHAX; RNUXA

95.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2265

ORCA; OSIL; SQSTM1

57.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2296

KIAA0425; ZMYM4; ZNF262

137.8

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2301

RNPU1Z; RPU1; SNRNP70; SNRP70; U1AP1

44.44

ITMS; CID; 2

_

y₁₂²⁺

Y

y₁₁²⁺

D

y₁₀

E

b₄

R P

y₇²⁺

G P

y₅

b₈*

ph

S P

y₃

b₁₀*

I

y₂

P

b₁₂²⁺

H R _

y₂
312.1779

y₃
409.2306

y₇²⁺
442.2129

b₄-NH₃
547.2147

b₄
564.2413

y₅
619.3675

y₁₁²⁺
661.8219

b₁₂²⁺
713.8112

y₁₂²⁺
719.3354

b₈*
884.3897

b₁₀*
1094.527

b₁₀
1192.503

y₁₀
1193.594

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
500

1000
1500

2000

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2326

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

70.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2354

CCDC124

87.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2395

HNRNPK; HNRPK

85.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2427

DEK

119.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2441

KIAA1437; LRRC8; LRRC8A; UNQ221/PRO247

61.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2495

EIF4B

120.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2503

DSP

72.64

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2510

DPM1

46.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2521

KIAA0007; WDR43

74.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2529

ATAD2; L16; PRO2000

80.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2573

BAT2; G2

28.14

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2594

MPS1; RPS27; RPS27L

54.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2692

EPLIN; LIMA1; PP624; SREBP3

37.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2809

ICBP90; NP95; RNF106; UHRF1

126.8

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2849

HTATSF1

104.79

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2867

AND1; WDHD1

34.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2883

YAP1; YAP65

74.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2895

FBP30; FNBP4; KIAA1014

96.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

2994

KIAA0061; POP1

89.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3072

Nbla00170; NES

44.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3109

KIAA0853; ZC3H13

43.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3150

SFRS6; SRP55

91.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3156

DENR; DRP1; H14

101.75

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3169

KIAA0204; SLK; STK2

63.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3203

ACF1; BAZ1A; HSPC317; WCRF180

31.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3301

E41P; EPB41

79.87

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3339

ARL6IP4

109.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3375

EPB41L2

45.28

ITMS; CID; 2

_ E

y₁₀*

a₂

I

y₉

ph

S

y₈²⁺

P

y₇

G S G P

b₉*

G

y₂

b₁₀*

E

b₁₁

I R _

a₂
215.139

y₂
298.2113 y₈²⁺

391.7052

y₉²⁺
440.2316

y₇
725.3816

b₉*
764.3573 y₉

879.4558

b₁₀*
893.3999

y₁₀*
948.4773

b₁₀-H₂O
973.3663

y₁₀
1046.454

b₁₁
1104.461

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

800
1000

1200
1400

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3443

AGAP3; CENTG3

58.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3486

IRF2BP2

50.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3531

ARFGEF1; ARFGEP1; BIG1

51.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3532

PACSIN3

33.76

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3548

H1F5; HIST1H1B

108.14

ITMS; CID; 2

ac

_
ph

S

y₁₄²⁺

E

y₁₃

b₃*

T

y₁₂

b₄*

A P A

y₉

E

y₈

T

y₇

b₉*

A

y₆

b₁₀*

T P

y₄

b₁₂

A P

y₂

b₁₄

V

b₁₅

E K _

y₂
276.1554

b₃*
342.1296

y₇²⁺
371.2107

b₄*
413.1667

b₃-H₂O
422.0959

y₄
472.2766

b₄-H₂O
493.133

b₄
511.1436

y₁₂²⁺
605.8193

y₆
640.3665

y₁₃²⁺
641.3379

y₁₄²⁺
691.8617

b₁₄²⁺
723.3134

y₇
741.4141

y₈
812.4512

b₉*
882.384

y₉
913.4989

b₉-H₂O
962.3503

b₁₀*
983.4316

b₁₀
1081.409

y₁₂-NH₃
1193.605

y₁₂
1210.631

b₁₂
1249.498

y₁₃
1281.669

b₁₄
1445.62

b₁₅
1574.662

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2000

4000
6000

8000

Intensity

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3565

CXXC8; FBL7; FBXL11; JHDM1A; KDM2A; KIAA1004

197.7

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3619

TRA2A

74.43

ITMS; CID; 2

ac

_
ph

S

y₁₂²⁺

D V

y₁₀

E

y₉

E N

y₇

N

b₈

F

y₅*

b₉*

E

y₄-NH₃

G

y₃*

b₁₁*

R

y₂

b₁₂*

E

b₁₃*

ph

S R _

y₂
342.1173

y₃*
373.183

y₅*
586.3056

y₉²⁺
594.7433

y₄-NH₃
610.2345

y₁₀²⁺
659.2646

y₅
684.2825

y₁₂²⁺
773.3201

y₇
960.3935

b₈-NH₃
1040.324

b₈
1057.351

b₉*
1088.417

b₉-NH₃
1169.367

y₉
1188.479

y₁₀-NH₃
1300.495

b₁₁*
1301.539

y₁₀
1317.522

b₁₂*
1430.582

b₁₃*
1499.603

b₁₂
1528.559

b₁₃-H₂O
1677.547

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3640

RES4-26; RNF4

90.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3653

KHNYN; KIAA0323

47.75

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3758

Nbla00170; NES

139.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3797

ARHGAP1; CDC42GAP; RHOGAP1

33.22

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3812

KLC; KLC1; KNS2

93.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3874

EAF1

46.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

3880

KIAA0035; NOLC1; NS5ATP13

83

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4037

FAM10A1; HIP; SNC6; ST13; FAM10A4

132.08

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4042

EIF5B; IF2; KIAA0741

171.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4086

MPZL1; PZR; UNQ849/PRO1787

132.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4121

D0S117E; DBN1

124.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4133

KIAA0536; PRP4; PRP4H; PRP4K; PRPF4B

45.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4281

HSPC120; NOL5; NOP5; NOP58

102.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4339

PACSIN3

97.2

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4388

LEO1; RDL

194.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4421

MFAP1

129.11

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4446

HSPC272; HUWE1; KIAA0312; KIAA1578; UREB1

35.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4471

KIAA0662; PHF2

81.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4538

CDK12; CRK7; CRKRS; KIAA0904

156.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4552

KIAA0170; MDC1; NFBD1

71.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4578

APEH; D3F15S2; D3S48E; DNF15S2

182.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4589

NSUN2; SAKI; TRM4

34.87

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4697

PCBP2

98.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4719

OTT; OTT1; RBM15

40.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4765

HCC1; RBM39; RNPC2

75.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4813

LYN

98.16

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4851

DDP; DDP1; TIM8A; TIMM8A

142.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4862

NCL

111.79

ITMS; CID; 2
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y₆
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b₆
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y₇
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b₇
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y₈
896.4637

b₈
970.3727

y₉
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b₂₈²⁺
1725.016

y₁₅
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b₁₆*
1886.63

b₁₆-H₂O
1966.596

b₁₆
1984.607

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

800
1000

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4869

RNF82; TIF1; TIF1A; TRIM24

34.2

ITMS; CID; 2

_ N
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E
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4942

MAP1B

84.66

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

4966

HBXAP; RSF1; XAP8

61.66

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5005

ARHGAP17; MSTP066; MSTP110; RICH1

100.04

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5043

FAM40A; KIAA1761

36.13

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5054

ANLN

127.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5088

ZYX

118.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5116

COPA

49.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5132

KPNA3; QIP2

113.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5170

C13orf8; KIAA1802; ZNF828

112.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5204

BOD1L; FAM44A; KIAA1327

154.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5208

EPB41L1; KIAA0338

58.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5318

KIAA0731; LARP; LARP1

87.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5363

BAT2D1; BAT2L2; KIAA1096; XTP2

54.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5538

NFI; NFIC

39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5550

DP1; TFDP1

89.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5578

NHN1; ZC3H18

44.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5589

Nbla00170; NES

92.31

ITMS; CID; 2

_

y₂₁²⁺

E

y₂₀²⁺

N

b₃-H₂O

Q

y₁₈²⁺

b₄-H₂O
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y₁₇²⁺

P

y₁₆-NH₃
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V

y₁₀

b₁₂*
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E

y₇²⁺

E

y₆

b₁₆-NH₃

A I

y₄

b₁₈²⁺

R P I T K _

b₃-H₂O
354.1408

b₃-NH₃
355.1248

y₇²⁺
399.7634

y₄
458.2973

y₈²⁺
464.2847

b₄-H₂O
483.1834

y₉²⁺
528.806 y₁₁²⁺

614.8302

y₁₂²⁺
664.3644

y₆
727.4825

y₁₄²⁺
777.4121

b₁₄²⁺
830.8462

y₈
927.5622

b₈*
936.4534

y₁₇²⁺
995.5039

b₈-NH₃
1017.404

y₁₈²⁺
1044.03

y₉
1056.605

b₁₈²⁺
1065.479

b₁₀*
1162.549

y₁₀
1171.632

y₂₀²⁺
1172.581

y₁₁
1228.653

y₂₁²⁺
1229.602

b₁₀-H₂O
1242.515

b₁₂*
1318.639

b₁₁-H₂O
1341.583

b₁₁-NH₃
1342.567

b₁₂-H₂O
1398.605

b₁₂
1416.615

b₁₃-H₂O
1513.632

y₁₄
1553.817

y₁₅
1720.815

b₁₆-NH₃
1843.738

y₁₆-NH₃
1859.89
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5606

DNAJC1; HTJ1

63.89

ITMS; CID; 2

_ D

y₁₆²⁺

b₂

F

y₁₅²⁺

b₃
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y₁₄²⁺
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y₁₀

N E

b₁₀-H₂O
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S

b₁₁*

ph

S

b₁₂*

D

y₅

E E S

y₂-NH₃

I R K _

a₂
235.1077

b₂
263.1026

y₂-NH₃
286.1874

b₃-H₂O
360.119

b₃
378.1296 b₄

491.2136

b₅-H₂O
544.2402

b₅
562.2508

y₅
632.3726

y₁₁²⁺
727.2658

y₁₂²⁺
791.2951

y₁₃²⁺
855.8164

y₁₄²⁺
891.335

y₁₅²⁺
947.877

y₁₆²⁺
1005.39

b₁₀-H₂O
1211.425

b₁₁*
1298.457

y₁₀
1339.481
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5667

CCDC86; CYCLON

59.86

ITMS; CID; 2

_

y₁₅*

C
ph

S Q

y₁₂

b₄*

D

y₁₁

b₅

Q

y₁₀
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y₆

S
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b₁₁

E

y₄

I

y₃

A

b₁₄

Q N K _

y₃-NH₃
372.1878

y₃
389.2143 y₄

460.2514

b₄*
473.1449

b₄
571.1218

y₅
573.3355 b₅

699.1804

y₆
702.3781

y₇
789.4101

y₈
860.4472

y₉
973.5313

y₁₀
1072.6

y₁₁
1129.621

b₁₁
1255.466

y₁₂
1257.68

b₁₄
1567.646

y₁₅*
1569.787
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5673

THRAP3; TRAP150

65.23

ITMS; CID; 2

_

y₉*

R

y₈

a₂

I

y₇*

b₃

D

y₆*

b₄

I

y₅

b₅*
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S P

b₇

S

y₂

T

y₁

b₉*

F R _

y₁
185.1272

a₂
252.2058

y₂
332.1956

b₃
395.2277 b₄

508.3117

b₅*
577.3332

y₅
617.3281

y₆*
686.3496

y₇*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5681

SVIL

93.23

ITMS; CID; 2

_ Q A H D I
ph

S P

b₈-NH₃

A

y₁₁

b₉

A

y₁₀

b₁₀

E

y₉

b₁₁-NH₃

S

y₈

b₁₂

S

y₇

b₁₃-NH₃

S T

y₅

b₁₅²⁺

F

y₄

S

y₃

F

b₁₈

S G R _

y₃
329.1807

y₄
476.2491

y₉²⁺
493.2343

b₁₀²⁺
550.7241

y₅
563.2812

b₁₅²⁺
805.3301

y₇
811.3972

b₈-NH₃
883.3346

y₈
898.4293

b₉-NH₃
954.3717

b₁₈²⁺
965.8964

b₉
971.3982

y₉
985.4613

y₁₀
1072.493

b₁₀-NH₃
1083.414

b₁₀
1100.441

b₁₁-NH₃
1170.446

y₁₁
1201.536 b₁₂

1274.505

b₁₃-NH₃
1344.51

b₁₈-H₂O
1912.775

b₁₈
1930.785
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5693

PKR2; PRKAR2; PRKAR2A

98.27

ITMS; CID; 2

_ V A

b₃

D A

b₅

K G

b₇

D

b₈²⁺

ph

S E

b₁₀²⁺

ph

S

y₁₂

b₁₁-H₂O

E

y₁₁-NH₃

b₁₂

E

b₁₃

D

b₁₄

E

b₁₅

D

y₇

b₁₆

I

y₆

b₁₇*

E

y₅

b₁₈²⁺

V

b₁₉*

P

y₃

b₂₀²⁺

V P S R _

b₃
286.1397

y₃
369.212

b₈²⁺
416.67

b₅-H₂O
475.2755

b₅
493.286

b₁₀²⁺
564.6905

y₅
565.3332

y₆
664.4016

b₇
665.3344

b₁₂²⁺
693.7331

y₇
793.4442

b₁₆²⁺
929.8234

b₁₇²⁺
994.3447

b₁₈²⁺
1043.879

b₁₉²⁺
1092.405

b₂₀²⁺
1141.939

b₁₁-H₂O
1239.406

y₁₁-NH₃
1248.598

b₁₂
1386.459

y₁₂
1394.667

b₁₃
1501.486

b₁₄-H₂O
1612.518

b₁₄
1630.528

b₁₅
1745.555

b₁₆
1858.639

b₁₇*
1889.705

b₁₇-H₂O
1969.671

b₁₉*
1987.849
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5744

BTKI; IBTK; KIAA1417

47.91

ITMS; CID; 2

_

y₁₄

D

y₁₃²⁺

b₂

I

y₁₂²⁺

Q

y₁₁

ph

S P

y₉

D F

y₇²⁺

b₈*

T T G F H S D K _

a₂
201.1234

b₂
229.1183

y₇²⁺
396.1878

y₁₁²⁺
626.2857

y₁₂²⁺
709.7848

y₁₃²⁺
773.8141

y₁₄²⁺
830.3562

b₈*
886.3941

y₉
1039.484

y₁₁
1251.564

y₁₄
1659.705
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5763

STRN

40.97

ITMS; CID; 2

_

y₂₂²⁺

F

y₂₁²⁺

b₂

I

y₂₀²⁺

E

y₁₉²⁺

S

y₁₈²⁺

b₅-H₂O

A

y₁₇²⁺

A A D F
ph

S

y₁₂²⁺

D

y₁₁²⁺

E

b₁₃*

D E

b₁₅

D

y₇²⁺

D D V

y₄

D G R E K _

b₂
261.1598

y₇²⁺
418.715

y₄
507.3004

b₅-H₂O
530.2609

y₁₁²⁺
655.7767

y₁₂²⁺
720.298

y₁₇²⁺
1027.877

y₁₈²⁺
1063.395

y₁₉²⁺
1098.914

y₂₀²⁺
1142.43

y₂₁²⁺
1206.951

y₂₂²⁺
1263.493

b₁₃*
1380.559

b₁₅
1722.605
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5839

KIAA1140; TTC7; TTC7A

71.15

ITMS; CID; 2

_

y₁₀²⁺

D

y₉

G

y₈

b₃*

ph

S

y₇

b₄*

F

y₆

G

y₅

b₆*

E G

y₃

b₈*

I

y₂

b₉*

T

b₁₀*

M K _

b₃*
242.0771

y₂
278.1533

y₃
379.201

b₄*
389.1456

y₅
549.3065

y₁₀²⁺
553.733

b₆*
575.2096

b₆-H₂O
655.1759

y₆
678.3491

y₇
735.3706

b₈*
745.3151

b₉*
846.3628

y₈
882.439

b₉
944.3397

b₁₀*
977.4033

y₉
1049.437
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5869

SPTB2; SPTBN1

20.89

ITMS; CID; 2

_ A

y₁₈²⁺

Q

y₁₇

b₃*

ph

T

b₄*

I P

b₆-NH₃

T

y₁₃²⁺

S V V

b₁₀²⁺

T

b₁₁*

I T S E S

y₄

S P G

b₁₉²⁺

K R _

b₃*
283.1401

b₄*
396.2241

y₄-NH₃
440.2616

y₄
457.2881

b₁₀²⁺
539.7626

b₆-NH₃
675.2749

y₁₃²⁺
680.8752

y₁₈²⁺
970.4904

b₁₉²⁺
982.9825

b₁₁*
1093.625

y₁₇
1758.96

b₁₉-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5873

ART4; MSTP158; NOB1; NOB1P; PSMD8BP1

101.49

ITMS; CID; 2

_ K

y₁₆

a₂

D D
ph

S

y₁₃-NH₃

b₅

D

y₁₂²⁺
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b₁₂

I
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T
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b₁₄²⁺

P

y₃

S N I K _

a₂
216.1343

y₆²⁺
330.1898

y₃
374.2398

y₇²⁺
386.7318

y₄
461.2718

y₅
558.3246

y₁₁²⁺
565.3037

b₁₁²⁺
614.6931

y₁₂²⁺
622.8171

b₅
641.1814

b₁₃²⁺
721.759

b₁₄²⁺
770.2854

y₇
772.4563

b₇*
773.2584

b₇
871.2353

b₈
928.2568

b₉
985.2782 b₁₀

1042.3

b₁₁*
1130.402

b₁₁
1228.379

b₁₂
1341.463

y₁₃-NH₃
1342.627

b₁₃-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

5912

JC7; NUCKS; NUCKS1

71.53

ITMS; CID; 2

_ E
ox

M

b₃

I
ox

M

b₅-H₂O

E D

b₇

V G

b₉²⁺

ph

S

b₁₀

E

b₁₁
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b₁₃
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E
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b₁₅

E

y₈²⁺

E
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D

y₆

E

y₅

b₁₉²⁺

A P F Q E K _

b₃
390.1693

y₈²⁺
486.2316

b₉²⁺
552.6849

b₅-H₂O
648.2368

y₅
656.3494

y₆
727.3865

y₇
856.4291

b₇
880.3427

y₉
1100.499

b₁₉²⁺
1161.395

y₁₀
1229.541

b₁₀
1233.405

b₁₁
1362.448

b₁₂
1491.49

b₁₃-H₂O
1601.538

b₁₃
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b₁₄-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6052

BPY2IP1; C19orf5; MAP1S; MAP8; VCY2IP1

42.21

ITMS; CID; 2

_ S P

b₃

A

y₁₁²⁺

b₄

E G
ph

S E R I

b₁₀*

ph
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I R _

b₃-H₂O
238.1186

b₃
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y₂
298.2113

b₄-H₂O
367.1612

b₄
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y₃
395.264

b₁₁²⁺
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y₁₁²⁺
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1086.449
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6081

VCL

34.68

ITMS; CID; 2

_
ph
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y₃
331.234

b₃
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y₄
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y₆
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b₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6115

CEP170; FAM68A; KAB; KIAA0470

41.7

ITMS; CID; 2

_ D N

b₃

D D D Q
ph

S D

b₉²⁺

K

y₁₇²⁺

G T

b₁₂*

Y

y₁₄

b₁₃*

T
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E
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E N P
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E E

y₃
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V
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E A R _

b₃
345.1041

y₃-NH₃
368.1804

y₃
385.2069

b₉²⁺
561.1791

y₅
613.3179

y₆
742.3605

y₇
829.3926

y₁₇²⁺
1002.475

b₉-NH₃
1104.324

y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6147

NF1

48.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6234

KIAA1265; SLC39A10; ZIP10

74.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6250

ORCA; OSIL; SQSTM1

51.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6339

TPR

75.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6354

SOX13

74.84

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6408

C13orf2; KCTD12; KIAA1778; PFET1

175.52

ITMS; CID; 2

_
ph
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6634

KIAA1027; TLN; TLN1

72.36

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6692

AHCTF1; ELYS; MSTP108; TMBS62

40.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6735

HAP; HET; SAFB; SAFB1; KIAA0138; SAFB2

123.88

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6739

RIOK2

128.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6744

ARHGEF7; COOL1; KIAA0142; Nbla10314; P85SPR; PAK3BP; PIXB; ARHGEF6; COOL2; KIAA0006; PIXA

172.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6787

PLEC1

41.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6831

ARID1A; BAF250; BAF250A; C1orf4; OSA1; SMARCF1

108.37

ITMS; CID; 2

_
ph
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

6864

CHMP7

112.5

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7006

CHET9; JJAZ1; KIAA0160; SUZ12

60.06

ITMS; CID; 2
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895.3866
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1001.902
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7043

CPD

92.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7252

KIAA1686; PEPP2; PLEKHA5

51.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7290

MPHOSPH8; MPP8

46.49

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7498

SND1; TDRD11

102.39

ITMS; CID; 2
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7570

EPLIN; LIMA1; PP624; SREBP3

190.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7585

LAP18; OP18; STMN1

88.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7652

MAP1B

86.54

ITMS; CID; 2
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y₁₀²⁺
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y₁₁²⁺
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y₆
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y₁₃²⁺
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y₁₄²⁺
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y₇
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y₁₆²⁺
970.4242

y₁₈²⁺
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1135.421

y₁₀
1170.624

b₂₁²⁺
1231.963

b₁₁
1264.463

b₂₂²⁺
1288.505

b₁₂
1365.511

y₁₂*
1368.689

b₁₃-NH₃
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b₁₃
1494.554

b₁₄
1661.552

b₁₆-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7706

C9orf88; FAM129B

66.14

ITMS; CID; 2
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y₃
301.187
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b₇*
596.2675
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b₉-H₂O
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y₁₈²⁺
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b₁₅*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7834

PGM1

87.68

ITMS; CID; 2
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b₈-H₂O
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y₁₆²⁺
828.8665

b₁₈²⁺
854.4143

y₈
855.445

y₁₇²⁺
885.4085

y₉
912.4665

y₁₈²⁺
941.9506

y₁₉²⁺
998.4926

y₂₁²⁺
1055.514

b₂₂²⁺
1070.515

b₁₂
1228.609

b₁₅*
1341.727

b₁₄
1382.683

b₁₆
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y₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

7902

RO60; SSA2; TROVE2

63.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8019

ARFGAP2; Nbla10535; ZNF289

71.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8037

CCNH

59.61

ITMS; CID; 2

_

y₁₆*

S K H
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E E E E
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b₁₆²⁺

S I _

y₂
219.1339

y₃
348.1765
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b₁₂²⁺
795.2796
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b₁₄²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8049

KIAA1122; SMARCAD1

56.3

ITMS; CID; 2

_ D T
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y₁₇²⁺
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b₁₈²⁺
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y₁₈²⁺
1061.408

y₁₉²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8059

CDK12; CRK7; CRKRS; KIAA0904

54.63

ITMS; CID; 2

_ H

y₁₉²⁺
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S
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y₇
755.4285
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y₁₅²⁺
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842.4606

y₁₆²⁺
864.9971

y₁₀
1043.536

y₁₉²⁺
1088.538

b₉
1147.494

y₁₁
1156.62

y₁₂
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y₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8161

PKCA; PRKACA; PRKCA

159.18

ITMS; CID; 2

_ S

y₁₂²⁺

T

y₁₁
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b₃-H₂O
284.1605

y₂
302.1954

y₃-NH₃
386.2165

b₄-H₂O
398.2034

b₄
416.214

b₅-H₂O
495.2562

b₅
513.2667

y₄
550.3115

y₈²⁺
573.741

y₅*
619.333

b₆-H₂O
623.3148

b₆-NH₃
624.2988

y₉²⁺
637.7703

y₁₀²⁺
686.2967

y₅
717.3099

y₁₁²⁺
743.3181

y₆*
748.3756

y₁₂²⁺
799.8602

b₇
827.4046

y₇*
862.4185

b₈-NH₃
924.421

b₈
941.4476

y₇
960.3954

y₈*
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b₉
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y₈
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y₉-NH₃
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y₁₀*
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b₁₁*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8198

SAP145; SF3B2

80.86

ITMS; CID; 2

_ K I

y₁₈²⁺

b₃-H₂O

E

b₄

E A M D

y₁₃²⁺
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y₁₂
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b₂₀²⁺

E K _

b₃-H₂O
353.2183

b₃-NH₃
354.2023
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b₉²⁺
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y₄
486.2922

b₄
500.2715

y₅
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y₁₀²⁺
586.3397
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833.4767
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1148.526
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8205

FLN; FLN1; FLNA

40.86

ITMS; CID; 2

_

y₁₄²⁺

S P

y₁₂

F

y₁₁*
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y₁₀
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S K _

b₇²⁺
344.6869

y₆²⁺
371.6728

y₇²⁺
420.1992

b₉²⁺
436.7293

y₄*
444.2453 b₅-H₂O

500.2504

y₇*
741.4141

y₁₄²⁺
763.8787

y₇
839.391

y₈
926.4231
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8247

DMAP1; KIAA1425

36.45

ITMS; CID; 2

_ D T

b₃

I I

b₅-H₂O

D

y₁₀

b₆

V

y₉
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y₈

G

b₉²⁺
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b₁₄-H₂O
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y₂-NH₃
255.1327

b₃-H₂O
312.1554
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330.166

y₆²⁺
389.1801

b₉²⁺
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b₅-H₂O
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b₆
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y₈-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8304

TP53BP1

111.57

ITMS; CID; 2

_
ox

M V

y₂₀²⁺

b₃
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y₁₉²⁺
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b₁₀
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y₂
283.1856

b₃
360.1952 y₃
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y₄
527.2551

y₉²⁺
527.779 y₅

640.3392

b₁₃²⁺
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b₁₄²⁺
755.3093

b₁₅²⁺
804.8435

b₈-NH₃
879.3318

y₈
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b₁₈²⁺
962.415

y₁₉²⁺
1038.458
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y₂₀²⁺
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b₁₀
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y₁₀-NH₃
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y₁₀
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1256.628

b₁₂
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y₁₂-NH₃
1368.644

b₁₃
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y₁₂
1385.671

y₁₃
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b₁₄
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b₁₅-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8317

KIAA0310; SEC16; SEC16A; SEC16L

71.06

ITMS; CID; 2

_ G S

y₂₇²⁺

V

b₄
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Q

y₂₄²⁺
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b₂₇²⁺
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b₄
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y₃
343.234 b₅-H₂O
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y₄
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b₆-NH₃
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y₁₅²⁺
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y₁₆²⁺
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y₁₇²⁺
905.4545
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907.452

b₁₀*
972.3823

y₁₀
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y₂₀²⁺
1066.555

y₂₁²⁺
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b₁₀-H₂O
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y₁₁
1166.569

b₁₁*
1167.412

y₂₂²⁺
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y₂₅²⁺
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y₁₃
1441.696

b₂₇²⁺
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b₁₃
1490.537 y₂₇²⁺

1528.658

b₂₉²⁺
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y₁₅-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8339

C21orf50; DBP5; HSPC310; HSPC312; KIAA1019; NREBP; SON

43.69

ITMS; CID; 2

_ E S D Q T

y₇

b₆
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b₇
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S P K _

y₄*
426.2711
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8417

G3BP; G3BP1

44.68

ITMS; CID; 2

_ Y Q D

b₄

E V
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b₇²⁺
420.1821

y₈²⁺
508.7302
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530.2569
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b₁₁²⁺
622.2851

y₅
659.2995
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788.3421

b₈
896.3785

y₁₅²⁺
962.8702

b₁₇²⁺
1011.904

y₁₇²⁺
1077.915

b₁₀
1142.515

y₉
1145.496

b₁₁
1243.563

y₂₁²⁺
1258.005

y₁₀
1274.538

b₁₂
1372.606

y₁₁
1441.537 b₁₆-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8762

BCDIN3; MEPCE

71.9

ITMS; CID; 2

_ D

y₂₂²⁺

I

y₂₁²⁺
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T

y₂₀²⁺
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b₃
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y₃
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b₄-H₂O
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b₆
655.3297

b₁₂²⁺
666.311
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742.3618

y₁₅²⁺
857.9017

y₁₆²⁺
914.9232

y₁₇²⁺
971.4652

y₁₈²⁺
1014.981

y₁₉²⁺
1071.523

y₂₀²⁺
1120.05

y₂₁²⁺
1177.563

y₂₂²⁺
1228.087

y₁₁
1237.643

y₁₃*
1355.741

y₁₃
1453.718

y₁₄*
1515.772

y₁₅-NH₃
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y₁₈*
1930.978

y₁₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8770

ASYIP; NSPL2; RTN3

125.61

ITMS; CID; 2

_

y₁₂²⁺

D
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y₁₀²⁺
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y₉*
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y₂

b₁₁*
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b₁₂-H₂O

D K _

y₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8813

Nbla00170; NES

58.25

ITMS; CID; 2

_ E G
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

8888

RRAGC

154.55

ITMS; CID; 2

ac
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y₁₄²⁺
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y₁₅²⁺
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791.357
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b₁₇²⁺
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y₁₇²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9009

ACIN1; ACINUS; KIAA0670

100.97

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9030

HS2; KIAA1711; TUT7; ZCCHC6

82.35

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9107

EIF2B; EIF2S2

69.75

ITMS; CID; 2

_ I E S D

y₁₇²⁺

V

y₁₆²⁺
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y₃
318.1772

y₄-NH₃
414.2347

y₄
431.2613

y₅-NH₃
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y₅
562.3017

b₆
672.3199

y₆
675.3858

y₁₂²⁺
680.3267

b₇-H₂O
783.3519

b₇
801.3625

b₈-NH₃
881.3887

y₁₅²⁺
883.8814

y₁₆²⁺
948.4026

y₁₇²⁺
1012.432

y₉
1018.524

y₁₀
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b₁₀
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b₁₂*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9280

KIAA0170; MDC1; NFBD1

209.66

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9566

NSFL1C; UBXN2C

76.33

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9574

DNTTIP2; ERBP; TDIF2

65.48

ITMS; CID; 2

_
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362.1347 y₄
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y₁₀²⁺
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y₁₄²⁺
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834.4456

b₁₄²⁺
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y₁₅²⁺
885.3727

y₁₆²⁺
949.894

b₈
951.4306

y₁₇²⁺
1000.418

y₁₈²⁺
1081.95

y₁₉²⁺
1125.466

b₁₁
1318.509

b₁₃*
1418.596

y₁₃
1527.612

y₁₄
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b₁₆*
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y₁₆
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b₁₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9692

LMN2; LMNB; LMNB1

80.83

ITMS; CID; 2

_ T

y₂₈²⁺

T
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y₆²⁺
388.6699

y₇²⁺
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y₁₃²⁺
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b₁₆²⁺
872.3758

y₁₄²⁺
879.9079

y₇
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y₁₆²⁺
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y₁₈²⁺
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b₂₀²⁺
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y₂₁²⁺
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y₂₂²⁺
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y₂₃²⁺
1351.596

y₂₄²⁺
1416.118

y₂₅²⁺
1480.639

y₂₆²⁺
1545.16

y₂₇²⁺
1593.687

y₂₈²⁺
1650.229

y₁₃
1659.74

y₁₄
1758.809

y₁₅*
1759.9

b₁₈-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9701

D11S2243E; RPLP2; RPP2

59.5

ITMS; CID; 2

_ Y V

y₁₆²⁺
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b₁₄²⁺
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812.3971

b₈
881.4767

y₉
892.3652

b₁₀-H₂O
1047.587

b₁₀
1065.598

y₁₁
1076.486

b₁₁
1122.619
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9861

KIAA1102; LIMCH1

74.3

ITMS; CID; 2

_ S P

b₃

E

y₁₁²⁺
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b₇*

ph
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y₇²⁺
438.2413
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

9937

UNC13D

120.93

ITMS; CID; 2

_
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b₁₁

I

y₁₆²⁺

b₁₂

I

b₁₃

G

y₁₄²⁺

b₁₄

I

b₁₅

E

y₁₂

b₁₆

Q

b₁₇

G

y₁₀*

b₁₈²⁺

V

y₉*

b₁₉

G

y₈*

b₂₀²⁺

V

y₇

P

y₆*

G

y₅

G

y₄

ph

S

b₂₅²⁺

P G S R _
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b₄-H₂O
341.1456
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397.6633
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416.2252

b₅
506.2245

y₆*
542.2681 y₅

583.2236

b₆
593.2566

y₁₄²⁺
682.3037

b₇-H₂O
690.2729
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696.3424
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697.2665
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_1-2

10069

NTE; PNPLA6

57.33

ITMS; CID; 2

_ I

y₁₄*

V I Y Q
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b₁₀
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b₁₃
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457.207 y₆*

741.4042

y₆-NH₃
822.3546

y₆
839.3811

y₇
952.4652

y₈
1039.497

b₉-H₂O
1053.465

b₉-NH₃
1054.449

b₉
1071.476

b₁₀-H₂O
1166.549

b₁₀-NH₃
1167.533

b₁₀
1184.56

b₁₁-H₂O
1347.563

b₁₃
1648.706

y₁₄*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

990

D11S2243E; RPLP2; RPP2; RPLP1; RRP1

168.09

ITMS; CID; 2
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b₄*
464.2231
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786.3491

b₆
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b₁₆²⁺
992.838

y₉
1016.403

b₈
1102.31

b₉*
1119.361

b₉
1217.337

b₁₀*
1234.387

y₁₁
1298.428

b₁₀-H₂O
1314.354

b₁₀
1332.364

b₁₁*
1365.428

y₁₂
1427.471

b₁₁-H₂O
1445.394

b₁₁
1463.405

b₁₂
1520.426
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b₁₄*
1626.539

b₁₃-H₂O
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b₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1159

SRM160; SRRM1

66.6

ITMS; CID; 2

_ R
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b₆²⁺
435.1752

y₄
466.2772

b₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1176

WHIP; WRNIP1

89.3

ITMS; CID; 2

_ R P A A
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1257

TXLN; TXLNA

61.11

ITMS; CID; 2

_ R
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y₂
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b₇²⁺
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y₆²⁺
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b₈²⁺
402.2053

b₉²⁺
437.7239

y₅*
535.2862

y₁₁²⁺
557.7495
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1284

ABC50; ABCF1

175.56

ITMS; CID; 2

_ K A

y₂₀²⁺

b₃

E Q
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G
ph
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b₁₄²⁺

E

y₈

b₁₅*
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G

b₂₁²⁺

E

b₂₂²⁺

S K _

b₃
329.1819

y₃
363.1874

y₇²⁺
368.1614

y₄
420.2089

y₅
477.2304

y₁₀²⁺
561.7253

y₆
606.2729

b₁₁²⁺
627.7297

y₁₂²⁺
654.7573

b₁₃²⁺
720.7618

y₇
735.3155

y₁₄²⁺
747.7894

b₁₄²⁺
785.2831

b₇-H₂O
792.2924

y₈
864.3581

b₁₆²⁺
914.3256

b₈
939.3455

b₁₇²⁺
978.8469

y₉
993.4007

b₁₈²⁺
1043.368

b₉
1068.388

b₁₉²⁺
1071.879

y₂₀²⁺
1117.392

y₁₀
1122.443

b₂₁²⁺
1164.911

b₂₂²⁺
1208.427

y₁₁
1251.486

b₁₁
1254.452

y₁₂
1308.507

b₁₂
1311.474

b₁₃-NH₃
1423.49

b₁₃
1440.516

y₁₄
1494.571

b₁₅*
1600.625

b₁₅-H₂O
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b₁₅
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b₁₆-NH₃
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1950.721
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1311

SRM160; SRRM1

38

ITMS; CID; 2

_

y₁₁²⁺

R
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b₂

Q

y₉*

b₃*

ph

S P
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b₅*
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y₁₀²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1364

DDX48; EIF4A3; KIAA0111

42.96

ITMS; CID; 2

ac

_ A T
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b₃-H₂O
298.1397

b₄-H₂O
369.1769

y₃
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y₄*
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y₅*
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y₄
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y₆*
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y₉
1004.423

y₁₁*
1078.531

y₁₀
1105.471

b₁₃
1345.545

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2
1.4

Intensity [10e4]

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1402

NSEP1; YB1; YBX1

214.47

ITMS; CID; 2

_

y₁₃²⁺

N

y₁₂²⁺

b₂

Y

y₁₁*

b₃

Q

y₁₀*

b₄

Q

y₉*

b₅

N

y₈-NH₃

b₆

Y

y₇*

b₇

Q

y₆

b₈

N

y₅

b₉*

ph

S

y₄

b₁₀-NH₃

E

y₃

b₁₁-H₂O

S

y₂

b₁₂

G

b₁₃

E K _

y₂
276.1554

b₂
278.1135

y₃
333.1769

b₃-NH₃
389.1456

b₃
406.1721

y₄
420.2089

b₄-NH₃
517.2041

b₄
534.2307

y₅
549.2515

y₁₀²⁺
618.2324

b₅-NH₃
631.2471

b₅
648.2736

y₆
716.2498

y₇*
732.3159

y₁₂²⁺
746.291

b₆
811.3369

y₁₃²⁺
827.8227

y₇
830.2928

b₇-NH₃
922.369

b₇
939.3955

y₈-NH₃
941.3248

y₉*
1023.438

b₈-NH₃
1036.412

b₈
1053.438

y₉
1121.415

b₉*
1122.46

y₁₀*
1137.481

y₁₀-NH₃
1218.431

y₁₀
1235.458

y₁₁*
1265.539

b₁₀-NH₃
1332.453

y₁₁-NH₃
1346.49

b₁₁-H₂O
1418.501

b₁₁-NH₃
1419.485

y₁₂-NH₃
1474.548

b₁₂-H₂O
1475.522

b₁₂-NH₃
1476.506

b₁₂
1493.533

b₁₃-NH₃
1605.549

b₁₃
1622.575
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1412

CANX

109.07

ITMS; CID; 2

_ S

y₁₈²⁺

D

y₁₇²⁺

b₃

A

y₁₆²⁺

b₄

E

y₁₅²⁺

b₅

E

y₁₄²⁺

b₆

D G G T

y₁₀

b₁₀-H₂O

V

y₉²⁺

ph

S

y₈²⁺

Q

y₇-NH₃

b₁₃-NH₃

E

b₁₄*

E

b₁₅

E

y₄

b₁₆

D

b₁₇²⁺

R K P K _

b₃-H₂O
256.0928

b₃
274.1034

b₄-H₂O
385.1354

b₄
403.146

b₅-H₂O
514.178

y₈²⁺
515.7618

y₄
528.3616

b₅
532.1885

y₉²⁺
579.7911

b₆
647.2155

y₁₀²⁺
663.2903

y₁₄²⁺
820.3698

y₁₅²⁺
877.8833

y₇-NH₃
884.4472

y₁₆²⁺
942.4046

b₁₀-H₂O
943.3639

b₁₇²⁺
957.8473

y₁₇²⁺
1006.926

y₁₈²⁺
1042.444

y₁₀
1325.573

b₁₃-NH₃
1368.447

b₁₄*
1416.54

b₁₄-NH₃
1497.49

y₁₄-NH₃
1622.706

b₁₅
1643.559

b₁₆-H₂O
1740.576

b₁₆-NH₃
1741.56
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1414

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

45.22

ITMS; CID; 2

_

y₁₆²⁺

T
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H T
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T
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A G
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R

y₇

ph
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P

y₅

b₁₂*

ph

S
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P A S G R _

b₂-H₂O
221.1033

b₂
239.1139

y₆²⁺
327.634

b₄
441.2092

y₈²⁺
459.6595

y₅
487.2623

y₁₀²⁺
566.2208

y₁₂²⁺
658.2814

b₇
696.3675

y₇
751.3134

y₁₅²⁺
794.8477

y₁₆²⁺
863.3771

y₁₁*
1104.495

y₁₁
1202.471
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1241.639
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1242.563

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

800
1000

1200

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1435

PURB

163.85

ITMS; CID; 2

_ R G G

b₄

G

b₅

S
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G
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b₁₅*

E

y₃

b₁₆*

V

b₁₇

D

b₁₈*

E D _

b₄
328.1728

y₃-H₂O
360.1038

y₃
378.1143

y₇²⁺
396.6483

b₅
415.2048

y₄-H₂O
459.1722

b₆
472.2263

y₄
477.1827

b₇
529.2477

b₈
586.2692

y₅-H₂O
588.2148

y₅
606.2253

b₉
715.3118

b₁₆²⁺
777.7888

b₁₇²⁺
835.3023

b₁₀
844.3544

b₁₈²⁺
899.8236

b₁₂*
1042.418

y₉
1088.33

y₁₀*
1119.396

b₁₂
1140.395

b₁₃
1197.417

b₁₄*
1228.482

b₁₄
1326.459

y₁₁-H₂O
1328.405

y₁₁
1346.416

b₁₅*
1357.525

b₁₅
1455.502

b₁₆*
1456.594

b₁₆-H₂O
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b₁₆-NH₃
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b₁₆
1554.57

b₁₇-H₂O
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b₁₇
1669.597

b₁₈*
1700.663

b₁₈-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1511

SFRS2

130.47

ITMS; CID; 2

_ S

y₁₂

P

y₁₁

P

y₁₀

b₄

K

y₉

b₅*

ph

S P

y₇²⁺

b₇

E

b₈*

E

b₉*

E

b₁₀

G

y₃

b₁₁*

A

b₁₂*

V S S _

y₃-H₂O
274.1397

y₃
292.1503

y₇²⁺
339.6507

b₄-H₂O
400.2434

b₄
418.254

b₈²⁺
470.6988

b₅*
487.2755

b₁₁²⁺
599.2494

b₁₂²⁺
648.7836

b₇
811.3477

b₈*
842.4134 y₉

904.3894

b₈
940.3903

b₉*
971.456

b₉
1069.433

y₁₀
1071.388

b₁₁*
1099.515

b₁₀
1126.454

b₁₁-H₂O
1179.481

b₁₁
1197.491

b₁₂*
1198.583

y₁₁
1207.497

b₁₂
1296.56

y₁₂
1304.55

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
500

1000
1500

2000

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1516

SFRS10; TRA2B

102.28

ITMS; CID; 2

ac

_ S

y₁₂²⁺

D S

y₁₀-NH₃

b₄

G E

y₈

Q

y₇

N

b₈

Y

b₉²⁺

G

y₄*

E

y₃*

b₁₁

R

b₁₂

E

b₁₃*

ph

S R _

y₃*
373.183

b₄
389.1303

b₉²⁺
490.6832

y₄*
529.2841

y₄
627.261

b₁₁²⁺
633.2551

b₁₂²⁺
697.7764

y₁₂²⁺
746.2966

b₈-H₂O
905.3272

b₈
923.3377

y₇
976.3884

y₈
1090.431

b₁₁-H₂O
1247.492

b₁₁
1265.503 y₁₀-NH₃

1330.506

b₁₂-NH₃
1377.519

b₁₂
1394.545

b₁₃*
1463.567

y₁₂-NH₃
1474.559

b₁₃-H₂O
1543.533

b₁₃
1561.544
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1523

AHNAK; PM227

196.84

ITMS; CID; 2

_

y₁₃-NH₃

G

y₁₂*

H

y₁₁*

b₃

Y

y₁₀*

b₄

E

y₉*

b₅

V

y₈*

b₆

T

y₇

b₇

G

y₆

b₈*

ph

S

y₅

b₉*

D

y₄

b₁₀*

D

y₃

b₁₁*

E

b₁₂*

T

b₁₃

G K _

y₃
313.1961

b₃
358.151

y₄
442.2387

b₄-H₂O
469.183

b₄
487.1936

y₅
557.2657

b₅
586.262

b₆-H₂O
669.2991

y₆
672.2926

b₆
687.3097

b₇-H₂O
726.3206

b₇
744.3311

y₈*
798.3356

b₈*
813.3526

y₇
839.291

y₈
896.3124

y₉*
899.3832

b₉*
928.3795

y₉
997.3601

y₁₀*
998.4516

b₁₀*
1043.406

y₁₀
1096.429

y₁₁*
1127.494

b₁₁*
1172.449

y₁₁-NH₃
1208.445

y₁₁
1225.471

b₁₁
1270.426

b₁₂*
1273.497

y₁₂*
1290.558

b₁₂
1371.474

y₁₂
1388.534

b₁₃
1428.495

y₁₃-NH₃
1508.567
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1566

BCLAF1; BTF; KIAA0164

103.76

ITMS; CID; 2

_

y₁₂*

K

y₁₁*

A

y₁₀

b₃

E G

y₈*

b₅

E

y₇

P

y₆

Q

y₅

b₈

E

y₄

E

y₃

ph

S

y₂

P I K _

y₂
268.2111

b₃-H₂O
319.1856

b₃-NH₃
320.1696

b₃
337.1961

y₃
365.2638

b₅-H₂O
505.2496

y₈²⁺
508.233

b₅
523.2602

y₄
532.2622 y₅

661.3048
y₆

790.3474

b₈
877.4141

y₈*
917.4818

y₇
918.406

y₈
1015.459 y₁₀

1201.523

y₁₁*
1232.588

y₁₂*
1303.626

y₁₁-NH₃
1313.539

y₁₂-NH₃
1384.576
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1568

CHC1; RCC1

55.45

ITMS; CID; 2

_ R R

y₈

b₃*

ph

S

y₇

P P

b₆-H₂O

A D

b₈

A

y₂

b₉²⁺

I P K _

y₂
252.1798

b₃*
402.2475

y₈²⁺
408.7389

b₈²⁺
476.2192 b₉²⁺

532.7612

y₇
719.4178

b₆-H₂O
747.3565 y₈-NH₃

799.444

y₈
816.4705

b₈
951.4311
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1622

SNIP1

231.13

ITMS; CID; 2

_

y₁₄*

K D

b₃-H₂O

D

y₁₁*

b₄

E

y₁₀*

b₅

D

y₉

b₆

E

y₈

b₇

E

y₇*

b₈

E

y₆*

b₉

E

y₅*

b₁₀

E

y₄*

b₁₁

E

y₃*

b₁₂

V

b₁₃*

ph

S

b₁₄*

D S _

y₃*
290.0983

b₃-H₂O
349.1598

y₃-H₂O
370.0646

y₃
388.0752

y₄*
389.1667

y₄
487.1436

b₄
496.2129

y₅*
518.2093

y₅-H₂O
598.1756

b₅
611.2399

y₅
616.1862

b₁₀²⁺
628.7301

y₆*
647.2519

b₁₁²⁺
693.2513

b₆
740.2825

b₁₂²⁺
742.7856

y₆
745.2288

y₇*
776.2945

b₇
869.325

y₇
874.2714

b₁₄²⁺
883.7982

y₈-H₂O
985.3034

b₈
998.3676

y₈
1003.314

b₉-H₂O
1109.4

b₉
1127.41

y₉
1132.357

y₁₀*
1163.422

b₁₀-H₂O
1238.442

b₁₀
1256.453

y₁₀
1261.399

y₁₁*
1278.449

b₁₁-H₂O
1367.485

b₁₁
1385.495

b₁₂-H₂O
1466.553

b₁₂
1484.564

b₁₃*
1553.585

y₁₄*
1637.546

b₁₄*
1668.612
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1629

WDR44

228.03

ITMS; CID; 2

_ E

y₁₃*

b₂

Y

y₁₂*

b₃

V

y₁₁*

b₄-H₂O

S

y₁₀*

b₅-H₂O

N

y₉*

b₆-H₂O

D

y₈*

b₇-H₂O

A

y₇*

b₈-NH₃

A

y₆*

b₉

Q

y₅

ph

S

y₄

b₁₁

D D

b₁₃

E

b₁₄*

E K _

a₂
265.1183

b₂-H₂O
275.1026

b₂
293.1132

b₃-H₂O
374.171

b₃
392.1816

b₄-H₂O
461.2031

y₈²⁺
501.1766

y₄
520.2249

b₅-H₂O
575.246

y₅
635.2519

b₆-H₂O
690.2729

y₁₂²⁺
694.7461

y₆*
704.2733

y₁₃²⁺
744.2803

b₇-H₂O
761.3101

b₇-NH₃
762.2941

y₆
802.2502

y₇*
832.3319

b₈-NH₃
833.3312

y₈*
903.369

y₇-NH₃
913.2823

y₉*
974.4061

b₉
978.4163

y₈
1001.346

y₉
1072.383

y₁₀*
1089.433

y₁₀
1187.41

y₁₁*
1203.476

b₁₁-H₂O
1242.431

b₁₁
1260.442

y₁₂*
1290.508

y₁₁
1301.453

y₁₂-NH₃
1371.458

y₁₂
1388.485

y₁₃*
1389.576

y₁₃
1487.553

b₁₃
1504.511

b₁₄*
1535.577

b₁₄-H₂O
1615.543

b₁₄-NH₃
1616.527

b₁₄
1633.554
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1652

KIAA0536; PRP4; PRP4H; PRP4K; PRPF4B

294.93

ITMS; CID; 2

_

y₁₆

S

y₁₅²⁺

I

y₁₄²⁺

b₃

N

y₁₃

b₄

E

y₁₂*

b₅

E

y₁₁*

b₆

N

y₁₀*

b₇-H₂O

G

y₉*

b₈-H₂O

E

y₈*

b₉²⁺

V

y₇

ph

S

y₆

b₁₁*

E

y₅

b₁₂*

D

y₄

b₁₃*

Q

y₃

b₁₄

S

b₁₅*

Q

b₁₆

N K _

b₃-H₂O
297.1557

b₃
315.1663

y₃-NH₃
380.202

y₃
397.2285

b₄-H₂O
426.1983

b₄
444.2089

y₄
484.2605

b₉²⁺
486.7171

b₅-H₂O
555.2409

b₅-NH₃
556.2249

b₅
573.2515

y₅-NH₃
595.2926

y₅
612.3191

b₆-NH₃
670.2679

b₆
687.2944

b₇-H₂O
726.3053

y₆
727.3461

y₇-NH₃
839.3621

y₁₄²⁺
840.8274

b₈-H₂O
855.3479

y₇
856.3886

y₁₅²⁺
897.8489

y₈*
925.4101

y₈
1023.387

y₉*
1024.479

y₉
1122.455

y₁₀*
1153.521

b₁₁*
1170.491

y₁₁*
1210.543

y₁₀-NH₃
1234.471

b₁₂*
1285.518

y₁₁-NH₃
1291.493

y₁₁
1308.519

y₁₂*
1324.586

b₁₃*
1413.576

y₁₂
1422.562

b₁₃-NH₃
1494.527

b₁₃
1511.553

y₁₃-NH₃
1534.578

y₁₃
1551.605

b₁₄
1598.585

b₁₅*
1628.667

b₁₅-H₂O
1708.633

b₁₅-NH₃
1709.617

b₁₅
1726.644

b₁₆-H₂O
1822.676

b₁₆-NH₃
1823.66

b₁₆
1840.687

y₁₆
1907.775
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1675

RIOK2

128.68

ITMS; CID; 2

_ A

y₁₀*

E

y₉*

b₃

V

y₈*

b₄

Y

y₇*

b₅

G

y₆

b₆*

ph

S

y₅

E

b₈*

N

y₃

b₉*

E

y₂

S

b₁₁-NH₃

E R _

b₃
300.1554

y₂
314.1698

y₃
401.2018

b₄
463.2187

b₅
520.2402

b₉²⁺
530.187

y₉²⁺
580.7102

b₆*
589.2617

y₁₀²⁺
630.2444

y₅
644.2874

y₆
773.33

b₈*
832.3472

y₇*
842.3514

y₈*
899.3729

y₇
940.3283

b₉*
961.3898

y₈
997.3498

b₉
1059.367

y₉*
1062.436 y₉-NH₃

1143.387

y₉
1160.413

y₁₀*
1161.505

b₁₁-NH₃
1258.415

y₁₀
1259.482
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1678

MYH9

128.04

ITMS; CID; 2

_ G

y₂₁²⁺

A G

y₁₉²⁺

b₄

D

y₁₈²⁺

G

y₁₇²⁺

b₆*

ph

S

y₁₆²⁺

D E

y₁₄²⁺

b₉*

E

y₁₃²⁺

b₁₀*

V

y₁₂

b₁₁*

D

y₁₁²⁺

b₁₂

G

y₁₀

b₁₃

K

y₉

A

y₈

D G

y₆

b₁₇

A

y₅

b₁₈²⁺

E

y₄

b₁₉*

A

y₃

b₂₀²⁺

K P A E _

b₄
301.1143

y₃
316.1503

y₈²⁺
390.7025

b₆*
427.1572

y₄
452.2595

y₁₀²⁺
483.7345

b₆-H₂O
507.1235

y₅
523.2966

y₁₁²⁺
551.7891

y₁₂²⁺
580.2999

y₁₃²⁺
637.8133

y₆
652.3392

y₁₄²⁺
687.3475

y₈
780.3978

b₉*
800.2693

y₁₆²⁺
816.3901

y₁₇²⁺
873.9036

b₁₈²⁺
874.8223

y₉
895.4247

b₁₀*
899.3377

y₁₈²⁺
957.4028

y₁₀
966.4618

b₂₀²⁺
978.3955

y₁₉²⁺
985.9135 b₁₁*

1014.365 y₂₁²⁺
1071.938

b₁₁-H₂O
1094.331

b₁₁
1112.342

y₁₂
1159.592

b₁₂
1169.363

b₁₃
1305.472 b₁₇

1619.595

b₁₉*
1721.698

b₁₉-H₂O
1801.664
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1690

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

59.57

ITMS; CID; 2

_

y₁₀*

S

y₉*

V

y₈

b₃*

ph

S

y₇

P

y₆

b₅*

C S N

y₃

b₈

V E

b₁₀-NH₃

S R _

b₃*
256.1292

y₃
401.2018

y₈²⁺
479.718

b₅*
513.2126

y₉²⁺
563.2171

y₆
701.3452 y₇

861.3759

b₈
911.3329

y₈
958.4286

y₉*
1027.45

b₁₀-NH₃
1110.381

y₉
1125.427

y₁₀*
1126.519
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1691

CDABP0061; CGI-48; UTP18; WDR50

46.57

ITMS; CID; 2

_ V Q

y₁₄²⁺

b₃

E H E

y₁₁*

b₆

D
ph

S G

y₈

b₉²⁺

D

y₇²⁺

b₁₀*

ph

S E

y₅

V

y₄

b₁₃*

E

y₃

N

b₁₅²⁺

E A K _

y₃
347.1925

b₃
357.1769

y₇²⁺
409.6982

y₄
461.2354

b₉²⁺
539.1797

y₅
590.278

b₆
738.3053

y₁₄²⁺
853.2849

b₁₅²⁺
922.7984

y₈
985.3874

b₁₀*
1048.397

y₁₁*
1128.48

b₁₀*
1146.374

y₁₁*
1226.457

b₁₀
1244.35

b₁₃*
1405.55
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1719

ATRX; RAD54L; XH2

38.09

ITMS; CID; 2

_

y₁₂²⁺

I

y₁₁²⁺
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b₁₁*

E K K _
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187.1441

b₂
215.139

y₂-NH₃
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b₃-H₂O
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b₆²⁺
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y₃-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1743

TCOF1

33.84

ITMS; CID; 2

_ K I G
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b₁₀²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1751

MARCKSL1; MLP; MRP

252.43

ITMS; CID; 2

_
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G D
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b₃-H₂O
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323.2169
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555.2409
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889.3906

b₁₀
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y₁₀
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y₁₁
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1771

DDX24

202.4

ITMS; CID; 2

_ A
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Q
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1776

SFRS2

77.51

ITMS; CID; 2

_
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S
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1817

CXXC8; FBL7; FBXL11; JHDM1A; KDM2A; KIAA1004

162.32

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1846

C21orf136; SFRS7

79.45

ITMS; CID; 2

_
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ph
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1861

GPATC8; GPATCH8; KIAA0553

179.79

ITMS; CID; 2

_ K

y₁₂*

b₂
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b₃*
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y₁₀

b₄*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1906

IRS2

81.57

ITMS; CID; 2

_ R

b₂

V
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b₃*
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D I

b₁₁*
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b₂
256.1768

b₃*
325.1983

y₆²⁺
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b₄*
382.2197

y₃
403.23

y₈²⁺
452.212

b₅*
497.2467

b₆-H₂O
648.2501

b₇-H₂O
719.2872

b₇-NH₃
720.2712

b₇
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y₇
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b₈-NH₃
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b₉*
882.4064
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1912

RIF1

90.76

ITMS; CID; 2

_ S

y₁₁²⁺

S

y₁₀*

b₃

I

y₉

b₄

S

y₈*

N

y₇

b₆-NH₃

N

y₆

E

y₅*

b₈-NH₃

C

y₄*

G

y₃

ph

S
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b₁₁-NH₃

I

b₁₂*

D K _

y₂
270.1539

b₃
288.1554

b₄-H₂O
357.1769

b₄
375.1874

y₃
383.238

y₄*
452.2595

y₅*
509.2809

y₄
550.2364

b₆-NH₃
586.2467

y₁₁²⁺
662.7701

y₆
767.2885

b₈-NH₃
875.32

y₇
896.3311

y₈*
912.3971

y₈
1010.374 y₁₀*

1113.472

y₉
1124.417

y₁₀-NH₃
1194.422

y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1917

CCDC93

110.8

ITMS; CID; 2

_

y₁₁

Q

y₁₀*

S

y₉

b₃

E

y₈

b₄

I

y₇*

b₅-NH₃
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y₆

b₆-H₂O
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y₅

b₇-H₂O

E

y₄*

b₈-H₂O

E

y₃

ph

S P

b₁₁-NH₃

E K _

b₃-H₂O
327.1299

b₃-NH₃
328.1139

b₃
345.1405

y₃
381.2224

b₄-H₂O
440.214

b₄-NH₃
441.198

y₄*
450.2438

b₄
458.2245

b₅-NH₃
528.23

y₄
548.2207

b₆-H₂O
598.2831

y₅
677.2633

b₇-H₂O
727.3257

b₇-NH₃
728.3097

y₇*
779.3661

y₆-NH₃
789.2794

y₆
806.3059

b₈-H₂O
856.3683

b₈-NH₃
857.3523

y₇-NH₃
860.3165

y₇
877.343

y₈
964.375

y₉
1077.459

y₁₀*
1108.525

y₁₀-NH₃
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y₁₀
1206.502
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1918

IRS2

169.43

ITMS; CID; 2

_
ph

T A

y₁₆

b₃*

S

y₁₅

b₄*

E

y₁₄

b₅*
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D
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b₄*
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b₅*
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b₆*
543.2045

y₁₅²⁺
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b₇*
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641.1814

y₈
654.3557

b₁₆²⁺
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y₉
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b₉*
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y₁₁
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b₁₁*
870.3588 y₁₂
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y₁₃
981.51

b₁₃*
998.4174

y₁₄
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b₁₅*
1140.492

b₁₄-H₂O
1149.421

y₁₅
1153.558

b₁₆*
1211.529

b₁₅-H₂O
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b₁₅
1238.469

y₁₆
1282.601
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1309.506

b₁₈*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1924

HNRNPUL2; HNRPUL2

56.33

ITMS; CID; 2

_ R E

b₃

E

y₁₉²⁺

D

y₁₈²⁺

E P E E R
ph

S G

b₁₂²⁺

D
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b₁₃

E
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E
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b₁₉²⁺

V P

y₂

G D K _

y₂
270.1539

y₄
424.2282

b₃
425.2018

y₉²⁺
447.2264

y₁₀²⁺
497.7502

y₅
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y₇
739.3712

b₁₂²⁺
765.2864

y₈
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b₁₃²⁺
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b₁₄²⁺
880.3315

y₉
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y₁₈²⁺
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1114.94

b₁₃
1658.608

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

Intensity

200 400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

1998

CLASP2; KIAA0627

91.62

ITMS; CID; 2

_ S

y₁₂

b₂

R

y₁₁

b₃*

ph

S

y₁₀

b₄*

D

y₉

I

y₈

b₆

D

y₇

b₇*

V N

b₉

A

y₄

b₁₀

A

b₁₁

A

b₁₂*

G

b₁₃*

A K _

b₂
244.1404

b₃*
313.1619

y₄
346.2085

b₃
411.1388

b₄*
428.1888

b₉²⁺
519.7162

b₄
526.1657

y₇
602.3257

y₈
701.3941

b₆
754.2767

b₇*
755.3682

y₉
816.421

b₇-H₂O
835.3346

y₁₀
929.5051

b₉
1038.425

y₁₁
1044.532 b₁₀

1109.462

b₁₂*
1139.544

b₁₁
1180.499

b₁₃*
1210.581

y₁₂
1211.53

b₁₃-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2009

AEG1; LYRIC; MTDH

65.84

ITMS; CID; 2

_

y₁₀*

I

y₉*

b₂

S

y₈²⁺

b₃-H₂O

S

y₇*

Q

y₆

I

y₅-NH₃

ph

S A G

y₂

b₉*

E E K _

b₂
201.1234

y₂-NH₃
259.1288

b₃-H₂O
270.1448

y₂
276.1554

y₈²⁺
471.2024

y₅-NH₃
516.23

y₆
700.2549

y₇*
715.3621

y₇
813.339

b₉*
855.4207

y₈-NH₃
924.371

y₉*
930.4527

y₉-NH₃
1011.403

y₁₀*
1017.485

y₉
1028.43

y₁₀-NH₃
1098.435

y₁₀
1115.462
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2018

APPD; LAPF; PLEKHF1; ZFYVE15

40.01

ITMS; CID; 2

_ Q

b₂-NH₃

E

b₃-NH₃

E

b₄-NH₃

A E E

y₁₃²⁺

Q

b₈-NH₃

G

y₁₁²⁺

A G

y₉

ph

S P

b₁₃

G

y₆

b₁₄-NH₃

Q P

y₄

A

y₃

H

y₂

b₁₈²⁺

I

b₁₉²⁺

A R _

b₂-NH₃
241.0819

y₂
256.1643 y₆²⁺

337.7022

y₃
369.2484

b₃-NH₃
370.1245

b₄-NH₃
441.1616

y₉²⁺
478.7686

y₄
506.3073

y₁₁²⁺
590.7785

y₁₃²⁺
654.8078

y₆
674.3972

b₁₃²⁺
675.7459

b₈-NH₃
884.3268

y₉-NH₃
939.5034

b₁₈²⁺
948.8916

y₉
956.53

b₁₉²⁺
984.4102

b₁₃
1350.485

b₁₄-NH₃
1461.517
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2033

MKI67

45.21

ITMS; CID; 2

_
ph

S

y₁₁²⁺

b₂

S

y₁₀

P

y₉

b₄*

E

y₈

b₅*

I E

y₆

D

y₅

T

y₄

A T S S K _

a₂
227.0427

b₂
255.0377

b₄*
383.1561

y₄
422.2245

y₅
493.2617

b₅*
496.2402 y₁₁²⁺

589.2828

y₆
594.3093

y₈-NH₃
821.3523

y₈
838.3789

y₉
951.4629

y₁₀
1080.506
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2034

SRM160; SRRM1

66.27

ITMS; CID; 2

_ R

b₂

Y

b₃*

ph

S

y₄

b₄*

P

y₃

P

y₂

b₆*

I

y₁

Q R _

y₁
175.119

a₂
292.1768

y₂
303.1775

b₂
320.1717

b₃*
389.1932

b₆²⁺
397.6835

y₃
416.2616

b₄*
486.2459

y₄
513.3144

b₄
584.2228

b₆*
696.3828
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2039

CLASP1; KIAA0622; MAST1

174.59

ITMS; CID; 2

_ S

y₁₂*

b₂

R

y₁₁

b₃

ph

S

y₁₀

b₄*

D

y₉

I

b₆*

D

y₇

b₇

V

y₆

b₈

N

y₅

b₉*

A

y₄

b₁₀*

A

y₃

b₁₁*

A

b₁₂*

S

b₁₃*

A K _

b₂
244.1404

y₃
305.1819

y₄
376.2191

b₃
411.1388

b₄*
428.1888

y₅
447.2562

y₆
518.2933

b₄
526.1657

y₇
632.3362

b₆*
656.2998

b₆
754.2767

y₉
846.4316

b₇
853.3451

b₉*
940.4483

y₁₀
959.5156

b₈
967.3881

b₁₀*
1011.485

b₉-H₂O
1020.415

b₉
1038.425

y₁₁
1074.543

b₁₁*
1082.523

b₁₀-NH₃
1092.436

b₁₀
1109.462

y₁₂*
1143.564

b₁₂*
1169.555

b₁₁
1180.499

b₁₃*
1240.592

y₁₂
1241.541

b₁₂-H₂O
1249.521

b₁₃-H₂O
1320.558

b₁₃-NH₃
1321.542

b₁₃
1338.569
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2053

BAG3; BIS

145.33

ITMS; CID; 2

_
ph

S Q

y₂₀²⁺

b₃

S P

b₅*

A

b₆*

A

b₇*

S

b₈

D

b₉

C

b₁₀

S

b₁₁

S

b₁₂-H₂O

S

y₁₀

b₁₃*

S

y₉

b₁₄

S

y₈

b₁₅-NH₃

S

y₇

b₁₆

A

y₆

b₁₇*

S

y₅

b₁₈

I

y₄

b₁₉²⁺

P

y₃

S S G R _

y₃
329.1807

b₃
383.0962

y₄
416.2127

b₅*
453.2092

y₅
513.2655

b₆*
524.2463

b₅
551.1861

b₆-H₂O
604.2127

b₇*
611.2784

b₆
622.2232

y₆
626.3496

b₇-NH₃
692.2287

b₇
709.2553

y₇
713.3816

y₈
784.4187

b₈
824.2822

y₉
871.4507

b₁₈²⁺
889.3328

b₁₉²⁺
937.8591

y₂₀²⁺
954.4174

y₁₀
958.4828

b₉
984.3129

b₁₀
1071.345

b₁₁
1158.377

b₁₂-H₂O
1227.398

b₁₃*
1234.464

b₁₃
1332.441

b₁₄-H₂O
1401.462

b₁₄
1419.473

b₁₅-NH₃
1489.478

b₁₇*
1566.597

b₁₆
1577.542

b₁₇-H₂O
1646.564

b₁₇-NH₃
1647.548

b₁₇
1664.574

b₁₈-H₂O
1759.648

b₁₈
1777.658
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2056

ZIS; ZNF265; ZRANB2

227.06

ITMS; CID; 2

_ E

y₁₈²⁺

V

y₁₇²⁺

E

y₁₆²⁺

D

y₁₅*

b₅

K

y₁₄*

b₆

E

y₁₃

b₇*

ph

S

y₁₂

b₈*

E

y₁₁

G

y₁₀

E

y₉

b₁₁*

E

y₈

b₁₂

E

y₇

b₁₃*

D

y₆

b₁₄

E

y₅

b₁₅*

D

y₄

b₁₆*

E

y₃

D I S K _

y₃
347.2289

y₄
462.2558

y₅-NH₃
574.2719

b₅-H₂O
583.2722

y₅
591.2984

b₅
601.2828

b₁₁²⁺
671.2401

y₆
706.3254

b₆-H₂O
712.3148

b₆
730.3254

b₇*
799.3468

y₇
835.368

y₁₅²⁺
910.3175

b₈*
928.3894

y₈
950.3949

y₁₆²⁺
974.365

b₈
1026.366

y₁₇²⁺
1031.878

y₉
1079.438

y₁₈²⁺
1096.4

y₁₀
1208.48

b₁₁*
1243.496

b₁₁-H₂O
1323.462

y₁₁
1337.523

y₁₂
1394.544

b₁₂-H₂O
1452.505

b₁₂
1470.516

b₁₃*
1487.566

y₁₃
1523.587

b₁₃-H₂O
1567.532

b₁₃-NH₃
1568.516

b₁₃
1585.543

y₁₄*
1592.608

y₁₄
1690.585

b₁₄
1714.585

y₁₅*
1721.651

b₁₅*
1731.635

b₁₅-H₂O
1811.601

b₁₅-NH₃
1812.586

y₁₅
1819.628

b₁₅
1829.612

b₁₆*
1860.678

b₁₆-H₂O
1940.644

b₁₆
1958.655
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2080

ERICH1; HSPC319

156.23

ITMS; CID; 2

_ A R Q

b₄

E

b₅

E G A

b₈

D

b₉

A
ph

S

y₁₂

b₁₁

E

y₁₁

b₁₂*

E

y₁₀

b₁₃*

D

y₉

b₁₄*

P

y₈

b₁₅*

T

b₁₆*

P

y₆

b₁₇²⁺

A G

y₄

b₁₉²⁺

E

y₃

b₂₀²⁺

E

y₂

b₂₁²⁺

D

b₂₂²⁺

V K _

y₂
254.1954

y₃
369.2224

y₈²⁺
426.7131

b₉²⁺
469.7137

b₄
495.2549

y₄
498.265

y₁₀²⁺
525.7633

y₁₁²⁺
583.2768

b₅
624.2975

b₁₂²⁺
682.2555

y₆
684.329

b₁₃²⁺
739.769

y₈
852.4189

b₈
867.3831

b₁₇²⁺
922.8641

b₉
938.4202

y₉
953.4666

b₁₉²⁺
1015.896

y₁₀
1050.519

b₂₀²⁺
1080.417

b₂₁²⁺
1137.931

y₁₁
1165.546

b₂₂²⁺
1187.465

b₁₁
1234.461

b₁₂*
1265.527

y₁₂
1294.589

b₁₂
1363.504

b₁₃*
1380.554

b₁₃-H₂O
1460.52

b₁₄*
1477.607

b₁₃
1478.531

b₁₅*
1578.654

b₁₅-H₂O
1658.621

b₁₅-NH₃
1659.605

b₁₆*
1675.707

b₁₅
1676.631
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2085

LMN1; LMNA

110.38

ITMS; CID; 2

_ S G

b₃

A

y₁₀

b₄

Q

y₉

b₅

A

y₈

b₆

S

y₇*

b₇

S

y₆*

b₈-H₂O

T

y₅

P

y₄

I

y₃

b₁₁*

ph

S P

b₁₃-NH₃

T R _

b₃
216.0979

b₄-NH₃
327.1299

b₄
344.1565

y₃
373.2194

b₅-H₂O
397.183

b₅-NH₃
398.167

b₅
415.1936

b₆-H₂O
484.215

b₆
502.2256

y₄
540.2178

b₇-NH₃
572.2311

b₇
589.2576

y₆*
652.3777

y₅
653.3018

b₈-H₂O
672.2947

y₆
750.3546

y₇*
753.4254

y₇
851.4023

y₈
938.4343

b₁₁*
969.4636

y₉
1025.466

y₁₀-NH₃
1079.477

y₁₀
1096.503

b₁₃-NH₃
1248.514
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2096

TP53BP1

159.4

ITMS; CID; 2

_

y₁₄²⁺

N G

y₁₂

b₃

S

y₁₁

b₄-H₂O

T

y₁₀*

b₅

A

y₉*

b₆

V

y₈

b₇-NH₃

A

y₇

b₈

E

y₆-NH₃

b₉

S

y₅*

b₁₀

V

y₄*

b₁₁

A

y₃

b₁₂*

ph

S

y₂

P

b₁₄*

Q K _

b₃
259.1037

b₆²⁺
265.6321

y₂
283.1856 b₄-H₂O

342.1408

y₃
380.2383

b₅-NH₃
414.1619

b₅
431.1885

y₄*
449.2598

b₆-NH₃
513.2304

y₅*
520.2969

b₆
530.2569

y₄
547.2367

b₇-NH₃
584.2675

y₅
618.2738

y₆-NH₃
700.3157

y₁₄²⁺
710.334

b₈
730.3366

b₉-NH₃
800.3421

y₇
804.3743

b₉
817.3686

b₁₀-H₂O
898.4265

y₉*
906.4771

b₁₀
916.4371

y₈
933.4169

b₁₁-NH₃
970.4476

b₁₁
987.4742

y₉
1004.454

y₁₀*
1005.545

b₁₂*
1056.496

y₁₀
1103.522

y₁₁
1174.559

y₁₂
1275.607

b₁₄*
1281.607

b₁₄
1379.584
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2105

SFRS11

216.88

ITMS; CID; 2

_ D

y₁₁*

b₂

Y

y₁₀

b₃

D

y₉*

b₄

E

y₈

b₅

E

y₇-NH₃

b₆

E

y₆*

b₇

Q

y₅

b₈

G

y₄*

b₉

Y

y₃*

b₁₀

D
ph

S

b₁₂*

E K _

a₂
251.1026

b₂
279.0975

y₃*
345.1769

b₃
394.1245

y₃
443.1538

y₄*
460.2038

b₄-H₂O
505.1565

b₄
523.1671

y₄
558.1807

b₅-H₂O
634.1991

b₅
652.2097

y₆*
680.2886

y₁₁²⁺
704.743

y₅
721.244

y₆
778.2655

b₆
781.2523

y₇-NH₃
889.2975

b₇-H₂O
891.3003

b₇
909.3108

b₈
966.3323

y₈-NH₃
1018.34

y₈
1035.367

y₉*
1066.432

b₉-H₂O
1111.385

b₉
1129.396

y₉-NH₃
1147.383

y₉
1164.409

b₁₀
1244.423

y₁₀-NH₃
1276.425

y₁₀
1293.452

y₁₁*
1310.502

y₁₁
1408.479

b₁₂*
1442.487

b₁₂-NH₃
1523.437

b₁₂
1540.464
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2108

USP1

188.29

ITMS; CID; 2

_

y₁₁-NH₃

V

y₁₀*

b₂

E

y₉*

b₃

E

y₈*

b₄

S

y₇

S

y₆

b₆

E

y₅*

b₇

I

y₄

b₈*

ph

S P

y₂

b₁₀*

E

b₁₁

P K _

b₂
229.1183

y₂
252.1798

b₃
358.1609

b₄
445.1929

y₄
478.2751

y₅*
547.2966

y₁₀²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2122

KIAA0536; PRP4; PRP4H; PRP4K; PRPF4B

55.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2133

SRM160; SRRM1

62.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2136

DKC1; NOLA4

130.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2137

HSP90AB1; HSP90B; HSPC2; HSPCB; HSP90AB2P; HSP90BB

153.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2148

LASS2; TMSG1

70.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2153

AEG1; LYRIC; MTDH

117.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2184

HSPC006; STIP; TFIP11

104.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2191

HDGF; HMG1L2

43.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2219

ERICH1; HSPC319

103.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2220

ATN1; D12S755E; DRPLA

142.32

ITMS; CID; 2

_ S
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2221

BOD1L; FAM44A; KIAA1327

100.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2249

OK/SW-cl.2; RPS6

33.79

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2266

Nbla00170; NES

126.1

ITMS; CID; 2
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245.0768

y₂
263.0874

y₃
320.1088

y₄-H₂O
389.1303

y₄
407.1409

y₅*
476.1623

b₅
597.2502

b₁₁²⁺
655.7317

y₇*
749.2737

y₆
760.2185

y₇
847.2506

b₇-H₂O
852.351

b₇-NH₃
853.335

b₇
870.3616

b₈*
939.3831 b₉*

1026.415

b₁₀*
1083.437

b₉-H₂O
1106.381

b₁₀-H₂O
1163.403

b₁₀-NH₃
1164.387

y₁₁*
1216.474

b₁₁
1310.456
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2269

CGI-151; KIAA0992; PALLD

121.08

ITMS; CID; 2

_

y₁₀*

I

y₉*

b₂

A

y₈

b₃*

ph

S

y₇

b₄*

D

y₆

b₅*

E E

y₄

b₇*

I

y₃

b₈*

Q

y₂

G

b₁₀-H₂O

T K _

b₂
185.1285

b₃*
254.1499

y₂
256.1747

y₃
313.1961

b₄*
369.1769

y₄
441.2547

b₅*
498.2195

y₆-NH₃
666.3548

y₆
683.3814

b₇*
740.3461

y₇
812.424

b₈*
868.4047

y₈
927.4509

b₈
966.3816

y₉*
996.4724

y₁₀*
1067.509

y₉
1094.449

b₁₀-H₂O
1106.44

y₁₀
1165.486
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2293

RIF1

189.09

ITMS; CID; 2

_ S

y₁₁*

N

y₁₀*

b₃

E

y₉

b₄*

ph

S

y₈

b₅*

V

y₇

b₆*

D

y₆-NH₃

b₇*

I

y₅

b₈*

Q

y₄

b₉

D

y₃

b₁₀*

Q

y₂

b₁₁*

E

b₁₂*

E K _

y₂
284.1696

b₃-H₂O
313.1143

b₃-NH₃
314.0983

b₃
331.1248

b₄*
400.1463

y₃
413.2122

b₄-NH₃
481.0966

b₅*
499.2147

y₄-NH₃
524.2442

y₄
541.2708

b₅
597.1916

b₆*
614.2416

y₅
656.2977

b₆
712.2185

b₇*
727.3257

y₆-NH₃
767.3297

b₇
825.3026

b₈*
855.3843

y₇
897.4404

b₈
953.3612

y₈
1012.467

b₉
1068.388

b₁₀*
1098.47

y₉
1111.536

y₁₀*
1180.557

b₁₀
1196.447

b₁₁*
1227.512

y₁₀
1278.534

y₁₁*
1309.6

b₁₁
1325.489

b₁₂*
1356.555

b₁₂
1454.532
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2299

RAD23B

170.16

ITMS; CID; 2

_ P A

y₁₉²⁺

E

y₁₈²⁺

b₄

T P

y₁₆²⁺

b₆

V

y₁₅²⁺

b₇

A

y₁₄

b₈

T

y₁₃²⁺

ph

S P

y₁₁

b₁₁

T

y₁₀

b₁₂

A

y₉

b₁₃

T

y₈

b₁₄

D

b₁₅-H₂O

S

y₆

T

y₅

S

y₄

G

y₃

b₁₉*

D

y₂

b₂₀²⁺

S S R _

y₂
272.1592

b₆²⁺
298.1579

y₃
359.1913

b₄-H₂O
381.1769

b₄
399.1874

y₈²⁺
403.6793

y₉²⁺
461.1928

y₄
474.2182

y₁₀²⁺
511.7167

y₅
531.2397 b₆

595.3086

y₆
618.2717

y₁₃²⁺
646.2854

b₇
666.3457

b₁₄²⁺
710.3056

b₈
767.3934

y₁₅²⁺
780.3085

y₈
806.3514

y₁₆²⁺
815.827

y₁₈²⁺
913.8876

y₉
921.3784

y₁₉²⁺
964.4114

b₂₀²⁺
977.4017

y₁₀
1022.426

y₁₁
1093.463

b₁₁-H₂O
1114.482

b₁₁
1132.492

b₁₂-H₂O
1185.519

b₁₂
1203.529

b₁₃-H₂O
1286.566

b₁₃
1304.577

b₁₄
1419.604

y₁₄
1458.562

b₁₅-H₂O
1488.625

b₁₉*
1768.787
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2323

HC8; PSC8; PSMA3

138.63

ITMS; CID; 2

_ E S

y₁₁

I

y₁₀*

b₄-H₂O

K

y₉

b₅

E

y₈*

b₆

E

y₇

D

b₈

E
ph

S

b₁₀

D

y₃

b₁₁²⁺

D

y₂

b₁₂

D

b₁₃

N M _

y₂
264.1013

b₆²⁺
358.6767

y₃
379.1282

b₄-H₂O
440.2504

b₅-H₂O
569.293

b₅
587.3035

b₁₁²⁺
679.2376

b₆-H₂O
698.3355

b₆
716.3461

b₁₂²⁺
736.7511

y₇
905.223

y₈*
922.2731

b₈-H₂O
942.4051

b₈-NH₃
943.3891

b₈
960.4156

y₈
1020.25

y₉
1149.293

y₁₀*
1180.358

b₁₀
1242.441

y₁₀
1278.335

y₁₁
1406.43

b₁₂-NH₃
1455.468

b₁₂
1472.495

b₁₃-H₂O
1568.527

b₁₃-NH₃
1569.511

b₁₃
1586.538
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2351

PARIS1; TBC1D2; TBC1D2A

204.13

ITMS; CID; 2

_

y₁₆

R

y₁₅*

A

y₁₄

b₃

V

y₁₃

b₄

S

y₁₂

b₅

E

y₁₁

b₆

G

y₁₀

C

y₉

b₈

A
ph

S

b₁₀*

E

y₆

b₁₁*

D

y₅

b₁₂*

E

y₄

b₁₃*

V

b₁₄

E

b₁₅

G

b₁₆²⁺

E A _

b₃
327.2139

y₄
405.1616

b₄
414.2459

y₅
504.23

b₅
543.2885

b₆
600.31

b₁₁²⁺
621.7265

y₆
633.2726

b₁₂²⁺
686.2478

b₁₃²⁺
735.782

b₁₄²⁺
800.3033

b₁₅²⁺
828.814

b₈
831.3778

b₁₆²⁺
893.3353

b₁₀*
1029.442

y₉
1044.341

y₁₀
1115.378

b₁₀
1127.419

b₁₁*
1144.469

b₁₁
1242.446

b₁₂*
1273.511

y₁₁
1275.408

y₁₂
1332.43

b₁₂
1371.488

b₁₃*
1372.58

b₁₃-H₂O
1452.546

y₁₃
1461.472

b₁₃
1470.557

y₁₄
1548.504

y₁₅*
1549.596 b₁₄

1599.599

y₁₅
1647.573

b₁₅
1656.621

y₁₆
1718.61
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2365

HDAC2

31.11

ITMS; CID; 2

_ R I A C

y₁₅²⁺

D E

b₇

E

b₈²⁺

F
ph

S

y₁₀-NH₃

b₁₀

D

y₉²⁺

S

b₁₂²⁺

E

b₁₃

D

y₆²⁺

E

b₁₅

G E G G

b₁₉²⁺

R R _

y₆²⁺
316.1672

y₉²⁺
502.7232

b₈²⁺
511.224

b₁₂²⁺
760.274

b₇-NH₃
857.3458

b₇
874.3723

y₁₅²⁺
889.8287

y₁₀-NH₃
1074.445

b₁₉²⁺
1110.413

b₁₀
1303.466

b₁₃-NH₃
1617.541

b₁₃
1634.568

b₁₅
1820.632
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2370

TOE1

96.55

ITMS; CID; 2

_ A

y₁₉²⁺

A D
ph

S

y₁₆

b₅*

D

y₁₅

b₆*

D

y₁₄

b₇*

G

y₁₃

b₈*

A

y₁₂

b₉*

V

b₁₀*

S

y₁₀

b₁₁

A P

y₈

b₁₃*

A

y₇

b₁₄*

A

y₆

b₁₅-H₂O

S

y₅

D G G

b₁₉

V

b₂₀-H₂O

S K _

b₅*
442.1569

y₅
455.2704

b₅
540.1337

b₆*
557.1838

y₆
570.2973

b₇*
614.2053

y₇
657.3293

b₈*
685.2424

y₈
728.3665

b₉*
784.3108

b₁₀*
871.3428

y₁₀
896.4563

y₁₉²⁺
897.3695

b₁₁-H₂O
1022.346

b₁₁
1040.357

y₁₂
1054.525

b₁₃*
1110.47

y₁₃
1153.594

b₁₄*
1181.507

y₁₄
1224.631

y₁₅
1281.652

b₁₅-H₂O
1348.505

y₁₆-NH₃
1379.653

y₁₆
1396.679

b₁₉
1694.654

b₂₀-H₂O
1763.676
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2380

DDX21

76.59

ITMS; CID; 2

_ N

y₁₃²⁺

b₂

E

y₁₂²⁺

b₃

E

y₁₁²⁺

b₄-NH₃

P

y₁₀-NH₃

ph

S

b₆

E

y₈-NH₃

E

b₈*

E

y₆

I

y₅

b₁₀

D

y₄

A P

y₂-NH₃

K P K _

b₂-H₂O
226.0822

y₂-NH₃
227.139

b₂
244.0928

b₃-NH₃
356.1088

b₃
373.1354

b₄-NH₃
453.1616

y₄
469.3133

y₅
540.3504

b₁₀²⁺
626.7163

y₆
655.3774

y₁₁²⁺
661.7974

y₁₂²⁺
710.3238

b₆
766.2291

y₁₃²⁺
774.8451

y₈-NH₃
880.4775

b₈*
926.3374

b₈
1024.314

y₁₀-NH₃
1138.563

b₁₀-H₂O
1234.415

b₁₀
1252.425
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2398

ADAR2; NUP98

53.5

ITMS; CID; 2

_

y₁₅

Y G

y₁₃-NH₃

I

y₁₂*

Q

y₁₁

b₅

D

y₁₀

ph

S

y₉

b₇*

D E

y₇

b₉*

E

y₆

b₁₀-NH₃

E

y₅

E

y₄

b₁₂*

E

y₃

b₁₃*

H P

b₁₅-H₂O

S K _

y₃
331.1976

y₄
468.2565

b₅
577.2617

y₅
597.2991

y₆
726.3417

b₇*
761.3101

y₇
855.3843

b₇
859.287

b₉*
1019.395

y₉
1113.469

y₁₀
1228.496

b₁₀-NH₃
1229.388

y₁₁
1395.495

b₁₂*
1406.523

y₁₂*
1412.545

b₁₃*
1543.582

y₁₃-NH₃
1621.554

b₁₃
1641.559 b₁₅-H₂O

1807.633

y₁₅
1808.686
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2410

ACIN1; ACINUS; KIAA0670

47.89

ITMS; CID; 2

_

y₈

T

y₇²⁺

A

y₆

b₃

Q

y₅*

b₄

V P
ph

S

y₂

P

y₁

b₈*

P R _

y₁
175.119

y₂
272.1717

b₃
301.1506

b₄
400.2191

y₇²⁺
430.7049

y₅*
535.2987

y₅
633.2756

y₆
732.344

b₈*
760.3988

y₈
931.4397
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2415

BXDC3; PPAN; SSF1

139.3

ITMS; CID; 2

_

y₁₃*

V G G

y₁₀²⁺

ph

S

y₉

b₅

D

y₈

b₆*

E

y₇

b₇

E

y₆

b₈*

A

y₅

b₉*

S

y₄

b₁₀*

G

y₃

b₁₁*

I

y₂

b₁₂

P

b₁₃*

S R _

y₂-NH₃
245.1244

y₂
262.151

y₃-NH₃
342.1772

y₃
359.2037

y₄
472.2878

b₅
496.1439

b₆*
527.2096

y₅
529.3093

y₁₀²⁺
530.7489

b₁₁²⁺
541.7055

y₆
616.3413

y₇
687.3784

b₈*
727.2893

b₇
754.2291

b₉*
814.3214

y₈
816.421

b₁₀*
871.3428

y₉
945.4636

b₁₁*
984.4269

b₁₁-H₂O
1064.393

b₁₁
1082.404

b₁₃*
1168.512

b₁₂
1179.457

y₁₃*
1243.555

y₁₃
1341.532
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2427

MACS; MARCKS; PRKCSL

145.48

ITMS; CID; 2

_ G

y₁₆

E

b₃

P

y₁₄

b₄

A

y₁₃

b₅

A

y₁₂*

b₆

A

y₁₁*

b₇-H₂O

A

y₁₀*

b₈

A

y₉

P

b₁₀

E

y₇

b₁₁

A

y₆

G

b₁₃

A

y₄

b₁₄*

ph

S

b₁₅

P

b₁₆-H₂O

V

b₁₇*

E K _

b₃-H₂O
266.1135

b₃
284.1241

b₄
355.1612

b₅
426.1983

y₄
472.2766

b₆
497.2354

b₇-H₂O
550.262

y₁₁²⁺
568.2552

b₈-H₂O
621.2991

b₈
639.3097

y₆
710.312

y₁₆²⁺
758.8558

y₇
767.3335

b₁₀
865.405

b₁₁
936.4421

y₁₀*
966.4891

y₉
967.4132

y₁₁*
1037.526

b₁₃-H₂O
1046.49

b₁₃
1064.501

y₁₂*
1108.563

b₁₄*
1133.522

y₁₁
1135.503

y₁₂
1206.54 y₁₃

1277.577

b₁₅
1328.552

y₁₄
1348.614

b₁₆-H₂O
1409.61

b₁₇*
1458.686

y₁₆
1516.704

b₁₇
1556.663

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
500

1000
1500

2000
2500

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2435

HTATSF1

104.89

ITMS; CID; 2

_ T

y₂₁²⁺

E

y₂₀²⁺

b₃

D

y₁₉²⁺

b₄

G G

y₁₇²⁺

b₆

E

y₁₆²⁺

b₇-H₂O

F E

y₁₄*

E

y₁₃*

b₁₀

G

y₁₂

A S

y₁₀

b₁₃

E

y₉²⁺

b₁₄-H₂O

N

b₁₅

N A K

y₅*

E

y₄*

ph

S

y₃

ph

S P E K _

b₃-H₂O
328.1139

b₃
346.1245

y₃
373.2082

b₄
403.146

y₄*
442.2296

y₄
540.2065

b₆-H₂O
571.1994

y₉²⁺
575.2149

b₆
589.21

y₅*
609.228

b₇-H₂O
718.2679

y₁₂²⁺
740.2737

y₁₄²⁺
804.3029

y₁₆²⁺
933.3455

y₁₇²⁺
1006.88

b₁₀
1051.385

y₁₉²⁺
1099.912

y₂₀²⁺
1128.422

y₂₁²⁺
1185.936

y₁₀-NH₃
1246.439

y₁₀
1263.465

b₁₃
1338.497

b₁₄-H₂O
1434.529

y₁₃*
1452.6

y₁₂
1479.54

y₁₄*
1509.622

b₁₅
1566.583
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1607.599
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2446

KIAA0929; MINT; SHARP; SPEN

121.68

ITMS; CID; 2

_ E

y₉

S

y₈

b₃

G

y₇*

b₄

V

y₆*

b₅

V

y₅

b₆-H₂O

A

y₄

b₇

V

y₃

b₈*

ph

S P

b₁₀

E K _

b₃-H₂O
256.0928

b₃
274.1034

b₄-H₂O
355.1612

b₄
373.1718

y₃
381.2224

b₅-H₂O
454.2296

b₅
472.2402

b₆-H₂O
525.2667

y₄
548.2207

y₆*
620.3494

b₇-H₂O
624.3352

b₇
642.3457

y₅
647.2891

b₈*
711.3672y₆

718.3262

y₇*
719.4178

y₇
817.3947

y₈
916.4631

y₉-NH₃
956.458

y₉
973.4845

b₁₀-H₂O
1017.429

b₁₀
1035.439
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2458

BAZ1B; WBSC10; WBSCR10; WBSCR9; WSTF

225.7

ITMS; CID; 2

_ I

y₁₅*

A

y₁₄

E

y₁₃

b₄

D

y₁₂*

b₅

E

y₁₁*

G

y₁₀*

b₇

D

y₉

b₈*

ph

S

y₈

b₉

E

y₇

b₁₀-H₂O

P

y₆

b₁₁*

E

y₅

b₁₂*

A

y₄

b₁₃*

V

y₃

G

y₂

b₁₅*

Q

b₁₆-H₂O

S R _

y₂
272.1592

y₆²⁺
314.176

b₇²⁺
365.6481

y₃-NH₃
383.1913

y₃
400.2178

b₄
429.198

y₄
457.2393

b₅-H₂O
540.23

y₅
556.3077

b₅
558.2406

b₁₁²⁺
626.7163

y₆
627.3448

b₇-H₂O
712.2784

y₁₃²⁺
725.7897

b₇
730.289

y₇
756.3874

b₈*
799.3105

y₈
853.4402

y₉
982.4828

b₉
1026.33

y₁₀*
1051.504

b₁₀-H₂O
1105.372

y₁₀
1149.481

b₁₁*
1154.448

y₁₁*
1166.531 y₁₂*

1223.553

b₁₂*
1225.486

b₁₁
1252.425

y₁₁
1264.508

y₁₂
1321.53

b₁₂
1323.462

b₁₃*
1324.554

b₁₃-H₂O
1404.52

b₁₃
1422.531

y₁₃-NH₃
1433.546

y₁₃
1450.572

b₁₅*
1509.634

y₁₄
1565.599

y₁₅*
1596.665

b₁₆-H₂O
1676.632

b₁₆-NH₃
1677.616
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2463

IWS1; IWS1L

105.19

ITMS; CID; 2

_ A

y₁₀

A

y₉*

b₃

V

y₈*

b₄

I

y₇

ph

S

y₆

b₆*

D

b₇²⁺

ph

S

y₄

b₈*

E D

y₂

b₁₀*

E

b₁₁*

E K _

b₃
242.1499

y₂
276.1554 b₄

355.234

b₇²⁺
402.6325

y₄
520.2249

b₆*
539.2824

y₉²⁺
606.1913

b₈*
737.3464

y₆
816.2659

y₈*
902.3374

y₇
931.2928

y₈*
1000.314

b₁₀*
1079.393

y₈
1098.291

y₉*
1113.398

b₁₀
1177.37

b₁₁*
1208.435

y₉
1211.375

b₁₁
1306.412

y₁₀
1310.444
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2483

HSP90A; HSP90AA1; HSPC1; HSPCA

108.45

ITMS; CID; 2

_ E S

b₃-H₂O

E

y₁₆²⁺

b₄-H₂O

D

y₁₅²⁺

K

y₁₄²⁺

P

y₁₃*

E

b₈-H₂O

I

y₁₁*

E

y₁₀*

b₁₀

D

y₉*

b₁₁

V

b₁₂

G

y₇²⁺

b₁₃*

ph

S

y₆²⁺

b₁₄-H₂O

D

b₁₅-NH₃

E

y₄

b₁₆

E

y₃

b₁₇-NH₃

E

y₂

E K K _

y₂
275.2078

b₃-H₂O
328.1139

y₃-NH₃
387.2238

y₆²⁺
396.1927

y₃
404.2504

b₄-H₂O
443.1409

y₇²⁺
453.7062

y₄-NH₃
516.2664

y₄
533.293

y₁₀²⁺
615.2503

y₁₄²⁺
858.3484

y₁₅²⁺
906.8748

b₈-H₂O
910.4153

b₈-NH₃
911.3993

y₁₆²⁺
970.9223

y₉*
1032.448

y₁₀*
1131.516

b₁₀-H₂O
1154.485

b₁₀-NH₃
1155.469

b₁₀
1172.495

y₁₁*
1246.543

b₁₁-H₂O
1253.553

b₁₁-NH₃
1254.537

b₁₁
1271.564

b₁₂
1328.585

b₁₃*
1397.607

y₁₃*
1488.67

b₁₃
1495.584

b₁₄-H₂O
1592.6

b₁₄-NH₃
1593.584

b₁₅-NH₃
1722.627

b₁₆-H₂O
1850.685

b₁₆-NH₃
1851.669

b₁₆
1868.696

b₁₇-NH₃
1980.712

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

Intensity [10e4]

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2485

KIAA1547; TLE3

37.58

ITMS; CID; 2

_ E S S A

y₁₀*

b₅-H₂O

N

y₉*

b₆-H₂O

N S

y₇

b₈²⁺

V

y₆

b₉*

ph

S

y₅

P S

y₃

E

y₂

S I R _

y₂
298.2113

y₃
385.2433

b₈²⁺
395.1723

b₅-H₂O
471.1834

b₆-H₂O
585.2263

b₆-NH₃
586.2103

y₅
601.3179

y₆
698.3707

b₉*
858.3588

y₇
865.3691 y₉*

953.4926

y₉
1051.469

y₁₀*
1067.536

y₁₀
1165.512
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2502

ADTB3A; AP3B1

82.26

ITMS; CID; 2

_

y₉²⁺

N

y₈*

b₂

F

y₇*

Y

y₆*

E

b₅*

ph

S

b₆-NH₃

D

b₇

D

y₂

D Q K _

a₂
234.1237

y₂-NH₃
258.1448

b₂
262.1186

y₂
275.1714 y₉²⁺

613.7161

b₅*
623.246

y₆*
689.2737

y₇*
818.3163

b₆-NH₃
819.2233

y₇-NH₃
899.2666

y₇
916.2932

b₇
951.2768

y₈*
981.3796

y₈-NH₃
1062.33

y₈
1079.356
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2514

BCLAF1; BTF; KIAA0164

53.76

ITMS; CID; 2

_

y₉²⁺

S

y₈²⁺

b₂

T

y₇²⁺

F

y₆²⁺

R

y₅

b₅

E

b₆-NH₃

E

y₃

ph

S

y₂

P

y₁

I R _

y₁
185.1272

b₂
189.087

y₂
298.2113

y₃
395.264

y₆²⁺
410.6774

y₇²⁺
493.7321

y₈²⁺
567.2663

y₉²⁺
617.7902

b₅
631.3074

y₅
691.305

b₆-NH₃
743.3234
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2521

MCT1; SLC16A1

53.39

ITMS; CID; 2

_ E S

y₁₇²⁺

b₃-H₂O

K

b₄-H₂O

E

b₅-H₂O

E E

y₁₃²⁺

T

y₁₂²⁺

ph

S

y₁₁²⁺

b₉²⁺

I

y₁₀

b₁₀-H₂O

D

y₉

b₁₁-H₂O

V

y₈

b₁₂-NH₃

A

y₇²⁺

G

y₆

b₁₄-H₂O

K

b₁₅²⁺

P

y₄

N

y₃

E V T K _

b₃-H₂O
327.1663

y₃
347.2289 y₇²⁺

408.2347

y₈²⁺
436.7454

b₄-H₂O
456.2089

y₉²⁺
472.264

y₄
476.2715

y₁₀²⁺
521.7982

b₉²⁺
557.221

y₁₁²⁺
579.3117

b₅-H₂O
585.2515

y₁₂²⁺
635.8537

y₆
687.3672

y₁₃²⁺
719.3529

b₁₅²⁺
840.8718

y₈
872.4836

y₉
943.5207

y₁₇²⁺
963.4406

y₁₀
1042.589

b₉-H₂O
1095.424

b₁₀-H₂O
1210.451

b₁₀-NH₃
1211.435

b₁₁-H₂O
1309.52

b₁₂-NH₃
1381.541

b₁₄-H₂O
1565.673
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2536

BNIP2; NIP2

72.32

ITMS; CID; 2

_ K

y₁₁*

b₂-NH₃

G S

y₉*

I

b₅-H₂O

ph

T

y₇

b₆

E

y₆

b₇

Y

y₅

b₈

T

y₄

b₉

A

b₁₀²⁺

A

y₂

b₁₁-H₂O

E E K _

b₂-NH₃
169.0972

y₂
276.1554

y₆²⁺
324.6636

b₆²⁺
348.6518

y₇²⁺
406.1953

y₄
476.2351

y₅
547.2722

b₅-H₂O
549.2432

b₁₀²⁺
551.7445

y₆-NH₃
631.2933

y₆
648.3199

b₆
696.2964

y₇
811.3832

b₇
859.3597

b₈-H₂O
942.3968

b₈
960.4074

y₉*
1023.463

b₉
1031.445

b₁₀-H₂O
1084.471

b₁₀-NH₃
1085.455

b₁₁-H₂O
1213.514

b₁₁-NH₃
1214.498

y₁₁*
1223.579
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2540

PSEC0085; TMX; TMX1; TXNDC; TXNDC1; UNQ235/PRO268

100.19

ITMS; CID; 2

_ V E E

y₁₆-NH₃

b₄-H₂O

E

y₁₅*

b₅

Q

y₁₄

b₆

E

y₁₃*

b₇

A

y₁₂*

b₈

D

b₉

E

b₁₀²⁺

E

y₉*

b₁₁

D

y₈*

b₁₂

V
ph

S

y₆

E

y₅

b₁₅*

E

y₄

E A E S K _

y₄
442.2387

b₄-H₂O
469.1929

y₅
571.2813

b₁₀²⁺
594.7306

b₅
615.262

y₆
700.3239

b₆-H₂O
726.2941

b₆
744.3046

b₇-H₂O
797.3312

b₇
815.3418

y₈*
898.388

b₈
930.3687

y₈
996.3649

y₉*
997.4564

b₉
1059.411

y₉
1095.433

b₁₁
1303.481

y₁₂*
1370.569

b₁₂
1402.549

y₁₂
1468.545

y₁₃*
1485.595

y₁₃
1583.572

y₁₄
1654.609

y₁₅*
1685.675

b₁₅*
1729.656

b₁₅
1827.633

y₁₆-NH₃
1894.684
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5640

ZNF326

82.41

ITMS; CID; 2

_ G

y₂₃²⁺

E

y₂₂²⁺

N

y₂₁²⁺

b₄-H₂O

P

y₂₀²⁺

F

y₁₉²⁺

b₆

E I

y₁₇²⁺

Q

b₉

D H
ph

S

y₁₃

b₁₂-H₂O

Q

b₁₃*

D

y₁₁

b₁₄

Q

y₁₀

b₁₅-H₂O

Q

y₉

b₁₆²⁺

I

y₈

b₁₇²⁺

E G D

y₅

E

y₄

E

y₃

b₂₂²⁺

D E

b₂₄²⁺

E K _

b₄-H₂O
380.1565

y₃
413.2122

y₄
528.2391

y₅
657.2817

b₆
674.278

b₁₄²⁺
853.3281

y₈
958.3727

b₁₆²⁺
973.8995

b₉
1030.448

b₁₇²⁺
1038.421

y₁₇²⁺
1059.897

y₉
1087.415

y₁₉²⁺
1180.468

y₁₀
1200.499

y₂₀²⁺
1244.989

b₂₂²⁺
1311.001

y₁₁-NH₃
1311.531

y₂₁²⁺
1318.524

y₁₁
1328.558

y₂₂²⁺
1367.05

y₂₃²⁺
1424.071

b₂₄²⁺
1440.044

b₁₂-H₂O
1444.553

b₁₃*
1479.614

y₁₃
1571.643

b₁₃
1577.59 b₁₄

1705.649

b₁₅-H₂O
1815.697
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5661

AKAP12; AKAP250

145.69

ITMS; CID; 2

_ E V

y₁₉²⁺

b₃-H₂O

S S

y₁₇²⁺

b₅-H₂O

I

y₁₆²⁺

b₆

E

y₁₅²⁺

G

y₁₄²⁺

b₈*

ph

S

y₁₃²⁺

P

y₁₂²⁺

b₁₀*

P P

y₁₀

b₁₂

C

y₉

b₁₃

I

y₈²⁺

b₁₄*

G

y₇

b₁₅

Q

y₆

b₁₆

E

y₅

E

y₄

b₁₈²⁺

A

y₃

b₁₉²⁺

V

b₂₀²⁺

C

b₂₁²⁺

T K _

b₃-H₂O
298.1397

y₃-NH₃
391.1646

y₃
408.1911

y₈²⁺
482.7238

b₅-H₂O
498.2558

y₄
507.2595

y₅
578.2967

b₆
645.309

y₁₂²⁺
696.3183

y₆
707.3393

y₁₃²⁺
744.8447

b₈*
771.3519

y₁₄²⁺
793.3711

y₇
836.3818

y₁₅²⁺
876.8703

y₁₆²⁺
905.381

b₁₀*
965.4575

y₁₇²⁺
969.9023

b₁₈²⁺
974.4057

y₉
1021.462

b₁₉²⁺
1023.94

y₁₉²⁺
1069.96

b₂₀²⁺
1103.955

y₁₀
1134.546

b₂₁²⁺
1154.479

b₁₂
1320.518

y₁₂-NH₃
1374.603

b₁₄*
1392.646

b₁₃
1433.602

y₁₃-NH₃
1471.656

b₁₄
1490.623

b₁₅-NH₃
1601.655

b₁₅
1618.682

b₁₆
1747.724
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5677

OK/SW-cl.26; RPS3

186.16

ITMS; CID; 2

_

y₁₂²⁺

D

y₁₁²⁺

b₂

E

y₁₀

b₃

I

y₉*

b₄

I

y₈

b₅

P

y₇

T

y₆

ph

T P

y₄

b₉*

I

y₃

b₁₀

S

y₂

b₁₁*

E

b₁₂

Q K _

b₂-H₂O
227.0662

b₂
245.0768

y₂-NH₃
258.1448

y₂
275.1714

b₃-H₂O
340.1503

b₃
358.1609

y₃
404.214

b₄
471.2449

y₄
491.246

y₉²⁺
540.7523

b₅
568.2977

y₁₀²⁺
597.2943

y₁₁²⁺
653.8363

y₆
701.3828

b₁₂²⁺
702.8183

y₁₂²⁺
718.3576

y₇
882.3968

b₉*
962.5193

y₉*
982.5204

y₈
983.4445

b₉
1060.496

y₉-NH₃
1063.471

y₉
1080.497

b₁₀-H₂O
1129.518

b₁₀
1147.528

b₁₁*
1178.594

y₁₀
1193.581

b₁₁-H₂O
1258.56

b₁₁
1276.571

b₁₂
1404.629
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5682

TOP2; TOP2A

312.86

ITMS; CID; 2

_

y₁₈²⁺

N

y₁₇

E

y₁₆*

N

y₁₅*

b₄

T

y₁₄*

b₅

E

y₁₃*

b₆-NH₃

G

y₁₂

b₇*

ph

S

y₁₁

b₈-NH₃

P

y₁₀

b₉*

Q

y₉

b₁₀*

E

y₈

b₁₁*

D

y₇

G

y₆

b₁₃*

V

y₅

b₁₄

E

y₄

b₁₅

I

y₃

b₁₆*

E

b₁₇*

G

b₁₈*

I K _

y₃
317.2183

b₄-H₂O
441.1728

b₄-NH₃
442.1569

y₄
446.2609

b₄
459.1834

y₅
559.345

b₅-H₂O
570.2154

b₅-NH₃
571.1994

b₅
588.226

b₆-NH₃
628.2209

y₆
688.3876

b₇*
714.2689

y₇
787.456

b₇-H₂O
794.2353

y₈
844.4775

y₁₆²⁺
884.3879

b₈-NH₃
892.272

b₉*
939.3803

y₁₇²⁺
941.4093

y₉
959.5044

y₁₈²⁺
1005.931

b₁₀*
1068.423

y₁₀
1088.547

b₁₀-H₂O
1148.389

b₁₀-NH₃
1149.373

b₁₀
1166.4

b₁₁*
1183.45

y₁₁-NH₃
1199.579

y₁₁
1216.606

b₁₁-H₂O
1263.416

b₁₁-NH₃
1264.4

b₁₁
1281.427

y₁₂
1313.658

b₁₃*
1339.54

y₁₃*
1382.68

b₁₃-NH₃
1420.49

b₁₃
1437.517

y₁₄*
1439.701

y₁₃
1480.657

y₁₄
1537.678

b₁₄
1566.559

y₁₅*
1568.744

y₁₅
1666.721

y₁₆*
1669.792

b₁₅
1679.643

b₁₆*
1710.709

b₁₇*
1767.73

b₁₆-H₂O
1790.675

b₁₆
1808.686

y₁₇-NH₃
1864.785

b₁₈*
1880.814

y₁₇
1881.811

b₁₈-H₂O
1960.781

b₁₈
1978.791
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5683

H37; LUCA15; RBM5

60.53

ITMS; CID; 2

_ R G I

b₄

V

b₅

A

b₆

A

b₇

Y S G

y₁₀

D

y₉

ph

S

b₁₂

D N

y₆

E

y₅

E

y₄

b₁₆

E

y₃

b₁₇²⁺

I

y₂

b₁₈²⁺

V E R _

y₂
314.1698

y₃
413.2382

b₄
436.2906

b₅
507.3277

y₄
526.3223

b₆
578.3648

y₅
655.3649

b₇
741.4282

y₆
784.4075

b₁₆²⁺
892.3559

b₁₇²⁺
948.898

b₁₈²⁺
998.4322

y₉
1142.52

b₁₂
1282.534

y₁₀
1309.518

b₁₆
1783.705
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5701

CCDC86; CYCLON

39.28

ITMS; CID; 2

_ A I

b₃

V

b₄

E F

b₆

E

b₇-H₂O

S

y₁₅²⁺

b₈

N

y₁₄²⁺

P

y₁₃²⁺

E

y₁₂²⁺

E

y₁₁

b₁₂

ph

T R

y₉

E P G

y₆

S P P

y₃

b₂₀²⁺

S V Q R _

b₃
284.1969

y₆²⁺
347.1995

y₃
412.2542

b₄
413.2395

b₆
689.3505

y₆
693.3918

y₁₂²⁺
705.8356

b₇-H₂O
758.3719

y₁₃²⁺
770.3569

y₁₄²⁺
834.8782

y₁₅²⁺
883.4046

b₈
890.4254

y₉
934.498

b₂₀²⁺
1122.49 y₁₁

1229.65
y₁₂-NH₃

1393.637

b₁₂
1426.577
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5722

LAP2; TMPO; LAP2; TMPO

123.53

ITMS; CID; 2

_ G

y₂₄²⁺

P

y₂₃²⁺

P

y₂₂²⁺

b₄

D

b₅

F

y₂₀-NH₃

ph

S S

y₁₈

D

b₉*

E E

y₁₅

R

y₁₄

b₁₂

E

b₁₃*

P

y₁₂

b₁₄*

T P

y₁₀

b₁₆²⁺

V

y₉

b₁₇²⁺

I

y₈

G

y₇

S G

y₅

A

y₄

b₂₂²⁺

A A A G R _

b₄
367.1612

y₄
384.2229

y₅
455.26

b₅
514.2296

y₁₂²⁺
518.7923

y₇
583.3186

y₁₄²⁺
617.8425

y₈
670.3506

b₁₂²⁺
718.7657

y₉
727.3721

y₁₀
840.4562

b₉*
914.3527

b₁₆²⁺
915.8765

b₁₇²⁺
972.4185

y₁₂
1036.577

b₂₂²⁺
1143.993

y₂₂²⁺
1152.524

y₂₃²⁺
1210.037

y₁₄
1234.678

y₂₄²⁺
1258.564

y₁₅
1363.72

b₁₂-H₂O
1418.514

b₁₃*
1435.6

b₁₂
1436.524

b₁₄*
1536.648

b₁₄-H₂O
1616.614

b₁₄
1634.625

y₁₈
1787.915

y₂₀-NH₃
1972.947
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2643

PWP1

165.85

ITMS; CID; 2

_ I Q

b₃

E

b₄

E G G G

y₁₇

b₈*

ph

S D

b₁₀*

E E

y₁₃²⁺

b₁₂*

E

y₁₂

b₁₃*

T

y₁₁

b₁₄*

G

y₁₀

b₁₅*

S

y₉

b₁₆²⁺

P

y₈

b₁₇

S

y₇

E

y₆

b₁₉-NH₃

D G

y₄

M

y₃

Q

y₂

b₂₃²⁺

S

b₂₄²⁺

A R _

y₂
256.1643

y₃
343.1964

b₃-H₂O
353.1819

b₃
371.1925

y₇²⁺
387.6756

y₄
471.2549

b₄
500.2351

y₁₀²⁺
544.2392

y₁₁²⁺
587.7553

y₁₂²⁺
616.266

y₆
659.3169

y₁₃²⁺
666.7898

b₁₃²⁺
721.2538

b₈*
740.321

y₇
774.3438

b₁₅²⁺
793.2805

b₁₆²⁺
841.8069

y₈
903.3864

y₁₇²⁺
917.8672 b₁₀*

984.3905

y₉
990.4185

y₁₀
1087.471

y₁₁
1174.503

b₂₃²⁺
1208.934

y₁₂
1231.525

b₁₂*
1242.476

b₂₄²⁺
1244.453

b₁₂
1340.453

b₁₃*
1343.523

b₁₄*
1400.545

b₁₃-NH₃
1424.474

b₁₅*
1487.577

b₁₄
1498.522

b₁₅-H₂O
1567.543

b₁₅-NH₃
1568.527

b₁₅
1585.554

b₁₇
1769.639

y₁₇-NH₃
1817.701

y₁₇
1834.727

b₁₉-NH₃
1996.682
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2660

SEC62; TLOC1

131.65

ITMS; CID; 2

_ E E

b₃-H₂O

I

y₂₁²⁺

b₄

E

y₂₀²⁺

b₅

Q

y₁₉²⁺

b₆

Q

b₇*

ph

T

b₈

D

y₁₆²⁺

G

y₁₅²⁺

b₁₀

D

b₁₁*

C

b₁₂

E

b₁₃*

E

y₁₁-NH₃

b₁₄

D

y₁₀

b₁₅

E

b₁₆-NH₃

E

y₈

E

y₇

E

y₆

b₁₉²⁺

N

y₅

D G

y₃

b₂₂²⁺

E T P K _

y₃
345.2132

b₃-H₂O
354.166

b₄-H₂O
483.2086

b₄
501.2191

y₅
531.2773

b₅-H₂O
611.2671

b₅
629.2777

y₆
646.3042

y₇-NH₃
743.3206

b₆
757.3363

y₇
760.3472

b₁₃²⁺
822.2744

b₇*
840.3734

y₈
889.3898

y₁₅²⁺
905.3338

y₁₆²⁺
962.8473

b₈
1053.377

y₁₀-NH₃
1130.448

y₁₉²⁺
1139.378

y₁₀
1147.475

b₁₉²⁺
1194.894

y₂₀²⁺
1203.408

b₁₀
1225.426

y₁₁-NH₃
1259.491

y₂₁²⁺
1267.437

b₁₁*
1287.479

b₂₂²⁺
1345.44

b₁₂
1514.499

b₁₃*
1545.565

b₁₃-NH₃
1626.515

b₁₃
1643.541

b₁₄
1758.568 b₁₅-H₂O

1869.6

b₁₅
1887.611

b₁₆-NH₃
1999.627
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2669

HPR6.6; PGRMC; PGRMC1

125.67

ITMS; CID; 2

_ E

y₁₈²⁺

G

y₁₇²⁺

b₃

E

y₁₆

b₄

E

y₁₅²⁺

P

y₁₄*

T

y₁₃²⁺

b₇

V

y₁₂

Y

y₁₁

ph

S

y₁₀

D

y₉

E E

y₇

b₁₃

E P K

y₄

b₁₆²⁺

D

y₃

b₁₇²⁺

E S A R _

b₃-H₂O
298.1034

b₃
316.1139

y₃
333.1881

y₇²⁺
401.7063

b₄-H₂O
427.146

b₄
445.1565

y₄
462.2307

y₉²⁺
530.7489

y₁₀²⁺
595.2702

y₁₂²⁺
736.2829

b₇
742.3254

y₇
802.4054

y₁₃²⁺
817.8145

y₁₄²⁺
867.3487

y₁₅²⁺
917.8726

b₁₆²⁺
957.8619

y₁₆²⁺
966.3989

b₁₇²⁺
1022.383

y₁₇²⁺
1030.92

y₉
1060.491

y₁₈²⁺
1095.442

y₁₀
1189.533 y₁₁

1304.56

y₁₂
1471.558

b₁₃
1574.542

y₁₄*
1635.713

y₁₆
1931.791
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2691

KIAA0292; SPBP; TCF20

48.74

ITMS; CID; 2

_ E

y₈

b₂-H₂O

N

y₇

D

y₆*

T

y₅

V T

y₃

b₇-H₂O

I

y₂-NH₃

ph

S P K _

b₂-H₂O
226.0822

y₂-NH₃
235.1532

y₆²⁺
366.6928

y₇²⁺
417.2166

y₃
419.1781

y₅
633.3099

y₆*
634.4014

y₆
732.3783

b₇-H₂O
755.357

y₇
833.426

y₈
948.4529
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2694

THRAP3; TRAP150

105.4

ITMS; CID; 2

_ A

y₈

S

y₇*

b₃

A

y₆

b₄

V

y₅

b₅-H₂O

S

y₄*

E

y₃

b₇

I

y₂

b₈*

ph

S

y₁

P R _

y₁
185.1272

b₃-H₂O
212.103

b₃
230.1135

y₂
282.18

b₄-H₂O
311.1714

b₄
329.1819

b₅-H₂O
398.2034

y₃-NH₃
432.1518

y₃
449.1783

y₄*
464.2855

y₄
562.2624

b₇-H₂O
640.3301

b₇
658.3406

y₅
691.305

b₈*
727.3621

y₆
778.337

y₇*
779.4285

y₇
877.4054

y₈
948.4426
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2726

CDA02; EIF2A; MSTP004; MSTP089

64.26

ITMS; CID; 2

_
ph

S

y₁₆²⁺

D K

b₄

S P

b₆

D

b₇*

I

y₁₀

b₈*

A P

y₈

b₁₀*

T P

y₆

b₁₂*

A P

b₁₄²⁺

Q S

y₂

T P R _

y₂
272.1717

y₆²⁺
343.185

y₈²⁺
427.23

b₄
498.1596y₁₀²⁺

526.2802

y₆
685.3628

b₆
710.2393

b₇*
725.3464

b₁₄²⁺
743.3347

b₈*
796.3836

b₇
823.3233

y₁₆²⁺
831.9441

y₈
853.4526

b₈
894.3605

b₁₀*
994.484

y₁₀
1051.553

b₁₀-H₂O
1074.45

b₁₀
1092.461

b₁₂*
1162.574

b₁₂
1260.551
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2780

HASPP28; PDAP1

254.82

ITMS; CID; 2

_ S I

y₁₄*

b₃

D

y₁₃

b₄*

ph

S

y₁₂*

b₅*

D

y₁₁*

b₆*

E

y₁₀

b₇*

ph

S

y₉

b₈*

E

y₈

b₉

D

y₇

b₁₀*

E

y₆

b₁₁*

E

y₅

b₁₂*

D

y₄

b₁₃*

D

y₃

b₁₄*

Y

b₁₅*

Q

b₁₆*

Q K _

b₃
316.1503

b₄*
385.1718

y₃-NH₃
394.2176

y₃
411.2442

b₄
483.1487

b₅*
500.1987

y₄-NH₃
557.2809

y₄
574.3075

b₅
598.1756

b₆*
629.2413

y₅
689.3344

b₆
727.2182

b₇*
796.2397

y₆
804.3614

b₈*
827.3054

b₈*
925.2823

y₇
933.404

y₈
1062.447

b₉
1138.286

b₁₀*
1169.352

y₉
1177.474

b₁₁*
1200.417

b₁₀
1267.329

b₁₁*
1298.394

y₁₀
1306.516

y₁₁*
1375.538

b₁₁-H₂O
1378.361

b₁₁
1396.371

b₁₂*
1413.421

y₁₁
1473.514

y₁₂*
1504.58

b₁₂
1511.398

b₁₃*
1528.448

y₁₂-NH₃
1585.53

b₁₄*
1593.535

y₁₂
1602.557

b₁₃
1626.425

b₁₄*
1691.512

y₁₃
1717.584

y₁₄*
1786.605

b₁₄
1789.489

b₁₅*
1819.57

y₁₄
1884.582

b₁₅
1917.547

b₁₆*
1947.629

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2790

LEO1; RDL

141.18

ITMS; CID; 2

_ N

y₁₅

A

y₁₄

b₃

I

y₁₃

b₄

A

y₁₂

b₅-NH₃

S

y₁₁

b₆

D

y₁₀*

b₇

S

y₉*

b₈

E

y₈*

b₉

A

b₁₀

D
ph

S

b₁₂²⁺

D

y₄

b₁₃

T

y₃

b₁₄

E

b₁₅*

V

b₁₆-H₂O

P K _

b₃
299.1714 y₃

351.2482

b₄
370.2085

b₅-NH₃
440.214

y₄
480.2908

b₆
572.2675

y₁₀²⁺
589.7388

b₁₂²⁺
628.7194

b₇
659.2995

b₈
788.3421

y₁₅²⁺
826.3449

b₉
859.3792

y₈*
880.4138

y₉*
951.4509

b₁₀
974.4061

y₈
978.3907 y₉

1049.428

y₁₀*
1080.494

y₁₀
1178.47

y₁₁
1265.502

b₁₃
1357.479

y₁₂
1380.529

y₁₃
1467.561

b₁₄-H₂O
1468.511

b₁₄-NH₃
1469.495

b₁₄
1486.522

b₁₅*
1487.613

y₁₄
1538.599

b₁₅-H₂O
1567.58b₁₅-NH₃
1568.564

b₁₅
1585.59

y₁₅
1651.683

b₁₆-H₂O
1664.632
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2796

DLC2; GT650; STARD13

87.18

ITMS; CID; 2

_ K G D D

b₅-NH₃

ph

S D

y₈

E

y₇

b₈

E

y₆²⁺

b₉

D

y₅

b₁₀

I

y₄

b₁₁

C

y₃

b₁₂²⁺

I

y₂-NH₃

b₁₃²⁺

S

b₁₄²⁺

N K _

y₂-NH₃
252.1434

y₃
356.202

y₆²⁺
371.704

y₄
469.286

b₅-NH₃
574.1636

y₅
629.3167 b₁₂²⁺

733.2676

b₁₃²⁺
776.7837

b₁₄²⁺
833.8051

y₇
857.4277

b₈
964.3023

y₈
986.4703

b₉-H₂O
1061.319

b₉
1079.329

b₁₀
1192.413 b₁₁-H₂O

1334.433

b₁₁
1352.444
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2799

BAT2L; BAT2L1; KIAA0515

122.08

ITMS; CID; 2

_
ph

S S

y₁₂

b₃*

Q

y₁₁

b₄*

G

y₁₀

b₅*

D

y₉

S

y₈

b₇-NH₃

G V

y₆

b₉*

D

y₅

b₁₀*

I

y₄

b₁₁

S

y₃

A

y₂

b₁₃

E

b₁₄-H₂O

S R _

y₂-NH₃
245.1244

y₂
262.151

b₃*
285.1193

b₄*
342.1408

y₃-NH₃
374.167

y₃
391.1936

b₅*
457.1678

y₄
462.2307

y₅-NH₃
532.2362

y₅
549.2627

b₅
555.1446

y₆
662.3468

b₇-NH₃
682.1716

b₉*
815.3166

y₈
876.4421

b₉
913.2935

b₁₀*
928.4007

y₉
933.4636

y₁₀
1020.496

b₁₀
1026.378

b₁₁-H₂O
1095.399

b₁₁
1113.41

y₁₁
1135.523

y₁₂
1192.544 b₁₃-H₂O

1295.479

b₁₃
1313.489 b₁₄-H₂O

1382.511
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2812

HTATSF1

93.42

ITMS; CID; 2

_

y₁₅²⁺

I

y₁₄²⁺

b₂

F

b₃

E E

b₅*

ph

S

y₁₀²⁺

D

y₉²⁺

b₇²⁺

D K

y₇

E D

y₅

b₁₁*

E

y₄

b₁₂

D

y₃

A

y₂

b₁₄²⁺

D G K _

y₂
212.1485

a₂
233.1648

b₂
261.1598

y₃
327.1754

y₇²⁺
379.1581

b₃
390.2023

y₄
398.2125

b₇²⁺
458.6522

y₉²⁺
511.734

y₅
513.2395

y₁₀²⁺
569.2475

b₅*
588.2664

y₇
757.309

y₁₄²⁺
839.3027

b₁₄²⁺
863.8084

y₁₅²⁺
912.8369

b₁₁*
1327.542

b₁₂
1540.545
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2847

PPP4R2; SBBI57

65.15

ITMS; CID; 2

_ N H S D S

y₁₃-NH₃

S T S

y₁₀

b₉

E

y₉

b₁₀

S

y₈

b₁₁

E

y₇*

b₁₂

V

y₆

b₁₃

S S

y₄*

V

y₃

b₁₆²⁺

ph

S P

b₁₈²⁺

I K _

y₃
365.2638

y₄*
434.2853

y₈²⁺
452.7352

y₄
532.2622

b₁₂²⁺
630.7524

y₇*
707.4178

y₆
718.3626

y₇
805.3947

b₁₆²⁺
850.8178

y₈
904.4631

b₉
945.3544

b₁₈²⁺
955.8862

b₁₀
1032.386

y₉
1033.506

y₁₀
1120.538 b₁₁

1161.429

b₁₂-H₂O
1242.487

b₁₂
1260.497

b₁₃-H₂O
1329.519

b₁₃
1347.53

y₁₃-NH₃
1420.633
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2853

ERCC5; ERCM2; XPG; XPGC

229.97

ITMS; CID; 2

_ N

y₁₂*

A

y₁₁²⁺

b₃

P

y₁₀

b₄

A

y₉*

b₅

A

y₈*

b₆

V

y₇

D

y₆

b₈

E G

y₄*

S

y₃*

b₁₁

I

y₂

b₁₂*

ph

S

b₁₃*

P R _

b₃-NH₃
266.1135

y₂
282.18

b₃
283.1401

b₄-NH₃
337.1506

y₃*
351.2014

b₄
354.1772

b₅-NH₃
408.1878

b₅
425.2143

y₃
449.1783

y₄*
464.2855

b₆-NH₃
507.2562

b₆
524.2827

y₉²⁺
525.2306

y₄
562.2624

y₁₁²⁺
596.2677

y₁₂²⁺
644.7941

y₆-NH₃
689.2894

y₆
706.3159

b₈-NH₃
751.3257

b₈
768.3523

y₇-NH₃
818.3319

y₇
835.3585

y₈*
852.4085

y₈
950.3854

y₉*
951.477

b₁₁-H₂O
1007.479

b₁₁
1025.49

y₉
1049.454

b₁₂*
1094.511

y₁₀
1120.491

y₁₂*
1190.604

b₁₃*
1191.564

b₁₂
1192.488

y₁₂
1288.581

b₁₃
1289.541
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2856

HCNGP; HTRG; HTRP; SAP30BP

31.2

ITMS; CID; 2

_ I G G

b₄

D

b₅-H₂O

E

b₆

D

b₇-H₂O

G

y₂₇²⁺

b₈

Y

y₂₆²⁺

b₉

E E E E

b₁₃

D

b₁₄-H₂O

E

b₁₅-H₂O

N
ph

S R Q

b₁₉²⁺

ph

S E D D D S

y₁₀²⁺

E T

b₂₇²⁺

E

y₇

K

y₆-NH₃

P

y₅

E A

y₃

D D P K _

b₄
343.1612

y₃
367.2067

b₅-H₂O
454.1932

y₅
553.2708

y₁₀²⁺
573.2864

b₆
587.2307

b₇-H₂O
626.2416

y₆-NH₃
665.2868

y₇
779.3661

b₈-H₂O
789.305

b₈
807.3155

b₉
936.3581

b₁₉²⁺
1155.385

b₁₃
1438.513

b₁₄-H₂O
1549.545

y₂₆²⁺
1605.088

b₂₇²⁺
1615.529

b₁₅-H₂O
1663.588

y₂₇²⁺
1669.609
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2858

NELFE; RD; RDBP

85.46

ITMS; CID; 2

_ S

y₁₁*

I

y₁₀

b₃*

ph

S

y₉

A

y₈

b₅

D

y₇

b₆*

D D

y₅

b₈*

I

y₄

b₉*

Q

y₃

E

y₂

S

b₁₂-NH₃

S R _

b₃*
270.1448

y₂
272.1592

y₃
359.1913

b₃
368.1217

y₄
488.2339

b₅
554.1858

b₆*
571.2358

y₅
616.2924

b₈*
799.3468

y₇
844.4035

b₉*
927.4054

y₈
959.4304

y₉
1074.457

y₁₀
1145.494

y₁₁*
1214.516 b₁₂-NH₃

1311.462

y₁₁
1312.493
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2883

CDCA2

152.34

ITMS; CID; 2

_ A

y₁₄*

G

y₁₃*

T

y₁₂

b₄

D

y₁₁

b₅*

ph

S

b₆*

P

y₉

b₇*

V

y₈

b₈*

S

b₉²⁺

C

y₆

b₁₀*

A

y₅

S

y₄

b₁₂*

V

y₃

b₁₃

T

y₂

E

b₁₅

E R _

y₂
314.1698

b₄-H₂O
327.1299

b₄
345.1405

b₅*
414.1619

y₃
443.2124

b₉²⁺
478.165

b₅-H₂O
494.1283

b₆*
511.2147

y₄
544.2601

b₇*
610.2831

y₁₁²⁺
622.7944

y₅
643.3285 b₁₃²⁺

657.2576

b₈*
697.3151

y₆
730.3605

b₁₀*
928.3829

b₉-H₂O
937.3121

y₈
961.4283

y₉-NH₃
1031.434

y₉
1048.46

b₁₂*
1114.483

b₁₂-H₂O
1194.45

b₁₂
1212.46

y₁₁
1244.581

b₁₃-H₂O
1295.497

b₁₃
1313.508

y₁₂
1411.58

y₁₃*
1428.63

y₁₃
1526.607

y₁₄*
1529.678

b₁₅
1571.593
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2885

NHN1; ZC3H18

132.5

ITMS; CID; 2

_

y₉*

K

y₈*

b₂

I

y₇*

G

y₆*

b₄

V

y₅

b₅-H₂O

ph

S

y₄*

b₆*

V

y₃

b₇*

ph

S

y₂

P S R _

b₂
250.2005

y₂
272.1592

y₃
369.212

b₄
406.2904

y₄*
438.2335

y₉²⁺
536.2292

b₅-H₂O
555.2782

b₅-NH₃
556.2622

b₆*
574.3803

y₅
635.2788

b₇*
643.4017

b₆
672.3572

y₆*
704.3002

y₇*
705.3918 b₇*

741.3786

y₈*
762.4132

y₆
802.2771

y₇*
803.3687

b₇
839.3555

y₈*
860.3901

y₉*
875.4973

y₈
958.367

y₉*
973.4742

y₉-NH₃
1054.425

y₉
1071.451
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2901

CARHSP1

96.49

ITMS; CID; 2

_

y₆*

T

y₅*

b₂

F

y₄

ph

S

y₃

A

y₂

b₅*

T

y₁

V R _

y₁
175.119

a₂
221.1285

b₂
249.1234

y₂
274.1874

y₃
375.235

y₆²⁺
380.6731

y₄
446.2722 b₅*

490.2296

y₅*
515.2936

b₅
588.2065

y₅
613.2705

y₆*
662.362

y₆
760.3389
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2917

XPC; XPCC

106.99

ITMS; CID; 2

_ S

y₂₈²⁺

E A

y₂₆²⁺

b₄

A

y₂₅²⁺

b₅

A

b₆

P

b₇

H T

b₉

D A G

b₁₂

G G

y₁₆*

b₁₄²⁺

I

b₁₅

ph

S
ph

S

b₁₇*

D

y₁₂

b₁₈

E

y₁₁

b₁₉

E

y₁₀

E

y₉

G

y₈

b₂₂²⁺

T

y₇

S

y₆

S

b₂₅²⁺

Q

y₄

b₂₆²⁺

A

y₃

b₂₇²⁺

E A A R _

y₃
327.2014

b₄-H₂O
341.1456

b₄
359.1561

b₅-H₂O
412.1827

b₅
430.1932

y₄
456.244

b₆
527.246

b₁₄²⁺
618.2862

y₆-NH₃
638.3132

y₆
655.3397

b₇
664.3049

y₇
742.3718

y₈
829.4038

b₉
880.3795

y₉
930.4515

y₁₀
987.4729

b₁₂
1065.46

b₂₂²⁺
1115.396

y₁₁
1116.516

b₁₄-H₂O
1217.555

y₁₂
1245.558

b₂₅²⁺
1266.458

b₂₆²⁺
1301.976

y₂₅²⁺
1315.002

y₂₆²⁺
1350.52

b₂₇²⁺
1366.498

b₁₅
1402.563

y₂₈²⁺
1421.557

b₁₇*
1586.612

y₁₆*
1627.671

b₁₈
1813.631

b₁₉
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2924

KIAA1187; MAP7D1; PARCC1; PP2464; RPRC1

113.99

ITMS; CID; 2

_

y₁₁*

I

y₁₀

b₂

S

y₉*

b₃

A

y₈

S

y₇*

b₅-H₂O

T

y₆

b₆-H₂O

A

y₅

b₇-H₂O

S

y₄

b₈

E

y₃*

b₉

I

y₂

ph

S P K _

b₂
201.1234

y₂
244.1656

b₃-H₂O
254.1499

b₃
272.1605

y₃*
313.187

y₃
411.1639

b₅-H₂O
442.2296

b₆-H₂O
513.2667

y₄
524.248

b₇-H₂O
600.2988

y₅
653.2906

y₇*
713.3828

y₆
740.3226

b₈
747.3519

y₇
811.3597

b₉-H₂O
842.4254

b₉
860.436

y₉*
901.4625

y₈
912.4074

y₉
999.4394

y₁₁*
1059.532

y₁₀
1070.477

y₁₁
1157.509
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2946

LMN1; LMNA

159.08

ITMS; CID; 2

_ I

y₉*

b₂

R

y₈*

b₃

I

y₇*

b₄*

ph

S

y₆

P

b₆-H₂O

S P

y₃*

b₈*

T

y₂

b₉²⁺

ph

S

b₁₀*

Q R _

b₂-NH₃
253.1659

b₂
270.1925

y₂
303.1775

b₃-NH₃
366.25

y₃*
372.199

b₃
383.2765

b₄*
452.298

y₃-NH₃
453.1493

y₃
470.1759

b₉²⁺
550.2329

b₆-H₂O
716.3491

b₆-NH₃
717.3331

y₇*
754.3842

y₆
755.3084

y₈*
823.4057

b₈*
834.4832

y₇
852.3611

b₈
932.4601

y₉*
936.4898

y₈
1019.359

y₉*
1034.467

b₁₀*
1129.54

y₉
1132.444

b₁₀-H₂O
1209.506

b₁₀-NH₃
1210.49

b₁₀
1227.517
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2954

KIAA0852; MORC2; ZCWCC1

122.94

ITMS; CID; 2

_ K D S N

y₁₄²⁺

b₅

E

y₁₃*

I

y₁₂²⁺

ph

S

b₈

D

b₉*

ph

S

y₉

b₁₀*

A

y₈

b₁₁*

G

y₇

b₁₂*

E

y₆

b₁₃²⁺

E

y₅

b₁₄²⁺

D

y₄

S

y₃

b₁₆²⁺

A

y₂

b₁₇²⁺

D

b₁₈²⁺

I K _

y₂-NH₃
243.1703

y₂
260.1969

y₃
375.2238

y₄
446.2609

y₅
533.293

b₅
574.2467

y₆
648.3199

y₁₂²⁺
658.7481

b₁₃²⁺
761.7527

y₇
777.3625

y₁₄²⁺
798.7893

b₁₄²⁺
819.2662

b₁₆²⁺
898.3008

y₈
906.4051

b₁₇²⁺
955.8143

y₉
963.4265

b₈
969.3561

b₁₈²⁺
1012.356

b₉*
1038.378

b₁₀*
1109.415

b₁₁*
1166.436

b₁₀
1207.392

b₁₁
1264.413

b₁₂*
1295.479

y₁₃*
1385.51

b₁₂
1393.456

y₁₃
1483.487
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2960

DNAJC1; HTJ1

100.85

ITMS; CID; 2

_ E

y₂₇²⁺

D

y₂₆²⁺

A

y₂₅²⁺

E

y₂₄²⁺

b₅-H₂O

G

y₂₃²⁺

b₆-H₂O

V

y₂₂²⁺

b₇

A

y₂₁²⁺

A

y₂₀²⁺

E

y₁₉²⁺

E

b₁₁²⁺

E

y₁₇²⁺

b₁₂

Q

y₁₆

E G

y₁₄

b₁₅

D

y₁₃²⁺

ph

S

b₁₇

G

y₁₁²⁺

b₁₈²⁺

E

y₁₀²⁺

b₁₉*

Q

y₉²⁺

E

y₈²⁺

T G A T

y₄

D

y₃-NH₃

A R P R _

y₃-NH₃
411.2463

y₈²⁺
422.2252

y₉²⁺
472.749

b₅-H₂O
484.1674

y₄
499.3099

y₁₀²⁺
537.2703

b₁₁²⁺
565.7278

b₆-H₂O
583.2358

y₁₁²⁺
601.2996

b₇-H₂O
654.2729

b₇
672.2835

y₁₃²⁺
694.3317

y₁₄²⁺
777.8308

y₁₆²⁺
863.855

y₁₇²⁺
928.3763

b₁₈²⁺
956.8338

y₁₉²⁺
1056.927

b₁₁-H₂O
1112.438

y₂₀²⁺
1121.448

y₂₁²⁺
1185.97

y₂₂²⁺
1221.488

y₂₃²⁺
1257.007

b₁₂
1258.507

y₂₄²⁺
1306.541

y₂₅²⁺
1335.052

y₂₆²⁺
1399.573

y₂₇²⁺
1435.091

y₁₄
1554.654

b₁₅
1559.598

y₁₆
1726.703

b₁₇
1783.618

b₁₉*
1942.742
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2982

CANX

71.56

ITMS; CID; 2

_

y₁₁*

A

y₁₀*

E E

y₈

D

y₇

E

y₆

b₆

I

y₅*

I

b₈

N

b₉

R

y₂

b₁₀*

ph

S

b₁₁*

P R _

y₂
272.1717 y₆²⁺

411.7027

y₈²⁺
532.7661

b₉²⁺
535.7593

y₅*
611.3372

b₆
687.2832

y₆
822.3982

b₈
914.4102

y₇
935.4822

y₈
1064.525

b₉
1070.511

b₁₀*
1139.533 y₁₀*

1210.617

b₁₁*
1236.586

b₁₀
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1339.66
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

2987

CAP43; DRG1; NDRG1; RTP

123.29

ITMS; CID; 2

_

y₁₃

T

y₁₂*

A

y₁₁

b₃*

ph

S

y₁₀

b₄*

G

y₉

b₅*

S

y₈*

b₆*

S

y₇

b₇*

V

y₆*

T

y₅

ph

S

y₄

I

y₃

b₁₁*

D G

b₁₃*

T R _

b₃*
242.1135

b₄*
299.135

y₃
333.1881

b₃
340.0904

b₅*
386.167

y₄
448.215

b₅-H₂O
466.1334

b₆*
473.1991

y₅
561.2991

b₇*
572.2675

y₆*
630.3206

y₁₃²⁺
699.2709

y₇-NH₃
812.3186

y₇
829.3451

y₈*
830.4367

y₉
1015.446 b₁₁*

1068.425

y₁₀
1102.478

y₁₁
1159.499

b₁₁
1166.401

b₁₃*
1226.494

y₁₂*
1228.521

b₁₃-H₂O
1306.46

y₁₂
1326.497

y₁₃
1397.535
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3019

GTBP; MSH6

268.12

ITMS; CID; 2

_

y₁₅²⁺

S

y₁₄²⁺

E

y₁₃²⁺

E

y₁₂

b₄

D

y₁₁*

b₅

N

y₁₀*

b₆

E

y₉*

b₇-H₂O

I

y₈

E

y₇

b₉*
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S

y₆

b₁₀*

E

y₅

b₁₁*

E

y₄

b₁₂*

E

y₃

b₁₃*

V

b₁₄*

Q P K _

y₃-NH₃
363.2118

y₃
380.2383

b₄
461.1514

y₄
479.3068

b₉²⁺
557.1846

b₅-NH₃
558.1678

b₅
575.1944

y₅
608.3494

b₁₁²⁺
686.2272

b₆-NH₃
687.2104

b₆
704.237

y₆
737.3919

b₇-H₂O
799.3105

b₁₃²⁺
800.2827

y₁₃²⁺
817.3396

y₇
866.4345

y₁₄²⁺
881.8609

y₁₅²⁺
946.3822

b₉*
1015.385

y₈
1033.433

y₉*
1064.499

b₁₀*
1144.428

y₉-NH₃
1145.449

y₉
1162.475

y₁₀*
1177.583

b₁₀
1242.405

b₁₁*
1273.47

y₁₀
1275.56

y₁₁*
1306.625

b₁₁
1371.447

b₁₂*
1402.513

y₁₁
1404.602

b₁₂-NH₃
1483.463

b₁₂
1500.49

b₁₃*
1501.581

y₁₂
1518.645

b₁₃-H₂O
1581.548

b₁₃-NH₃
1582.532

b₁₃
1599.558

b₁₄*
1629.64

b₁₄-H₂O
1709.606

b₁₄-NH₃
1710.59

b₁₄
1727.617
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3056

C15orf52

80.53

ITMS; CID; 2

_
ph

S

y₁₂

b₂

P

y₁₁

b₃*

P

y₁₀

b₄*

T

y₉

b₅*

Q

y₈

b₆*

V A

y₆

b₈*

I

y₅

S

y₄

S

y₃

b₁₁-H₂O

D

b₁₂-H₂O

S A R _

b₃*
264.1343

b₂
265.0584

y₃
333.1881

b₄*
365.1819

y₄
448.215

b₅*
493.2405 y₅

535.2471

b₆*
592.3089

y₁₂²⁺
616.3175

y₆
622.2791

b₆
690.2858

b₈*
776.4301

y₈
806.4003

y₉
905.4687

y₁₀
1033.527

y₁₁
1134.575

b₁₁-H₂O
1145.487

y₁₂
1231.628

b₁₂-H₂O
1232.519

b₁₂-NH₃
1233.503
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3081

FOE; KIAA0261; WAPAL; WAPL

76.73

ITMS; CID; 2

_

y₁₁

R

y₁₀*

b₂

P

y₉*

b₃

E

y₈*

b₄*

ph

S

y₇

P S

y₅*

E

y₄

I

y₃

b₉*

ph

S P

b₁₁-H₂O

I K _

b₂
254.1612

y₃
357.2496

b₃-H₂O
365.1932

b₃-NH₃
366.1772

b₃
383.2037

b₄*
452.2252

y₄
524.248

y₅*
539.3552

y₇-NH₃
836.3801

y₈*
852.4825

y₇
853.4067

y₈
950.4594

y₉*
1019.481

b₉*
1045.435

y₉
1117.458

y₁₀*
1148.523

y₁₀-NH₃
1229.474 b₁₁-H₂O

1335.538

y₁₁
1343.553
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3092

H1F2; HIST1H1C

84.41

ITMS; CID; 2

ac

_
ph

S E

y₁₃²⁺

T

y₁₂

b₄*

A P

y₁₀

A

y₉

b₇*

A P

y₇²⁺

A

y₆

A

y₅

b₁₁*

A P

b₁₃-H₂O

P

b₁₄*

A

b₁₅*

E K _

y₇²⁺
342.1898

b₄*
413.1667

b₄-H₂O
493.133

b₄
511.1436

y₅
541.298

y₁₂²⁺
545.7982

y₁₃²⁺
581.3168

y₆
612.3352

b₇*
652.2937

b₇
750.2706

y₉
851.4621

y₁₀
922.4993

b₁₁*
962.4578 b₁₁

1060.435

y₁₂
1090.589

b₁₄*
1227.6

b₁₃-H₂O
1236.53

b₁₄
1325.577

b₁₅*
1356.643

b₁₅
1454.62
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3115

C2orf17; FAM134A

259.08

ITMS; CID; 2

_ Q

y₁₃*

A

y₁₂*

b₃

I

y₁₁*

b₄

D

y₁₀

ph

S

y₉

b₆

E

y₈

b₇-NH₃

E

y₇

b₈-NH₃

E

y₆

b₉²⁺

E

y₅

b₁₀*

E

y₄

b₁₁

D

y₃

b₁₂

V

b₁₃

A

b₁₄

A K _

y₃
289.187

b₃
313.187

y₆²⁺
316.6661

y₄
388.2554

b₄-H₂O
410.2034

b₄-NH₃
411.1874

b₄
428.214

y₅
503.2824

y₉²⁺
510.23

b₉²⁺
556.195

y₆
632.325

y₁₁²⁺
658.2505

b₆-NH₃
707.2284

b₆
724.2549

y₇
761.3676

b₇-NH₃
836.271

y₈
890.4102

b₈-NH₃
965.3136

y₉
1019.453

b₉-NH₃
1094.356

b₁₀*
1142.448

y₁₀
1148.495

y₁₁*
1217.517

b₁₀-H₂O
1222.415

b₁₀-NH₃
1223.399

b₁₀
1240.425

y₁₁
1315.494

y₁₂*
1332.544

b₁₁-H₂O
1337.442

b₁₁-NH₃
1338.426

b₁₁
1355.452

y₁₂
1430.521

b₁₂-H₂O
1436.51

b₁₂-NH₃
1437.494

y₁₃*
1445.628

b₁₂
1454.521

b₁₃-H₂O
1507.547

b₁₃-NH₃
1508.531

b₁₃
1525.558

y₁₃
1543.605

b₁₄-H₂O
1578.584

b₁₄-NH₃
1579.568

b₁₄
1596.595
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3162

AKAP12; AKAP250

184.68

ITMS; CID; 2

_ G I

y₁₈*

A

y₁₇

b₄

E

y₁₆*

b₅

V

y₁₅

b₆

Q

y₁₄*

b₇

Q

y₁₃*

b₈

D G

y₁₁

b₁₀

E

y₁₀

A

b₁₂

E

y₈*

b₁₃

E

y₇

b₁₄

G

y₆*

b₁₅

A

y₅*

b₁₆

T
ph

S

y₃

b₁₈*

D

b₁₉*

G E K _

y₃
341.1911

b₄
371.1925

b₅-H₂O
452.2504

b₅
470.2609

y₅*
525.2395

y₁₁²⁺
591.2261

b₆
598.3195

y₅
623.2164

y₆*
626.2871

b₇
726.3781

y₈*
754.3457

y₇
795.3012

b₈
841.405

y₈
852.3226

y₁₆²⁺
869.8302

y₁₇²⁺
919.3644

b₁₀
1027.469

y₁₀
1110.408

y₁₁
1181.445

b₁₂
1227.549

y₁₃*
1269.532

b₁₃-H₂O
1338.581

b₁₃
1356.591

y₁₃
1367.509

y₁₄*
1384.559

b₁₄
1413.613

b₁₅-H₂O
1466.639

y₁₄
1482.536

b₁₅
1484.65

b₁₆
1585.698

y₁₅-NH₃
1593.568

y₁₅
1610.594

y₁₆*
1640.676

y₁₆-NH₃
1721.627

y₁₆
1738.653

b₁₈*
1769.746

b₁₉*
1826.768

y₁₇
1837.721

b₁₈
1867.723

y₁₈*
1868.787
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3183

SRM160; SRRM1

96.77

ITMS; CID; 2

_ V

y₁₅²⁺

P

y₁₄²⁺

b₃

K

y₁₃²⁺

P

y₁₂*

E

y₁₁*

P

y₁₀*

b₇

I

y₉

b₈-NH₃

P

y₈*

b₉

E P

b₁₁-H₂O

K

y₅*

E P

y₃

ph

S P

b₁₆²⁺

E K _

b₃
333.2376

y₃
381.2224

b₇²⁺
385.2385

y₈²⁺
504.2426

y₅*
547.2966

y₉²⁺
568.7639

y₁₀²⁺
617.2903

y₁₁²⁺
673.8323

y₁₂²⁺
722.3587

b₇
769.4698

y₁₃²⁺
786.88 y₁₄²⁺

835.4064

b₈-NH₃
849.496

y₁₅²⁺
903.461

y₈*
909.5011

b₁₆²⁺
924.4617

b₉
995.5652

y₈
1007.478

y₁₀*
1135.596

y₉
1136.521

b₁₁-H₂O
1210.717

y₁₀
1233.573

y₁₁*
1248.681

y₁₂*
1345.733
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3208

CD98LC; LAT1; MPE16; SLC7A5

143.67

ITMS; CID; 2

_
ph

S A D G

y₁₃

b₅*

S

y₁₂

b₆*

A

b₇*

P

y₁₀

b₈*

A

y₉

b₉*

G

y₈

b₁₀*

E G

y₆

b₁₂*

E G

y₄

b₁₄*

V

y₃

b₁₅*

T

y₂

b₁₆*

I

b₁₇*

Q R _

b₆²⁺
285.0838

y₂
303.1775

b₅*
400.1463

y₃
416.2616

b₆*
471.1834

y₄
517.3093

b₇*
568.2362

y₁₂²⁺
607.3122

b₈*
639.2733

y₁₃²⁺
642.8308

y₆
673.3991

b₉*
696.2947

b₁₀*
825.3373

y₈-NH₃
842.4367

y₈
859.4632

y₉
988.5058

b₁₂*
1011.401

y₁₀
1045.527 b₁₄*

1167.491

y₁₂
1213.617

b₁₄
1265.468

b₁₅*
1268.539

y₁₃
1284.654

b₁₅-H₂O
1348.505

b₁₆*
1381.623

b₁₇*
1509.682

b₁₇
1607.658
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3213

KIAA1741; TAB182; TNKS1BP1

163.64

ITMS; CID; 2

_

y₁₄*

V

y₁₃*

P

y₁₂

b₃

ph

S

y₁₁

S

y₁₀

b₅

D

y₉

b₆

E

y₈

b₇*

E

y₇

b₈*

V

y₆

b₉*

V

y₅

b₁₀*

E

y₄

b₁₁*

E P

y₂

b₁₃*

Q

b₁₄-H₂O

S R _

y₂
262.151

b₃
364.1268

b₈²⁺
462.1733

y₄
487.2623

b₅
566.1858

y₅
616.3049

b₆
695.2284

b₇*
726.2941

y₆
745.3475

b₈*
825.3625

y₁₄²⁺
834.3434

y₇
844.4159

b₈
923.3394

b₉*
924.4309

y₈
943.4843

b₉
1022.408

b₁₀*
1053.473

y₉
1072.527

b₁₀
1151.45

b₁₁*
1182.516

y₁₀-NH₃
1184.543

y₁₀
1201.57

b₁₁-H₂O
1262.482

b₁₁
1280.493

y₁₁
1316.596 y₁₂

1403.628

b₁₃*
1407.627

y₁₃*
1472.65

y₁₄*
1569.703

y₁₃
1570.627

b₁₄-H₂O
1574.626
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3214

HIRIP3

118.24

ITMS; CID; 2

_

y₁₁-NH₃

I

y₁₀*

b₂

I

y₉

G

y₈*

b₄

D

b₅*

ph

S

y₆

b₆²⁺

D
ph

S

y₄

E

b₉*

E

y₂

b₁₀*

E

b₁₁*

Q K _

b₂
227.1754

y₂-NH₃
258.1448

y₂
275.1714

b₆²⁺
341.1282

b₄
399.2238

b₅*
468.2453

y₄
533.2566

y₉²⁺
613.6785

y₁₀²⁺
642.1893

y₆
829.2975

b₉*
910.3789

b₉*
1008.356

y₈*
1013.346

y₁₀*
1087.417

b₉-H₂O
1088.322

y₈
1111.323 b₁₀*

1137.398

b₁₁*
1167.48

y₁₀*
1185.394

y₉
1226.35

b₁₁*
1265.457

y₁₀-NH₃
1266.345

y₁₀
1283.371

b₁₁
1363.434

y₁₁-NH₃
1379.429
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3218

GPN1; HUSSY-23; MBDIN; XAB1

117

ITMS; CID; 2

_ G

y₁₈²⁺

T

y₁₇²⁺

b₃-H₂O

I

y₁₆²⁺

b₄

D

y₁₅²⁺

b₅

E

y₁₄²⁺

b₆-H₂O

E

y₁₃

D

y₁₂²⁺

E

y₁₁

E A

y₉

b₁₁

D

y₈²⁺

ph

S

y₇²⁺

b₁₃

D T

b₁₅

D

y₄-NH₃

b₁₆

D

y₃

I

y₂

D H R _

b₃-H₂O
254.1499

y₂
322.1861

b₄-H₂O
369.1769

b₄
387.1874

y₃
437.2131

y₇²⁺
441.203

y₈²⁺
498.7165

b₅
516.23

y₄-NH₃
533.2706

y₉²⁺
582.2156

b₆-H₂O
627.262

y₁₁²⁺
675.2477

y₁₂²⁺
739.769

y₁₄²⁺
861.8037

y₁₅²⁺
926.325

y₁₆²⁺
990.8463

y₁₇²⁺
1048.36

y₁₈²⁺
1104.902

y₉
1163.424

b₁₁
1204.449

y₁₁
1349.488

b₁₃
1486.474

y₁₃
1607.573

b₁₅-H₂O
1684.538

b₁₅
1702.549

b₁₆
1817.576
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3249

NEXN

154.65

ITMS; CID; 2

_ E

y₁₂*

b₂

M

y₁₁*

b₃

I

y₁₀*

b₄

A

y₉

ph

S

y₈

D

b₇

D

y₆

b₈*

E

y₅

b₉*

E

y₄

b₁₀

D

y₃

b₁₁*

V

y₂

b₁₂-H₂O

S S K _

y₂
242.159

b₂
261.0904

y₃
329.1911

b₃-H₂O
356.1639

b₃
374.1744

b₄-H₂O
427.201

y₄
428.2595

b₄
445.2115

y₅
543.2864

y₆
672.329

y₁₂²⁺
691.7762

b₇
842.2638

b₈*
873.3295

y₈
916.3985

b₈-H₂O
953.2958

b₉*
1002.372

y₉
1031.425 b₉-H₂O

1082.338

y₁₀*
1100.447

y₁₁*
1171.484

y₁₀
1198.424

b₁₀
1215.376

b₁₁*
1216.467

y₁₁
1269.461

y₁₂*
1284.568

b₁₁-H₂O
1296.434

b₁₁
1314.444

y₁₂
1382.545

b₁₂-H₂O
1383.466
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3253

GTF3C3

105.38

ITMS; CID; 2

_ G K I
ph

S

b₅

A

b₆-H₂O

E

y₁₇²⁺

E

y₁₆²⁺

b₈

N P D

b₁₁

D

y₁₂

S

y₁₁

b₁₃

E

y₁₀

b₁₄*

V

y₉

P S

y₇

b₁₇

S

y₆

S

b₁₉²⁺

G

y₄

b₂₀²⁺

I

y₃

N

b₂₂²⁺

S

b₂₃²⁺

T K _

y₃
343.2067

y₄
457.2496

y₁₀²⁺
493.2556

y₁₁²⁺
542.7899

b₅
545.2574

y₆-NH₃
610.3286

y₆
627.3552

b₆-H₂O
656.2895

y₇
714.3872

b₁₄²⁺
780.3213

y₁₆²⁺
814.3805

y₁₇²⁺
871.402

y₉
888.4513

b₈
917.3856

y₁₀
985.504

b₁₉²⁺
987.9064

b₂₀²⁺
1044.448

y₁₁
1084.572

b₂₂²⁺
1144.986

b₂₃²⁺
1195.51

y₁₂
1213.615

b₁₁
1244.492

b₁₃-H₂O
1442.556

b₁₃
1460.567

b₁₄*
1461.658 b₁₄-H₂O

1541.625

b₁₄
1559.635

b₁₇
1830.752
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3258

SLC7A11

77.28

ITMS; CID; 2

_

y₆*

I

y₅*

b₂

P

y₄

b₃*

ph

S

y₃

I G

b₆

N K _

a₂
183.1492

b₂
211.1441

b₃*
280.1656

y₃
326.1914

y₆²⁺
352.1669

b₃-H₂O
360.1319

y₄
439.2755

y₅*
508.2969 y₆*

605.3497

y₅
606.2738

b₆
662.2909

y₆
703.3266
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3308

HTATSF1

99.06

ITMS; CID; 2

_ E

y₁₇²⁺

I

y₁₆*

E

y₁₅*

E

y₁₄*

b₅-H₂O

N

y₁₃

b₆-H₂O

D

y₁₂

ph

S

y₁₁

E

y₁₀

N

b₁₀-H₂O

S

y₈

b₁₁*

E

y₇

b₁₂*

F

y₆

b₁₃*

E

y₅

b₁₄

D

y₄

b₁₅

D

y₃-NH₃

G

b₁₇-NH₃

S E K _

y₃-NH₃
354.1751

y₄
428.2231 y₅

543.25

b₅-H₂O
597.2515

y₆
658.277

b₆-H₂O
712.2784

y₇
787.3196

y₈
934.388

y₁₇²⁺
1024.354

y₁₀
1150.463

b₁₀-H₂O
1209.394

b₁₁*
1258.471

y₁₁
1264.506

b₁₁-H₂O
1338.437

b₁₁
1356.447

y₁₂
1393.548

b₁₂*
1405.539

b₁₂
1503.516

b₁₃*
1534.582

y₁₃
1560.546

y₁₄*
1577.597

b₁₃-NH₃
1615.532

y₁₄-NH₃
1658.547

y₁₄
1675.573

y₁₅*
1691.639

b₁₄
1747.585

y₁₅-NH₃
1772.59

y₁₅
1789.616

y₁₆*
1820.682

b₁₅
1862.612

b₁₇-NH₃
1989.639

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
500

1000
1500

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3324

DBP2; DDX16; DHX16; KIAA0577

224.16

ITMS; CID; 2

_ I

y₁₃*

I

y₁₂*

b₃

E

y₁₁*

b₄

D

y₁₀

b₅*

ph

S

y₉

b₆*

E

y₈

b₇*

E

y₇

b₈

S

y₆

b₉*

S

y₅

b₁₀*

E

y₄

b₁₁*

E

y₃

b₁₂-H₂O

T

y₂

b₁₃*

V

b₁₄

S R _

y₂
272.1592 b₃

356.218

y₃
371.2277

y₇²⁺
409.1999

b₄
471.2449

y₄
472.2753

b₅*
540.2664

y₅
601.3179

b₆*
669.309

y₆
730.3605

y₁₃²⁺
787.2925

b₇*
798.3516

y₇
817.3926

y₈
904.4246

b₈-H₂O
965.3499

b₉*
972.4156

b₈
983.3605

y₉
1033.467

b₁₀*
1101.458

y₁₀
1162.51

b₁₀-H₂O
1181.425

b₁₀
1199.435

b₁₁*
1230.501

y₁₁*
1231.531

b₁₁
1328.478

y₁₁
1329.508

y₁₂*
1346.558

b₁₂-H₂O
1411.515

b₁₃*
1430.617

y₁₂
1444.535

y₁₃*
1475.601

b₁₃-H₂O
1510.583

b₁₃
1528.594

y₁₃-NH₃
1556.551

b₁₄-H₂O
1597.615

b₁₄
1615.626
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3328

PHIP; WDR11

216.27

ITMS; CID; 2

_ T

y₁₂

A

y₁₁*

b₃

F

y₁₀*

b₄

Y

y₉*

b₅

N

y₈*

b₆

E

y₇

D

y₆*

b₈

D

b₉²⁺

ph

S

y₄

b₁₀*

E

y₃

b₁₁*

E

y₂

b₁₂

E

b₁₃

Q R _

y₂
313.1858

b₃
320.1605 y₃-NH₃

425.2018

y₃
442.2284

b₄
483.2238

b₉²⁺
562.1844

y₄
571.271

b₅-H₂O
579.2562

b₅-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3331

MARS

62.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3342

SRFBP1

97.81

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3357

AHNAK; PM227

174.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3387

HTATSF1

112.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3388

BOD1L; FAM44A; KIAA1327

167.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3400

CEP170; FAM68A; KAB; KIAA0470

75.11

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3403

ANLN

74.13

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3410

C21orf50; DBP5; HSPC310; HSPC312; KIAA1019; NREBP; SON

41.54

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3423

EIF5B; IF2; KIAA0741

171.26

ITMS; CID; 2

_ Q

y₁₂*

S

y₁₁

b₃-H₂O

F

y₁₀*

b₄-H₂O

D

y₉*

b₅

D

y₈*

b₆-NH₃

N

y₇

b₇

D

y₆

ph

S

y₅

E

y₄

b₁₀*

E

y₃

b₁₁-NH₃

I

y₂

b₁₂

E

b₁₃

D K _

y₂
270.1539

b₃-H₂O
345.1557

b₃-NH₃
346.1397

y₃
399.1965

b₄-H₂O
460.1827

b₄-NH₃
461.1667

y₄
512.2806

b₅-H₂O
575.2096

b₅-NH₃
576.1936

b₅
593.2202

y₅
641.3232

b₆-NH₃
690.2366

y₁₁²⁺
698.7476

y₆
770.3658

y₁₂²⁺
772.2818

b₇-NH₃
805.2635b₇

822.2901

y₇
937.3641

y₈*
954.4142

y₈
1052.391

y₉*
1068.457

b₁₀*
1149.397

y₉
1166.434

y₁₀*
1183.484

b₁₀-H₂O
1229.363

b₁₀-NH₃
1230.347

y₁₀-NH₃
1264.434

y₁₀
1281.461

b₁₁-NH₃
1343.431

y₁₁
1396.488

y₁₂*
1445.579

b₁₂-H₂O
1471.49

b₁₂-NH₃
1472.474

b₁₂
1489.5

y₁₂
1543.556

b₁₃-H₂O
1586.517

b₁₃-NH₃
1587.501

b₁₃
1604.527

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

4000
5000

Intensity

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3428

ANCO1; ANKRD11

114.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3521

CD44; LHR; MDU2; MDU3; MIC4

54.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3524

HNRPCL2; P542; RALY

68.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3528

C6orf111; HSPC261; HSPC306; SFRS18; SRRP130

171.04

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3530

C19orf13; FAM61A; LSM14A; RAP55; RAP55A

77.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3583

CGI-115; KIAA0507; RRP15

183.23

ITMS; CID; 2

ac

_

y₁₅²⁺

A A

b₃

A

y₁₂*

b₄

A

y₁₁*

P

y₁₀*

D S
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b₈
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y₆

b₁₀*
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y₅

b₁₁*

E

y₄

b₁₂*

E

y₃

b₁₃*

E

b₁₄*

N

b₁₅*

I K _

b₃
256.1292

b₄
327.1663

y₃-NH₃
357.2132

y₃
374.2398

y₄
503.2824

y₅
632.325

y₁₀²⁺
635.7874

y₁₁²⁺
693.3009

y₁₂²⁺
741.8272

y₆
761.3676

b₈-H₂O
764.3686

b₈
782.3791

y₁₅²⁺
848.3829

y₇
928.3659

y₈*
929.4575

b₁₀*
950.469

y₈-NH₃
1010.408

b₁₁*
1079.512

y₁₀*
1172.591

b₁₁
1177.489

b₁₂*
1208.554

y₁₀
1270.567

y₁₁*
1287.618

b₁₂
1306.531

b₁₃*
1337.597

y₁₁-NH₃
1368.568

y₁₂*
1384.67

y₁₁
1385.594

b₁₃
1435.574

b₁₄*
1451.64

y₁₂
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b₁₄
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b₁₅*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3586

CPSF7

88.57

ITMS; CID; 2

_ D

y₂₀²⁺

S

y₁₉²⁺

S

y₁₈²⁺

b₄

D

y₁₇

S

y₁₆²⁺
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T P S

y₈

b₁₄²⁺
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y₇

N

y₆

b₁₆

I

y₅

b₁₇²⁺

V P S

b₂₀*

S A R _

b₇²⁺
339.6143

b₄
405.1252

y₅
517.2729

y₁₁²⁺
578.8015

y₆
616.3413

b₈-H₂O
717.2322

b₁₄²⁺
728.7648

y₇
729.4254

b₈
735.2428

y₁₅²⁺
811.3883

b₁₆²⁺
842.3283

y₈
843.4683

y₁₆²⁺
868.9018

b₁₇²⁺
891.8625

y₁₈²⁺
947.9364

b₁₀
962.381

y₁₉²⁺
1005.45

b₁₁*
1045.418

y₂₀²⁺
1048.966

y₁₁-NH₃
1139.569

b₁₁
1143.395

b₁₄-NH₃
1439.496

b₁₆
1683.649

b₁₇-NH₃
1765.691

y₁₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3589

NUMA; NUMA1

157.22

ITMS; CID; 2

_ T

y₁₇*

Q

y₁₆²⁺

P

y₁₅

D

y₁₄*
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P

y₃

I

b₁₇-H₂O
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b₁₈

Q R _

y₃
400.2178

b₉²⁺
442.2114

b₅-NH₃
482.1882

b₆-H₂O
582.2518

y₅
610.3547

y₁₁²⁺
614.7835

b₇-H₂O
669.2838

b₇
687.2944

y₇*
750.4132

b₁₅²⁺
751.314

b₈-H₂O
768.3523

b₈-NH₃
769.3363

b₈
786.3628

y₁₆²⁺
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y₈*
847.466

b₉
883.4156

y₁₇²⁺
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y₈
945.4429

y₁₀*
1033.53

b₁₁-H₂O
1051.469

b₁₁
1069.48

y₁₁*
1130.583

y₁₀
1131.507

y₁₁
1228.56

y₁₂*
1229.651

b₁₄*
1306.591

y₁₂
1327.628

b₁₄-H₂O
1386.557

y₁₃
1414.66

y₁₄*
1417.731

y₁₄
1515.708

y₁₅
1572.729

b₁₇-H₂O
1683.726

y₁₇*
1686.832
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1767.782

y₁₇
1784.809
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3602

BM28; CCNL1; CDCL1; KIAA0030; MCM2

57.43

ITMS; CID; 2

_ G

y₁₅²⁺

I

y₁₄²⁺

b₃

I

y₁₃²⁺

b₄

Y

y₁₂²⁺

D
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ph

S D

y₉²⁺

E
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E
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b₁₀*
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E E

y₄

R

y₃-NH₃

P A

b₁₆²⁺

R K _

b₃
284.1969

y₃-NH₃
357.2245

b₆²⁺
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y₆²⁺
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y₇²⁺
443.2487

b₄
447.2602

y₄
471.3038

y₈²⁺
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y₉²⁺
565.2835

y₁₂²⁺
770.8174

y₁₃²⁺
828.3309

y₁₄²⁺
909.8625

y₁₅²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3605

ASCC3L1; HELIC2; KIAA0788; SNRNP200

213.83

ITMS; CID; 2

_ E

y₁₄

E

y₁₃*

b₃-H₂O

A

y₁₂

ph

S

y₁₁

b₅*

D

y₁₀
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b₇-H₂O

D

y₈

b₈*
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A

y₂

b₁₄*
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b₁₅*
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y₂
274.1874

b₃-H₂O
312.119 y₃
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y₄-NH₃
427.2663

y₄
444.2929

b₅*
514.178

y₅
573.3355

b₅
612.1549

b₆*
629.2049

y₆
688.3624

b₆
727.1818

y₇
745.3839

y₁₄²⁺
794.7953

b₇-H₂O
824.1982

y₈-NH₃
857.3999

y₈
874.4265

b₈*
875.2724

b₈-H₂O
955.2387

b₉*
1004.315

y₉
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b₉-H₂O
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b₉
1102.292

y₁₀-NH₃
1103.467

y₁₀
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b₁₁*
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y₁₁-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3615

HSP27; HSP28; HSPB1

98.04

ITMS; CID; 2

_

y₉

Q

y₈*

b₂

I

y₇

ph

S

y₆

S

y₅

G

y₄

b₆-H₂O

V

y₃

b₇-NH₃

S

y₂

b₈-H₂O

E

y₁

b₉

I R _

y₁
185.1272

b₂-NH₃
225.1234

b₂
242.1499

y₂
298.2113

y₃
427.2539

y₄
514.2859

y₅
613.3543

b₆-H₂O
634.2596

b₆-NH₃
635.2436

y₆
670.3758

b₇-NH₃
722.2757

y₇
757.4078

y₈*
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b₈-H₂O
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b₈-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3636

ANLN

62.94

ITMS; CID; 2

_ R

y₁₄*

b₂

C S

y₁₂

D N

b₆

ph

T

b₇

E

y₈

b₈

V

y₇

b₉

E

y₆

b₁₀*

V

y₅

b₁₁²⁺
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b₁₃²⁺

I

y₂-NH₃

E

b₁₅²⁺

N K _

y₂-NH₃
252.1434

b₂
327.1473

b₇²⁺
477.1565

b₉²⁺
591.212

y₅
625.3395

b₁₁²⁺
684.2623

y₆
712.3715

b₁₃²⁺
797.8258

y₇
811.44

b₆
824.2632

b₁₅²⁺
919.3685

y₈
940.4826

b₇
953.3058

b₈
1052.374 b₉-H₂O

1163.406

b₉
1181.417
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1182.508
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3638

MPZL1; PZR; UNQ849/PRO1787

151.56

ITMS; CID; 2

_ D

y₁₃

a₂

Y

y₁₂

b₃

T

y₁₁

G

y₁₀

b₅

C

y₉

S

y₈

T S

y₆*

b₉

E S

y₄*

b₁₁

I

y₃

b₁₂*

ph

S

b₁₃-H₂O

P

b₁₄*

V K _

a₂
251.1026

y₃
351.2482

b₃
380.1452

y₄*
420.2696

y₈²⁺
467.7223

y₄
518.2465 b₅

597.1973

y₆*
620.3857

y₆
718.3626

y₁₃²⁺
720.812

y₈
934.4373

b₉-H₂O
983.3411

b₉
1001.352

y₉
1035.485

y₁₀
1122.517

b₁₁-H₂O
1183.457

b₁₁
1201.468

y₁₁-NH₃
1265.521

b₁₂*
1270.489

y₁₁
1282.548

y₁₂
1339.569

y₁₃
1440.617

b₁₃-H₂O
1447.508

b₁₄*
1466.61

b₁₄-H₂O
1546.577

b₁₄
1564.587
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3639

MPFYVE; ZFYVE19

207.79

ITMS; CID; 2

_

y₁₅²⁺

I

y₁₄

P

y₁₃*

b₃

D

y₁₂

b₄*

ph

S

y₁₁

b₅*

D

y₁₀

b₆*

D

y₉

b₇*

D

y₈

E

y₇

b₉

D

y₆

b₁₀

E

y₅

b₁₁*

E

y₄

b₁₂-H₂O

T

y₃

b₁₃

A

y₂

b₁₄*

I

b₁₅

Q R _

y₂
313.1858

b₃
326.171 b₄*

395.1925

y₃
426.2699

y₄
497.307

b₅*
510.2195

y₅
598.3547

y₁₀²⁺
608.2718

b₆*
625.2464

b₁₁²⁺
670.7061

y₁₂²⁺
723.2987

y₆
727.3972

b₇*
740.2733

b₇
838.2502

y₇
856.4398

y₁₄²⁺
864.3114

y₁₅²⁺
912.8378

y₈
971.4668

b₉-H₂O
1064.309

b₉
1082.32

y₉-NH₃
1083.483

y₉
1100.509

b₁₀
1211.362

y₁₀
1215.536

b₁₁*
1242.428

y₁₁
1330.563

b₁₁
1340.405

b₁₂-H₂O
1423.442

y₁₂
1445.59

b₁₃
1512.49

y₁₃*
1514.612

b₁₄*
1527.597

b₁₄-H₂O
1607.563

y₁₃
1612.589

b₁₄
1625.574

y₁₄
1727.616
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3652

GOLGA4

204.94

ITMS; CID; 2

_ E

y₁₇²⁺

E

y₁₆*

b₃

N

y₁₅

P

y₁₄*

b₅

E

y₁₃

b₆*

ph

S

y₁₂

D

y₁₁

G

b₉*

E

b₁₀-NH₃

P

y₈

b₁₁*

V

y₇

b₁₂*

V
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b₁₃

E
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b₁₄*

D

y₄

G

y₃

b₁₆-NH₃

T

b₁₇

S

b₁₈*

V K _

y₃
341.2274

b₃
373.1354

y₄-NH₃
425.2486

y₄
442.2751

y₅
499.2966

b₅-H₂O
581.2202

y₆-NH₃
597.297

b₅
599.2307

y₆
614.3235

b₆*
668.2522

y₇
743.3661

y₁₅²⁺
818.3475

y₈
842.4345

y₁₆²⁺
866.8739

y₁₇²⁺
923.8953

b₉*
969.3432

b₉
1067.32

b₁₀-NH₃
1147.346

b₁₁*
1165.464

y₁₁
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y₁₂
1224.62

b₁₁-NH₃
1246.415

b₁₁
1263.441

b₁₂*
1264.533

y₁₃
1339.647

b₁₂
1362.51

y₁₄*
1408.668

b₁₃-H₂O
1473.542

b₁₃
1491.552

y₁₄
1506.645

b₁₄*
1508.602

b₁₄
1606.579

y₁₆*
1634.764

y₁₅
1635.688

y₁₆-NH₃
1715.714

y₁₆
1732.74

b₁₆-NH₃
1747.622

b₁₇
1851.68

b₁₈*
1852.772

b₁₈-H₂O
1932.738

b₁₈-NH₃
1933.722

b₁₈
1950.749
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3675

C20orf172; DSN1; MIS13

116.35

ITMS; CID; 2

_ S

b₂

I

b₃

H I

y₁₁²⁺

ph

S P

b₇*

Q

y₈

b₈

E
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b₁₀
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y₅
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b₁₂-NH₃

S
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b₁₃²⁺

Y

y₂

b₁₄*

Q

y₁

b₁₅²⁺

D R _

y₁
185.1272

b₂
201.1234

y₂-NH₃
283.1276

y₂
300.1542

b₃
338.1823

y₇²⁺
418.6923

y₃
428.2127

y₈²⁺
482.7215

y₁₁²⁺
659.7985

y₅
678.3081

b₇*
745.3991

y₆
749.3452

b₁₃²⁺
754.8245

b₁₄²⁺
818.8538

y₇
836.3772

b₇
843.376

b₁₅²⁺
876.3673

y₈
964.4358

b₈
972.4186

b₁₀-NH₃
1170.483

b₁₀
1187.509

b₁₂-NH₃
1328.552
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3684

KIAA0929; MINT; SHARP; SPEN

47.22

ITMS; CID; 2

_

y₁₅-NH₃

I

y₁₄

P

y₁₃

S

y₁₂-NH₃

T

y₁₁*

E

y₁₀

N

y₉*

S

y₈

ph

S Q

y₆

E

y₅

I

y₄

S

y₃

b₁₃-NH₃

V

y₂

E

b₁₅-H₂O

E R _

y₂
304.1615

y₃
433.2041

y₈²⁺
495.2485

y₄
532.2726

y₅
619.3046 y₁₁²⁺

679.2852

y₆
732.3886

y₈
989.4898

y₉*
1058.511

y₁₀
1243.52

y₁₁*
1259.586

y₁₁
1357.563

b₁₃-NH₃
1435.599

y₁₂-NH₃
1469.579

y₁₃
1587.653

y₁₄-NH₃
1657.659

y₁₄
1674.685

b₁₅-H₂O
1692.7

y₁₅-NH₃
1754.712
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3708

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

54.98

ITMS; CID; 2

_
ph

S R

y₅

b₃*

ph

T P

y₃

I

y₂

b₆*

I

b₇*

P R _

y₂
282.18

b₃*
319.1752

y₃
395.264

b₃*
417.1521

y₅-NH₃
588.3743

y₅
605.4009

b₆*
740.373

b₆-H₂O
820.3394

b₇*
837.4258

b₆
838.3499

b₇-H₂O
917.3921

b₇-NH₃
918.3761
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3714

WDR44

116.58

ITMS; CID; 2

_ E

b₂

I S

y₁₀-NH₃

b₄

D

y₉*

b₅

Q

y₈*

b₆

A

y₇

T

y₆

b₈

A

y₅

b₉*

ph

S P

y₃

b₁₁-NH₃

I

y₂

b₁₂*

V A R _

b₂
243.1339

y₂
246.1561

y₃
345.2245

b₄-H₂O
427.1823

b₄
445.1929

y₅-NH₃
538.3348

y₅
555.3613

b₅-NH₃
556.2249

b₅
573.2515

b₆-H₂O
626.278

b₆-NH₃
627.262

b₆
644.2886

y₆
722.3597

y₇
793.3968

y₈*
796.4676

b₈
816.3734

y₉*
867.5047

b₉*
885.3949

y₈
894.4445

y₉
965.4816

b₉-NH₃
966.3452

y₁₀-NH₃
1076.514

b₁₁-NH₃
1176.482

b₁₂*
1194.6

b₁₂-H₂O
1274.566

b₁₂-NH₃
1275.55

b₁₂
1292.577
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3785

BHLHD4; MAX

173.87

ITMS; CID; 2

ac

_

y₁₅

S D

b₃-NH₃

N

y₁₂

b₄

D

y₁₁

b₅

D

y₁₀

b₆

I

y₉*

b₇

E

y₈

b₈

V

y₇

b₉

E

y₆

b₁₀*

ph

S

y₅

D

y₄

b₁₂

E

y₃

b₁₃*

E

y₂

b₁₄*

Q

b₁₅

P R _

y₂
282.18

b₃-NH₃
342.0932

y₃
410.2386

b₄-H₂O
456.1361

b₄
474.1467

y₄
539.2812

b₅-H₂O
571.1631

b₅-NH₃
572.1471

b₅
589.1736

y₅
668.3237

b₆-H₂O
684.2471

b₆
702.2577

b₁₂²⁺
735.7432

y₆
783.3507

b₇-NH₃
814.2737

b₇
831.3003

b₈
930.3687

y₇
950.3491

b₉
1059.411

y₈
1079.392

y₉*
1080.483

b₁₀*
1128.433

y₉
1178.46

y₁₀-NH₃
1290.476

y₁₀
1307.503

y₁₁
1420.587

b₁₂
1470.479

b₁₃*
1501.545

y₁₂
1535.614

b₁₃
1599.522

b₁₄*
1629.603

b₁₄-NH₃
1710.554

b₁₄
1727.58

b₁₅
1824.633

y₁₅
1879.71
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3790

QSER1

72.21

ITMS; CID; 2

_ P S S T

b₅

T

b₆

P

y₁₄-NH₃

T

b₈²⁺

P

b₉

I

y₁₁

b₁₀

V

y₁₀

b₁₁²⁺

S

y₉

b₁₂

E

y₈

T

y₇

b₁₄²⁺

G G

y₅

b₁₆-H₂O

N

y₄

b₁₇²⁺

ph

S

b₁₈-H₂O

P S D K _

b₈²⁺
385.19

b₉²⁺
441.732

y₄
446.2245

b₅-H₂O
456.2089

b₅
474.2195

b₁₁²⁺
534.7822

b₆
571.2722

y₅
613.2229

b₁₄²⁺
678.3381

y₇
784.2873

y₈-NH₃
824.2822

y₈
841.3088

b₁₇²⁺
847.3695

b₉
882.4567

y₉
942.3564

b₁₀
981.5251

y₁₀
1071.399

y₁₁-NH₃
1141.405

y₁₁
1158.431

b₁₂
1197.6

y₁₄-NH₃
1450.61

b₁₆-H₂O
1508.723

b₁₇-H₂O
1675.721

b₁₈-H₂O
1772.774
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3836

PEX14

64.03

ITMS; CID; 2

_ R

b₂

E

b₃

D K

b₅-H₂O

E

b₆²⁺

D E

b₈²⁺

E

b₉²⁺

D

b₁₀²⁺

E

b₁₁²⁺

E

b₁₂²⁺

D D

b₁₄²⁺

D V
ph

S

y₁₁

H

y₁₀

V

y₉

D

y₈

E

y₇-NH₃

E

y₆

D

y₅

C

y₄

I

y₃

G

y₂

V Q R _

b₂
286.151

y₂
303.1775

b₆²⁺
387.1748

b₃
401.1779

y₃
402.2459

y₄-NH₃
442.2409

y₄
459.2674

b₈²⁺
516.2174

y₅
572.3515

b₉²⁺
573.7309

b₁₀²⁺
638.2522

b₅-H₂O
640.3049

b₁₁²⁺
702.7735

y₆
732.3821

b₁₂²⁺
760.287

y₇-NH₃
830.3825

b₁₄²⁺
875.3139

y₈
976.4517

y₉
1105.494

y₁₀
1220.521

y₁₁
1319.59
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3854

HSPC099; KIAA0460; RPRD2

116.43

ITMS; CID; 2

_ S F

y₁₇*

b₃

N

y₁₆*

Y

y₁₅

b₅*

ph

S

b₆*

P

y₁₃

b₇*

N

y₁₂

S

y₁₁

S

y₁₀

T

y₉

S

y₈

b₁₂*

E

y₇

b₁₃*

V

y₆

b₁₄-H₂O

S

y₅

S

y₄

T

y₃

b₁₇-H₂O

S

b₁₈

A

b₁₉*

S K _

y₃
313.1961

b₃
349.1506

y₄
400.2282

y₅
501.2759

b₅*
581.2354

y₆
588.3079

y₇
675.3399

b₆*
678.2882

b₅
679.2123

y₈
774.4083

b₇*
792.3311 y₉

903.4509

y₁₀
990.4829

y₁₁
1091.531

y₁₂
1178.563 y₁₃

1265.595

b₁₂*
1283.517

b₁₃*
1382.586

y₁₅-NH₃
1459.664

b₁₃-NH₃
1463.536

y₁₅
1476.69

b₁₃
1480.563

y₁₆*
1545.712

b₁₄-H₂O
1549.584

y₁₆
1643.689

y₁₇*
1708.775

y₁₇
1806.752

b₁₇-H₂O
1824.696

b₁₈-H₂O
1895.733

b₁₉*
1902.799

b₁₈
1913.744
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3862

KIAA1741; TAB182; TNKS1BP1

158.58

ITMS; CID; 2

_ R

b₂

D

b₃*

ph

S

b₄*

I

b₅

G

b₆

A

y₁₄²⁺

b₇

Y

y₁₃²⁺

b₈

A

y₁₂

b₉

S

y₁₁

b₁₀

Q

y₁₀

b₁₁

D

y₉

b₁₂

A

y₈

b₁₃

N

y₇²⁺

b₁₄²⁺

E

y₆

Q

y₅

b₁₆

G

y₄

b₁₇²⁺

Q

y₃

b₁₈²⁺

D

b₁₉²⁺

I G K _

b₂
272.1353

y₃
317.2183

b₃*
341.1568

y₇²⁺
373.1956

y₄
432.2453

b₄*
454.2409

y₉²⁺
494.7383

y₁₀²⁺
530.2569

y₅
560.3039

b₁₀²⁺
565.2373

b₅
609.2392

y₆
617.3253

b₁₂²⁺
658.2694

b₆
680.2763

y₁₃²⁺
695.3157

y₇-NH₃
728.3573

y₁₄²⁺
730.8342

b₁₄²⁺
779.8121

b₇
843.3397

y₈
874.4265

b₈
914.3768

b₁₇²⁺
936.3814

y₉
988.4694

b₁₈²⁺
993.8949

b₉
1001.409

y₁₀-NH₃
1042.48

b₁₉²⁺
1050.437

y₁₀
1059.507

b₁₀
1129.467

y₁₁-NH₃
1157.507

y₁₁
1174.533

b₁₁
1244.494

y₁₂
1302.592

b₁₂
1315.531

b₁₃
1429.574

y₁₄-NH₃
1443.635

b₁₄-H₂O
1540.606

b₁₆
1743.697
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3865

LEO1; RDL

71.56

ITMS; CID; 2

_ M Q

b₃

N

y₂₁²⁺

b₄*

ph

T

y₂₀²⁺

b₅

D

b₆

D

b₇*

E E

b₉

R

y₁₅²⁺

b₁₀

P Q

y₁₃²⁺

I

b₁₃*

ph

S

y₁₁²⁺

b₁₄*

D

y₁₀*

b₁₅*

D E R

y₇²⁺

Q

b₁₉²⁺

Q

y₅*

b₂₀²⁺

I

y₄

ph

S E

b₂₃²⁺

E

b₂₄²⁺

E K _

b₃
374.1493

b₄*
457.1864

b₇²⁺
457.6335

y₇²⁺
475.7015

y₄
542.2548

y₅*
611.2762

b₅
670.1902

y₁₀²⁺
687.3068

y₅
709.2531 y₁₁²⁺

744.8203

b₆
785.2172

b₇*
816.2829

y₁₃²⁺
885.8329

y₁₅²⁺
1006.404

b₉
1209.412

b₁₉²⁺
1248.468

y₁₀*
1275.629

b₂₀²⁺
1305.01

b₁₀
1306.464

y₂₀²⁺
1324.541

y₂₁²⁺
1382.055

b₂₃²⁺
1517.552

b₂₄²⁺
1582.073

b₁₃*
1616.629

b₁₄*
1731.656

b₁₅*
1748.706

b₁₅*
1846.682

b₁₅
1944.659
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3876

NUP88

188.96

ITMS; CID; 2

_ E

y₉*

b₂

D

y₈*

b₃

V

y₇*

b₄

E

y₆

b₅

V

y₅

b₆-H₂O

A

y₄*

b₇

E

y₃

b₈*

ph

S

y₂

P

b₁₀

I R _

b₂-H₂O
227.0662

b₂
245.0768

y₂
298.2113

b₃-H₂O
326.1347

b₃
344.1452

y₃
395.264

b₄-H₂O
455.1773

y₄*
464.2855

b₄
473.1878

y₉²⁺
545.2644

b₅-H₂O
554.2457

y₄
562.2624

b₅
572.2562

b₆-H₂O
625.2828

y₅
691.305

b₇-H₂O
754.3254

y₆
762.3421

y₇*
763.4336

b₇
772.3359

b₈*
841.3574

y₇
861.4105

y₈*
892.4762

b₈
939.3343

y₈
990.4531

y₉*
991.5446

y₉
1089.522

b₁₀-H₂O
1131.461

b₁₀
1149.471
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3891

PKR2; PRKAR2; PRKAR2A

177.03

ITMS; CID; 2

_ R

y₁₉²⁺

V
ph

S

y₁₇²⁺

b₄*

V

y₁₆

b₅*

C

y₁₅

b₆

A

y₁₄

b₇*

E

y₁₃

b₈²⁺

T

y₁₂

b₉*

Y

y₁₁

b₁₀*

N P

y₉

b₁₂*

D

y₈

b₁₃

E

y₇

b₁₄

E

y₆

b₁₅

E

y₅

b₁₆*

E

y₄

D

y₃

T D P R _

y₃
397.2069

b₄*
434.2749 b₈²⁺

497.2086

y₄
498.2546

y₈²⁺
500.7083

b₄
532.2518

b₅*
594.3056

y₅
613.2815

b₅-NH₃
675.2559

b₅
692.2825

y₆
742.3241

b₆
763.3196

b₇*
794.3853

y₇
871.3667

b₇
892.3622

b₈-H₂O
975.3993

b₈-NH₃
976.3833

y₈
1000.409

y₁₇²⁺
1040.402

b₉*
1058.496

y₉-NH₃
1112.425

y₉
1129.452

b₁₀*
1172.539

y₁₉²⁺
1173.435

b₁₀
1270.516

y₁₁
1341.532

b₁₂*
1384.619

y₁₂-NH₃
1438.548

y₁₂
1455.575

b₁₂
1482.596

b₁₃
1611.638

y₁₃
1618.638

y₁₄
1719.686

b₁₄
1740.681

y₁₅
1848.728

b₁₅
1869.724

b₁₆*
1900.789

y₁₆
1919.765

b₁₆-H₂O
1980.756

b₁₆
1998.766
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3892

DNAJC2; MPHOSPH11; MPP11; ZRF1

25.98

ITMS; CID; 2

_

y₁₂²⁺

N A

y₁₀

b₃*

ph

S

y₉

b₄*

A

b₅

ph

S

y₇

F Q

y₅-NH₃

E

y₄

b₉*

I E

y₂

D K K _

b₃*
255.1088

y₂
275.2078

b₄*
326.1459

b₄-NH₃
407.0962 y₄

519.2773

b₅
591.1211

y₅-NH₃
615.3348

y₁₂²⁺
756.8046

y₇
889.4625

b₉*
912.421

b₉-NH₃
1091.348

y₉
1203.529

y₁₀-NH₃
1257.54

y₁₀
1274.566
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3895

HKMT1098; KIAA1949

127.75

ITMS; CID; 2

_ I

y₁₄*

I

y₁₃

b₃

E

y₁₂

b₄*

ph

S

y₁₁

P

y₁₀

G

y₉

b₇*

V

y₈

E

y₇

b₉*

A G

y₅

b₁₁

E G

y₃

b₁₃*

E

b₁₄*

A

b₁₅*

E K _

y₃
355.2067

b₃
356.218 b₄*

425.2395
b₄

523.2164

y₅-NH₃
524.2442

y₅
541.2708

y₁₂²⁺
590.7822

b₇*
678.3821

y₇
727.3348

y₁₄²⁺
738.8027

y₈
798.3719

b₉*
878.4618

y₉
927.4145

y₁₀
1026.483

y₁₁
1083.504

b₁₁
1162.503

y₁₂
1180.557

b₁₃*
1250.59

b₁₄*
1321.627

y₁₃
1347.556

b₁₃
1348.567

y₁₄*
1378.621

b₁₅*
1450.67

y₁₄-NH₃
1459.572

b₁₅
1548.647
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3908

NCL

62.02

ITMS; CID; 2

_ A A A A A P

b₇

A S

b₉

E

b₁₀

D E

y₂₉²⁺

D D

y₂₇²⁺

b₁₄

E D

b₁₆-H₂O

D

b₁₇

E D

y₂₂²⁺

b₁₉

D

y₂₁²⁺

E

y₂₀²⁺

D D

y₁₈²⁺

D D D

y₁₅²⁺

b₂₆²⁺

E

y₁₄

E D D
ph

S

y₁₀

E

y₉

E

y₈

b₃₃²⁺

E

y₇

b₃₄²⁺

A

y₆

b₃₅²⁺

M

y₅

E T T P A K _

b₇
524.2827

y₅
525.3122

y₆-NH₃
637.3283

y₆
654.3548

b₉
740.3573

y₇
785.3953

b₁₀
855.3843

y₈
856.4324

y₁₅²⁺
885.3312

y₉
985.475

y₁₈²⁺
1064.879

y₁₀
1114.518

y₂₀²⁺
1179.906

y₂₁²⁺
1237.42

y₂₂²⁺
1301.941

b₁₄
1343.523

b₂₆²⁺
1383.45

b₁₆-H₂O
1555.567

y₂₇²⁺
1596.516

y₁₄
1640.612

b₁₇
1702.62

y₂₉²⁺
1718.551

b₃₃²⁺
1840.062

b₃₄²⁺
1875.58b₁₉

1932.674

b₃₅²⁺
1941.101
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3924

PIR51; RAD51AP1

63.06

ITMS; CID; 2

_

y₁₄*

E

y₁₃

I P

y₁₁

b₄-H₂O

T

y₁₀

b₅

V

y₉*

b₆-H₂O

T

y₈

T

y₇

N

b₉-H₂O

V

y₅*

b₁₀²⁺

Q

y₄*

b₁₁-NH₃

N

y₃-NH₃

ph

S

y₂

b₁₃*

Q D K _

y₂
270.1539

y₃-NH₃
381.186

b₄-H₂O
423.2238 y₄*

467.234

b₅-H₂O
522.2922

b₅
540.3028

b₁₀²⁺
542.2877

y₄
565.2109

y₅*
581.2769

b₆-H₂O
623.3399

y₁₃²⁺
760.3476

y₇
906.3808

b₉-H₂O
937.4989

b₉-NH₃
938.4829

y₈
1020.424

y₉*
1023.495

y₉
1121.471

b₁₁-NH₃
1180.584

y₁₀
1222.519

y₁₁
1321.587

b₁₃*
1394.691

y₁₃
1519.688

y₁₄*
1534.795
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3938

TOR1AIP1

131.09

ITMS; CID; 2

_ G I

b₃

R

y₂₁²⁺

b₄

D

b₅*

ph

S

b₆*

H

b₇-H₂O

ph

S S

b₉*

E

b₁₀²⁺

E

y₁₄

b₁₁²⁺

D

y₁₃

b₁₂

E

y₁₂

b₁₃*

A

y₁₁

b₁₄

S

y₁₀

b₁₅-H₂O

S

y₉

Q

b₁₇²⁺

T

y₇

b₁₈²⁺

D

y₆

b₁₉²⁺

I

y₅

S

y₄

Q

y₃

T I S K _

b₃
337.2222

y₃
355.2431

b₄
452.2491

y₄
456.2908

b₅*
521.2706

y₅
584.3494

b₁₀²⁺
634.7146

b₆*
658.3295

y₆
671.3814

b₁₁²⁺
692.2281

b₁₂²⁺
756.7494

y₇
784.4654

b₁₃²⁺
792.2679

b₁₄²⁺
835.784

b₇-H₂O
905.2942

b₁₇²⁺
993.8531

y₉
1000.54

b₉*
1041.402

b₁₈²⁺
1051.367

b₁₉²⁺
1107.909

y₁₀
1128.599

y₁₁-NH₃
1198.604

y₁₁
1215.631

y₂₁²⁺
1217.475

y₁₂
1302.663

y₁₃
1373.7 b₁₃*

1485.552

y₁₄
1502.742

b₁₂
1512.492

b₁₃-NH₃
1566.502

b₁₃
1583.529

b₁₄
1670.561

b₁₅-H₂O
1739.582
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3942

FLN; FLN1; FLNA

153.95

ITMS; CID; 2

_ R

y₁₅²⁺

b₂

A

y₁₄²⁺

P

y₁₃

b₄*

ph

S

y₁₂

b₅*

V

y₁₁

A

y₁₀

b₇*

N

y₉

b₈

V

y₈

G

y₇

b₁₀*

S

y₆

b₁₁*

H

b₁₂²⁺

C

y₄

b₁₃²⁺

D

y₃

I

y₂

S I K _

b₂-NH₃
211.119

b₂
228.1455

y₂
260.1969

y₃
347.2289

b₄*
394.2197

y₇²⁺
436.7184

y₄
460.313

y₈²⁺
480.2344

b₅*
493.2881

y₉²⁺
508.7451

y₁₀²⁺
558.2793

b₁₂²⁺
658.7819

b₇*
678.3682

b₁₃²⁺
716.2954

y₆
735.3706

b₇-H₂O
758.3345

y₁₄²⁺
783.8527

y₁₅²⁺
832.3791

y₇
872.4295

b₈
875.4135

b₁₀*
921.4901

y₈
959.4615

b₁₀-H₂O
1001.456

b₁₀-NH₃
1002.44

y₉
1016.483

b₁₁*
1058.549

y₁₀
1115.551

y₁₁
1229.594

y₁₂
1300.631 y₁₃

1399.7
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3954

ATF7IP; MCAF; MCAF1

106.35

ITMS; CID; 2

_ D E

b₃

S

y₁₈²⁺

b₄

E

y₁₇²⁺

b₅

V

y₁₆²⁺

b₆

I

y₁₅²⁺

S

y₁₄-NH₃

b₈

Q

b₉

N

y₁₂²⁺

b₁₀

E

y₁₁

b₁₁-H₂O

T

y₁₀

b₁₂

C

b₁₃*

ph

S P

y₇-NH₃

A

y₆

E

y₅

b₁₇*

V

y₄

b₁₈*

E S N E K _

b₃
332.1088

b₄-H₂O
443.1409

b₄
461.1514

y₄
485.2446

b₅-H₂O
542.2093

b₅
560.2198

y₅
614.2871

b₆-H₂O
655.2933

b₆
673.3039

y₆
713.3556

y₁₂²⁺
719.786

y₇-NH₃
825.3716

b₈
888.3945

y₁₅²⁺
905.358

y₁₆²⁺
948.8741

b₉
1002.437

y₁₇²⁺
1005.416

y₁₈²⁺
1054.95

b₁₀
1131.48

y₁₀
1177.486

b₁₁-H₂O
1214.517

y₁₁
1337.517

b₁₂-H₂O
1374.548

b₁₂
1392.558

b₁₃*
1461.58

b₁₃
1559.557

y₁₄-NH₃
1664.624 b₁₇*

1857.781

b₁₈*
1986.823
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3974

COPB2

56.49

ITMS; CID; 2

_ S T

b₃

A

b₄

Q

b₅

Q

y₂₀²⁺

E

y₁₉²⁺

I

y₁₈²⁺

D

b₉-H₂O

G

y₁₆²⁺

b₁₀

K

y₁₅-NH₃

b₁₁-H₂O

P

b₁₂²⁺

A
ph

S

b₁₄-NH₃

P

y₁₁

T P

y₉

V

b₁₈²⁺

I V A S

y₄

H T A N K _

b₃-H₂O
242.1135

b₃
260.1241

b₄
388.1827

y₄
441.2547

y₉²⁺
474.7713

b₅-NH₃
499.2147

b₅
516.2413

y₁₁²⁺
572.8319

b₁₂²⁺
617.8113

y₁₆²⁺
839.4262

b₉-H₂O
912.4058

y₁₈²⁺
935.9915

y₉
948.5353

b₁₈²⁺
954.9633

y₁₉²⁺
993.505

b₁₀-H₂O
1048.515

y₂₀²⁺
1050.047

b₁₀
1066.525

y₁₁
1144.656

b₁₁-H₂O
1145.568

b₁₄-NH₃
1481.64

y₁₅-NH₃
1563.766
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3975

KIAA0310; SEC16; SEC16A; SEC16L

61.1

ITMS; CID; 2

_ Q I

y₁₈²⁺

b₃-H₂O

D

y₁₇

S

y₁₆

ph

S

y₁₅-NH₃

b₆-NH₃

P

y₁₄

b₇-NH₃

V

y₁₃

b₈-H₂O

G

y₁₂

G

y₁₁

b₁₀²⁺

E

y₁₀-NH₃

b₁₁²⁺

T D

y₈

b₁₃-NH₃

E

y₇

T

y₆

T

y₅

V

y₄

S

y₃

Q

b₁₉*

N Y R _

b₃-H₂O
339.1663

y₃
462.2335

b₁₀²⁺
525.7106

b₁₁²⁺
576.2345

y₄
590.2921

y₅
677.3241

b₆-NH₃
691.2335

y₆
776.3925

y₁₄²⁺
783.8489

b₇-NH₃
790.3019

b₈-H₂O
846.3393

y₇
877.4402

y₁₆²⁺
881.9095 y₈

978.4879

y₁₈²⁺
1008.925

b₁₀-H₂O
1032.403

y₁₀-NH₃
1205.531

y₁₁
1323.605

b₁₃-NH₃
1378.505

y₁₂
1452.648

y₁₃
1509.669

y₁₄
1566.691

y₁₅-NH₃
1648.732

y₁₆
1762.812

b₁₉*
1927.852

y₁₇
1929.81
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

3977

SAP145; SF3B2

229.15

ITMS; CID; 2

_ S S I

y₁₅²⁺

G

y₁₄*

b₅

Q

y₁₃*

b₆*

ph

S

y₁₂*

b₇*

A

y₁₁

b₈*

ph

S

y₁₀

b₉*

E T

y₈

b₁₁*

E

y₇

b₁₂*

E

y₆

b₁₃*

D

y₅

b₁₄-NH₃

T

y₄

b₁₅*

V

y₃

b₁₆-H₂O

S

b₁₇*

V

b₁₈

S K _

y₃
341.2274

y₄
428.2595

b₅-H₂O
455.2249

b₅
473.2354 y₅

527.3279

b₆*
542.2569

b₇*
613.294

y₆
628.3756

b₈*
682.3155

b₁₂²⁺
683.726

b₇
711.2709

y₇
743.4025

b₉*
811.3581

y₈
872.4451

y₁₅²⁺
882.8388

b₉
1007.312

y₁₀
1102.535

b₁₁*
1139.425

b₁₂*
1170.491

y₁₁
1231.578

b₁₁
1237.402

b₁₂*
1268.468

y₁₂*
1300.599

y₁₃*
1371.637

b₁₃*
1383.495

y₁₂
1398.576

y₁₃
1469.613

b₁₃
1481.472

b₁₅*
1485.634

y₁₄*
1538.635

b₁₄-NH₃
1565.493

b₁₅*
1583.611

y₁₄
1636.612

b₁₅-H₂O
1663.577

b₁₅-NH₃
1664.561

b₁₅
1681.588

b₁₆-H₂O
1750.609

b₁₆-NH₃
1751.593

b₁₇*
1769.711

b₁₇-H₂O
1849.678

b₁₇-NH₃
1850.662

b₁₇
1867.688

b₁₈-H₂O
1936.71

b₁₈-NH₃
1937.694

b₁₈
1954.72
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4008

KIAA1408; RENT2; UPF2

107.99

ITMS; CID; 2

_ E

y₁₂

N

y₁₁*

b₃-H₂O

E

y₁₀

b₄

ph

T

y₉

b₅*

D

y₈

b₆-H₂O

E

y₇

b₇-NH₃

E

y₆

b₈

N

y₅

b₉-H₂O

T

y₄

b₁₀

E

y₃

b₁₁-H₂O

V

y₂

b₁₂-H₂O

M

b₁₃*

I K _

y₂
268.2111

b₃-H₂O
355.1248

y₃
399.2516

y₄
498.32

b₄
554.1494

b₅*
571.1994

y₅
627.3626

b₅-H₂O
651.1658

b₅
669.1763 y₆

728.4102

b₆-H₂O
780.2084

y₇
842.4532

b₇-NH₃
910.235

y₈-NH₃
954.4692

y₈
971.4958

b₈
1041.304

y₉
1100.538

b₉-H₂O
1124.342

y₁₀
1215.565

b₁₀
1271.395

y₁₁*
1298.602

b₁₁-H₂O
1352.453

b₁₁-NH₃
1353.437

y₁₁
1396.579

b₁₂-H₂O
1483.493

b₁₃*
1516.611

y₁₂
1525.622 b₁₃-H₂O

1596.577

b₁₃-NH₃
1597.561

b₁₃
1614.588
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4040

FOSL2; FRA2

63.73

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4057

NSUN2; SAKI; TRM4

111.88

ITMS; CID; 2
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y₃
379.2327

y₈²⁺
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y₄
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722.3555

y₁₅²⁺
779.8689

y₁₆²⁺
828.3953
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840.4714

y₁₇²⁺
911.8945

b₁₀-H₂O
950.385

y₂₀²⁺
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y₁₀
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y₂₁²⁺
1133.477

y₂₂²⁺
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y₁₁
1172.55

y₂₃²⁺
1226.509

y₂₄²⁺
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y₂₅²⁺
1318.552

y₁₃
1344.635

y₂₆²⁺
1375.573

y₂₇²⁺
1424.099

y₁₄
1443.704

y₁₆
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1661.596
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4070

USP47

77.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4119

KIAA1102; LIMCH1

129.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4123

CPLA2; PLA2G4; PLA2G4A

131.37

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4132

KIAA1978; RAVER1

54.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4145

HIVEP1; ZNF40

49.34

ITMS; CID; 2

_ A I
ph

S I H
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4167

CCP8; CCPG1; CPR8; KIAA1254

43.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4179

HPR6.6; PGRMC; PGRMC1

73.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4195

KPNA4; QIP1

96.49

ITMS; CID; 2

_ N

y₁₆²⁺
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b₄-NH₃
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b₁₃²⁺
802.8004
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805.3839

b₁₄²⁺
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b₁₆²⁺
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b₈-H₂O
947.404

y₁₅²⁺
964.8476

y₁₆²⁺
1013.374

b₁₇²⁺
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b₉
1094.457

y₉
1145.402

b₁₀
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y₁₀
1274.445

b₁₁*
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b₁₁
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4202

BOP1; KIAA0124

220.64

ITMS; CID; 2

_ I G
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y₁₂*
1490.532
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4203

MAP1B

91.81

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4208

ENH; L9; PDLIM5

60.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4240

RFC1; RFC140

153.36

ITMS; CID; 2

_ H S

b₃-H₂O

T

y₂₁²⁺

b₄-H₂O

S P

b₆

S

y₁₈²⁺

b₇

I

b₈

D S

y₁₅*

b₁₀

E

b₁₁

Y

b₁₂

N

y₁₂

b₁₃

E

y₁₁

b₁₄

E

y₁₀

b₁₅

I

y₉*

N

y₈

E

b₁₈²⁺

D

y₆*

D
ph

S

y₄

Q

y₃

S

y₂

b₂₃²⁺

D

b₂₄²⁺

E K _

y₂
284.1696

b₃-H₂O
308.1353

b₄-H₂O
395.1674

y₃
399.1965

b₈²⁺
413.1905

y₄
486.2286 b₆-H₂O

579.2522

b₆
597.2627

y₁₀²⁺
627.7161

b₁₂²⁺
659.7809

y₆*
683.3086

b₇
710.3468

b₁₃²⁺
724.3022

y₁₂²⁺
748.7794

y₆
781.2855

b₁₄²⁺
788.8235

b₈
825.3737

b₁₅²⁺
845.3656

y₈
1011.339

b₁₈²⁺
1024.422

b₁₀
1041.448

y₉*
1042.405

y₁₈²⁺
1117.405

y₉-NH₃
1123.355

b₁₁
1204.512

y₁₀
1254.425

y₂₁²⁺
1265.989

b₁₂
1318.555

b₂₃²⁺
1330.493

y₁₁
1367.509

b₂₄²⁺
1395.015

b₁₃
1447.597

y₁₂-NH₃
1479.525

y₁₂
1496.552

b₁₄-H₂O
1558.629

b₁₄
1576.64

b₁₅-NH₃
1672.697

b₁₅
1689.724

y₁₅*
1804.724
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4299

ESCO2

155.57

ITMS; CID; 2

_ S

y₁₃*

E

y₁₂

b₃

V

y₁₁*

b₄

I

y₁₀*

b₅

E

y₉

b₆²⁺

D
ph

S

b₈

D

y₆

b₉*

V

y₅

b₁₀

E

y₄

b₁₁

T

y₃

b₁₂*

V S

b₁₄-H₂O

E K _

b₃
316.1503

b₆²⁺
337.1556

y₃
371.2016

b₄
429.2344

y₄
470.27

b₅
558.277

y₅
571.3177

y₆
700.3603

y₁₂²⁺
719.8075

y₁₃²⁺
769.3417

b₈
955.3292

b₉*
956.4207

b₉-H₂O
1036.387

b₉
1054.398

y₉
1081.454

y₁₀*
1098.504

b₁₀
1183.44

y₁₀
1196.481

y₁₁*
1227.547

b₁₁
1284.488

b₁₂*
1285.579

y₁₁-NH₃
1308.497

y₁₁
1325.524

b₁₂-H₂O
1365.546

b₁₂
1383.556

y₁₂
1438.608

y₁₃*
1439.699

y₁₃
1537.676

b₁₄-H₂O
1581.62
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4304

SRM160; SRRM1

44.85

ITMS; CID; 2

_
ph

T

y₈

b₂

P

y₇

b₃*

E

y₆

b₄*

I P

y₄

b₆

E

b₇

P S V K _

b₂
279.074

b₃*
310.1397

b₄*
423.2238

y₄
438.2802

y₈²⁺
453.7547

b₄-H₂O
503.1901

y₆
664.3756 b₆

747.2961

y₇
777.4596

b₇
844.3488

y₈
906.5022
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4320

HIRIP3

130.89

ITMS; CID; 2

_ S I

b₃

K

y₁₃*

b₄

E

b₅*

ph

S

y₁₁*

b₆

E

y₁₀*

b₇*

Q

y₉

b₈

E
ph

S

y₇

b₁₀*

E

y₆

b₁₁*

E

y₅

b₁₂*

E

y₄

b₁₃*

I

y₃

b₁₄*

I

b₁₅*

A Q K _

b₃
329.2183

y₃
346.2085 b₇²⁺

441.6839

b₄
458.2609

y₄
459.2926

b₅*
527.2824

y₅
572.3766

b₅
625.2593

y₆
701.4192

b₆
754.3019

b₇*
784.3836

y₇
830.4618

b₈
1011.403

b₁₀*
1111.49

y₉
1126.503

y₁₀*
1157.568

b₁₀*
1209.467

y₁₁*
1285.627

b₁₁*
1338.51

y₁₁-NH₃
1366.577

b₁₂*
1467.552

y₁₃*
1483.691

b₁₂
1565.529

b₁₃*
1580.636

y₁₃*
1581.668

b₁₄*
1595.744

b₁₃
1678.613

y₁₃
1679.645

b₁₄*
1693.72

b₁₅*
1764.758

b₁₄
1791.697 b₁₅-H₂O

1844.724
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4333

HTATSF1

54.56

ITMS; CID; 2

_ V I

b₃

D

y₂₃²⁺

b₄

E

b₅

E G

y₂₀²⁺

ph

S

y₁₉²⁺

E

b₉-H₂O

R E F

b₁₂²⁺

D E D

y₁₂-NH₃

ph

S

y₁₁

b₁₆*

D E

y₉

K E E

y₆

E

y₅

E

y₄

D

y₃

b₂₄²⁺

T Y E K _

b₃
328.1867

y₃
439.2187

b₄
457.2293

y₄
540.2664

b₅
586.2719

y₅
655.2933

y₁₁²⁺
714.8043

b₁₂²⁺
743.7903

y₆
784.3359

b₉-H₂O
1077.425

y₉-NH₃
1154.437

y₉
1171.464

y₁₉²⁺
1251.471

y₂₀²⁺
1315.993

y₁₁
1428.601

y₂₃²⁺
1492.524

b₂₄²⁺
1501.529

y₁₂-NH₃
1526.602

b₁₆*
1816.714
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4344

FLII; FLIL

164.15

ITMS; CID; 2

_

y₁₃

N

y₁₂

A

y₁₁

b₃

E

y₁₀*

b₄

A

y₉

b₅

V

y₈*

b₆

I Q

y₆

b₈*

ph

S

y₅

P

b₁₀

G

y₃

b₁₁*

I

b₁₂

S G K _

b₃-NH₃
298.1034

y₃
299.1805

b₃
315.1299

b₄-H₂O
368.1565

b₄-NH₃
369.1405

b₄
386.167

b₅-NH₃
468.2089

y₅
469.286

b₅
485.2354

y₆
566.3388

b₆-NH₃
581.293

b₆
598.3195

y₁₃²⁺
672.8361

y₈*
763.4188

b₈*
795.3995

y₈-NH₃
844.3692

y₈
861.3957

y₉
974.4798

y₁₀*
975.5713

b₁₀
1047.451

b₁₁*
1062.558

y₁₀
1073.548

b₁₁-NH₃
1143.508

y₁₁
1144.585

b₁₁
1160.535

b₁₂-H₂O
1229.556

b₁₂
1247.567

y₁₂
1273.628

y₁₃
1344.665
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4353

KIAA1522

162.26

ITMS; CID; 2

_ G

y₁₆²⁺

ph

S

y₁₅

P

y₁₄

b₄*

S

y₁₃

b₅*

G

y₁₂

b₆*

G

y₁₁

b₇*

S

y₁₀

b₈*

T

y₉

b₉*

A E

y₇

b₁₁-H₂O

A

y₆

b₁₂*

S

y₅

b₁₃*

D

y₄

T

y₃

b₁₅*

I

y₂

b₁₆*

S

b₁₇*

I R _

y₂
298.2113

b₄*
311.135 b₅*

368.1565

y₃
385.2433

b₉²⁺
391.6395

b₆*
425.1779

y₄
498.3274

b₇*
512.21

y₅
599.3751

b₈*
613.2576

b₉*
684.2947

y₁₄²⁺
687.8404

y₆
714.402

y₁₆²⁺
779.8828

y₇
801.434

b₁₁-H₂O
964.3408

b₁₂*
971.4065

y₉-NH₃
984.4872

y₉
1001.514

y₁₀
1072.551

b₁₃*
1086.433

y₁₁-NH₃
1156.572

y₁₁
1173.599

b₁₃
1184.41

y₁₂
1260.631

b₁₅*
1300.565

y₁₃
1317.652

y₁₄
1374.673

b₁₅-H₂O
1380.531

b₁₆*
1387.597

y₁₅
1461.706

b₁₇*
1500.681

b₁₇-H₂O
1580.648

b₁₇
1598.658
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4364

JUNB

157.51

ITMS; CID; 2

_ S

y₁₆²⁺

R

y₁₅*

b₃

D

b₄

A

y₁₃

b₅*

ph

T

y₁₂*

b₆²⁺

P

y₁₁

P

y₁₀*

b₈

V

y₉

b₉*

ph

S

y₈

P

y₇

b₁₁*

I

y₆

b₁₂

N M

y₄

E

y₃

D

y₂

Q

b₁₇²⁺

E R _

y₂-NH₃
297.1433

y₂
314.1698

b₆²⁺
359.6434

b₃
369.1756

y₆²⁺
409.1728

b₄
440.2127

y₃
442.2284

y₇²⁺
466.1943

b₅*
523.2499

y₄-NH₃
540.2288

y₄
557.2553

y₉²⁺
571.2627

y₁₀²⁺
654.7619

b₁₂²⁺
703.293

y₁₂²⁺
752.8225

y₁₃²⁺
801.3489

y₆
817.3384

b₈
914.4007

y₇
931.3813

b₉*
983.4222

y₁₆²⁺
984.8879

b₁₇²⁺
1019.399

y₈
1044.465

y₉
1141.518

b₁₁*
1193.559

y₁₀*
1210.54

b₁₁
1291.536

y₁₀
1308.517

b₁₂
1405.579

y₁₂*
1406.661

y₁₁
1407.585

y₁₃
1601.69

y₁₅*
1657.788
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4401

KIAA1935; MST101; PWWP2A

128.76

ITMS; CID; 2

_
ph

S

y₁₂-NH₃

b₂

P

y₁₁

b₃*

E

y₁₀

b₄*

A

y₉

b₅*

V

y₈

b₆*

G P

b₈*

E

y₅

b₉*

I

y₄

E A

y₂-NH₃

b₁₂*

E

b₁₃*

E K _

y₂-NH₃
259.1288

b₂
265.0584

b₃*
296.1241

b₄*
367.1612

b₃-H₂O
376.0904

b₃
394.101

b₄-H₂O
447.1275

b₄
465.1381

b₅*
466.2296

y₄
476.2351

b₆*
523.2511

b₅-H₂O
546.196

b₅
564.2065

y₅
605.2777

b₈*
749.3464

b₈
847.3233

b₉*
862.4305

y₈
944.4571

y₉
1001.479

y₁₀
1100.547

y₁₁
1171.584

b₁₂*
1191.553

y₁₂-NH₃
1283.6

b₁₂
1289.53

b₁₃*
1320.595

b₁₃
1418.572
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4484

BTBD15; ZBTB44

139.6

ITMS; CID; 2

_

y₁₅²⁺

D G

y₁₃²⁺

S

y₁₂

b₄

I

y₁₁

b₅*

ph

S

y₁₀

P

y₉

b₇*

V

y₈

b₈*

S S

y₆

b₁₀*

E

y₅

C

y₄

S

y₃

b₁₃*

V

y₂

b₁₄*

V

b₁₅*

E R _

y₂
304.1615

b₄-H₂O
355.1612

b₄
373.1718

y₃
403.23

b₅*
442.1932

y₄
502.2984

b₁₀²⁺
520.2026

y₅
589.3304

b₇*
638.3144

y₁₂²⁺
708.2973

b₈*
725.3464

y₆
749.361

y₁₃²⁺
764.8393

y₁₅²⁺
836.866

b₁₀*
941.4211

y₈
965.4357

y₉
1052.468

y₁₀
1151.536

y₁₁
1248.589

b₁₃*
1287.552

b₁₃-H₂O
1367.518

b₁₄*
1386.621

y₁₂
1415.587

b₁₄
1484.597

b₁₅*
1515.663

b₁₅
1613.64
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4515

IWS1; IWS1L

86.14

ITMS; CID; 2

_ G H

b₃

H

b₄

V
ph

T D S

y₁₉²⁺

b₈

E

y₁₈²⁺
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D
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S
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D
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S E S E

y₃

E

b₂₅²⁺

I H R _

b₃
332.1466

b₄
431.215

y₃
435.2702

b₈²⁺
472.1689

b₉²⁺
529.1904

y₈²⁺
538.7178

b₁₁²⁺
651.2251

y₁₄²⁺
845.8508

b₁₅²⁺
869.8571

y₁₅²⁺
902.3929

b₈
943.3306

y₁₆²⁺
950.9192

b₁₈²⁺
1005.913

y₁₇²⁺
1015.441 y₁₈²⁺

1072.954

b₁₀*
1074.424

y₈
1076.428

y₁₉²⁺
1129.975

b₁₀
1172.4

b₁₁*
1203.466

y₁₀
1278.487

b₁₁-H₂O
1283.432

b₁₁-NH₃
1284.416

b₁₁
1301.443

y₁₁
1349.524

b₂₅²⁺
1440.548

b₁₃
1511.58
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4523

KIAA0190; USP10

151.3

ITMS; CID; 2

_ N H

y₂₃²⁺

S

b₄-H₂O

V N

y₂₀²⁺

b₆

E

y₁₉²⁺

b₇

E
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E
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y₁₆*
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y₁₅²⁺
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E G
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b₂₁²⁺

E
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Q
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V

b₂₄²⁺

G P R _

y₃
339.2014

b₄-H₂O
420.199

y₄
438.2699

b₉²⁺
534.2231

y₅-NH₃
549.3019

y₅
566.3284

b₁₁²⁺
663.2657

b₆
681.2951

y₆
695.371

b₇
810.3377

b₁₄²⁺
820.327

y₁₄²⁺
832.8268

y₇
881.4503

y₁₅²⁺
896.8561

b₈
939.3803

y₈
1010.493

b₉
1067.439

b₁₉²⁺
1118.893

y₉
1125.52

y₁₉²⁺
1154.449

b₁₀
1196.481

b₂₀²⁺
1211.933

y₂₀²⁺
1218.971

b₂₁²⁺
1276.454

b₁₁
1325.524

y₁₂*
1380.605

y₂₃²⁺
1390.048

b₂₄²⁺
1418.528

b₁₂
1453.583

y₁₂
1478.582

y₁₃*
1509.648

b₁₃
1510.604

y₁₄*
1566.669

b₁₄-NH₃
1622.62

b₁₄
1639.647

y₁₄
1664.646

y₁₅-NH₃
1775.678
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1823.771
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4531

USO1; VDP

146.76

ITMS; CID; 2

_ D I G

y₂₅²⁺

b₄

H P

b₆
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b₇

E E E D
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E

y₁₇*
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y₁₆

b₁₃
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b₁₄*
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b₁₇
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y₃
309.2012

b₄
423.1987

y₄
424.2282

y₅
553.2708

b₆
619.3198

b₁₁²⁺
625.7622

y₆
640.3028

b₁₂²⁺
682.3042

b₇
748.3624

y₁₃²⁺
750.7886

y₇
769.3454

y₈-NH₃
867.3458

y₈
884.3723

b₁₆²⁺
916.3489

y₁₆²⁺
920.312

y₉
999.3993

b₁₈²⁺
1044.9

y₁₀
1128.442

b₂₀²⁺
1166.934

b₂₁²⁺
1224.448

y₁₁
1243.469

b₁₁
1250.517

b₁₂
1363.601

y₁₂
1372.511

y₂₅²⁺
1455.035

b₁₃
1492.644

b₂₆²⁺
1512.033

b₁₄*
1561.665

b₂₈²⁺
1589.07

y₁₄
1615.597

y₁₅
1672.618

b₁₅
1716.664

b₁₆*
1733.714

b₁₆
1831.691

y₁₆
1839.617

y₁₇*
1870.682

b₁₇
1959.749
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4572

LIG1

197.67

ITMS; CID; 2

_ V

y₁₅*

I
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y₁₃*
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315.2027
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b₅*
468.2453
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482.201
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497.3082

b₆*
525.2667

y₆*
568.3453

y₅
595.2851

b₆
623.2436

b₇*
654.3093

y₆
666.3222

y₇*
697.3879

b₈*
783.3519
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910.3918

b₁₀*
1027.421

y₉
1039.434

y₁₀*
1070.5

b₁₀
1125.398

b₁₁*
1156.464

y₁₀
1168.477

b₁₂*
1227.501

b₁₁
1254.441

y₁₂*
1256.564

y₁₁
1297.52

b₁₃*
1340.585

y₁₂
1354.541

y₁₃*
1385.607

b₁₄*
1409.607

b₁₃
1438.562

y₁₃
1483.584

b₁₄*
1507.584

y₁₅*
1511.65

y₁₄*
1552.605

y₁₅*
1609.627

y₁₄
1650.582

b₁₆*
1675.673

y₁₅
1707.603

b₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4574

SDCCAG16; UTP14A

214.26

ITMS; CID; 2

_

y₁₇²⁺
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b₁₀*
1243.44

y₁₁
1263.508

b₁₂*
1317.512

y₁₂*
1332.53

b₁₂*
1415.489

y₁₂
1430.507

b₁₃*
1431.555

y₁₃*
1461.572

b₁₂
1513.466

y₁₄*
1530.594

b₁₄*
1546.582

y₁₃
1559.549

b₁₃
1627.508

y₁₄*
1628.571

b₁₄*
1644.558

y₁₄
1726.548

b₁₆*
1732.646

y₁₅*
1741.655

b₁₄
1742.535

b₁₆*
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1986.724
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4590

FIP1; FIP1L1; RHE

60.55

ITMS; CID; 2

_ D
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322.1146
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420.0915

y₃
514.2999
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y₁₂²⁺
799.8411

y₁₃²⁺
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y₁₄²⁺
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y₁₅²⁺
982.3905

b₉
1048.414

b₁₁*
1231.478

b₁₁
1329.455

b₁₂
1444.482

b₁₃
1573.524

b₁₄-NH₃
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b₁₄
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y₁₄-NH₃
1779.749

y₁₅-NH₃
1946.747

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

4000

Intensity

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4598

CHCHD3

175.66

ITMS; CID; 2

_

y₁₄*
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y₁₃
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y₁₂

b₃*
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D
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E
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b₁₃*

E

b₁₄*

I K _

y₂
260.1969

b₃*
290.1135

b₄*
361.1506

b₃
388.0904

y₃
389.2395

b₄
459.1275

y₉²⁺
489.2429

y₄
518.2821

b₅*
524.214

b₆*
581.2354

y₁₁²⁺
599.2853

y₅
633.309

b₇*
652.2726

y₆
720.341

b₉*
838.373

y₈-NH₃
889.4149

y₈
906.4415

y₉
977.4786

b₁₀-H₂O
1005.371

y₁₀
1034.5

b₁₁*
1040.432

b₁₁
1138.409

y₁₁
1197.563

b₁₂
1267.451

y₁₂
1268.6

b₁₃*
1298.517

y₁₃
1325.622

y₁₄*
1394.643

b₁₄*
1411.601

b₁₄-H₂O
1491.568

y₁₄
1492.62

b₁₄
1509.578
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4613

CTPS

84.76

ITMS; CID; 2

_ S G

y₁₁

b₃

S

y₁₀*

S

y₉

b₅*

ph

S P

y₇

D

y₆²⁺

b₈²⁺

S

y₅

E

y₄

b₁₀

I

y₃

b₁₁-H₂O

T

y₂

b₁₂

E

b₁₃

I K _

b₃
232.0928

y₂
268.2111

y₆²⁺
370.7176

b₅*
388.1463

b₈²⁺
393.1211

y₃
397.2537

y₄
498.3013

y₉²⁺
520.2735

y₅
611.3854

y₇
827.46

b₁₀
1027.362

y₉
1039.54

y₁₀*
1108.561

b₁₁-H₂O
1110.399

y₁₀
1206.538

b₁₂-H₂O
1239.441

b₁₂
1257.452

y₁₁
1293.57

b₁₃-H₂O
1352.525
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1370.536

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2000

4000
6000

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4616

PILT; TJAP1; TJP4

121.82

ITMS; CID; 2

_ K

b₂

D

y₁₂

ph

S

y₁₁

b₄*

I

y₁₀

b₅*

T

y₉

b₆*

Q

y₈

b₇-NH₃
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Q

y₆

b₉

E

y₅

b₁₀

Q

b₁₁

G

b₁₂

N

b₁₃

I I N _

b₂
252.1434

b₄*
434.2489

y₅
530.2933

b₅*
535.2966 b₅-H₂O

615.2629

y₆
658.3519

b₆*
663.3552 b₆-H₂O

743.3215

b₁₃²⁺
751.3423

b₇-NH₃
815.3426

y₈-NH₃
898.4265

y₈
915.453

b₈
960.4278

y₉-NH₃
969.4636

y₉
986.4901

b₉
1089.47

y₁₀-NH₃
1097.522

y₁₀
1114.549

b₁₀-H₂O
1199.518

y₁₁
1215.596

b₁₀
1217.529

b₁₁
1274.55

y₁₂
1328.68

b₁₂
1388.593

b₁₃-H₂O
1483.667

b₁₃-NH₃
1484.651

b₁₃
1501.677

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2

Intensity [10e4]

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4634

BAG; C1orf52; GM117

159.22

ITMS; CID; 2

_

y₁₄-NH₃

I

y₁₃*

I

y₁₂

P

y₁₁*

E

y₁₀*

G

y₉*

b₆
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b₁₀

E
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b₁₂

D
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b₁₃*

D

b₁₄*

E K _

y₂
284.1696

b₇²⁺
384.6923

y₃
399.1965

y₄-NH₃
497.1969

y₄
514.2235

y₅*
583.2449

b₆
639.3348

y₁₀²⁺
641.7443

y₅
681.2218

y₁₂²⁺
734.7763

y₁₃²⁺
783.3027

y₇
923.3485

y₈*
926.4193

b₉
982.5092

y₈
1024.396

y₉*
1055.462

b₁₀
1111.552

y₉
1153.439

y₁₀*
1184.504

y₁₁*
1241.526

y₁₀
1282.481

y₁₁
1339.503

b₁₂
1393.577

b₁₃*
1410.627

y₁₃*
1467.621

y₁₂
1468.545

b₁₃
1508.604

b₁₄*
1539.67

y₁₃
1565.598

y₁₄-NH₃
1661.656

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2
2.5

Intensity [10e4]

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4648

PTMA; TMSA

62.36

ITMS; CID; 2

ac

_
ph

S D

b₃*

A

y₁₀

b₄*

A

y₉

b₅*

V
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D T

b₈-H₂O
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S
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E

y₃

b₁₁*

I T

b₁₃

T K _

b₃*
298.1034

y₃
357.2224

b₄*
369.1405

b₄
467.1174

b₅*
468.2089

y₄
470.3064

b₅
566.1858

b₆*
583.2358

y₅
599.349

b₈-H₂O
851.2819

y₈
874.4608

y₉-NH₃
972.4611

y₉
989.4877

y₁₀
1088.556

b₁₁*
1100.474

b₁₁
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b₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4654

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

74.79

ITMS; CID; 2

_ S

y₁₀*

b₂
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b₈*
874.3036
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973.4717

y₈
1040.383

b₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4672

SCAF1; SFRS19; SRA1

77.22

ITMS; CID; 2

_ R E
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b₄
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y₁₂²⁺
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y₆
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b₁₃²⁺
798.305

y₇
827.3295

b₁₄²⁺
862.8262

b₈*
974.4578

y₉*
1025.394

b₈
1072.435

b₉-H₂O
1111.446
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4719

AHNAK; PM227

204.94

ITMS; CID; 2

_ I P

y₁₅*

b₃*

ph

S

b₄*

G

y₁₃*

b₅*

S

y₁₂

b₆*

G

y₁₁*

b₇*

A

y₁₀*

b₈*

A

y₉

b₉*

ph

S

b₁₀

P

y₇

b₁₁-H₂O

T

y₆

G

y₅

b₁₃-H₂O

S

y₄

A

y₃

b₁₅*

V

y₂

b₁₆*

D

b₁₇*

I R _

b₃*
280.1656

y₂
288.203

b₄*
337.187

b₃
378.1425

y₃
403.23

b₅*
424.2191

b₆*
481.2405

b₁₀²⁺
493.175

y₄
502.2984

b₇*
552.2776

y₅
573.3355

b₈*
623.3148

y₆
660.3675

b₉*
692.3362

y₇
717.389

b₈
721.2916

b₉*
790.3131

y₉
915.4894

y₁₀*
984.5109

b₁₀
985.3428

y₁₁*
1055.548

y₁₀-NH₃
1065.461

b₁₁-H₂O
1068.38

y₁₀
1082.488

y₁₁
1153.525

y₁₃*
1183.607

b₁₃-H₂O
1212.433

y₁₂
1224.562

y₁₃
1281.583

b₁₅*
1302.573

b₁₆*
1319.623

y₁₅*
1327.66

b₁₅-H₂O
1382.539

b₁₅
1400.549

b₁₆*
1417.6

y₁₅
1425.637

b₁₇*
1432.707

b₁₆-H₂O
1497.566

b₁₆
1515.576

b₁₇*
1530.684

b₁₇-H₂O
1610.65

b₁₇
1628.66
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4748

C20orf1; C20orf2; DIL2; HCA519; TPX2

104.41

ITMS; CID; 2

_

y₁₂*

S

y₁₁*

S

y₁₀-NH₃

b₃

D

y₉*

b₄

Q

y₈

P

y₇

I

y₆*

T

y₅*

b₈

V

y₄

P

y₃*

V

y₂

b₁₁-NH₃

ph

S

b₁₂-NH₃

P K _

y₂
244.1656

b₃-H₂O
272.0877

b₃
290.0983

y₃*
313.187

b₄-H₂O
400.1463

y₃
411.1639

b₄
418.1569

y₅*
509.3082

y₄
510.2323

y₅-NH₃
590.2586

y₅
607.2851

y₆*
608.3766

y₇
807.4012

b₈-H₂O
810.3992

b₈-NH₃
811.3832

b₈
828.4098

y₉*
919.5611

y₈
920.4853

y₉
1017.538

y₁₀-NH₃
1128.57

y₁₁*
1162.647

b₁₁-NH₃
1174.503

y₁₂*
1249.679

b₁₂-NH₃
1271.556
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4769

FGFR1OP; FOP

48.62

ITMS; CID; 2

_ G P

b₃

T

y₂₀²⁺

T

b₅

G

y₁₈²⁺

E

y₁₇

G

b₈

A

y₁₅²⁺

b₉²⁺

I

b₁₀

D

y₁₃²⁺

I S

y₁₁

D

b₁₄²⁺

V

b₁₅

H

y₈

ph

S P P K
ph

S P E G K _

b₃
256.1292

b₉²⁺
392.6954

b₅
414.1983

b₁₄²⁺
657.3146

y₁₁²⁺
661.7807

b₈
671.2995

y₁₃²⁺
762.8102

y₁₅²⁺
876.8657

b₁₀
899.4105

y₈
919.4285

y₁₈²⁺
997.437

y₂₀²⁺
1090.469

y₁₁
1322.554

b₁₅
1450.681

y₁₇
1936.845
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4786

FAM10A1; HIP; SNC6; ST13; FAM10A4

147.17

ITMS; CID; 2

_ A

y₁₃*

D

y₁₂*

b₃

E

y₁₁*

P

y₁₀*

ph

S
ph

S

y₈

b₇*

E

b₈*

E
ph

S

y₅

b₁₀

D

y₄

b₁₁*

I

y₃

b₁₂*

E

y₂

b₁₃*

I

b₁₄*

D K _

y₂
270.1539

b₃
316.1139

y₃
383.238

y₄
512.2806

y₅
625.3647

b₇*
680.2522

b₁₁²⁺
700.6826

y₁₁²⁺
750.2396

y₁₂²⁺
798.766

b₈*
809.2948

b₇-H₂O
858.1954

b₈*
907.2717

y₈
1036.433

b₁₁*
1204.404

y₁₀*
1234.497 b₁₀

1287.274

b₁₁*
1302.381

b₁₁
1400.358

y₁₁*
1401.495

b₁₂*
1431.424

b₁₃*
1446.531

y₁₂*
1498.548

y₁₁
1499.472

y₁₃*
1529.613

b₁₃*
1544.508

y₁₂
1596.525

b₁₃
1642.485

b₁₄*
1659.535

b₁₄
1757.512
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4793

C13orf8; KIAA1802; ZNF828

56.75

ITMS; CID; 2

_ I

y₁₉²⁺

A

y₁₈²⁺

b₃

P

y₁₇²⁺

b₄

V

y₁₆²⁺

P

y₁₅²⁺

ph

S P

y₁₃

E P

y₁₁²⁺

Q

y₁₀

K P

y₈²⁺

b₁₃

A P

b₁₅-NH₃

V

y₅

ph

S

y₄

P E S

b₂₀²⁺

V K _

b₃
282.1812

b₄
381.2496

y₈²⁺
465.7248

y₄
470.27

y₁₀²⁺
549.7697

y₅
567.3228

y₁₁²⁺
617.8243

y₁₅²⁺
843.4277

y₁₆²⁺
926.9269

y₁₇²⁺
975.4532

y₁₈²⁺
1024.987

y₁₉²⁺
1073.514

b₂₀²⁺
1088.515

y₁₀
1098.532

b₁₃-H₂O
1382.696

b₁₃
1400.706

y₁₃
1459.753

b₁₅-NH₃
1579.801 y₁₇-NH₃

1932.873
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4794

A1S9T; UBA1; UBE1

106.42

ITMS; CID; 2

_ N G

y₁₁

b₃*

ph

S

y₁₀

b₄*

E

y₉

b₅*

A

y₈

b₆*

D

y₇

b₇*

I D

y₅

b₉*

E G

y₃

b₁₁*

I

y₂

b₁₂*

Y S R _

b₃*
241.0931

y₂
272.1592

b₄*
370.1357

y₇²⁺
425.2025

y₃
435.2226

b₅*
441.1728

b₅
539.1497

b₆*
556.1998

y₁₀²⁺
574.7765

y₅
605.3281

b₆
654.1767

b₇*
669.2838

b₇-H₂O
749.2502

b₇-NH₃
750.2342

y₇
849.3976

b₉*
913.3534

y₈
962.4817 y₉

1077.509

b₁₁*
1083.459

y₁₀
1148.546

b₁₁
1181.436

b₁₂*
1246.522

y₁₁
1277.588

b₁₂
1344.499
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4795

TTF1

240.46

ITMS; CID; 2

_

y₂₀

Y

y₁₉*

I

y₁₈

b₃

S

y₁₇

A

y₁₆*

b₅

D

y₁₅*

b₆

S

y₁₄

b₇-H₂O

G

y₁₃*

b₈

D

y₁₂*

b₉

A

y₁₁

D

y₁₀*

b₁₁

D

y₉

ph

S

y₈

b₁₃

D

y₇

A

y₆

b₁₅

D

y₅

b₁₆*

I

y₄

G

y₃

S

b₁₉

A

b₂₀*

V K _

y₃
317.2183

b₃
364.1867

y₄
404.2504 y₅

461.2718

b₅-H₂O
532.2402

b₅
550.2508

y₆
574.3559

b₆-H₂O
619.2722

b₆
637.2828

b₇-H₂O
676.2937

y₇
689.3828

y₈
760.4199

b₈-H₂O
791.3206

b₈
809.3312

b₁₆²⁺
846.3014

y₉
875.4469

b₉
880.3683

y₁₉²⁺
938.36

y₁₀*
944.4684

y₁₀
1042.445

b₁₁-H₂O
1092.412

b₁₁
1110.422

y₁₁
1157.472

y₁₂*
1174.522

y₁₃*
1245.559

y₁₂
1272.499

y₁₃
1343.536

b₁₃
1392.447

y₁₅*
1417.608

y₁₄
1458.563

y₁₆*
1504.64

y₁₅
1515.585

b₁₅
1578.512

b₁₆*
1593.619

y₁₆
1602.617

b₁₆-H₂O
1673.585

b₁₆
1691.596

y₁₇
1717.644

y₁₉*
1777.736

y₁₈
1788.681 y₁₉

1875.713

b₁₉
1906.686

b₂₀*
1907.778

b₂₀-H₂O
1987.744

y₂₀
1988.797
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4809

BAT2L; BAT2L1; KIAA0515

131.32

ITMS; CID; 2

_ I

y₁₂²⁺

b₂

K F
ph

S D

b₆

D

y₇

b₇

E

y₆

b₈

E

y₅

b₉

E

y₄

b₁₀

E

y₃

b₁₁

E

y₂

b₁₂

V

b₁₃²⁺

V K _

b₂
250.2005

y₂
254.1954

y₃
353.2638

y₆²⁺
370.6994

b₇²⁺
462.1855

y₄
482.3064

b₈²⁺
526.7068

y₅
611.349

b₁₀²⁺
655.7494

b₁₁²⁺
720.2707

y₆
740.3916

b₁₂²⁺
769.8049

y₁₂²⁺
771.8024

b₆
794.3212

b₁₃²⁺
819.3391

y₇
869.4342

b₇
923.3638

b₈-H₂O
1034.396

b₈
1052.406

b₉-NH₃
1164.422

b₉
1181.449

b₁₀
1310.492

b₁₁
1439.534

b₁₂
1538.603
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4814

JC7; NUCKS; NUCKS1

135.21

ITMS; CID; 2

_ V

y₂₄²⁺

V

y₂₃²⁺

b₃

D

y₂₂²⁺

b₄

Y

b₅

S

y₂₀²⁺

b₆

Q

b₇

F

b₈

Q

y₁₇²⁺

E

y₁₆

b₁₀

ph

S

y₁₅

D

y₁₄

D

y₁₃²⁺

b₁₃

A

y₁₂²⁺

D

y₁₁²⁺

b₁₅

E

y₁₀

b₁₆²⁺

D

y₉²⁺

Y

b₁₈²⁺

G R

y₆

D S

y₄

G P P T K _

b₃
314.171

y₄
442.266

y₉²⁺
457.7381

b₄
477.2344

y₁₀²⁺
539.2698

b₅
564.2664

y₆
586.3195

y₁₁²⁺
596.7833

y₁₂²⁺
661.3046

b₆-H₂O
674.3144

b₆
692.325

y₁₃²⁺
718.8181

y₁₄²⁺
754.3366

y₁₅²⁺
811.8501

b₇-H₂O
821.3828

b₇
839.3934

y₉-NH₃
897.4425

y₁₇²⁺
952.8627

b₁₆²⁺
962.3438

b₈
967.452

b₁₈²⁺
1072.386

y₁₀
1077.532

y₂₀²⁺
1154.948

y₂₂²⁺
1262.493

b₁₀
1263.493

y₂₃²⁺
1344.024

y₂₄²⁺
1401.538

y₁₄
1507.666

b₁₃
1564.584

y₁₅
1622.693

y₁₆
1737.72

b₁₅
1808.653
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4815

AKAP13; BRX; HT31; LBC

139.48

ITMS; CID; 2

_ S G

y₁₀*

S

y₉

b₄

I

y₈

b₅

D

y₇

S

y₆

E

y₅*

b₈

I

y₄*

b₉

S

y₃*

b₁₀

V

y₂

ph

S

b₁₂-H₂O

P K _

y₂
244.1656

y₃*
313.187

b₄-H₂O
327.1663

b₄
345.1769 y₃

411.1639

y₄*
412.2554

b₅
460.2038

y₅*
499.2875

y₄
510.2323

y₁₀²⁺
577.7707

y₅
597.2644

y₆
710.3484

b₈-H₂O
771.3519

b₈
789.3625

y₇
839.391

b₉-H₂O
858.384

b₉
876.3945

y₈
926.4231

b₁₀-H₂O
957.4524

b₁₀
975.4629

y₉-NH₃
1024.423

y₉
1041.45

y₁₀*
1056.557

y₁₀-NH₃
1137.508

y₁₀
1154.534

b₁₂-H₂O
1221.503

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

800
1000

1200

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4831

WDR70

198.16

ITMS; CID; 2

_

y₁₃²⁺

T

y₁₂*

M

y₁₁*

b₃

F

y₁₀

b₄

A

y₉*

b₅

Q

y₈*

b₆

V

y₇

E
ph

S

y₅

D

b₁₀

D

y₃

b₁₁

E

b₁₂*

E

b₁₃*

A K _

y₃
355.2067

b₃
380.1639

b₄-H₂O
433.1904

b₄
451.201

y₈²⁺
505.6757 b₅-H₂O

561.249

b₅
579.2595

y₅
599.2762

b₆-H₂O
660.3174

b₆-NH₃
661.3014

b₆
678.328

y₁₂²⁺
728.292

y₁₃²⁺
793.8122

y₇
881.3015

y₈*
912.3672

y₈
1010.344

y₉*
1011.436

y₉
1109.413

b₁₀
1204.423

y₁₁*
1210.531

y₁₀-NH₃
1220.445

y₁₀
1237.471

y₁₁
1308.508

b₁₁
1333.465

y₁₂*
1357.6

b₁₂*
1364.531

b₁₃*
1435.568

b₁₂-H₂O
1444.497

y₁₂
1455.577

b₁₂
1462.508

b₁₃-H₂O
1515.535

b₁₃-NH₃
1516.519

b₁₃
1533.545
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4861

HSPC272; HUWE1; KIAA0312; KIAA1578; UREB1

128.22

ITMS; CID; 2

_ G S

y₁₁*

G

y₁₀*

b₄

T

y₉*

b₅

A

y₈

b₆*

ph

S

y₇

b₇*

D

y₆

b₈*

D

y₅

E

y₄

F

y₃

b₁₁*

E

y₂

b₁₂-NH₃

N

b₁₃*

I R _

b₄-H₂O
285.1193

y₂
298.2113

b₄
303.1299

b₅-H₂O
356.1565

b₅
374.167

y₃
412.2542

b₆*
443.1885

b₆-H₂O
523.1548

y₄
541.2968

b₇*
558.2154

b₈*
673.2424

y₅
688.3652

y₆
817.4078

y₇
932.4348

y₈
1047.462

b₁₁*
1078.396

y₉*
1116.483

y₁₀*
1187.52

y₉
1214.46

b₁₂-NH₃
1273.389

y₁₀
1285.497

y₁₁*
1288.568

b₁₃*
1305.523

y₁₁
1386.545
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4863

DAB2; DOC2

61.17

ITMS; CID; 2

_ S

y₁₀*

S

y₉

P

y₈

b₄

N

y₇

P

y₆

F

y₅*

b₇

V

b₈-H₂O

G

y₃

b₉

ph

S P P K _

y₃
349.2325

b₄
386.167

y₅*
475.2755

y₉²⁺
515.7461

y₁₀²⁺
564.2725

y₅
573.2524

y₆
672.3208

b₇-NH₃
712.3301

b₇
729.3566

b₈-H₂O
768.3675

y₇
819.3892

y₈
916.4419

b₉
953.3764

y₁₀*
1029.561

y₉
1030.485

y₁₀
1127.538
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4885

MPHOSPH8; MPP8

127.56

ITMS; CID; 2

_

y₁₁

G

y₁₀*

I

y₉*

b₃

W

y₈

b₄

S

y₇*

b₅-H₂O

T

y₆

D

b₇²⁺

ph

S

y₄

A

y₃

b₉*

E

y₂

b₁₀*

E

b₁₁

D K _

y₂-NH₃
253.1274

y₂
270.1539 b₃

357.1921

y₃
399.1965

b₇²⁺
414.1522

b₄
444.2241

b₅-H₂O
527.2613

y₄
528.2391

y₁₀²⁺
628.2339

y₆
766.2746

y₇*
783.3247 y₇

881.3015

b₉*
929.3999

y₉*
971.4044

y₈
982.3492

b₁₀*
1058.443

y₉
1069.381

b₁₀-H₂O
1138.409

b₁₀
1156.419

y₁₀*
1157.484

y₁₀
1255.461

b₁₁
1271.446

y₁₁
1368.545
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4902

KIAA0179; RRP1B

204.28

ITMS; CID; 2

_

y₁₄

V

y₁₃

F

y₁₂*

b₃

C

y₁₁

b₄

V

y₁₀*

b₅

E

y₉-NH₃

b₆

E

y₈*

E

b₈

D

y₆

b₉-H₂O

ph

S

y₅

b₁₀*

E

y₄

b₁₁*

S

y₃

S

y₂-NH₃

b₁₃*

I

b₁₄*

Q K _

y₂-NH₃
266.159

y₃
396.2696

b₃
407.1748

y₄
483.3017

b₄
506.2432

y₅
570.3337

b₅
635.2858

b₁₀²⁺
652.7231

y₆
699.3763

b₆
764.3284

y₁₃²⁺
814.3179

y₈*
883.4247

y₁₄²⁺
887.8521

y₈
981.4016

b₈
1008.398

y₉-NH₃
1093.418

y₁₀*
1141.51

b₉-H₂O
1157.386

b₁₀*
1206.462

y₁₀-NH₃
1222.46

y₁₀
1239.487

b₁₁*
1293.494

y₁₁-NH₃
1351.503

y₁₁
1368.529

y₁₂*
1369.621

y₁₂
1467.598

b₁₃*
1493.61

b₁₃-H₂O
1573.576

b₁₃
1591.587

b₁₄*
1621.669

y₁₃
1627.628

b₁₄-H₂O
1701.635

b₁₄
1719.646

y₁₄
1774.697
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4910

TP53BP1

91.96

ITMS; CID; 2

_ I

y₁₁

b₂

M

y₁₀

b₃

I

y₉

b₄

S

y₈

b₅

T

y₇

b₆-H₂O

S

y₆

b₇-H₂O

E

y₅

b₈-H₂O

Y

y₄

S

y₃*

Q

y₂

b₁₁-NH₃

ph

S

b₁₂-H₂O

P K _

b₂
245.1318

y₂
252.1798 y₃*

321.2012

b₃
358.2159

y₃
419.1781

b₄
445.2479

b₅
546.2956

y₄
547.2367

y₉²⁺
557.7308

b₆-H₂O
615.3171

y₅
634.2687

y₁₁²⁺
657.7889

b₇-H₂O
744.3597

y₆
797.3321

b₈-H₂O
907.423

y₇-NH₃
909.3481

y₇
926.3747

y₈
1013.407

y₉
1114.454

y₁₀
1201.486

b₁₁-NH₃
1290.496

y₁₁
1314.57

b₁₂-H₂O
1386.565
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4942

SPTB2; SPTBN1

173.28

ITMS; CID; 2

_

y₁₆*

E I

y₁₄*

b₃

E

b₄-H₂O

E

y₁₂*

b₅

I

y₁₁*

b₆

Q

y₁₀-NH₃

b₇-H₂O

S

y₉

b₈-H₂O

Q

y₈-NH₃

b₉

A

y₇*

b₁₀

Q

y₆*

b₁₁

A

y₅*

b₁₂

I

y₄

b₁₃-NH₃

ph

S

y₃

b₁₄*

Q

b₁₅*

E G K _

y₃
341.1911

b₃-H₂O
354.166

b₃
372.1765

y₄
469.2496

b₄-H₂O
483.2086

y₅*
538.2711

b₅-H₂O
596.2926

b₅
614.3032

y₅
636.248

y₆*
651.3552

y₇*
722.3923

b₆
742.3618

y₆
749.3321

b₇-H₂O
811.3832

b₁₄²⁺
818.3667

y₇
820.3692

y₈-NH₃
931.4012

b₈-H₂O
939.4418

b₉-H₂O
1010.479

b₉-NH₃
1011.463

y₉
1019.465

b₉
1028.489

y₁₀-NH₃
1130.497

y₁₁*
1136.579

b₁₀-NH₃
1139.522

b₁₀
1156.548

b₁₁-H₂O
1209.575

b₁₁-NH₃
1210.559

b₁₁
1227.585

y₁₁
1234.555

y₁₂*
1264.637

b₁₂-H₂O
1322.659

b₁₂
1340.669

y₁₂-NH₃
1345.587

b₁₃-NH₃
1490.641

y₁₄*
1506.764

b₁₄*
1537.749

b₁₄
1635.726

b₁₅*
1666.792

y₁₆*
1748.89
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4947

GAPEX5; GAPVD1; KIAA1521; RAP6

105.06

ITMS; CID; 2

_ I Q

y₁₇

b₃

E

b₄

I

y₁₅*

b₅

E S

y₁₃*

b₇

C

y₁₂*

S

y₁₁*

G

y₁₀*

I

y₉

G

y₈

ph

S

y₇

b₁₃

T S

y₅

b₁₅*

D

y₄

D

y₃-NH₃

T

b₁₈

D

b₁₉*

V R _

b₃-NH₃
354.166

b₃
371.1925

y₃-NH₃
372.1878

b₄
484.2766

y₄
490.262

b₅-H₂O
595.3086

y₅
605.2889

b₅
613.3192

y₇
807.3479

b₇-NH₃
843.3553

b₇
860.3818

y₈
908.3956

y₁₀*
1034.439

y₉
1075.394

y₁₁*
1147.523

y₁₂*
1204.544

y₁₃*
1291.576

y₁₂
1302.521

y₁₃
1389.553

b₁₃
1442.587

y₁₅*
1538.639

b₁₅*
1546.669

y₁₅-NH₃
1619.589

y₁₅
1636.616

y₁₇
1878.742

b₁₈
1975.747

b₁₉*
1976.839
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4968

DNAJC1; HTJ1

68.94

ITMS; CID; 2

_ D

y₁₆²⁺

b₂

F

y₁₅²⁺

b₃

D

y₁₄²⁺

b₄

I

y₁₃*

b₅

A E

y₁₁²⁺

Q N

y₉²⁺

E

b₁₀

ph

S S

b₁₂-NH₃

D

b₁₃

E

b₁₄

E

b₁₅-NH₃

S I R K _

a₂
235.1077

b₂-H₂O
245.0921

b₂
263.1026

b₃-H₂O
360.119

b₃
378.1296

b₄
491.2136

b₅
562.2508

y₉²⁺
574.7511

y₁₁²⁺
696.2939

y₁₃²⁺
824.8445

y₁₄²⁺
860.363

y₁₅²⁺
916.9051

y₁₆²⁺
974.4185

b₁₀
1229.436

b₁₂-NH₃
1414.468

y₁₃*
1550.705

b₁₃
1560.537

y₁₃
1648.682

b₁₄
1689.58

b₁₅-NH₃
1759.585
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4974

CS1; KIAA1927; KRAP; SSFA2

142.32

ITMS; CID; 2

_

y₁₅²⁺

T

y₁₄*

P

y₁₃*

b₃

I

y₁₂*

G

y₁₁*

b₅

A

y₁₀

b₆*

ph

S

y₉

b₇*

I

y₈

b₈*

D

y₇

E

y₆

Q

y₅

b₁₁-H₂O

S

y₄

S

y₃

S

y₂

T

b₁₅

I K _

y₂
268.2111

b₃-H₂O
294.1812

b₃
312.1918

y₃
369.2587

b₅-H₂O
422.2398

b₅
440.2504

y₄
456.2908

b₆*
509.2718

y₅-NH₃
526.2963

y₅
543.3228

b₇*
622.3559

y₆
630.3548

b₈*
737.3828

y₇
758.4134

y₁₄²⁺
762.3576

y₁₅²⁺
810.884

y₈
887.456

y₉
1002.483 y₁₀

1115.567

b₁₁-H₂O
1161.482

y₁₁*
1184.588

y₁₂*
1255.626

y₁₁
1282.565

y₁₃*
1312.647

y₁₂
1353.602

y₁₃
1410.624

y₁₄*
1425.731

y₁₄
1523.708

b₁₅-NH₃
1550.662

b₁₅
1567.689
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4984

AD-013; CHD9; KIAA0308; KISH2; PRIC320; x0008

89.62

ITMS; CID; 2

_ D

y₁₆²⁺

b₂

E

y₁₅²⁺

b₃

I

b₄

A

y₁₃²⁺

b₅-H₂O

E

y₁₂

I

y₁₁

b₇*

ph

S

b₈²⁺

E

y₉

A

b₁₀

E
ph

S

y₆²⁺

E

b₁₃

G

y₄

D

y₃

E

y₂-NH₃

K P K _

a₂
217.0819

y₂-NH₃
227.139

b₂
245.0768

y₆²⁺
337.1794

b₃
358.1609

y₃
372.2605

b₄
429.198

b₈²⁺
484.1864

y₄
501.3031

b₅-H₂O
540.23

y₁₂²⁺
733.2602

b₇*
740.3461

y₁₃²⁺
789.8022

y₁₅²⁺
889.8421

y₁₆²⁺
946.3841

y₉
1098.435

b₁₀
1167.445

y₁₁
1298.515

y₁₂
1465.513

b₁₃
1520.508
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4992

KIAA0723; MATR3

140.63

ITMS; CID; 2

_ D T S

y₂₀²⁺

b₄

E

y₁₉²⁺

b₅

N

y₁₈²⁺

b₆

A D G

y₁₅²⁺

b₉²⁺

Q

b₁₀

ph

S D

y₁₂²⁺

b₁₂

E

y₁₁²⁺

b₁₃

N

y₁₀

b₁₄

K

y₉

b₁₅*

D

b₁₆

D

y₇

b₁₇

Y

y₆

b₁₈*

T

y₅

b₁₉²⁺

I P

y₃

D

y₂

E Y R _

y₂-NH₃
331.164

y₂
348.1905

b₄-H₂O
415.146

b₄
433.1565

b₉²⁺
459.6754

y₃
477.2331

b₅
547.1994

y₉²⁺
591.2711

b₆-NH₃
601.21

b₆
618.2366

y₅
689.3128

y₁₁²⁺
716.8391

y₁₂²⁺
773.8606

y₆
802.3969 y₇

903.4446
y₁₅²⁺

979.3945

b₁₀
1085.342

b₁₉²⁺
1093.91

y₁₈²⁺
1129.448

y₁₉²⁺
1164.967

y₉
1181.535

y₂₀²⁺
1221.988

y₁₀
1296.562

b₁₂
1329.411

b₁₃
1443.454

b₁₄
1579.564

b₁₅*
1596.614

b₁₅
1694.59

b₁₆-NH₃
1792.591

b₁₆
1809.617

b₁₇
1972.681

b₁₈*
1975.752
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

4995

PTPN12

64.22

ITMS; CID; 2

_ D

y₁₃²⁺

b₂

V

b₃

D

y₁₁²⁺

V

y₁₀

ph

S E

b₇

D

y₇

b₈

S

y₆²⁺

P

b₁₀

P P

y₃

b₁₂

I P E R _

a₂
187.1077

b₂
215.1026

b₃
330.1296

y₆²⁺
354.7056

y₃
401.2143

y₇²⁺
403.232

y₁₁²⁺
652.2819

y₁₃²⁺
759.3296

y₇
805.4567

b₇
840.2659 b₈

927.2979

b₁₀
1121.403

y₁₀
1136.558

b₁₂
1331.54
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5064

EIF5B; IF2; KIAA0741

78.93

ITMS; CID; 2

_ I N
ph

S

b₄-H₂O

ph

S G E S G D

b₁₀²⁺

E

b₁₁*

S

b₁₂

D

y₅

b₁₃*

E

y₄

b₁₄

F

y₃

b₁₅²⁺

I

y₂

b₁₆²⁺

Q

b₁₇²⁺

S R _

y₂-NH₃
255.1327

y₂
272.1592 y₃

400.2178

y₄
513.3019

b₄-H₂O
544.1204

b₁₀²⁺
568.6627

y₅
660.3703

b₁₃²⁺
734.2135

b₁₄²⁺
807.7477

b₁₅²⁺
864.2897

b₁₆²⁺
928.319

b₁₇²⁺
971.835 b₁₁*

1125.373

b₁₂-H₂O
1320.366

b₁₂
1338.377

b₁₃*
1369.443

b₁₃-H₂O
1449.409

b₁₃
1467.42

b₁₄-H₂O
1596.477

b₁₄
1614.488
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5077

AIM; CXXC9; DNMT; DNMT1

70.41

ITMS; CID; 2

_ E

y₁₈²⁺

A

y₁₇²⁺

D

y₁₆²⁺

b₄-H₂O

D

y₁₅²⁺

b₅-H₂O

D

y₁₄²⁺

b₆-H₂O

E E

y₁₂²⁺

V

y₁₁²⁺

D D

b₁₁

N

y₈*

b₁₂-H₂O

I

y₇

P

y₆*

b₁₄-H₂O

E

y₅*

M

y₄

P
ph

S P K K _

y₆²⁺
384.1797

b₄-H₂O
413.1303

y₇²⁺
448.701

y₈²⁺
497.2274

b₅-H₂O
528.1572

y₅*
538.3348

y₄
539.2589 y₅

636.3117

b₆-H₂O
657.1998

y₁₁²⁺
668.3044

y₆*
669.3752

y₁₂²⁺
725.8178

y₁₄²⁺
839.8733

y₈*
895.4706

y₇
896.3947

y₁₅²⁺
904.3946

y₁₆²⁺
961.9081

y₈
993.4475

y₁₇²⁺
1019.422

y₁₈²⁺
1076.935

b₁₁-H₂O
1229.408

b₁₁
1247.418

b₁₂-H₂O
1342.492

b₁₂-NH₃
1343.476

y₁₂-NH₃
1433.602 b₁₄-H₂O

1568.587

b₁₄-NH₃
1569.571
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5078

KIAA0852; MORC2; ZCWCC1

202.63

ITMS; CID; 2

_ S

y₁₄*

V

y₁₃*

A

y₁₂*

b₄

V

y₁₁

ph

S

y₁₀

b₆*

D

y₉

b₇*

E

y₈

E

y₇

b₉-H₂O

E

y₆

b₁₀*

V

y₅

b₁₁*

E

y₄

b₁₂

E

y₃

b₁₃*

E

y₂

b₁₄

A

b₁₅

E R _

y₂
304.1615

b₄-H₂O
339.2027

b₄
357.2132

y₃
375.1987

y₆²⁺
381.6669

y₄
504.2413

b₆*
541.2617

y₅
633.2838

b₆
639.2385

b₇*
670.3042

y₆
762.3264

y₇
861.3949

y₈
990.4374

b₉-H₂O
1008.356

b₁₀*
1027.458

b₁₀-H₂O
1107.424

y₉
1119.48

b₁₀
1125.435

b₁₁*
1156.5

y₁₀-NH₃
1231.496

y₁₀
1248.523

b₁₁
1254.477

y₁₁
1363.55

b₁₂-H₂O
1365.509

b₁₂
1383.52

b₁₃*
1414.586

y₁₂*
1432.571

b₁₃-H₂O
1494.552

b₁₃
1512.563

y₁₂
1530.548

y₁₃*
1531.639

b₁₄
1583.6

y₁₄*
1602.677

y₁₃
1629.616

y₁₄
1700.653

b₁₅
1712.642
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5083

ABTAP; C20orf6; ESF1; HDCMC28P

110.51

ITMS; CID; 2

_

y₁₂²⁺

D G

y₁₀*

T

y₉

b₄*

ph

S

y₈

b₅

P

y₇

E E

y₅

b₈*

E

y₄

b₉

I

y₃

b₁₀

E

y₂

b₁₁

I

b₁₂

E R _

y₂
314.1698

b₄*
343.1248

y₃
427.2539

b₄
441.1017 b₅

538.1545

y₄
556.2965

y₉²⁺
577.2842

y₅
669.3805

y₁₂²⁺
739.8179

b₈*
827.3054

y₇
927.4657

b₉-H₂O
1020.356

b₉
1038.366

y₈-NH₃
1039.482

y₈
1056.508

y₉
1153.561

b₁₀
1167.409

y₁₀*
1222.583

b₁₁-H₂O
1262.482

b₁₁
1280.493

y₁₀
1320.559

b₁₂
1409.536
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5090

HSPC206; HSPC232; PPHLN1

55.4

ITMS; CID; 2

_ D

y₁₀²⁺

b₂

N

y₉²⁺

b₃

T

y₈²⁺

F F R

b₇

E

b₈*

ph

S P

y₂

V G R _

b₂-H₂O
212.0666

b₂-NH₃
213.0506

b₂
230.0771

y₂
242.1487

b₃-H₂O
313.1143

b₃
331.1248

b₇²⁺
460.7105

y₈²⁺
524.2479

y₉²⁺
597.7821

y₁₀²⁺
648.306

b₇
920.4136

b₈*
989.4351

y₈-NH₃
1030.462

b₈-NH₃
1070.385
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5091

HDGF; HMG1L2

56.47

ITMS; CID; 2

_ G P P

b₄

Q

b₅

E

b₆

E E

y₂₄²⁺

E E

y₂₂²⁺

E D E E E

y₁₇*

b₁₅²⁺

E

y₁₆

b₁₆

A

b₁₇-H₂O

T K E

y₁₂

b₂₀²⁺

D A

y₁₀²⁺

b₂₂²⁺

E

y₉*

b₂₃²⁺

A

y₈²⁺

P G

y₆*

I R

y₄*

D

y₃*

H E

b₃₁²⁺

ph

S I _

y₃*
330.166

b₄
380.1928 y₄*

467.2249

b₅-NH₃
492.2089

y₈²⁺
503.7213

b₅
509.2354

y₉²⁺
552.2477

y₁₀²⁺
587.7663

b₆
638.278

y₆*
738.3529

y₆
836.3298

b₁₅²⁺
893.3265

y₉*
1005.511

y₉
1103.488

b₂₀²⁺
1165.451

b₂₂²⁺
1265.491

y₂₂²⁺
1275.529

b₂₃²⁺
1301.01

y₁₂
1374.605

y₂₄²⁺
1404.572

b₃₁²⁺
1786.703

y₁₇*
1820.877

y₁₆
1847.817

b₁₆
1856.683

b₁₇-H₂O
1939.72
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5096

C17orf49

82.07

ITMS; CID; 2

_

y₁₅²⁺

V

y₁₄²⁺

b₂

Y

y₁₃²⁺

b₃

E

y₁₂²⁺

b₄

D S

b₆

G

y₉*

b₇

I

y₈

b₈²⁺

P

y₇

b₉

I

b₁₀-H₂O

P A E
ph

S

y₂-NH₃

P K K _

a₂
235.1441

y₂-NH₃
258.1812

b₂
263.139

b₃
392.1816

y₇²⁺
418.6993

b₈²⁺
431.2031

b₄
507.2086

y₉²⁺
523.7677

b₆
651.262

y₁₂²⁺
652.3365

y₁₃²⁺
709.85

b₇
764.3461

y₁₄²⁺
774.3713

y₇
836.3914

y₁₅²⁺
855.9029

y₉*
948.5513

y₈
949.4754

b₉
974.4829

y₉
1046.528

b₁₀-H₂O
1053.525
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5102

HBXAP; RSF1; XAP8

109.07

ITMS; CID; 2

_ I

y₁₂*

E

b₃*

ph

S

y₁₀

b₄*

D

y₉

b₅*

E

y₈

b₆*

E

y₇

b₇

E

y₆

D

y₅

b₉*

F

y₄

b₁₀*

E

y₃

N

b₁₂*

V G K _

y₃
303.2027

b₃*
312.1554 b₃

410.1323

y₄
417.2456

b₄*
427.1823

y₅
546.2882

b₅*
556.2249 b₆*

685.2675

y₆
693.3566

y₇
808.3836

b₇
912.287

y₈
937.4262

y₉
1066.469

b₉*
1076.405

y₁₀
1195.511

b₁₀*
1205.448

b₁₀
1303.425

y₁₂*
1379.56

b₁₂*
1418.559

y₁₂-NH₃
1460.51

y₁₂
1477.537

b₁₂
1516.536
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5109

CRIB1; KIAA0147; LAP4; SCRB1; SCRIB; VARTUL

79.09

ITMS; CID; 2

_ N

y₉

ph

S

y₈

b₃*

I

y₇

b₄*

E

y₆

S

y₅

b₆-H₂O

I

y₄

b₇*

S

y₃

b₈

S

y₂

b₉*

I

y₁

b₁₀

D R _

y₁
185.1272

b₃*
297.1557

y₂
300.1542

b₃
395.1326

y₃
413.2382

b₄*
426.1983

y₄
500.2703

b₄
524.1752

y₅
587.3023

y₆
700.3863

b₆-H₂O
706.2807

b₇*
713.3464

y₇
787.4184

b₈
898.3554

b₉*
913.4625

y₈
916.461

b₉-H₂O
993.4289

y₉
1029.545

b₁₀
1126.466
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5111

KIAA0783; PHF14

39.35

ITMS; CID; 2

_ N

y₁₇²⁺

ph

S A D D E

b₇

E

y₁₁-NH₃

b₈²⁺

I T N

b₁₁

D

b₁₂²⁺

S

y₆

b₁₃

I

y₅

b₁₄

T

y₄

I

y₃

b₁₆-NH₃

S Q S K _

y₃-NH₃
345.1769

y₃
362.2034

y₄
449.2354

b₈²⁺
477.658

y₅
562.3195

y₆
663.3672

b₁₂²⁺
686.2328

b₁₄²⁺
793.2987

b₇
841.2247

y₁₇²⁺
933.4342

y₁₁-NH₃
1176.574

b₁₁
1284.426

b₁₂-H₂O
1353.448

b₁₂-NH₃
1354.432

b₁₃
1484.542

b₁₄-NH₃
1568.564

b₁₄
1585.59 b₁₆-NH₃

1768.68
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5145

ZIS; ZNF265; ZRANB2

113.51

ITMS; CID; 2

_ E

y₁₉²⁺

N

y₁₈²⁺

b₃

V

y₁₇²⁺

b₄-H₂O

E

b₅-H₂O

Y

y₁₅²⁺

I

b₇-H₂O

E R E

y₁₁

b₁₀

E

y₁₀²⁺

b₁₁*

ph

S

y₉²⁺

b₁₂*

D

y₈

G

y₇

b₁₄*

E

y₆

Y

y₅

b₁₆*

D

y₄

E

y₃

F G

b₂₀²⁺

R K _

b₃-H₂O
325.1506

b₃
343.1612

y₃
360.2354

b₄-H₂O
454.1932

b₄-NH₃
455.1773

y₇²⁺
457.722

y₄
507.3038

y₉²⁺
550.754

y₁₀²⁺
608.2675

b₅-H₂O
617.2566

b₅-NH₃
618.2406

y₅
636.3464

y₁₁²⁺
691.7666

y₆
751.3733

b₇-H₂O
859.3832

b₇-NH₃
860.3672

y₇
914.4367

y₁₅²⁺
963.3811

y₈
1043.479

y₁₇²⁺
1101.455

y₁₈²⁺
1165.976

y₁₉²⁺
1215.51

b₂₀²⁺
1264

b₁₀-H₂O
1273.57

b₁₀
1291.58

b₁₁*
1360.602

y₁₁
1382.526

b₁₁
1458.578

b₁₂*
1475.628

b₁₂-H₂O
1555.595

b₁₂-NH₃
1556.579

b₁₂
1573.605

b₁₄*
1661.693

b₁₄-H₂O
1741.659

b₁₄-NH₃
1742.643

b₁₆*
1939.783
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5146

LIG1

57.15

ITMS; CID; 2

_ E

y₁₂

W

y₁₁

b₃-H₂O

N

y₁₀*

b₄-H₂O

G

y₉*

b₅-H₂O

V

y₈*

b₆

V
ph

S

y₆

E

y₅*

S

y₄*

D

y₃

ph

S

b₁₂-NH₃

P

b₁₃

V K _

y₃
351.2482

b₃-H₂O
412.1615

y₄*
420.2696

b₄-H₂O
469.183

y₅*
535.2966

b₅-H₂O
568.2514

b₅-NH₃
569.2354

y₅
633.2735

b₆
685.3304

y₁₂²⁺
693.2775

y₆
720.3055

y₈*
918.3696

y₈
1016.346

y₉*
1017.438

y₁₀*
1018.53

y₉
1115.415

y₁₀
1214.483

y₁₁
1271.505

y₁₂
1385.548

b₁₂-NH₃
1430.455

b₁₃
1546.55
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5155

RCOR2

36.33

ITMS; CID; 2

_ P

a₂

S A

y₆*

b₄

G

y₅

S

y₄

G

b₇²⁺

I I

b₉*

ph

S R _

a₂
157.0972

b₇²⁺
285.6477

b₄
313.1506

y₄
568.2854

y₆*
614.362

y₅
625.3069

y₆
712.3389

b₉*
752.3937
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5163

My038; P2PR; PACT; RBBP6; RBQ1

122.39

ITMS; CID; 2

_

y₁₁

I

y₁₀*

b₂

E

y₉

b₃

V

b₄

T

y₇*

E

y₆

b₆

I

y₅*

b₇

V

y₄*

K

y₃

P

y₂

b₁₀*

ph

S

b₁₁-NH₃

P K _

b₂
243.1339

y₂
252.1798

b₃
342.2023

y₄*
418.254

y₃
419.1781

b₄
443.25

y₄
516.2309

y₉²⁺
547.795

y₅*
554.3632

y₁₀²⁺
597.3292

b₆
685.3767

y₆
751.4085

y₇*
766.5156

b₇
784.4451

y₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5166

Nbla00170; NES

83.62

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5177

SAP155; SF3B1

57.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5193

ITSN; ITSN1; SH3D1A

124.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5196

ENL; LTG19; MLLT1; YEATS1

161.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5209

SAP114; SF3A1

137.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5215

FAM82A2; FAM82C; hucep-10; PTPIP51; UNQ3122/PRO10274

137.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5221

C14orf92; KIAA0737; TOX4

76.34

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5245

BCLAF1; BTF; KIAA0164

42.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5247

BCLAF1; BTF; KIAA0164

168.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5278

ATXN7L3

207.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5300

ACTDP; DSN; DSTN

138.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5320

ALS4; KIAA0625; SCAR1; SETX

174.87

ITMS; CID; 2
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285.1557

y₂
314.1698

b₄
398.2398

y₃-NH₃
412.1702

y₃
429.1968

b₅-NH₃
494.2973

b₅
511.3239

y₄
544.2237

b₆-NH₃
607.3814

b₆
624.4079

y₅
659.2506

b₇
711.44

y₁₂²⁺
742.7686

y₁₃²⁺
799.3107

b₈
826.4669

y₈
1056.303

y₉*
1073.353

y₁₀*
1160.385

y₉
1171.33

b₁₂*
1240.569

y₁₀
1258.362

y₁₁*
1273.469

b₁₃*
1355.596

y₁₁
1371.446

y₁₂*
1386.553

b₁₃
1453.573

y₁₂
1484.53

y₁₃*
1499.637

b₁₄
1568.6

y₁₃
1597.614

y₁₄-NH₃
1679.656

y₁₄
1696.682

b₁₅
1697.643
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5347

FACT80; SSRP1

94.96

ITMS; CID; 2

_ E G

y₂₁²⁺

b₃

M

y₂₀²⁺

b₄

N

y₁₉²⁺

P

y₁₈²⁺

b₆-H₂O

S

y₁₇²⁺

Y

b₈-NH₃

D

b₉²⁺

E

y₁₄²⁺

ph

Y

b₁₁-NH₃

A

y₁₂²⁺

D

y₁₁²⁺

b₁₃

S

y₁₀²⁺

D

b₁₅

E

y₈-NH₃

b₁₆

D Q

b₁₈²⁺

H

y₅

D

y₄

A

y₃

b₂₁²⁺

Y

y₂

I

b₂₃²⁺

E R _

b₃-H₂O
300.1013

y₂
314.1698

b₃
318.1118

b₄-H₂O
414.1442

b₄-NH₃
415.1282

y₃
427.2539

b₄
432.1547 b₉²⁺

512.1898
y₄

590.3172

b₆-H₂O
598.229

y₁₀²⁺
643.2878

y₅
661.3543

y₁₁²⁺
700.8013

y₁₂²⁺
744.3173

y₁₄²⁺
837.3493

b₈-NH₃
877.3033

y₈-NH₃
1024.472

y₁₇²⁺
1080.899

b₁₈²⁺
1082.36

y₁₈²⁺
1162.431

y₁₉²⁺
1205.947

y₂₀²⁺
1254.473

b₂₁²⁺
1256.923

y₂₁²⁺
1311.494

b₁₁-NH₃
1320.413

b₂₃²⁺
1377.987

b₁₃
1539.498

b₁₅
1783.568

b₁₆
1898.595
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5353

CBF2; CEBPZ

125.77

ITMS; CID; 2

_ S Q

y₂₃²⁺

I

y₂₂²⁺

D

y₂₁²⁺

b₅

D H P E

b₉

ph

S

y₁₆²⁺

b₁₀

D

b₁₁

D

b₁₂

E

y₁₃

b₁₃

E

b₁₄

N

y₁₁

b₁₅

F

y₁₀

b₁₆

I

y₉

D

y₈

A

y₇

b₁₉²⁺

N

y₆

D D

y₄

b₂₂²⁺

E

y₃

D
ox

M E K _

y₃
431.205

y₄
546.2319

b₅
559.2358

b₁₃²⁺
789.2674

y₆
790.3015

b₁₄²⁺
846.2889

y₇
905.3284

b₁₅²⁺
919.8231

y₁₆²⁺
976.8751

y₈-NH₃
1002.345

y₈
1019.371

b₉
1089.388

y₉
1090.408

b₁₉²⁺
1126.419

b₁₀-NH₃
1187.389

y₁₀-NH₃
1188.409

b₁₀
1204.415

y₁₀
1205.435

y₂₁²⁺
1299.465

y₁₁-NH₃
1301.493

b₂₂²⁺
1305.967

y₁₁
1318.519

b₁₁
1319.442

y₂₂²⁺
1356.978

y₂₃²⁺
1414.492

b₁₂
1448.485

b₁₃
1577.528

y₁₃
1579.631

b₁₄-NH₃
1674.544

b₁₄
1691.57

b₁₅
1838.639

b₁₆
1951.723
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5355

CGI-115; KIAA0507; RRP15

110.74

ITMS; CID; 2

_ D H

y₂₀²⁺

F Y

b₅*

ph

S

y₁₇

D D D

y₁₄²⁺

b₉

A

y₁₃²⁺

b₁₀

I

y₁₂

b₁₁

E

y₁₁*

b₁₂

A

y₁₀

b₁₃

D

b₁₄²⁺

ph

S

y₈

E G

y₆

D

y₅

b₁₈*

A

y₄

b₁₉²⁺

E

y₃

P C

b₂₂²⁺

D K _

y₃
422.1704

y₄-NH₃
502.1966

y₄
519.2232

b₁₀²⁺
630.2163

b₅*
632.2463

y₅
648.2658

y₁₂²⁺
687.2318

y₆-NH₃
702.2763

y₆
719.3029

y₁₃²⁺
751.7531

y₁₄²⁺
808.2951

b₁₄²⁺
871.2688

y₈
891.3513

b₁₈²⁺
1057.333

b₁₉²⁺
1121.854

b₉
1146.341

y₂₀²⁺
1181.385

y₁₀
1187.392

y₁₁*
1204.442 b₁₀

1259.425

b₂₂²⁺
1307.909

y₁₂
1373.456

b₁₁
1388.468

b₁₂
1459.505

b₁₃
1574.532

y₁₇
1916.674

b₁₈*
1917.705
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5357

METTL3; MTA70

142.88

ITMS; CID; 2

_ D H

b₃-H₂O

T

b₄

P
ph

S Q

b₇

E

y₁₄

I

y₁₃

b₉*

A

y₁₂

b₁₀

I

y₁₁

b₁₁

T

y₁₀

b₁₂

Q

y₉

b₁₃-H₂O

S V

y₇

b₁₅²⁺

G

y₆

G

y₅

b₁₇²⁺

D

y₄

b₁₈²⁺

S

y₃

b₁₉

S

y₂

b₂₀²⁺

A D R _

y₂
300.1542

b₃-H₂O
336.1302

y₃
371.1913

b₄
451.1936

y₄
458.2233

y₅
545.2553

y₁₂²⁺
595.2696

b₁₁²⁺
637.2766

y₆-NH₃
643.2557

y₆
660.2823

y₇
717.3037

b₁₅²⁺
822.8669

y₉
873.3936

b₇
875.2931

b₁₇²⁺
908.8911

y₁₀-NH₃
943.3991

b₁₈²⁺
952.4071

y₁₀
960.4256

b₉*
961.4374

b₁₉²⁺
995.9231

b₂₀²⁺
1031.442

b₉
1059.414

y₁₁
1088.484

b₁₀
1172.498

y₁₂
1189.532

b₁₁-H₂O
1255.535

b₁₁-NH₃
1256.519

b₁₁
1273.546

y₁₃
1302.616 y₁₄

1373.653

b₁₂-H₂O
1383.594

b₁₂
1401.605

b₁₃-H₂O
1470.626 b₁₉

1990.839
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5371

IRS2

110.12

ITMS; CID; 2

_

y₁₄*

P

y₁₃*

V

y₁₂*

b₃

S

y₁₁

b₄-H₂O

V

y₁₀*

A G

y₈*

ph

S

y₇

P

y₆*

b₉-H₂O

I

y₅

b₁₀*

ph

S

y₄

P

b₁₂

G

b₁₃*

P

b₁₄*

V R _

b₃-H₂O
266.1499

b₃
284.1605

b₄-H₂O
365.2183

y₄
438.2699

y₅
535.3226

y₆*
604.3441

y₁₃²⁺
697.3112

y₁₄²⁺
746.8454

y₈*
814.4809

y₇
815.405

b₁₀*
859.4672

b₉-H₂O
870.4121

y₈
912.4578

y₁₀*
940.5238

b₁₀*
957.4441

y₁₀*
1038.501

y₁₂*
1110.629

y₁₀
1136.478 y₁₁

1207.515

b₁₃*
1208.571

b₁₂
1209.495

y₁₂-NH₃
1289.557

y₁₃*
1295.638

b₁₄*
1307.64

y₁₄*
1394.707
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5372

KPNA2; RCH1; SRP1

186.75

ITMS; CID; 2

_ N

y₁₅

V

y₁₄

S

y₁₃

b₄

S

y₁₂*

b₅

F

y₁₁

P

y₁₀

D

y₉

D

y₈

b₉

A

y₇²⁺

b₁₀*

ph

T

y₆

b₁₁*

S

y₅

P

y₄

I

y₃

b₁₄

Q

y₂

b₁₅*

E

b₁₆-H₂O

N R _

y₂
299.1701

b₄-H₂O
370.1721

b₄
388.1827

y₇²⁺
427.2237

y₃
428.2127

b₅-H₂O
517.2405

b₅
535.2511

y₄
556.2713

y₁₁²⁺
668.2762

y₅
669.3554

y₁₂²⁺
716.8026

y₆
766.4081

y₁₃²⁺
790.3368

y₁₄²⁺
833.8528

y₁₅²⁺
877.3688

b₉
933.3949

b₁₀*
1016.432

y₈-NH₃
1017.428

y₈
1034.454

b₁₁*
1103.464

y₉
1105.491

y₁₀
1220.518

y₁₂*
1334.621

y₁₁
1335.545

y₁₂-NH₃
1415.571

y₁₂
1432.598

b₁₄
1539.636

b₁₅*
1570.702

y₁₃
1579.666

b₁₅-H₂O
1650.668

y₁₄
1666.698

b₁₅
1668.679

y₁₅-NH₃
1736.704

y₁₅
1753.73

b₁₆-H₂O
1764.711
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5396

EIF3C; EIF3CL; EIF3S8

94.09

ITMS; CID; 2

_ Q

y₁₁

P

y₁₀*

I

y₉*

b₄-NH₃

I

y₈*

b₅-NH₃

I

y₇

ph

S

y₆

E

y₅

D

y₄

E

y₃

b₁₀

E

y₂

b₁₁-H₂O

D

b₁₂

T K _

y₂
256.1747

y₃-NH₃
354.1751

y₃
371.2016

b₄-NH₃
435.2602

y₄
500.2442

b₅-NH₃
548.3443

y₅
629.2868

y₁₀²⁺
633.7651

y₁₁²⁺
690.3071

y₆
744.3138

y₇
873.3563

y₈*
942.3778

y₈
1040.355

y₉*
1055.462

y₉
1153.439

y₁₀*
1168.546

b₁₀
1234.524

y₁₀
1266.523

b₁₁-H₂O
1331.54

b₁₁-NH₃
1332.524

y₁₁
1379.607

b₁₂-NH₃
1433.572

b₁₂
1450.599
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5401

EIF3C; EIF3CL; EIF3S8

39.56

ITMS; CID; 2

_ Q

y₁₁²⁺

P

y₁₀

I

y₉

b₄-NH₃

I

y₈

b₅-NH₃

I
ph

S

b₇

E

y₅

b₈*

D

y₄

E

b₁₀

E

y₂

b₁₁-NH₃

D

b₁₂-NH₃

T K _

y₂
248.1605

b₄-NH₃
435.2602

y₄
492.23

b₅-NH₃
548.3443

y₅
621.2726

y₁₀²⁺
629.758

y₁₁²⁺
686.3

b₇
861.4118

b₈*
878.4618

y₈
1032.341

y₉
1145.425

b₁₀
1234.524

y₁₀
1258.509

b₁₁-NH₃
1332.524

b₁₂-NH₃
1433.572
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5404

DDX54

45.09

ITMS; CID; 2

_ G
ph

S D S

y₁₃²⁺

E

b₆*

D

b₇*

G

b₈*

E F

b₁₀*

E

y₇

b₁₁

I Q

y₅

A E

y₃

D

y₂

D A R _

y₂
256.1643

y₃
371.1913

b₆*
573.1787

y₅
615.2608

b₇*
630.2002

y₁₃²⁺
752.8249

b₈*
759.2428

y₇-NH₃
797.33

y₇
814.3565

b₁₀*
1035.354

b₁₀
1133.331

b₁₁
1246.415
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5433

KIAA1122; SMARCAD1

160.45

ITMS; CID; 2

_ K I

b₃

S

y₁₇²⁺

b₄-NH₃

S

y₁₆²⁺

b₅*

ph

S
ph

S

b₇

E P

y₁₂

b₉

Y

y₁₁

b₁₀

E

y₁₀

b₁₁

E

y₉

b₁₂

D

y₈

b₁₃

E

y₇

F

y₆

b₁₅²⁺

N

y₅

b₁₆²⁺

D

y₄

D

y₃

b₁₈²⁺

Q

y₂

S

b₂₀²⁺

I K _

y₂
260.1969

b₃
329.2183

y₃
347.2289

b₄-NH₃
399.2238

y₄-NH₃
458.2609

y₄
475.2875

y₈²⁺
483.73

b₅*
485.2718

b₅
583.2487

y₅
590.3144

b₁₀²⁺
634.7278

y₁₁²⁺
670.2861

b₁₁²⁺
699.2491

y₆
705.3414

y₇
819.3843

b₁₃²⁺
821.2839

b₇
879.2897

y₈-NH₃
949.4262

b₁₅²⁺
951.8396

y₈
966.4527

b₁₆²⁺
1009.353

y₁₆²⁺
1012.886

y₉
1095.495

y₁₇²⁺
1096.385

b₁₈²⁺
1130.896

b₉
1139.406

y₁₀
1210.522

b₂₀²⁺
1230.954

b₁₀
1268.448

y₁₁
1339.565

b₁₁
1397.491

y₁₂-NH₃
1451.581

y₁₂
1468.607

b₁₂
1512.518

b₁₃
1641.56
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5437

OTUD5

76.24

ITMS; CID; 2

_ Q

y₃₂²⁺

A

y₃₁²⁺

P

b₄-NH₃

G

b₅

V

b₆-NH₃

G

y₂₇²⁺

b₇-NH₃

A

y₂₆²⁺

b₈

V

y₂₅²⁺

G G G

y₂₂²⁺

b₁₂*

ph

S

y₂₁²⁺

b₁₃*

P E R

y₁₈²⁺

b₁₆

E

y₁₇*

b₁₇-NH₃

E

y₁₆

b₁₈-NH₃

V

y₁₅*

G

y₁₄

b₂₀-H₂O

A G

y₁₂*

Y

y₁₁*

N
ph

S

y₉

E

y₈

D

y₇

E

y₆

Y

y₅

E A A A A R _

b₄-NH₃
337.1506

b₅-NH₃
436.2191

b₅
453.2456

y₅
469.2757

b₆-NH₃
493.2405

b₇-NH₃
564.2776

y₆
598.3183

b₈-NH₃
663.3461

b₈
680.3726

y₇
761.3816

y₁₆²⁺
882.3428

y₈
890.4242

b₁₂*
920.4585

y₁₇²⁺
931.877

y₁₈²⁺
996.3983

y₉
1005.451

b₁₃*
1017.511

y₁₁*
1203.515

y₂₁²⁺
1208.496

y₂₂²⁺
1257.022

y₁₂*
1317.558

y₂₅²⁺
1397.543

y₂₆²⁺
1426.053

y₂₇²⁺
1475.588

b₁₆
1539.683

y₁₅*
1608.68

y₃₁²⁺
1617.662

y₁₄
1635.62

b₁₇-NH₃
1651.699

y₃₂²⁺
1666.188

b₁₈-NH₃
1750.767

y₁₆
1763.678

y₁₇*
1764.77

y₁₇
1862.747

b₂₀-H₂O
1877.842

b₂₀-NH₃
1878.826
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5456

KIAA1964; PLCD3

206.21

ITMS; CID; 2

_ A I

b₃

ph

S D R

y₁₉²⁺

E

b₇

E E E

y₁₅²⁺

E

b₁₁

D

b₁₂

D

y₁₂-NH₃

b₁₃*

E

y₁₁

b₁₄

E

y₁₀

b₁₅

E

b₁₆-H₂O

E

y₈

b₁₇²⁺

E

y₇

b₁₈²⁺

E

y₆

b₁₉²⁺

V

y₅

b₂₀²⁺

E

y₄

b₂₁²⁺

A

y₃

b₂₂²⁺

A

y₂

b₂₃²⁺

A

b₂₄²⁺

Q R _

y₂-NH₃
286.151

y₂
303.1775

b₃
352.1268

y₃
374.2146

y₄
445.2518

y₅-NH₃
499.2623

y₅
516.2889

y₆-NH₃
628.3049

y₆
645.3315

b₁₁²⁺
692.251

y₇-NH₃
727.3733

y₇
744.3999

b₁₂²⁺
749.7645

b₁₃²⁺
814.2858

y₈
873.4425

y₁₅²⁺
874.8583

b₁₄²⁺
878.8071

b₇
881.3401

b₁₅²⁺
943.3284

b₁₇²⁺
1072.371

y₁₀
1131.528

y₁₉²⁺
1132.943

b₁₈²⁺
1136.892

b₁₉²⁺
1186.426

b₂₀²⁺
1250.948

y₁₁
1260.57

b₂₁²⁺
1286.466

b₂₂²⁺
1321.985

b₂₃²⁺
1357.503

y₁₂-NH₃
1372.586

b₁₁
1383.495

b₂₄²⁺
1421.533

b₁₂
1498.522

b₁₃*
1529.587

b₁₃
1627.564

b₁₄-H₂O
1738.596

b₁₄
1756.607

b₁₅-NH₃
1868.623

b₁₅
1885.649

b₁₆-H₂O
1996.682

b₁₆-NH₃
1997.666
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5479

DCUN1D5

96.49

ITMS; CID; 2

_

y₁₄-NH₃

ph

S

b₂

P

y₁₂

b₃*

G

y₁₁

b₄*

V

y₁₀

b₅*

A

y₉

b₆*

A

y₈

b₇*

A

b₈*

V

y₆

A

y₅

E

y₄

D

y₃

G G

b₁₄*

I K _

b₃*
224.103

b₂
265.0584

b₃
322.0799

b₄*
323.1714

y₃
325.2325

y₄
382.254

b₅*
394.2085

b₄
421.1483

b₆*
465.2456

b₅
492.1854

y₅
497.2809

b₇*
536.2827

y₆
626.3235

b₈*
635.3511

y₈
796.4291

y₉
867.4662

y₁₀
938.5033

y₁₁
1009.54

y₁₂
1108.609 b₁₄*

1177.585

y₁₄-NH₃
1245.656

b₁₄-H₂O
1257.551

b₁₄
1275.562
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5517

PDE3A

169.43

ITMS; CID; 2

_ V

y₂₀²⁺

N

b₃

P

y₁₈²⁺

b₄

V

y₁₇²⁺

b₅

T

y₁₆²⁺

S

y₁₅²⁺

b₇

I

y₁₄²⁺

S

y₁₃

b₉

E

y₁₂²⁺

b₁₀

N

y₁₁

b₁₁

Y

y₁₀

b₁₂

T

y₉

b₁₃

C

b₁₄

ph

S D

y₆

S

y₅

b₁₇*

E

y₄

E

y₃

S S E K _

b₃
311.1714

y₃
363.1874

b₄
410.2398

y₄
450.2195

b₅-H₂O
493.2769

b₅
511.2875

y₅
579.262

b₁₁²⁺
602.7959

y₁₀²⁺
619.1999

y₁₁²⁺
669.7238

b₇-H₂O
693.393

y₆
708.3046

b₇
711.4036

y₁₂²⁺
751.2555

y₁₃²⁺
808.2769

y₁₄²⁺
872.7982

y₁₅²⁺
916.3142

b₉
927.4782

y₁₆²⁺
972.8563

y₁₇²⁺
1016.372

b₁₀
1041.521

y₁₈²⁺
1066.896

y₉
1077.362

y₂₀²⁺
1164.957

b₁₁
1204.584

y₁₀
1237.393

b₁₂-H₂O
1287.622

b₁₂
1305.632

y₁₁
1338.44

b₁₃
1465.663

y₁₃
1615.547

b₁₄
1632.661

b₁₇*
1865.786

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2000

4000
6000

8000

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5524

SURF2

128.26

ITMS; CID; 2

_ D

y₂₀²⁺

I

b₃

G

y₁₈²⁺

b₄

S

b₅-H₂O

T

y₁₆²⁺

b₆

E

y₁₅²⁺

b₇

D

y₁₄²⁺

G D

y₁₂-NH₃

G

y₁₁

ph

T

y₁₀

b₁₂

D

y₉

b₁₃

D

b₁₄

F

b₁₅-H₂O

I
ph

T

y₅

b₁₇

D

y₄

K

b₁₉²⁺

E

y₂

D E K _

b₃-H₂O
268.1292

y₂
276.1554

b₃
286.1397

b₄-H₂O
355.1612

b₄
373.1718

b₅-H₂O
456.2089

y₄
520.2249

b₆-H₂O
585.2515

b₆
603.262

y₅
648.3199

y₁₀²⁺
660.2738

b₇
718.289

y₁₄²⁺
894.3185

y₁₅²⁺
922.8292

y₁₆²⁺
980.3427

b₁₉²⁺
1086.383

y₁₈²⁺
1095.388

y₂₀²⁺
1167.415

y₉
1204.513

b₁₂
1243.4

y₁₀
1319.54

b₁₃
1358.427

y₁₁
1434.567

b₁₄
1505.495

y₁₂-NH₃
1598.555

b₁₅-H₂O
1600.569

b₁₇-H₂O
1896.61

b₁₇
1914.62
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5547

LIMD1

125.89

ITMS; CID; 2

_ S

y₁₃

N

y₁₂

b₃

ph

S

y₁₁

b₄*

G

y₁₀

b₅*

I

y₉

b₆*

G G

y₇

E

y₆

b₉*

V

y₅

b₁₀*

S G

y₃

b₁₂*

V

y₂

b₁₃

M

b₁₄-H₂O

S K _

y₂
242.159

b₄*
328.1252

b₃
369.0806

y₃
373.1995 b₅*

441.2092

b₆*
498.2307

y₅
529.2894

b₅
539.1861

y₆-NH₃
599.2949

y₆
616.3214

y₇
715.3898

b₉*
783.3632

b₁₀*
870.3952

y₉
901.4539

b₁₀-H₂O
950.3615

b₁₀-NH₃
951.3455

y₁₀
958.4754

b₁₂*
1026.485

y₁₁
1071.559

b₁₂
1124.462

y₁₂
1128.581

b₁₃-H₂O
1237.492

b₁₃
1255.502

y₁₃
1295.579

b₁₄-H₂O
1324.524

b₁₄-NH₃
1325.508
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5553

DDX54

148.52

ITMS; CID; 2

_ G
ph

S D S

y₁₃

b₅*

E

y₁₂

b₆*

D

y₁₁

G

y₁₀

b₈*

E

y₉

b₉*

F

y₈

E

y₇

b₁₁*

I

y₆

b₁₂*

Q

y₅

b₁₃

A

y₄

b₁₄*

E

y₃

b₁₅*

D

b₁₆*

D

b₁₇

A R _

y₃
371.1913

b₅*
458.1518

y₄-NH₃
469.1917

y₄
486.2182

b₆*
573.1787

y₅
615.2608

b₆-H₂O
653.145

b₆
671.1556

y₆
686.2979

b₁₂²⁺
687.7403

b₈*
759.2428

y₇-NH₃
797.33

y₇
814.3565

b₉*
906.3112

y₈
927.4406

y₉
1056.483

b₁₁*
1148.438

y₁₀
1203.552

b₁₁-H₂O
1228.404

b₁₂*
1276.496

y₁₁
1332.594

b₁₂
1374.473

y₁₂
1389.616

b₁₃
1445.51

b₁₄*
1476.576

y₁₃
1504.643

b₁₄
1574.553

b₁₅*
1591.603

b₁₅-NH₃
1672.553

b₁₅
1689.58

b₁₆*
1706.63

b₁₆
1804.607

b₁₇
1875.644
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5556

FUBP2; KHSRP

152.34

ITMS; CID; 2

_ M

y₁₃

I

y₁₂*

b₃

I

y₁₁*

b₄

I

y₁₀*

b₅

Q

y₉*

b₆

D

y₈

G

b₈-NH₃

ph

S

y₆

b₉*

Q

y₅

N

y₄

b₁₁²⁺

T

y₃

b₁₂

N

y₂

b₁₃*

V

b₁₄

D K _

y₂
262.1397

b₃
358.2159

y₃
361.2082

b₄
471.3

y₄
475.2511

y₅
576.2988

b₅
599.3585

b₁₁²⁺
641.2809

y₆
690.3417

y₁₂²⁺
699.7985

b₆
714.3855

b₁₃²⁺
747.8365

y₁₃²⁺
756.3405

b₈-NH₃
921.3787

y₉*
944.4432

b₉*
968.487

y₈
985.3986

y₉
1042.42

y₁₀*
1059.47

y₁₀
1157.447

y₁₁*
1187.529

y₁₁-NH₃
1268.479

y₁₂*
1300.613

b₁₂
1395.597

b₁₃*
1396.689

y₁₂
1398.59

b₁₃-H₂O
1476.655

b₁₃-NH₃
1477.639

b₁₃
1494.666

y₁₃
1511.674

b₁₄
1609.693
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5572

MBS; MYPT1; PPP1R12A

28.09

ITMS; CID; 2

_ S T G

b₄

V

b₅

S

b₆

F

b₇

W

y₂₁²⁺

T

y₂₀²⁺

Q

y₁₉²⁺

D

y₁₈²⁺

S

b₁₂

D

y₁₆²⁺

b₁₃

E N E Q E Q Q
ph

S

y₈²⁺

D T E E G S N K K _

b₄
345.1769

b₅-H₂O
414.1983

b₅
432.2089

y₈²⁺
446.7222

b₆-H₂O
561.2667

b₆
579.2773

b₇
765.3566

y₁₆²⁺
965.8867

y₁₈²⁺
1087.922

y₁₉²⁺
1131.438

y₂₀²⁺
1188.951

y₂₁²⁺
1252.98

b₁₂-NH₃
1294.522

b₁₂
1311.549

b₁₃
1440.591
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5607

KIAA1823; PHF6

121.38

ITMS; CID; 2

_ T A

y₂₁²⁺

b₃

H

y₂₀²⁺

b₄

N

b₅

S

y₁₈²⁺

b₆

E

b₇

A

y₁₆²⁺

D I E

y₁₃²⁺

b₁₁-NH₃

E

y₁₂

S

y₁₁

b₁₃

F

b₁₄

N

y₉²⁺

b₁₅

E

y₈²⁺

b₁₆

H

b₁₇²⁺

E

y₆

b₁₈²⁺

I

y₅*

b₁₉²⁺

E

y₄*

P

y₃*

S
ph

S P K _

b₃-H₂O
292.1404

b₃
310.151

y₃*
321.2012

b₄-H₂O
406.1833

y₄*
408.2333

b₄
424.1939

y₈²⁺
487.7197

y₅*
505.286

b₅
511.2259

y₉²⁺
556.2492

y₅
603.2629

b₆-H₂O
622.258

b₆
640.2685

y₁₁²⁺
677.7919

b₇
711.3056

y₆
732.3055

y₁₃²⁺
794.8422

b₁₇²⁺
970.8983

y₁₆²⁺
980.4268

b₁₈²⁺
1027.44

y₁₈²⁺
1073.459

b₁₉²⁺
1091.962

b₁₁-NH₃
1180.475

y₂₀²⁺
1181.496

y₂₁²⁺
1238.518

y₁₁
1354.577

b₁₃-H₂O
1413.592

b₁₃-NH₃
1414.576

b₁₃
1431.602

y₁₂
1501.645

b₁₄
1545.645

b₁₅
1674.688

b₁₆
1811.747
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5625

KAP1; RNF96; TIF1B; TRIM28

121.23

ITMS; CID; 2

ac

_ A A S A

y₂₅²⁺

b₅

A

b₆

A A

y₂₂-NH₃

b₈

S

y₂₁*

b₉

A

y₂₀-NH₃

b₁₀

A

y₁₉

b₁₁

A

y₁₈

b₁₂

A

y₁₇

b₁₃

S

y₁₆*

b₁₄-H₂O

A

y₁₅*

b₁₅

A

y₁₄

S G

y₁₂

b₁₈*

ph

S

y₁₁

P

y₁₀

b₂₀*

G P

y₈

G

y₇

E

y₆

b₂₄-H₂O

G

y₅

S

y₄

A G G E K _

y₄
398.2125

b₅
414.1983

y₅
469.2496

b₆
485.2354

y₆
556.2817

y₇
613.3031

b₈-H₂O
625.294

b₈
643.3046

b₉-H₂O
696.3311

b₉
714.3417

y₈
742.3457

b₁₀-H₂O
767.3682

b₁₀
785.3788

b₁₁-H₂O
838.4054

b₁₁
856.4159

y₁₀
896.42

b₁₂
927.453

y₁₁
953.4414

b₁₃
1014.485

y₁₂
1050.494

y₂₅²⁺
1052.457

b₁₄-H₂O
1067.512

b₁₅
1156.559

y₁₅*
1263.569

y₁₄
1274.514

y₁₆*
1334.606

y₁₅
1361.546

b₁₈*
1369.634

y₁₆
1432.583

b₁₈-H₂O
1449.601

b₁₈
1467.611

y₁₇-NH₃
1486.594

y₁₇
1503.62

b₂₀*
1523.708

y₁₈
1590.652

y₁₉-NH₃
1644.663

y₁₉
1661.689

y₂₁*
1705.787

y₂₀-NH₃
1715.7

y₂₁-NH₃
1786.737

y₂₂-NH₃
1857.774
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5631

KAP1; RNF96; TIF1B; TRIM28

57.05

ITMS; CID; 2

_ E E

y₁₆*

b₃

D

b₄-H₂O
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ph

S
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b₆*
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V

b₁₇*

V A K _

y₃
317.2183

b₆²⁺
356.1153

b₃
374.1194

b₄-H₂O
413.1303

y₄
416.2867

y₅
473.3082

y₆-NH₃
557.3293

y₁₂²⁺
566.7959

y₆
574.3559

b₆*
613.2464

y₇
661.3879

y₈
776.4149

y₁₆²⁺
818.847

y₉
847.452

b₈-H₂O
973.2952

y₁₁
1019.5

y₁₂-NH₃
1115.558

y₁₃*
1201.606

b₁₂*
1251.441

y₁₃
1299.583

y₁₆*
1538.71

b₁₇*
1596.702

b₁₇*
1694.679
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9778

ARIP4; KIAA0809; RAD54L2

79.66

ITMS; CID; 2

_

y₃₁²⁺

A P D P

b₅
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D
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b₂₈²⁺

V A A A R _

y₄
388.2303

y₅-NH₃
470.2722

y₅
487.2987

b₅
510.2195

y₆-NH₃
585.2991

y₆
602.3257

y₁₁²⁺
603.3173

y₇
673.3628

b₁₄²⁺
741.8349

y₈
836.4261

b₉-H₂O
889.4526

b₉
907.4632

y₉
964.4847

y₁₀
1092.543

b₁₁
1103.584

y₁₁
1205.627

y₂₂²⁺
1260.059

y₂₃²⁺
1308.585

b₁₃-H₂O
1349.625

y₁₃
1421.702

b₁₄
1482.662

y₁₄
1534.786

b₁₅*
1551.684

b₂₈²⁺
1568.202

y₁₅
1647.87

y₃₁²⁺
1726.295

y₁₇
1873.965
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9803

KIAA1172; SFRS15

73.55

ITMS; CID; 2
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b₃
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y₆²⁺
321.7069

b₃
356.218

b₄
469.3021

y₅
545.3537

b₅
597.3606

y₆
642.4065

b₁₂²⁺
654.8652

y₈*
768.4494

b₇
807.4975

b₁₇²⁺
869.9558

y₁₈²⁺
967.461

y₁₉²⁺
1002.98

b₂₀²⁺
1003.535

y₂₀²⁺
1038.498

y₂₁²⁺
1095.52

y₂₂²⁺
1139.036

y₁₁
1223.555

b₁₁
1237.686

y₂₅²⁺
1253.589

y₁₂
1324.602

b₂₇²⁺
1374.697

y₁₃-NH₃
1406.644

b₂₉²⁺
1467.729

b₁₅-H₂O
1535.814

y₁₅
1666.756

b₁₇
1738.904
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9853

DDX46; KIAA0801

48.77

ITMS; CID; 2

_ A A I G I

b₆

Q D
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S

b₉

D D E D

y₁₅-NH₃

b₁₃
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b₂₁²⁺

I

y₆
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E S
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M F N S K _

y₈²⁺
478.2313

y₄
495.2562

b₆
554.3297

y₁₀²⁺
606.7819

y₆
713.3287b₁₄²⁺

726.78

y₇
842.3713

y₈-NH₃
938.4288

b₉
951.3819

y₈
955.4553 y₉

1083.514

b₂₁²⁺
1132.976

b₂₂²⁺
1197.497

y₁₀
1212.557

b₁₃-NH₃
1364.489

b₁₃
1381.516

b₁₄-H₂O
1434.542

b₁₄
1452.553

b₁₅*
1453.644

b₁₅
1551.621

y₁₃
1555.694

y₁₄-NH₃
1637.736

y₁₅-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9891

Nbla00170; NES

73.57

ITMS; CID; 2

_ I G S I

y₂₅²⁺

b₅

I P

y₂₃²⁺

V

y₂₂²⁺

b₈
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b₁₀²⁺

P T

b₁₂²⁺
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b₁₃
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T I
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b₂₂²⁺
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y₆-NH₃

P

y₅

V P A F I K _

b₅-H₂O
466.3024

b₅
484.313

b₁₀²⁺
529.2883

y₅
583.3694

b₁₂²⁺
623.3282

y₆-NH₃
665.4112

y₁₃²⁺
696.4049

y₇
779.4905

b₈
793.5182

y₈
880.5382

y₁₆²⁺
884.9724

y₁₇²⁺
933.4988

y₁₀
1122.665

b₂₂²⁺
1172.596

y₂₂²⁺
1216.106

y₁₁
1223.713

y₂₃²⁺
1272.648

b₁₃-H₂O
1340.723

b₁₃
1358.733

y₂₅²⁺
1370.709

b₁₅*
1426.83

y₁₅
1601.939

y₁₆
1768.938

b₁₇-H₂O
1814.91

b₁₇
1832.921
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9907

DDX42

146.1

ITMS; CID; 2

_
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P V D
ph

S D

b₆*
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b₁₄
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b₂₂²⁺

A

b₂₃²⁺

A R _

y₃
327.2014

b₇²⁺
438.6066

y₄
455.26

y₉²⁺
499.7425

y₅
570.287

b₁₀²⁺
602.16

b₆*
663.2022

y₆
699.3296

b₁₂²⁺
723.2233

b₁₃²⁺
758.7418

y₇
798.398

b₁₄²⁺
832.2761

b₁₅²⁺
897.7963

b₈
991.2329

y₉
998.4777

b₁₈²⁺
1047.37

b₉
1106.26

b₁₉²⁺
1111.892

y₁₀
1129.518

b₂₂²⁺
1268.953

b₂₃²⁺
1304.472

b₁₁
1316.397

y₂₃²⁺
1348.005

b₁₃*
1418.5

b₁₂
1445.439

b₁₃
1516.476

b₁₄
1663.545

y₁₅
1686.803

b₁₅
1794.585

b₁₆
1865.622 y₁₇

1916.857

b₁₇
1994.665
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

10110

EIF3B; EIF3S9

116.05

ITMS; CID; 2

_ A I

y₃₀²⁺

E
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b₄-H₂O
410.2034

y₄
474.2922

b₅
485.2354

y₅-NH₃
514.2871

y₅
531.3137

y₆
644.3978

b₇-H₂O
653.2889

b₇-NH₃
654.2729

y₇
757.4818

b₈-H₂O
768.3159

b₈-NH₃
769.2999

b₈
786.3264

y₁₅²⁺
870.403

y₈
886.5244

b₉-H₂O
897.3585

b₉-NH₃
898.3425

b₉
915.369

y₁₆²⁺
943.9372

y₁₇²⁺
1001.451

y₉
1015.567

b₁₈²⁺
1048.856

y₁₈²⁺
1065.972

y₁₉²⁺
1114.498

y₁₁*
1213.631

b₁₃*
1297.533

y₁₁
1311.608

y₁₂*
1312.699

b₁₂
1326.489

y₂₃²⁺
1412.544

y₂₄²⁺
1461.071

b₁₃-NH₃
1476.46

y₁₃
1525.703

y₁₄*
1542.753

y₂₆²⁺
1583.106

b₁₄
1608.514

y₂₇²⁺
1618.624

y₁₄
1640.73 y₁₅*

1641.822

y₁₅
1739.799

y₃₀²⁺
1761.67

b₃₂²⁺
1845.199

y₁₆
1886.867

b₁₇
1949.636
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

10280

RPLP0

98.3

ITMS; CID; 2

_

y₁₉²⁺

V E

y₁₇*

A K
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y₁₁²⁺

E
ph

S

b₁₁

D

y₈

b₁₂*

E

y₇

b₁₃*

D

y₆

b₁₄*

M

y₅

b₁₅*

G

y₄

b₁₆*

F

b₁₇*

G I F D _

y₄
451.2187

b₅
565.3072

y₅
598.2871

y₆
655.3086

y₁₁²⁺
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694.3497
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892.4138
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901.376

y₁₉²⁺
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b₁₂*
1334.547

b₁₁
1401.459

b₁₂*
1432.524

y₁₂
1441.487

b₁₂
1530.501

b₁₃*
1547.551

b₁₄*
1580.615

y₁₄*
1639.551

b₁₃
1645.528

b₁₄*
1678.592

b₁₅*
1735.613

b₁₄
1776.569

b₁₆*
1882.682

y₁₇*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5735

CAD; CALD1; CDM

95.98

ITMS; CID; 2
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b₂
224.1381
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b₆²⁺
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b₁₀²⁺
580.7522

y₅
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b₁₂²⁺
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b₁₄²⁺
809.8621

y₇
871.4321

b₁₅²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5739

C21orf50; DBP5; HSPC310; HSPC312; KIAA1019; NREBP; SON

77.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5741

H4/A; H4/B; H4/C; H4/D; H4/E; H4/G; H4/H; H4/I; H4/J; H4/K; H4/M; H4/N; H4/O; H4F2; H4FA; H4FB; H4FC; H4FD; H4FE; H4FG; H4FH; H4FI; H4FJ; H4FK; H4FM; H4FN; H4FO; HIST1H4A; HIST1H4B; HIST1H4C; HIST1H4D; HIST1H4E; HIST1H4F; HIST1H4H; HIST1H4I; HIST1H4J; HIST1H4K; HIST1H4L; HIST2H4; HIST2H4A; HIST2H4B; HIST4H4

85.29

ITMS; CID; 2
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b₉
1151.537

y₉
1157.511
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5754

NUP107

130.27

ITMS; CID; 2

_ V I

y₁₄-NH₃

b₃

I

y₁₃*

b₄

Q

y₁₂*

A
ph

S

y₁₀

b₇*

Q

y₉

b₈-NH₃

D

b₉

E

y₇

b₁₀

N

y₆

b₁₁*

F

y₅

G

y₄

b₁₃*

N

y₃

b₁₄*

T

b₁₅*

T P R _

y₆²⁺
323.1694

b₃
326.2438

y₃
373.2194

b₇²⁺
410.7019

b₄
454.3024

y₄
474.2671

y₅
588.31

b₁₀²⁺
589.7581

y₆
645.3315

b₇*
722.4196

y₁₂²⁺
723.2883

y₇
792.3999

b₈-NH₃
918.3968

y₉
1035.485

b₉
1064.466

y₁₀
1150.512

b₁₀
1178.509

b₁₁*
1227.6

b₁₁
1325.577

y₁₂*
1347.592

b₁₃*
1398.665

y₁₃*
1418.629

y₁₂
1445.569

b₁₃
1496.642

b₁₄*
1499.712

y₁₃
1516.606

b₁₄
1597.689

b₁₅*
1600.76

y₁₄-NH₃
1627.638

b₁₅-H₂O
1680.727

b₁₅-NH₃
1681.711
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5767

HSPC006; STIP; TFIP11

88.38

ITMS; CID; 2

_ E E

b₃

A

y₁₉²⁺

b₄-H₂O

T

y₁₈²⁺

b₅

Y

b₆-H₂O

G

y₁₆²⁺

V

b₈-H₂O

W A

y₁₃-NH₃

E

y₁₂*

b₁₁²⁺

R

y₁₁²⁺

D

y₁₀²⁺

ph

S

y₉²⁺

b₁₄

D

y₈²⁺

b₁₅

D

y₇²⁺

b₁₆-H₂O

E

y₆

b₁₇²⁺

R P S

y₃

F G G K _

y₃
261.1557

b₃-H₂O
312.119

b₃
330.1296

y₇²⁺
374.7087

b₄-H₂O
413.1667

y₈²⁺
439.23

y₉²⁺
496.7434

y₁₀²⁺
554.2569

y₆
592.3089

b₅
594.2406

b₆-H₂O
633.2515

y₁₁²⁺
637.7561

b₁₁²⁺
646.7989

b₈-H₂O
918.3992

y₁₆²⁺
966.3996

y₁₈²⁺
1044.445

b₁₇²⁺
1045.41

y₁₉²⁺
1125.976

b₁₁-NH₃
1275.564

y₁₂*
1291.555

y₁₂
1389.532

y₁₃-NH₃
1528.606

b₁₄-H₂O
1671.632

b₁₄-NH₃
1672.616

b₁₄
1689.643

b₁₅-H₂O
1786.659

b₁₅-NH₃
1787.643

b₁₅
1804.67

b₁₆-H₂O
1915.702
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5778

JC7; NUCKS; NUCKS1

88.57

ITMS; CID; 2

_ D S G S

b₅

D

y₁₆²⁺

b₆

E

y₁₅*

D F

y₁₃²⁺

b₉

I

y₁₂

b₁₀

ox

M

y₁₁

b₁₁

E

y₁₀

b₁₂

D

y₉

D D D
ph

S

y₅

D

y₄

Y

y₃

G S S K _

y₃
321.1769

y₄
378.1983

b₅
462.1467

y₉²⁺
527.1741

y₅
541.2617

y₁₀²⁺
584.6875

b₆
591.1893

y₁₁²⁺
642.201

y₁₂²⁺
706.7223

y₁₃²⁺
780.24

b₉-H₂O
948.3581

b₉
966.3687

y₁₆²⁺
967.8297

y₉
1053.341

b₁₀
1113.404

y₁₀
1168.368

b₁₁
1242.447

y₁₁
1283.395

b₁₂
1357.474

y₁₂
1412.437

y₁₅*
1721.648
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5784

ATP6V0A2

66.37

ITMS; CID; 2

_ K D

b₃-H₂O

ph

S

b₄

E E E

b₇

V

b₈*

S

y₁₈²⁺

b₉

I

y₁₇

b₁₀

I

y₁₆²⁺

b₁₁

G

y₁₅²⁺

S

y₁₄²⁺

b₁₃*

Q D

b₁₅-NH₃

I

b₁₆*

E

y₁₀

E

b₁₈²⁺

G N H Q V

y₄

E

y₃

D G C R _

y₃
392.1711

b₃-H₂O
393.117

y₄
507.198

b₄
540.1701

b₉²⁺
549.2236

y₁₀²⁺
586.2491

b₁₀²⁺
605.7656

b₁₃²⁺
741.8216

y₁₄²⁺
829.3472

b₈*
886.3789

y₁₅²⁺
893.3765

b₇
897.3237

y₁₆²⁺
936.8925

y₁₇²⁺
965.4032

b₈-H₂O
966.3452

b₁₈²⁺
1013.43

y₁₈²⁺
1021.945

b₉-H₂O
1079.429

b₉
1097.44

y₁₀
1171.491

b₁₀
1210.524

b₁₁
1267.545

b₁₃*
1384.659

b₁₃-H₂O
1464.625

b₁₅-NH₃
1693.72

b₁₆*
1741.813

y₁₇
1929.799
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5792

ADNP; ADNP1; KIAA0784

94.01

ITMS; CID; 2

_ I M

b₃

H N

y₁₄²⁺

A
ph

S D S

y₁₀

b₉²⁺

E

y₉

b₁₀*

V

y₈

b₁₁

D

y₇

Q

y₆

D D

y₄

b₁₅

V

y₃

b₁₆²⁺

V

y₂

b₁₇²⁺

E

b₁₈²⁺

W K _

y₂
341.2063

b₃
382.1907

y₃
470.2489

y₈²⁺
513.7527

b₉²⁺
533.189

y₄
569.3173

y₉²⁺
571.2662

b₁₀²⁺
582.7232

b₁₁²⁺
640.2367

y₆
783.4127

b₁₅²⁺
868.8271

y₁₄²⁺
869.8504

y₇
898.4396

b₁₆²⁺
918.3613

b₁₇²⁺
982.8826

y₈
1026.498

b₁₀*
1066.462

b₁₈²⁺
1075.922

y₉
1141.525

b₁₀
1164.439

y₁₀
1240.594

b₁₁
1279.466

b₁₅
1736.647
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5806

KIAA1003; LSFR3A; USP20; VDU2

87.43

ITMS; CID; 2

_ A

y₂₀²⁺

V

y₁₉²⁺

b₃

P

y₁₈²⁺

b₄

I

y₁₇²⁺

b₅

A

y₁₆*

b₆

V

y₁₅²⁺

b₇

A

y₁₄²⁺

D

y₁₃*

E G E
ph

S

y₉

E

y₈²⁺

ph

S

y₇²⁺

b₁₅*

E D

b₁₇*

D

y₄

D

y₃

I

y₂

K P R _

b₃
268.1656

y₂
272.1717

b₄
381.2496

y₃
400.2667

y₇²⁺
429.7194

b₅
452.2867

y₈²⁺
494.2407

y₄
513.3507

b₆
551.3552

b₇
622.3923

y₁₄²⁺
883.3137 y₁₅²⁺

940.8272

y₁₆²⁺
976.3457

y₁₇²⁺
1025.88

y₁₈²⁺
1061.398

y₁₉²⁺
1117.941

y₉
1154.473

y₂₀²⁺
1166.467

y₁₃*
1538.601

b₁₅*
1546.631

b₁₇*
1678.708

y₁₆*
1755.73 b₁₇

1874.662

y₁₆-NH₃
1934.658
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5812

LL5B; PHLDB2

101.71

ITMS; CID; 2

_ T S

y₁₈²⁺

A S

b₅-H₂O

E

y₁₅-NH₃

G

b₇-H₂O

N P

b₉²⁺

Y

b₁₀

V

y₁₀

b₁₁

S

y₉

b₁₂-NH₃

S

y₈

b₁₃

T

y₇*

b₁₄

I

y₆*

b₁₅-H₂O

S

y₅*

b₁₆

V P

y₃

A

y₂

ph

S P R _

y₂
272.1717

y₃
439.1701

b₉²⁺
454.1932

b₅-H₂O
458.1882

b₁₀²⁺
503.7274

y₅*
509.2831

y₁₀²⁺
547.7657

y₅
607.26

y₆*
608.3515

b₇-H₂O
629.2525

y₆-NH₃
689.3018

y₇*
695.3835

b₁₄²⁺
697.8253

y₇
793.3604

y₈
906.4445

y₁₈²⁺
964.4435

b₁₀
1006.448

y₉
1007.492

y₁₀-NH₃
1077.498

b₁₁
1093.48

y₁₀
1094.524

b₁₂-NH₃
1163.485

b₁₃-H₂O
1263.549

b₁₃-NH₃
1264.533

b₁₃
1281.559

b₁₄
1394.643

b₁₅-H₂O
1463.665

b₁₅-NH₃
1464.649

b₁₆-H₂O
1562.733

b₁₆-NH₃
1563.717

b₁₆
1580.744

y₁₅-NH₃
1637.757
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5822

A2D; A2LG; A2LP; A2RP; ATXN2L

134.85

ITMS; CID; 2

_ G

y₁₄*

P

y₁₃*

P

y₁₂*

b₄

Q

y₁₁

b₅*

ph

S P

y₉

b₇*

V

y₈

b₈*

F

y₇

E

y₆

G

y₅

b₁₁*

V

y₄

Y

y₃

N

y₂

N S R _

y₂
272.1592

b₄
380.1928

y₃
386.2022

b₅*
449.2143

y₄
500.2451

b₇*
645.3355

y₁₁²⁺
646.3189

y₅
663.3084

b₇
743.3124

y₆
762.3768

b₈*
792.4039

y₁₃²⁺
793.8474

y₇
819.3983

y₈
948.4409

b₁₁*
1077.536

y₉
1095.509

b₁₁-H₂O
1157.503

b₁₁
1175.513

y₁₁-NH₃
1274.604

y₁₁
1291.63

y₁₂*
1360.652

y₁₂
1458.629

y₁₃*
1488.711

y₁₃-NH₃
1569.661

y₁₄*
1585.763

y₁₃
1586.687

y₁₄
1683.74
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5829

CTTNBP2NL; KIAA1433

131.35

ITMS; CID; 2

_ D

y₁₁*

b₂

I

y₁₀

b₃*

ph

S

y₉

b₄*

P

y₈

T

y₇

I

y₆

b₇*

I

y₅

D

y₄

b₉

N

y₃-NH₃

b₁₀*

S

y₂

b₁₁

A

b₁₂*

A K _

y₂
226.1641

b₂
229.1183

y₃-NH₃
280.1747

b₃*
298.1397

y₄
384.2333

b₄*
395.1925

b₃
396.1166

y₅
498.2762

y₁₀²⁺
519.2895

y₁₁²⁺
602.7887

y₆
613.3031

b₇*
722.4083

y₇
726.3872

y₈
839.4713

y₉
940.5189

y₁₀
1037.572

b₁₀*
1038.51

b₉
1049.455

y₁₁*
1106.593

b₁₂*
1180.584

y₁₁
1204.57

b₁₁
1207.524

b₁₂-H₂O
1260.551

b₁₂-NH₃
1261.535

b₁₂
1278.561
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5851

KRI1

215.65

ITMS; CID; 2

_ A

y₂₀²⁺

F

y₁₉*

V

y₁₈*

b₄

E

y₁₇*

b₅

D

y₁₆

b₆*

ph

S

y₁₅

b₇*

E

y₁₄

b₈*

D

y₁₃

b₉*

E

y₁₂

b₁₀

D

y₁₁

G

y₁₀

b₁₂*

A

y₉

b₁₃*

G

y₈

b₁₄*

E

y₇

b₁₅

G

y₆

b₁₆*

G

y₅

b₁₇

S

y₄

S

y₃

b₁₉*

I

b₂₀*

I Q K _

y₃
396.2696

b₄
447.2238

y₄
509.3537

b₅-H₂O
544.2402

b₅
562.2508

y₅
596.3857

b₆*
631.2722

y₆
683.4178

y₇
740.4392

b₇*
760.3148

y₈
797.4607

b₈*
875.3418

y₉
926.5033

y₁₀
983.5247

b₉*
1004.384

y₁₉²⁺
1005.899

y₁₁
1054.562

y₂₀²⁺
1055.433

y₁₂
1111.583

b₁₀
1217.388

y₁₃
1226.61

b₁₂*
1247.47

b₁₃*
1304.491

b₁₂
1345.447

y₁₄
1355.653

b₁₃
1402.468

b₁₄*
1433.534

y₁₅
1470.68

b₁₄
1531.511

b₁₆*
1547.577

b₁₅
1588.532

y₁₆
1599.722

b₁₆
1645.554

y₁₇*
1668.744

b₁₇
1732.586

y₁₇
1766.721

y₁₈*
1783.771

b₁₉*
1834.725

y₁₈
1881.748

y₁₉*
1912.813

b₁₉-H₂O
1914.691

b₁₉
1932.702

b₂₀*
1947.809
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5887

DIFF6; KIAA0158; NEDD5; SEPT2

202.63

ITMS; CID; 2

_

y₁₅

I

y₁₄²⁺

Y

y₁₃*

b₃

H

y₁₂*

b₄

I

y₁₁*

P

y₁₀*

b₆

D

y₉*

b₇

A

y₈

b₈

E

b₉

ph

S

y₆

b₁₀*

D

y₅

E

y₄

b₁₂*

D

y₃

b₁₃

E

y₂

b₁₄*

D

b₁₅*

F K _

y₂
302.1954

b₃
414.2136

y₃
417.2224

b₄
527.2976

y₄
546.265

y₅
661.2919

b₁₂²⁺
733.2796

b₆
739.3774

y₆
790.3345

b₇
810.4145

y₁₄²⁺
867.8347

b₈
939.4571

y₈
1072.36

y₉*
1103.425

b₉
1106.455

b₁₀*
1123.505

y₁₀*
1174.463

y₉
1201.402

b₁₀
1221.482

y₁₀
1272.439

y₁₁*
1289.49

b₁₂*
1367.575

y₁₂*
1386.542

y₁₁
1387.466
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5888

CRLZ1; SAS10; UTP3

38.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5916

CFL2

36.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5925

FTSJ3; SB92

126.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5928

CFL; CFL1

164.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5929

RRN3; TIFIA

55.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5933

AHNAK; PM227

145.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5950

AHNAK; PM227

146.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5970

ARM2; HN1

210.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5982

LMN1; LMNA

101.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

5989

ALS2CR18; ALS2CR9; KIAA1681; LPD; PREL2; RAPH1; RMO1

57.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6005

HSD48; NACA

134.45

ITMS; CID; 2
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1480.703
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b₁₄
1498.713

y₂₆²⁺
1522.143
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b₁₅-NH₃
1582.734

b₁₅
1599.761

b₂₉²⁺
1655.194

y₂₉²⁺
1679.222

b₃₂²⁺
1783.763

b₁₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6027

C11orf58; SMAP

128.38

ITMS; CID; 2

_ S

y₂₂²⁺

A

y₂₁²⁺

b₃

ph

S

y₂₀²⁺

P

y₁₉²⁺

D

y₁₈²⁺

b₆*

D

y₁₇²⁺

b₇*

D

y₁₆²⁺

I

y₁₅²⁺

G

b₁₀²⁺

S

b₁₁

S

y₁₂

N

y₁₁

W

y₁₀²⁺

b₁₄-NH₃

E

y₉²⁺

b₁₅*

A

y₈

A

y₇²⁺

b₁₇*

D

y₆

I G N

y₃

E

y₂

E R K _

y₂
303.2139

b₃
326.0748

y₆²⁺
366.6854

y₇²⁺
423.2274

y₃
432.2565

b₁₀²⁺
513.1766

y₉²⁺
516.2594

y₁₀²⁺
551.778

b₆*
555.2045

y₁₁²⁺
616.2993

b₆
653.1814

b₇*
670.2315

y₁₂²⁺
709.339

y₆-NH₃
715.3369

y₆
732.3635

b₇
768.2084

y₁₅²⁺
853.3924

y₁₆²⁺
881.9032

y₁₇²⁺
938.4452

y₈
960.4745

y₁₈²⁺
995.9587

y₁₉²⁺
1053.472

y₂₀²⁺
1110.986

b₁₁
1112.378

y₂₁²⁺
1159.512

y₁₁
1231.591

y₂₂²⁺
1243.011

y₁₂
1417.671

b₁₅*
1514.603

b₁₄-NH₃
1524.516

b₁₇*
1700.667

b₁₇
1798.644
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6037

SRPK1

162.27

ITMS; CID; 2

_ G S A

y₂₉²⁺

P

b₅

H S

b₇

E

y₂₅²⁺

S

b₉

D

y₂₃²⁺

b₁₀

I

y₂₂²⁺

P E

b₁₃

Q E

b₁₅

E

y₁₇²⁺

b₁₆

E

y₁₆*

b₁₇

I

y₁₅*

b₁₈

I

b₁₉-NH₃

G

y₁₃

ph

S D

y₁₁-NH₃

D

y₁₀

D

y₉

E

y₈

Q

y₇

E

y₆

b₂₇²⁺

D

y₅

P

y₄

b₂₉²⁺

N

y₃

D Y C K _

b₅
450.2096

y₃
478.221

y₄
593.2479

b₇-H₂O
648.2736

y₁₀²⁺
653.2608

b₇
666.2842

b₁₃²⁺
668.2942

y₅
707.2909

y₆-NH₃
787.3171

y₆
804.3436

b₁₆²⁺
861.8581

b₉
868.3432

b₁₇²⁺
918.4001

y₇
919.3706

b₁₈²⁺
974.9422

b₁₀
981.4272

y₈
1048.413

y₁₇²⁺
1050.895

y₉-NH₃
1159.445

y₉
1176.472

y₁₀
1305.514

b₁₃
1335.581

y₂₂²⁺
1373.01

y₁₁-NH₃
1403.515

y₂₃²⁺
1421.536

b₂₇²⁺
1510.078

y₂₅²⁺
1535.592

b₁₅
1593.666

b₂₉²⁺
1615.626

y₁₃
1650.595

b₁₆
1722.709

y₂₉²⁺
1755.674

y₁₅*
1776.638

b₁₇
1835.793

y₁₅
1874.615

y₁₆*
1889.722

b₁₈
1948.877

y₁₆
1987.699

b₁₉-NH₃
1988.872
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6045

SDCCAG3

73.11

ITMS; CID; 2

_ V

y₂₂²⁺

S

y₂₁²⁺

b₃

P

y₂₀²⁺

A

y₁₉²⁺

b₅*

ph

S

y₁₈²⁺

P

y₁₇²⁺

b₇*

A

y₁₆²⁺

G

y₁₅²⁺

ph

S

y₁₄

P

b₁₁

S

y₁₂-NH₃

A

y₁₁

b₁₃*

D F

b₁₅*

A

y₈

b₁₆*

V H

b₁₈-H₂O

G E

b₂₀²⁺

S I G

b₂₃²⁺

D R _

b₃
284.1605

b₅*
424.2191

y₈²⁺
440.711

b₁₁²⁺
549.6989

b₇*
592.3089

y₁₁²⁺
599.298

y₁₅²⁺
784.3724

y₁₆²⁺
867.8716

y₈
880.4147

y₁₇²⁺
896.3823

y₁₈²⁺
931.9008

y₁₉²⁺
980.4272

b₂₀²⁺
1006.395

y₂₀²⁺
1063.926

b₁₁
1098.39

y₂₁²⁺
1099.445

y₂₂²⁺
1147.971

b₂₃²⁺
1148.962

b₁₃*
1186.478

y₁₁
1197.589

y₁₂-NH₃
1295.589

b₁₅*
1404.583

y₁₄
1470.685

b₁₆*
1503.652

y₁₆-NH₃
1717.709

b₁₈-H₂O
1777.698
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6093

RFC1; RFC140

261.74

ITMS; CID; 2

_ I

y₁₄*

I

y₁₃*

b₃

Y

y₁₂*

b₄

D

y₁₁

b₅*

ph

S

y₁₀*

b₆*

D

y₉

b₇

ph

S

y₈

E

y₇

b₉*

S

y₆

b₁₀*

E

y₅

b₁₁*

E

y₄

b₁₂*

T

y₃

b₁₃*

I

b₁₄*

Q

b₁₅*

V K _

y₃-NH₃
365.2274

y₃
382.254

b₃
390.2387

y₄
495.3381

b₄
505.2657

b₅*
574.2871

y₅
596.3857

b₆*
689.3141

y₆
725.4283

b₆
787.291

y₇
854.4709

y₁₄²⁺
899.3334

y₈
941.503

b₇
954.2893

y₉
1070.546

b₉*
1072.387

y₁₀*
1139.567

b₉
1170.364

b₁₀*
1201.43

y₁₀
1237.544

b₁₀
1299.407

y₁₂*
1323.615

b₁₁*
1330.472

y₁₁
1352.571

b₁₁-H₂O
1410.439

y₁₂*
1421.592

b₁₁
1428.449

b₁₂*
1431.52

y₁₂
1519.569

y₁₃*
1536.619

b₁₃*
1544.604

y₁₄*
1601.706

b₁₃-H₂O
1624.57

y₁₃
1634.596

b₁₃
1642.581

b₁₄*
1672.663

y₁₄*
1699.683

b₁₄-H₂O
1752.629

b₁₄
1770.639

b₁₅*
1771.731

y₁₄
1797.659

b₁₅
1869.708
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6102

AHNAK; PM227

139.96

ITMS; CID; 2

_

y₉²⁺

D

y₈*

b₂

I

y₇

b₃

D

y₆*

b₄

I

y₅

b₅

S

y₄

ph

S P

y₂

b₈

E

b₉

F K _

a₂
201.1234

b₂
229.1183

y₂
294.1812

b₃
344.1452

b₄
457.2293

y₈²⁺
501.7126

y₄
520.2766

b₅
544.2613

y₉²⁺
558.2547

y₆*
676.3301

y₅
687.2749

y₆
774.307

y₇
887.391

y₈*
904.4411

b₈
937.355

y₈
1002.418

b₉-H₂O
1066.413

b₉
1084.423
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6118

MAP1B

106.57

ITMS; CID; 2

_ E

y₁₆²⁺

S

y₁₅

ph

S

y₁₄

b₄-H₂O

P

y₁₃*

b₅-H₂O

I

y₁₂*

b₆*

Y

y₁₁

b₇*

ph

S

y₁₀

P

y₉

T

y₈

b₁₀*

F

y₇

S

y₆

b₁₂*

D S

y₄

T S

b₁₆-H₂O

A

b₁₇

V K _

y₄
404.2504

b₄-H₂O
463.1225

b₅-H₂O
576.2065

y₆
592.3301

b₆*
659.3035

y₇
707.357

b₆-H₂O
739.2698

b₆
757.2804

y₁₄²⁺
791.8555

y₈
794.389

b₇*
826.3019

y₁₅²⁺
840.3818

y₁₆²⁺
923.881

y₉
941.4575

y₁₀
1042.505

y₁₁
1139.558

b₁₀*
1171.471

y₁₂*
1208.579

b₁₀
1269.448

y₁₂-NH₃
1289.53y₁₂

1306.556

y₁₃*
1371.643

b₁₂*
1373.53 y₁₃

1469.62

y₁₄
1582.704

y₁₅
1679.756

b₁₆-H₂O
1799.645

b₁₇
1916.724
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6119

HSP60; HSPD1

153.81

ITMS; CID; 2

_

y₁₁*

T

y₁₀*

V

y₉

b₃

I

y₈

b₄

I

y₇-NH₃

b₅

E

y₆

b₆

Q

b₇

S

y₄*

W

y₃*

b₉

G

y₂

b₁₀*

ph

S

b₁₁

P K _

y₂-NH₃
227.139

y₂
244.1656

y₃*
313.187

b₃
314.2074

y₄*
370.2085

y₃
411.1639

b₄
427.2915

y₄
468.1854

b₅-H₂O
538.3235

b₅
556.3341

y₁₀²⁺
612.7867

b₆
684.3927

y₆
741.2967

b₇
771.4247

y₇-NH₃
852.3288

b₉-H₂O
996.5149

y₈
998.3979

b₉
1014.525

b₁₀*
1083.547

y₉
1111.482

y₁₀*
1126.589

b₁₀
1181.524

y₁₀-NH₃
1207.539

y₁₀
1224.566

y₁₁*
1225.658

b₁₁
1278.577

y₁₁
1323.634
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6125

EIF5

79.57

ITMS; CID; 2

_ E A E E E
ph

S

y₁₇

ph

S

y₁₆

b₈*

G

y₁₅-NH₃

b₉*

G

y₁₄

b₁₀*

E

y₁₃

b₁₁*

E

y₁₂

b₁₂*

E

y₁₁

D

y₁₀

b₁₄*

E

y₉

b₁₅

D

y₈

b₁₆*

E

y₇

N

y₆

I

y₅

E

y₄

V

y₃

V Y S K _

y₃
405.2224

y₄
504.2908 y₁₀²⁺

602.3028

y₅
603.3592

y₆
732.4018

b₈*
783.2792

b₉*
840.3006

y₇
845.4858 y₈

959.5288

b₁₀*
969.3432

b₁₀*
1067.32

y₉
1088.571

b₁₁*
1098.386

b₁₁*
1196.363

y₁₀
1203.598

b₁₂*
1227.428

y₁₁
1332.641

y₁₂
1447.668

y₁₃-NH₃
1559.684

b₁₄*
1569.475

y₁₃
1576.71

b₁₄
1667.452

y₁₄-NH₃
1688.726

y₁₄
1705.753

b₁₆*
1715.567

b₁₅
1782.479

y₁₅-NH₃
1817.769

y₁₆
1891.817

y₁₇
1948.839
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6160

PRPF38A

119.38

ITMS; CID; 2

_ V S A

b₄

I

y₁₈²⁺

b₅

E

y₁₇²⁺

b₆

E

b₇

D

b₈

M

b₉

D

y₁₃

b₁₀

D

y₁₂²⁺

b₁₁

V

y₁₁*

b₁₂

E
ph

S

b₁₄*

ph

S

y₈

b₁₅

E

y₇

b₁₆

E

y₆

b₁₇²⁺

E

y₅

E

y₄

b₁₉²⁺

E

y₃

b₂₀²⁺

E

y₂

D E K _

y₂
284.1696

b₄
371.2289

y₃
399.1965

b₅
500.2715

y₄
528.2391

b₁₁²⁺
602.7555

b₆
629.3141

y₅
657.2817

b₇
744.341

y₆
786.3243

y₁₂²⁺
818.7493

b₈
875.3815

y₇
915.3669

b₉
990.4085

b₁₇²⁺
1027.839

y₈
1044.41

b₁₀
1105.435

y₁₇²⁺
1106.344

b₁₉²⁺
1156.882

y₁₈²⁺
1170.866

b₁₁
1204.504

b₂₀²⁺
1221.403

b₁₂
1333.546

y₁₁*
1409.472

b₁₄*
1569.566

y₁₃
1735.56

b₁₅
1796.586

b₁₆-H₂O
1907.618

b₁₆
1925.628
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6162

MAP4

109.83

ITMS; CID; 2

_ D G

y₁₁

b₃

V

y₁₀

b₄

I

y₉

b₅

T

y₈

b₆-H₂O

I

y₇

A

y₆*

N N

y₄*

b₁₀

V

y₃

b₁₁*

ph

T

b₁₂

P

b₁₃

A K _

b₃
272.1241

y₃
315.2027 b₄

385.2082

y₄*
398.2398

b₅-H₂O
468.2453

b₅
486.2558

y₄
496.2167

b₆-H₂O
581.3293

y₆*
611.3511

y₇
823.371

y₈
894.4081

b₁₀
997.5313

y₉
1007.492

b₁₁*
1080.568

y₁₀
1108.54

y₁₁
1221.624

b₁₂
1275.598 b₁₃

1346.635
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6163

ADE2; AIRC; PAICS; PAIS

43.99

ITMS; CID; 2

_

y₁₀*

E

y₉

a₂

V Y

y₇

b₄-H₂O

E

y₆

I

y₅

I

y₄*

b₇

D
ph

S

y₂

P G K _

a₂
201.1234

y₂
212.1485

y₄*
378.2227

y₄
476.1996

b₄-H₂O
503.2136

y₅
591.2265

y₆
704.3106

y₇
817.3947

b₇
862.4193 y₉

1109.501

y₁₀*
1110.592
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6175

C19orf21

168.5

ITMS; CID; 2

_

y₁₄-NH₃

A I

y₁₂

b₃*

ph

S

b₄*

S

y₁₀

b₅*

D

y₉

b₆*

S

y₈

b₇*

I

y₇

I

y₆

b₉*

S

y₅

b₁₀

P

y₄

b₁₁*

A

b₁₂

P

y₂

b₁₃

D

b₁₄*

A R _

y₂
246.1561

b₃*
254.1499

b₄*
341.1819

b₃
352.1268

b₅*
456.2089

y₄
458.2358

b₁₀²⁺
526.239

y₅
529.2729

b₆*
543.2409

b₅
554.1858

y₆
626.3257

b₇*
656.325

y₇
713.3577

y₈
826.4417

b₉*
856.4411

b₉-H₂O
936.4074

y₉
939.5258

b₉
954.418

b₁₁*
1024.531

y₁₀
1026.558

b₁₀
1051.471

b₁₁-H₂O
1104.497

b₁₁
1122.508

b₁₂
1219.561

y₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6182

ASYIP; NSPL2; RTN3

28.44

ITMS; CID; 2

ac

_ A E P S A A T Q

b₉-H₂O

S H

b₁₁

S I S

b₁₄-H₂O

S S S

y₂₂

b₁₇

F

b₁₈

G

y₂₀

b₁₉

A

y₁₉

b₂₀

E

y₁₈²⁺

b₂₁²⁺

P

y₁₇

S

y₁₆²⁺

b₂₃²⁺

A P G G G G

y₁₀

ph

S P G

y₇

b₃₂²⁺

A

y₆

C P A I G T K _

y₆
586.3559

y₁₆²⁺
732.3211

y₇
746.3865

y₁₈²⁺
811.3556

y₁₉²⁺
859.882

b₉-H₂O
867.3843

y₂₀²⁺
924.4033

y₁₀-NH₃
954.4713

y₁₀
971.4979

b₂₁²⁺
1036.464

b₁₁
1109.486

b₂₃²⁺
1115.498

b₁₄-H₂O
1378.623

b₁₄-NH₃
1379.607

b₃₂²⁺
1474.123

y₁₇
1534.672 b₁₇

1717.766

y₁₉
1718.757

b₁₈
1774.788

b₁₉
1845.825

y₂₀
1847.799

b₂₀
1974.868

y₂₂
1975.858
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6192

NOTCH2

146.2

ITMS; CID; 2

_ A E

b₃

D

y₁₂

b₄-H₂O

E

y₁₁*

b₅

A

y₁₀*

b₆

I

y₉*

b₇

I

y₈

b₈*

ph

S

y₇

E

y₆

b₁₀*

E

y₅

b₁₁

D

y₄

b₁₂*

D P

y₂

b₁₄*

I

b₁₅

D R _

y₂
290.1459

b₃
316.1139

b₄-H₂O
427.146

y₄-NH₃
483.2562

y₄
500.2827

b₅
516.1936

b₆-H₂O
611.2671

y₅
615.3097

b₆
629.2777

b₇-H₂O
724.3512

y₆
730.3366

b₇
742.3618

b₈*
811.3832

y₇
859.3792

b₈-H₂O
891.3496

y₈
988.4218

y₉*
1057.443

b₁₀*
1069.468 y₉

1155.42

y₁₀*
1170.527

y₁₀
1268.504

b₁₁
1282.472

y₁₁*
1283.611

b₁₂*
1299.522

y₁₁
1381.588

b₁₂
1397.499

y₁₂
1452.625

b₁₄*
1509.659

b₁₄
1607.636

b₁₅
1722.663
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6196

AATF; CHE1; DED; HSPC277

80.41

ITMS; CID; 2

_ Y

y₂₄²⁺

I

y₂₃²⁺

V

b₄

D

b₅

G

b₆

T

b₇

K

y₁₈²⁺

P

b₉-H₂O

N A G

b₁₂

S

y₁₃-NH₃

b₁₃²⁺

E

y₁₂

b₁₄

E

y₁₁*

b₁₅

I
ph

S

b₁₇-H₂O

ph

S E

y₇

b₁₉*

D D

y₅

E

y₄

I

y₃

V E E K _

y₃-NH₃
396.1856

y₃
413.2122

b₄-H₂O
473.2395

b₄
491.25

y₄
512.2806

b₅
548.2715

y₅
625.3647

b₆-H₂O
631.3086

b₆
649.3192

b₁₃²⁺
670.8322

b₁₄²⁺
735.3535

b₇
785.4283

b₁₅²⁺
791.8956

y₇
869.4342

b₉-H₂O
978.5135

y₁₈²⁺
1074.405

b₁₂-NH₃
1194.588

b₁₂
1211.615

y₁₁*
1251.547

y₂₃²⁺
1327.534

y₂₄²⁺
1377.068

y₁₁
1447.5

b₁₄
1469.7

y₁₂
1560.585

b₁₅
1582.784

y₁₃-NH₃
1672.601

b₁₇-H₂O
1898.77

b₁₉*
1964.896
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6201

ARHGEF2; KIAA0651; LFP40

89.66

ITMS; CID; 2

_ E P

b₃

A

y₂₁²⁺

b₄

I

y₂₀²⁺

P

y₁₉

I

y₁₈²⁺

b₇

E P

y₁₆-NH₃

D

b₁₀

S G G

b₁₃

N

b₁₄

T

y₁₀

b₁₅*

ph

S

b₁₆-H₂O

P

b₁₇*

G

y₇

b₁₈

V

y₆

T

y₅

A

y₄

N G

y₂

E A R _

y₂
246.1561

b₃
298.1397

b₄-H₂O
393.2132

b₄
411.2238

y₄
432.2201 y₁₀²⁺

486.2489

y₅
546.2631

y₆
617.3002

y₇
718.3478

b₇-H₂O
732.3927

b₇
750.4032

y₁₈²⁺
883.8707

b₁₈²⁺
899.8984

y₁₉²⁺
948.392

y₁₀
971.4905

y₂₀²⁺
1004.934

b₁₀
1049.515

y₂₁²⁺
1053.46

b₁₃
1277.601

b₁₄-NH₃
1361.622

b₁₄
1378.649

b₁₅*
1447.67

y₁₆-NH₃
1537.628

b₁₅
1545.647

b₁₇*
1601.744

b₁₆-H₂O
1624.689 b₁₈

1798.79

y₁₉
1895.777
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6205

HNRNPA2B1; HNRPA2B1

202.62

ITMS; CID; 2

_ G F

y₂₅²⁺

G

y₂₄²⁺

D

b₅-H₂O

G

y₂₂²⁺

b₆

Y

y₂₁²⁺

b₇

N

y₂₀

G

y₁₉²⁺

b₉

Y G G

b₁₂

G

y₁₅²⁺

P

y₁₄-NH₃

b₁₄

G

y₁₃²⁺

b₁₅

G

b₁₆

G

y₁₁²⁺

b₁₇

N

y₁₀

b₁₈

F

y₉

b₁₉

G

y₈*

b₂₀

G

y₇

b₂₁*

ph

S

y₆

P

y₅

G

y₄

b₂₄²⁺

Y

y₃

G G G R _

y₃
299.1701

y₇²⁺
337.1682

y₄
356.1916

b₅-H₂O
416.1565

y₈²⁺
420.6674

y₁₀²⁺
477.6889

y₅
519.2549

y₁₁²⁺
551.2231

b₁₂²⁺
551.7149

y₆
576.2764

b₆-H₂O
579.2198

b₆
597.2304

y₁₃²⁺
636.7553

y₇
673.3292

y₁₅²⁺
693.7767

b₇-NH₃
694.2467

b₇
711.2733

y₈*
742.3506

y₁₉²⁺
827.8353

y₉
897.349

b₉-H₂O
913.3475

b₉-NH₃
914.3315

b₉
931.3581

y₂₁²⁺
937.8777

y₁₀
954.3705

y₂₂²⁺
994.8992

b₁₂
1102.422

y₂₄²⁺
1104.942

b₂₄²⁺
1115.419

y₂₅²⁺
1162.455

b₁₄-H₂O
1238.486

b₁₄
1256.497

b₁₅-NH₃
1296.492

y₁₄-NH₃
1312.498

b₁₅
1313.518

b₁₆-NH₃
1353.513

b₁₆
1370.54

b₁₇-NH₃
1467.556

b₁₇
1484.583

b₁₈-NH₃
1614.624

b₁₈
1631.651 b₁₉

1688.672

b₂₀
1745.694 b₂₁*

1814.715

y₂₀
1817.727

b₂₁
1912.692
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6223

TP53BP1

161.35

ITMS; CID; 2

_ I D E

b₄

D G

b₆

E

y₁₆²⁺

N T

y₁₄²⁺

b₉

Q

b₁₀

I

y₁₂

b₁₁

E

b₁₂

D

y₁₀²⁺

b₁₃

T

y₉

b₁₄

E

y₈²⁺

P M

y₆

b₁₇

ph

S P

y₄

V

y₃

b₂₀²⁺

I N S K _

y₃
348.1878

y₄
461.2718

b₄
473.1878

y₈²⁺
478.2196

y₉²⁺
526.7459

y₁₀²⁺
591.2672

y₆
657.393

b₆
659.2519

b₁₃²⁺
730.8048

y₁₄²⁺
820.3679

y₁₆²⁺
934.921

b₉-H₂O
984.3905

b₉-NH₃
985.3745

b₁₇²⁺
992.8719

b₉
1002.401

y₉-NH₃
1035.458

y₉
1052.485

b₁₀
1115.485

b₂₀²⁺
1147.475

b₁₁
1244.528

b₁₂-H₂O
1341.544

b₁₂
1359.555

y₁₂
1397.602

b₁₃-H₂O
1442.592

b₁₃
1460.602

b₁₄-H₂O
1571.634

b₁₄-NH₃
1572.618

b₁₄
1589.645

b₁₇-H₂O
1966.726

b₁₇-NH₃
1967.71

b₁₇
1984.737
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6224

hucep-1; KIAA0409; NML; RRP8

31.18

ITMS; CID; 2

_ A I

b₃

E

b₄

A

y₂₂²⁺

b₅

A

b₆

ph

S I

b₈

ph

S Q H P P S

y₁₃²⁺

I C

b₁₆-H₂O

I

b₁₇

S

b₁₈²⁺

D S E

y₆²⁺

E

y₅

E

y₄

E

y₃

E

y₂

E R K _

y₂
303.2139

b₃
314.171

b₄-H₂O
367.1976

b₄
385.2082

y₆²⁺
410.1958

y₃
432.2565

b₅
456.2453

y₄
561.2991

b₆
623.2436

y₅
690.3417

y₁₃²⁺
820.3412

b₈
903.3261

b₁₈²⁺
1019.423

y₂₂²⁺
1373.551

b₁₆-H₂O
1817.769

b₁₇
1922.812
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6248

KIAA0663; ZC3H11A; ZC3HDC11A

98.83

ITMS; CID; 2

_ V E S S E

b₆

N

y₃₁²⁺

b₇

V

y₃₀²⁺

P

b₉

S

y₂₈²⁺

b₁₀

P

y₂₇²⁺

T

b₁₂

H

y₂₅²⁺

P P

b₁₅

V V

b₁₇

I

b₁₈

N A A

y₁₇*

b₂₁²⁺

D

y₁₆

D D

y₁₄*

E

y₁₃

D

y₁₂

D

y₁₁*

D

y₁₀*

b₂₈²⁺

D

y₉*

Q

y₈*

F

y₇

ph

S

y₆

E

y₅

E

y₄

G D E T K _

y₄
500.2442

y₅
557.2657

b₆-H₂O
628.2573

y₁₀²⁺
629.2417

b₆
646.2679

y₆
686.3083

b₇-H₂O
727.3257

b₇-NH₃
728.3097

b₇
745.3363

y₇
815.3509

y₈*
884.3723

b₁₇²⁺
885.4571

b₉-NH₃
912.3945

b₉
929.4211

y₈
982.3492

b₁₀
1026.474

y₉*
1031.441

b₂₁²⁺
1071.029

y₉
1129.418

y₁₀*
1159.499

y₁₀-NH₃
1240.45

b₁₂
1264.58

y₁₁*
1274.526

y₁₁
1372.503

y₂₅²⁺
1428.553

b₂₈²⁺
1480.631

y₁₂
1487.53

y₂₇²⁺
1545.609

b₁₅
1557.754

y₂₈²⁺
1596.132

y₁₃
1602.557

y₁₄*
1619.607

y₃₀²⁺
1688.175

y₃₁²⁺
1736.701

b₁₇
1769.907

b₁₈
1883.95

y₁₆
1961.654

y₁₇*
1978.704
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6257

KIAA0731; LARP; LARP1

67.5

ITMS; CID; 2

_ E S P

b₄

R P I Q

b₈

I P G

b₁₁

A

b₁₂

E

b₁₃²⁺

G P

b₁₅²⁺

A

b₁₆²⁺

I
ph

S

b₁₈

D G E E G G G

y₁₅²⁺

b₂₅²⁺

E P

b₂₇²⁺

G

y₁₂²⁺

b₂₈²⁺

A G

b₃₀²⁺

G

y₉

b₃₁²⁺

G

y₈

b₃₂²⁺

A

y₇

b₃₃²⁺

A

y₆

G

y₅

b₃₅²⁺

A

y₄

A

y₃

G A G R _

y₃
313.1858

y₄
370.2073

y₅
441.2444

y₁₂²⁺
441.7244

b₄
480.244

y₆-NH₃
495.2549

y₆
512.2815

y₁₅²⁺
554.2801

y₇
569.303

y₈
640.3401

b₁₂²⁺
643.3424

b₁₃²⁺
671.8531

y₉
711.3772

b₁₅²⁺
755.898

b₁₆²⁺
812.4401

b₈
931.5235 b₁₁

1156.635

b₂₅²⁺
1261.06

b₁₂
1285.677

b₂₇²⁺
1338.097

b₂₈²⁺
1373.615

b₃₀²⁺
1430.637

b₃₁²⁺
1459.147

b₃₂²⁺
1494.666

b₃₃²⁺
1530.185

b₃₅²⁺
1594.214

b₁₆-H₂O
1605.862

b₁₈-H₂O
1887.888

b₁₈
1905.898
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6281

HNRNPU; HNRPU; SAFA; U21.1

147.22

ITMS; CID; 2

_ I Q

y₂₉²⁺

b₃

A

y₂₈²⁺

b₄

A I

y₂₆²⁺

b₆

D

y₂₅²⁺

D E

y₂₃²⁺

E A G G

y₁₉

b₁₃

R

y₁₈²⁺

P

y₁₇*

A

y₁₆*

b₁₆

M

y₁₅²⁺

b₁₇

E

y₁₄

P

b₁₉

G

y₁₂*

b₂₀²⁺

N

y₁₁

G

y₁₀

ph

S

y₉

I

y₈

b₂₄²⁺

D

y₇

I

y₆

G

y₅

G

y₄

D

b₂₉²⁺

S A G R _

b₃
313.187

b₄
384.2241

y₄
390.2096

y₅
505.2365

y₆
562.258

b₆
612.3352

y₇
619.2794

y₁₄²⁺
678.283

y₁₅²⁺
726.8094

y₈
732.3635

y₁₆²⁺
791.3307

b₁₆²⁺
813.383

y₉
847.3904

b₁₇²⁺
877.9043

y₁₈²⁺
892.3695

y₁₉²⁺
940.8959

b₁₉²⁺
954.9414

y₁₀
960.4745

b₂₀²⁺
1011.963

y₁₂*
1086.517

y₂₃²⁺
1111.486

y₁₁
1127.473

y₁₂-NH₃
1167.468

b₂₄²⁺
1238.028

y₂₅²⁺
1240.529

y₂₆²⁺
1298.042

b₁₃
1326.628

y₁₄
1355.559

y₂₈²⁺
1412.098

y₂₉²⁺
1447.617

b₂₉²⁺
1452.621

y₁₆*
1483.677

b₁₆-H₂O
1607.748

y₁₇*
1614.718

b₁₆
1625.759

b₁₇-H₂O
1736.791

b₁₇
1754.801

y₁₉-NH₃
1863.758

y₁₉
1880.784
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1908.876
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6297

ASYIP; NSPL2; RTN3

134.61

ITMS; CID; 2

_ V

y₁₁*

b₂

E

y₁₀

b₃

G

y₉*

b₄
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y₈*

b₅
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y₇
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b₇
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y₄*

I

y₃

b₁₀*
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S

y₂

b₁₁²⁺

P

b₁₂-H₂O

S K _

b₂
229.1183

y₂
242.159

b₃
286.1397

y₃
339.2118

b₄
399.2238

y₄*
408.2333

y₄
506.2102

b₅
562.2871

y₉²⁺
567.2539

y₆*
608.3494

y₅
619.2942

b₁₁²⁺
645.7863

y₆
706.3262

b₇-H₂O
808.3876

b₇
826.3981

y₇
869.3896

y₈*
872.4604

y₈
970.4373

y₉*
1035.524

b₁₀*
1095.536

y₉
1133.501

y₁₁*
1205.629

y₁₀
1246.585

y₁₁
1303.606

b₁₂-H₂O
1359.587
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6299

AATF; CHE1; DED; HSPC277

73.28

ITMS; CID; 2

_ A G

y₁₆²⁺

D R N
ph

S

y₁₂-NH₃

E D

y₁₀

D

y₉

b₁₀

G

y₈

b₁₁

V

y₇

b₁₂

V

y₆

M

y₅

b₁₄²⁺

T F

b₁₆²⁺

S

b₁₇-NH₃

S

b₁₈²⁺

V K _

y₈²⁺
449.7388

b₁₀²⁺
549.1802

y₅
567.3137

b₁₁²⁺
598.7144

b₁₂²⁺
648.2486

y₆
668.3614

b₁₄²⁺
764.2927

y₇
799.4019

b₁₆²⁺
881.3429

y₈
898.4703

y₁₆²⁺
925.9031

b₁₈²⁺
974.3931

y₉-NH₃
980.5121

y₉
997.5387

y₁₀
1054.56

b₁₀
1097.353

b₁₁
1196.422

y₁₂-NH₃
1267.587

b₁₂
1295.49

b₁₇-NH₃
1831.684
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6304

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

120.66

ITMS; CID; 2

_ A G

y₂₀²⁺

M

y₁₉²⁺

b₄

S

y₁₈²⁺

S

y₁₇*
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N
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b₉
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y₁₃*

S

y₁₂
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y₁₀²⁺

b₁₃²⁺

V
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I

y₈²⁺

b₁₅

D

b₁₆-NH₃

A

y₆*

b₁₇*

V P R

y₃*

b₂₀*

T

y₂*

P
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S R _

y₂*
254.1487

b₄
347.1384

y₃*
351.2014

y₆²⁺
407.1977

y₈²⁺
492.2505

b₆-NH₃
531.1868

b₆
548.2133

y₉²⁺
549.764

y₁₀²⁺
606.306

b₇-NH₃
659.2454

b₁₃²⁺
663.7734

b₇
676.2719

y₁₂²⁺
704.3666

y₆*
715.4113

y₁₃²⁺
787.8658y₆

813.3882

b₉
876.388

y₁₆²⁺
931.4398

b₂₀²⁺
1044.987

y₁₈²⁺
1052.491

y₁₉²⁺
1096.007

y₂₀²⁺
1139.523

y₁₂
1407.726

y₁₄*
1465.802

y₁₃*
1476.747

b₁₅-H₂O
1536.64

b₁₅
1554.651

b₁₆-NH₃
1608.661

b₁₇*
1626.779

b₁₇-H₂O
1706.746

b₁₇-NH₃
1707.73

b₁₇
1724.756

y₁₇*
1793.977

b₂₀*
1990.989
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6344

C1orf193; C1orf60; INTS3

121.01

ITMS; CID; 2

_ D E

b₃

S C Y

y₁₆

D N

b₈

A

y₁₃²⁺

b₉

E

y₁₂

b₁₀

A

y₁₁

b₁₁

A

y₁₀*

b₁₂

F

b₁₃-H₂O
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S

y₈

D

b₁₅-H₂O

D

y₆

b₁₆-NH₃

E

y₅

E

y₄

D

y₃

b₁₉²⁺

I N S K _

b₃
332.1088

y₃-NH₃
339.1754

y₃
356.202

y₆²⁺
357.1814

y₄-NH₃
452.2595

y₄
469.286

b₉²⁺
542.6798

b₁₀²⁺
578.1984

y₅
584.313

b₁₁²⁺
613.7169

y₁₁²⁺
693.763

y₆
713.3556

y₁₂²⁺
729.2816

y₁₃²⁺
764.8002

b₈
955.3098

y₈
957.4251 b₉-NH₃

1067.326

b₉
1084.352

b₁₉²⁺
1128.875

b₁₀-NH₃
1138.363

y₁₀*
1141.474

b₁₀
1155.39

b₁₁-NH₃
1209.4

b₁₁
1226.427

y₁₀
1239.45

b₁₂
1373.495

y₁₁
1386.519

y₁₂
1457.556

b₁₃-H₂O
1522.483 b₁₅-H₂O

1752.537

y₁₆
1842.716

b₁₆-NH₃
1882.563
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6360

HSPC099; KIAA0460; RPRD2

232.28

ITMS; CID; 2

_

y₁₅²⁺

D

y₁₄²⁺

V

y₁₃*

b₃

E

y₁₂*

b₄

D

y₁₁*

b₅

M

y₁₀*

b₆

E

y₉*

b₇

I
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S

y₇

b₉

D

y₆

b₁₀*

V

y₅

b₁₁*

E

y₄

b₁₂*

D

y₃

b₁₃

D

b₁₄

G

b₁₅*

S K _

y₃
299.1805

b₃
344.1452

y₄
414.2074

b₄
459.1722

y₅
529.2344

b₅
590.2127

y₆
658.277

b₆-H₂O
701.2447

b₆
719.2552

y₇
757.3454

y₁₄²⁺
828.8073

b₇
832.3393

y₁₅²⁺
878.3415

y₉*
941.3938

y₉
1039.371

y₁₀*
1054.478

b₉
1114.365

b₁₀*
1115.456

y₁₀
1152.455

y₁₁*
1183.52

b₁₀
1213.433

b₁₁*
1244.499

y₁₁-NH₃
1264.471

y₁₂*
1314.561

b₁₁
1342.476

b₁₂*
1359.526

y₁₂
1412.538

y₁₃*
1429.588

b₁₂
1457.503

y₁₃
1527.565 b₁₃

1572.53

b₁₅*
1618.606

b₁₄
1629.551

b₁₅-H₂O
1698.572

b₁₅
1716.583
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6364

NAP1L4; NAP2

150.68

ITMS; CID; 2

_ E

y₂₃²⁺

F

y₂₂²⁺

b₃

I

y₂₁²⁺

b₄

T

y₂₀²⁺

G

y₁₉²⁺

b₆

D

y₁₈²⁺

b₇

V

y₁₇²⁺

b₈

E

y₁₆²⁺

P

y₁₅²⁺

T

y₁₄*

D A

b₁₃

E

y₁₁

S

y₁₀²⁺

b₁₅

E

y₉

W H
ph

S
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E N

y₄

E E E E K _

b₃-H₂O
372.1918

b₃
390.2023

b₄-H₂O
473.2395

b₄
491.25

y₄
542.2548

b₆-H₂O
645.2879

b₆
663.2984

y₁₀²⁺
702.7634

b₇-H₂O
744.3563

b₇
762.3668

y₆
785.3403

b₁₅²⁺
810.8492

b₈-H₂O
873.3989

b₈
891.4094

y₁₄²⁺
910.8405

y₁₅²⁺
968.354

y₁₆²⁺
1018.878

y₁₇²⁺
1067.404

y₁₈²⁺
1131.926

y₁₉²⁺
1181.46

y₉
1218.44

y₂₀²⁺
1238.973

y₂₁²⁺
1267.484

y₂₂²⁺
1318.008

y₂₃²⁺
1374.55

b₁₃
1404.617

y₁₁-NH₃
1516.536

y₁₁
1533.562

b₁₅
1620.691

y₁₄*
1722.697

y₁₄-NH₃
1803.647

y₁₄
1820.674
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6365

P23; PTGES3; TEBP

169.04

ITMS; CID; 2

_ D

y₁₃²⁺

b₂

W

y₁₂²⁺

b₃

E

y₁₁²⁺

D

y₁₀

D
ph

S

y₈-NH₃

b₇

D

y₇

b₈*

E

y₆

b₉*

D

b₁₀*

M

y₄

b₁₁

S

y₃

N

y₂

b₁₃²⁺

F D R _

a₂
274.1186

y₂
300.1542

b₂
302.1135

y₆²⁺
390.1726

b₃
431.1561

y₃
447.2226

y₄
561.2655

b₁₁²⁺
703.1923

y₁₁²⁺
710.7335 y₁₂²⁺

768.247

y₆
779.338

y₁₃²⁺
832.7683

b₁₃²⁺
833.748

y₇
894.365

b₇
943.2353

b₈*
974.301

y₈-NH₃
1006.381

b₈
1072.278

b₉*
1089.328

b₉
1187.305

b₁₀*
1220.368

b₁₀-H₂O
1300.335

y₁₀
1305.433

b₁₀
1318.345

b₁₁-H₂O
1387.367
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1405.377
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6376

CAPC; SMC4; SMC4L1

73.93

ITMS; CID; 2

_
ph

T E

b₃*

S

b₄*

P

y₁₃²⁺

A T

y₁₁²⁺

A

b₈*

A

y₉-NH₃

b₉

E

y₈

b₁₀

T

y₇

b₁₁

A

y₆

S E

y₄

b₁₄

E

y₃

I

y₂

D N R _

y₂-NH₃
272.1353

y₂
289.1619

b₃*
300.119

b₃-H₂O
380.0853

b₄*
397.1718

y₃
404.1888

y₄
517.2729

y₁₁²⁺
617.7809

y₁₃²⁺
703.8233

b₈*
711.3308

b₁₄²⁺
728.2798

y₆
775.3581

y₇
862.3901

b₉-H₂O
920.3397

y₈
933.4272

b₉
938.3503

y₉-NH₃
1017.448

b₁₀-H₂O
1021.387

b₁₀
1039.398

b₁₁
1110.435 y₁₃-NH₃

1389.613

b₁₄
1455.552
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6393

C8orf20; PP432; REEP4

88.57

ITMS; CID; 2

_ A G G I

b₅

Q D
ph

S

y₁₄

D

y₁₃-NH₃

ph

T

b₁₀

E

b₁₁

D

b₁₂*

E

y₉

b₁₃*

C

y₈

b₁₄

W

b₁₅²⁺

S

y₆

b₁₆

D

y₅

b₁₇²⁺

T

y₄

E

y₃

b₁₉²⁺

A

y₂

b₂₀²⁺

V P R _

y₂
282.18

y₃
381.2484

b₅
427.23

y₄
452.2855

y₉²⁺
535.7607

y₅
581.3281 y₆

682.3758

b₁₂²⁺
689.7078 y₈

884.4348

b₁₅²⁺
906.2788

b₁₆²⁺
963.7923

b₁₇²⁺
1014.316

y₉
1070.514

b₁₉²⁺
1114.356

b₁₀
1134.339

b₂₀²⁺
1163.89

b₁₁
1249.366

b₁₂*
1280.431

b₁₂
1378.408

b₁₃*
1440.462

b₁₃
1538.439

y₁₃-NH₃
1586.63

b₁₄-H₂O
1706.508

b₁₄
1724.518

y₁₄
1784.671

b₁₆-NH₃
1909.551

b₁₆
1926.577
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6420

ADAR2; NUP98

143.25

ITMS; CID; 2

_

y₁₂²⁺

N

y₁₁

b₂

I

y₁₀

b₃

N

y₉

b₄
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b₅

S

y₇
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y₆*

b₇-H₂O

I

y₅*

b₈-H₂O

F

y₄

b₉*

ph

S P

y₂

b₁₁*

V

b₁₂

N R _

b₂
228.1343

y₂
289.1619

b₃
342.1772

y₆²⁺
400.1786

b₄
456.2201

y₄
485.2831

b₅-NH₃
526.2256

b₅
543.2522

y₅*
554.3045

y₅
652.2814

y₁₁²⁺
671.301

y₆*
701.3729

y₁₂²⁺
727.843

b₇-H₂O
752.3686

y₆
799.3498

b₈-H₂O
899.437

b₈-NH₃
900.421

y₇
912.4339

b₉*
986.469

y₈
1026.477

y₉
1113.509

b₁₁*
1182.59

y₁₀-NH₃
1210.525

y₁₀
1227.552

y₁₁
1341.595

b₁₂-NH₃
1377.583

b₁₂
1394.61
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6427

SF1; ZFM1; ZNF162

67.25

ITMS; CID; 2

_ T G

y₂₃²⁺

D

y₂₂²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6514

KIAA1185; LRRC47

157.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6587

DNCLI1; DYNC1LI1

55.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6592

KIAA1125; PRKCBP1; RACK7; ZMYND8

82.35

ITMS; CID; 2

_ E

y₁₇

I S

b₄-H₂O

E

b₅

S

y₁₃²⁺

V Q

b₈

Q

y₁₀

b₉

Q

y₉

b₁₀-H₂O

S

y₈*

b₁₁

T P

y₆

b₁₃-NH₃

V P

b₁₅

I I

y₂

ph

S P K _

y₂
252.1798

y₆²⁺
371.7031

b₄-H₂O
441.198

y₈²⁺
469.7637

b₉²⁺
515.246

b₅-H₂O
528.23

b₅
546.2406

b₁₁²⁺
609.2859

y₆
742.399

y₁₃²⁺
755.8915

y₈*
840.5433

b₈
901.4262

y₈
938.5202

y₁₇²⁺
956.979

b₉
1029.485

y₉
1039.568

b₁₀-H₂O
1098.506

b₁₀-NH₃
1099.49

y₁₀
1126.6

b₁₁-H₂O
1199.554

b₁₁
1217.564

b₁₃-NH₃
1396.659

b₁₅
1623.822

y₁₇
1912.951

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
500

1000
1500

2000
2500

Intensity

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6603

EHD2; PAST2

48.66

ITMS; CID; 2
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b₁₀
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b₁₁
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y₁₂
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b₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6610

NEXN

37.33

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6629

CCDC55

154.19

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6666

VDAC2

101.43

ITMS; CID; 2

_

y₁₂

I

y₁₁*

T

y₁₀*

b₃-H₂O

F

y₉

b₄

D

y₈

b₅

T

y₇

T

y₆*

b₇-H₂O

F

y₅

ph

S

y₄

P

y₃

b₁₀²⁺

N

b₁₁*

T G K _

y₃
313.1961

b₃-H₂O
344.1969

y₄
427.2391

b₄
477.2344

y₅
524.2918

b₅-H₂O
560.2715

b₅
578.2821

y₆*
593.3133

b₁₀²⁺
602.7497

y₁₁²⁺
651.7783

y₆
691.2902

b₇-H₂O
808.3876

y₇
838.3586

y₈
939.4063

y₉
1040.454

y₁₀*
1057.504

y₁₀-NH₃
1138.454

y₁₀
1155.481

y₁₁*
1204.572

b₁₁*
1207.563 y₁₁-NH₃

1285.523

b₁₁-H₂O
1287.529

y₁₁
1302.549

y₁₂
1403.597

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2000

4000
6000

8000

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6720

TP53BP1

49.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6744

CAPZA2

125.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6750

BYSL

179.46

ITMS; CID; 2

_ M

y₁₆²⁺

P

y₁₅*

Q

y₁₄*

b₄

D

y₁₃*

G

y₁₂

b₆*

ph

S

y₁₁

b₇*

D

y₁₀

D

y₉

b₉*

E

y₈

b₁₀*

D

y₇

E

y₆

b₁₂*

E

y₅

b₁₃*

W

y₄

P

b₁₅-H₂O

T

b₁₆*

I

b₁₇*

E K _

b₄
472.186

y₄
498.3013

y₉²⁺
577.7764

y₅
595.3541

b₆*
598.229

b₇*
713.2559

b₁₂²⁺
714.7109

y₆
781.4334

y₇
910.476

b₉*
957.3255

y₁₆²⁺
990.8773

y₈
1039.519

b₉
1055.302

b₁₀*
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b₁₂
1428.414 y₁₂

1513.642

b₁₃*
1516.517

y₁₃*
1582.663

b₁₃-H₂O
1596.483

b₁₃
1614.494

y₁₄*
1639.685

y₁₄
1737.662

y₁₅*
1754.712

b₁₅-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6773

QSCN6L1; QSOX2; SOXN

120.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6788

CLCI; CLNS1A; ICLN

34.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6830

SIR2L1; SIRT1

129.02

ITMS; CID; 2
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_
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y₂
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b₃
358.1245
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377.6895

y₄
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y₁₃²⁺
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y₁₈²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6834

RAB11FIP1; RCP

62.1

ITMS; CID; 2

_ D S G S D
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b₁₁-H₂O
1000.458
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b₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6851

CEP152; KIAA0912

81.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6855

PCNP

71.66

ITMS; CID; 2

_ T I
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6856

EPIPL; EPPK1

66.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6866

AHCTF1; ELYS; MSTP108; TMBS62

95.5

ITMS; CID; 2

_ I
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P

y₁₇²⁺

b₃

I

b₄-H₂O

S

y₁₅

b₅

D

y₁₄²⁺

b₆*

ph

S

b₇²⁺

P P

y₁₁

D

y₁₀

T

y₉

b₁₁*

Q

y₈²⁺

b₁₂*

E

y₇

b₁₃

I

y₆

b₁₄²⁺

H

y₅

V

y₄

I E Q E K _

b₃
324.2282

b₄-H₂O
393.2496

b₇²⁺
395.6728

y₇²⁺
445.7447

y₈²⁺
502.2867

b₅
526.2871

y₄
541.2708

b₆*
595.3086

y₅
654.3548

y₁₁²⁺
681.3612

y₆
753.4232

b₁₄²⁺
805.8585

y₁₄²⁺
835.9274

y₇
890.4822

y₁₅²⁺
919.4266 y₁₇²⁺

1020.456

y₁₈²⁺
1076.998

y₉
1132.609

b₁₁*
1133.547

y₁₀
1260.667

b₁₂*
1262.59

b₁₂-NH₃
1343.54

b₁₂
1360.567

y₁₁
1361.715

b₁₃
1473.651 y₁₅

1837.846

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6876

NOL5A; NOP56

76.15

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6901

ARHGEF10; KIAA0294

95.93

ITMS; CID; 2
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b₄-H₂O
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839.4133

b₁₄²⁺
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y₁₄²⁺
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y₁₅²⁺
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b₈
980.3592

y₁₇²⁺
1008.89

b₉
1109.402

y₁₉²⁺
1137.933

y₂₀²⁺
1202.454

b₁₀
1238.444

b₂₂²⁺
1329.469

b₁₂
1424.508

b₂₆²⁺
1535.549

b₁₃
1552.567

b₁₄-NH₃
1682.609

b₁₄
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b₁₅-NH₃
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b₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6904

CCDC43

89.98

ITMS; CID; 2
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b₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6909

FMR1L2; FXR2

82.41

ITMS; CID; 2
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b₁₆²⁺
885.3546
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y₉
1033.555

y₁₈²⁺
1050.967
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1059.342

b₁₀*
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y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6924

CBP80; NCBP; NCBP1

67.96

ITMS; CID; 2
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y₁₃²⁺
798.3767

y₁₄²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6936

C20orf158; DATF1; DIDO1; KIAA0333

80.91

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6940

FERMT2; KIND2; MIG2; PLEKHC1

163.99

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

6952

C21orf50; DBP5; HSPC310; HSPC312; KIAA1019; NREBP; SON

43.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7012

G3BP2; KIAA0660

114.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7040

KIAA0035; NOLC1; NS5ATP13

143.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7052

EPLIN; LIMA1; PP624; SREBP3

86.08

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7066

C11orf23; KIAA1558; PP6R3; SAPL; SAPS3

209.45

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7070

BCLAF1; BTF; KIAA0164

97.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7081

KIAA0731; LARP; LARP1

97.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7120

ARHGAP35; GRF1; GRLF1; KIAA1722

36.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7148

D16S2531E; SNT2B2; SNTB2; SNTL

139.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7169

BM-036; C14orf11; EAPP

93.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7188

KIAA0536; PRP4; PRP4H; PRP4K; PRPF4B

73.14

ITMS; CID; 2
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b₁₀-H₂O

V A D

y₉²⁺

N

y₈²⁺

b₁₄

D

y₇

b₁₅

I

y₆

b₁₆

T

b₁₇

P

b₁₈²⁺

ph

Y

y₃

b₁₉²⁺

I V S R _

b₂
274.122

y₃
361.2194

y₆²⁺
407.6966

y₇²⁺
458.2204

y₈²⁺
514.7625

y₉²⁺
572.2759 b₁₄²⁺

745.3043

b₁₅²⁺
801.8463

y₆
814.3859

y₇
915.4336

b₁₈²⁺
1022.411

b₁₀-H₂O
1056.457

b₁₉²⁺
1078.953

y₂₀²⁺
1122.502 b₁₄

1489.601

b₁₅
1602.685

b₁₆-H₂O
1685.722

b₁₆
1703.733

b₁₇
1800.786

y₁₈-NH₃
1964.875
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7207

GAL; GAL1; GALN; GLNN

158.29

ITMS; CID; 2

_ I

y₁₄*

I

y₁₃

b₃

D

y₁₂*

b₄

I

y₁₁

P

y₁₀*

A

y₉*

A

y₈*

A

y₇

b₉*

ph

S

y₆

S

y₅

b₁₁

E

y₄

D

y₃

b₁₃*

I

b₁₄*

E

b₁₅²⁺

R S _

b₃
342.2023

y₃
391.1936

b₄
455.2864

y₄
504.2776

y₁₁²⁺
608.2481

y₅
619.3046

y₁₂²⁺
656.7745

y₁₃²⁺
713.3165

y₆
748.3472

b₁₅²⁺
831.3927

b₉*
834.472

y₇
835.3792

y₈*
904.4007

y₉*
975.4378

y₈-H₂O
984.367

y₈
1002.378

y₁₀*
1046.475

y₉
1073.415

y₁₀-H₂O
1126.441

y₁₀
1144.452

b₁₁
1148.523

y₁₂*
1214.565

y₁₁
1215.489

b₁₃*
1278.658

y₁₂
1312.542

b₁₃
1376.635

b₁₄*
1407.7

y₁₃
1425.626

y₁₄*
1442.676

y₁₄
1540.653
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7213

GIGYF2; KIAA0642; PERQ2; TNRC15

178.71

ITMS; CID; 2

_ A

y₁₇*

I S

b₄

S G

y₁₃

b₆

G

y₁₂

b₇-H₂O

S

y₁₁*

b₈

I

y₁₀*

b₉

T

y₉*

b₁₀*

ph

S

y₈²⁺

P P

y₆*

b₁₃

I

y₅

b₁₄*

ph

S

y₄

b₁₅*

P

y₃

b₁₆*

A

b₁₇*

I

b₁₈

P K _

b₄
359.1925

y₃
365.2638

y₄
436.3009

y₈²⁺
455.7481

b₆
473.2354

y₅
533.3537

b₇-H₂O
542.2569

y₆*
602.3752

y₁₁²⁺
638.2975

b₈-H₂O
655.341

b₈
673.3515

y₆
700.3521

y₁₃²⁺
738.3555

b₉-H₂O
756.3886

b₉
774.3992

b₁₀*
843.4207

y₉*
909.5648

b₁₀
941.3976

y₉
1007.542

y₁₀*
1076.563

y₁₀
1174.54

y₁₁*
1177.611

b₁₃
1248.587

y₁₁
1275.588

b₁₄*
1317.609

y₁₂-NH₃
1371.645

b₁₆*
1387.722

y₁₂
1388.672

b₁₅*
1414.661

y₁₃
1475.704

b₁₆*
1485.699

b₁₇*
1500.806

b₁₆
1583.675

b₁₇*
1598.783

y₁₇*
1665.834

b₁₇-H₂O
1678.749

b₁₇
1696.759

y₁₇
1763.811

b₁₈
1793.812
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7234

EEF1D; EF1D

123.43

ITMS; CID; 2

_

y₂₄²⁺

P A

y₂₂²⁺

T P A

b₆

E D D

y₁₆-NH₃

b₉

E

b₁₀

D D

y₁₃*

b₁₂

D

y₁₂

b₁₃

I

y₁₁*

b₁₄

D

y₁₀

b₁₅

I

y₉*

b₁₆

F

y₈

G
ph

S

y₆

D N

y₄

b₂₁²⁺

E

y₃

E

y₂

E D K _

y₂
270.1539

y₃
399.1965

y₄
528.2391

b₆
567.2773

y₁₀²⁺
629.2236

y₁₁²⁺
685.7656

b₁₃²⁺
692.773

y₁₂²⁺
743.2791

b₁₄²⁺
750.2864

y₆
771.3247

b₁₅²⁺
806.8285

b₁₆²⁺
880.3627

b₉
926.3738

y₉*
1012.395

b₁₀
1041.401

y₈
1053.35

y₉
1110.371

b₂₁²⁺
1171.429

y₁₀
1257.44

b₁₂
1271.455

y₁₁*
1272.547

y₂₂²⁺
1300.476

b₁₃-H₂O
1366.528

b₁₃
1384.539

y₂₄²⁺
1386.518

y₁₂
1485.551

b₁₄
1499.566

y₁₃*
1500.658

b₁₅-H₂O
1594.639

b₁₅
1612.65

b₁₆
1759.718 y₁₆-NH₃

1926.689
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7254

MPHOSPH8; MPP8

310.3

ITMS; CID; 2

_ G A

y₁₇²⁺

E

y₁₆*

b₄

A

y₁₅*

b₅

F

y₁₄*

b₆

G

y₁₃*

b₇

D

y₁₂

b₈*

ph

S

y₁₁

b₉*

E

y₁₀

b₁₀*

E

y₉

b₁₁*

D

y₈

b₁₂-H₂O

G

y₇

b₁₃*

E

y₆

b₁₄*

D

y₅

b₁₅*

V

y₄

b₁₆*

F

y₃

b₁₇*

E

b₁₈*

V

b₁₉*

E K _

b₄
329.1456

y₃
383.238 b₅-H₂O

458.2034

b₅
476.214

y₄
512.2806

b₆
533.2354

b₇
648.2624

y₅
659.349

b₈*
717.2838

y₆
758.4174

b₉*
846.3264

y₇
873.4444

y₁₆²⁺
959.8715

b₁₀*
975.369

y₁₇²⁺
995.3901

y₈
1002.487

y₉
1059.508

b₁₁*
1090.396

y₁₀
1174.535

b₁₁
1188.373

b₁₂-H₂O
1227.384

b₁₃*
1276.46

y₁₁
1303.578

b₁₃-H₂O
1356.426

b₁₃
1374.437

b₁₄*
1391.487

y₁₂
1432.621

b₁₄-H₂O
1471.453

b₁₄
1489.464

b₁₅*
1490.555

y₁₃*
1501.642

b₁₅-H₂O
1570.522

b₁₅
1588.532

y₁₃
1599.619

y₁₄*
1616.669

b₁₆*
1637.624

y₁₅*
1673.69

y₁₄
1714.646

b₁₆
1735.601

b₁₇*
1766.666

y₁₅
1771.667

y₁₆*
1820.759

b₁₇-H₂O
1846.633

b₁₇
1864.643

b₁₈*
1865.735

y₁₆
1918.736

b₁₈-H₂O
1945.701

b₁₈
1963.712

b₁₉*
1994.777
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7269

MPHOSPH8; MPP8

138.19

ITMS; CID; 2

_ G

y₁₇²⁺

Y

y₁₆²⁺

b₃

T

y₁₅²⁺

b₄-H₂O

ph

S

y₁₄²⁺

b₅-H₂O

D

y₁₃²⁺

b₆*

D

y₁₂

b₇

D

y₁₁

T

y₁₀

W

y₉

b₁₀

E

b₁₁

P

y₇

b₁₂

E

b₁₃

I H

y₄

I

y₃

b₁₆²⁺

E

y₂

D C K _

y₂-NH₃
298.1311

y₂
315.1577

b₃
322.1397

b₇²⁺
417.6131

y₃
430.1846

y₇²⁺
461.7308

b₄-H₂O
471.1275

y₄
559.2272

y₉²⁺
574.7784

b₅-H₂O
586.1545

b₆*
621.2151

y₁₀²⁺
639.2997

b₇
834.2189

y₁₃²⁺
840.3767

y₁₄²⁺
897.8902

y₇
922.4542

y₁₅²⁺
955.4036

b₁₆²⁺
984.8804

y₁₆²⁺
1038.903

y₁₇²⁺
1089.427

y₉
1148.55

b₁₀-H₂O
1232.378

b₁₀
1250.389

y₁₀
1277.592

b₁₁
1347.441

b₁₂-H₂O
1458.473

y₁₁
1463.671

b₁₂
1476.484

y₁₂
1564.719

b₁₃
1589.568
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7347

TTF1

283.07

ITMS; CID; 2

_

y₁₅²⁺

D

y₁₄*

I

y₁₃*

b₃

F

y₁₂*

b₄

Y

y₁₁*

b₅

Y

y₁₀*

b₆

E

y₉

D

y₈*

b₈

D

y₇

b₉*

ph

S

y₆

b₁₀*

E

y₅

G

y₄

b₁₂*

E

y₃

b₁₃

D

b₁₄*

I

b₁₅*

E K _

b₃
376.1867

y₃
389.2395

y₄
504.2664

b₄
539.25

y₅
633.309

y₆
690.3305

b₅
702.3134

y₁₂²⁺
754.7692

y₇
819.3731

b₆
831.3559

y₁₃²⁺
836.3009

y₈*
888.3945

y₁₄²⁺
909.8351

y₁₅²⁺
966.3772

y₈
986.3714

b₈-H₂O
1043.399

b₈
1061.41

y₉
1101.398

y₁₀*
1118.448

b₉*
1130.431

y₁₀-NH₃
1199.399y₁₀

1216.425

y₁₁*
1247.491

b₁₀*
1259.474

y₁₁-NH₃
1328.441

y₁₁
1345.468

y₁₂*
1410.554

b₁₂*
1445.538

y₁₂
1508.531

b₁₂
1543.515

y₁₃*
1573.618

b₁₃
1658.542

y₁₃
1671.595

b₁₄*
1673.649

y₁₄*
1720.686

b₁₄-H₂O
1753.615

b₁₄
1771.626

b₁₅*
1802.692

y₁₄
1818.663

b₁₅-H₂O
1882.658

b₁₅
1900.668
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7396

HSPC006; STIP; TFIP11

102.78

ITMS; CID; 2

_ T

y₂₁²⁺

T

b₃-H₂O

Q S

b₅

M

y₁₇²⁺

b₆

Q

y₁₆²⁺

b₇

D

b₈

F

y₁₄*

b₉

P

y₁₃*

b₁₀

V

y₁₂*

b₁₁

V

y₁₁-NH₃

b₁₂

D
ph

S

y₉

b₁₄-H₂O

E

y₈

E

y₇

b₁₆-H₂O

E

y₆

A

y₅

b₁₈²⁺

E

y₄

E

y₃

b₂₀²⁺

E

y₂

F Q K _

y₂
283.1856

b₃-H₂O
313.1506

y₃
430.254

b₅
549.2337

y₄
559.2966

b₆
677.2923

y₅
688.3392

y₁₂²⁺
779.2896

b₇
792.3192

y₆
817.3818

y₁₃²⁺
828.8238

y₁₄²⁺
878.358

y₇
888.4189

b₈
939.3877

y₁₆²⁺
1000.419

y₈
1017.461

b₉-H₂O
1018.43

b₉
1036.44

b₁₈²⁺
1052.409

y₁₇²⁺
1057.932

b₁₀-H₂O
1117.498

b₁₀
1135.509

y₉
1146.504

b₂₀²⁺
1181.451

b₁₁
1234.577

y₂₁²⁺
1295.027

b₁₂
1349.604

y₁₁-NH₃
1425.518

y₁₂*
1459.595

y₁₂
1557.572

y₁₃*
1558.663

b₁₄-H₂O
1627.635

y₁₃-NH₃
1639.614

y₁₄*
1657.732

b₁₆-H₂O
1885.72
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7410

KIAA0690; RRP12

142.99

ITMS; CID; 2

_ G D S

y₁₈²⁺

I

b₅

E

y₁₆*

E

y₁₅*

b₇

I

y₁₄*

b₈

I

y₁₃*

b₉

A

y₁₂*

b₁₀

D

y₁₁

ph

S E

y₉

b₁₃*

D

y₈

b₁₄*

E

y₇

E

y₆

b₁₆²⁺

D

y₅

N

y₄

b₁₈*

E

y₃

E E E R _

y₃
443.2124

b₅
502.2144

y₄
572.255

y₅
701.2976

b₇-H₂O
726.3305

b₇
744.341

y₆-NH₃
798.314

y₆
815.3405

b₈-H₂O
839.4145

b₈
857.4251

b₁₆²⁺
914.3382

b₉
928.4622

y₇
930.3675

b₁₀-H₂O
1025.479

b₁₀
1043.489

y₈
1059.41

y₁₈²⁺
1135.423

y₉-NH₃
1171.426

y₉
1188.453

b₁₃*
1356.58

y₁₁
1432.522

b₁₃
1454.557

b₁₄*
1485.623

y₁₂*
1501.544

y₁₂
1599.521

y₁₃*
1616.571

y₁₄*
1687.608

y₁₃
1714.547

y₁₄
1785.585

y₁₅*
1800.692

b₁₆-H₂O
1809.659

y₁₅
1898.669

y₁₆*
1913.776

b₁₈*
1972.778
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7413

HRMT1L3; PRMT3

76.44

ITMS; CID; 2

_ G A

y₃₀²⁺

V

y₂₉²⁺

E

b₅-NH₃

N

b₆-H₂O

E E

y₂₅²⁺

D

y₂₄²⁺

b₉

I

y₂₃²⁺

P

b₁₁-H₂O

E

y₂₁²⁺

I S

y₁₉²⁺

b₁₄

D

y₁₈-NH₃

ph

S

b₁₆

G

y₁₆

D

y₁₅²⁺

b₁₈

E

b₁₉²⁺

A

y₁₃²⁺

b₂₀²⁺

A

y₁₂²⁺

W E

y₁₀

D

y₉-NH₃

b₂₄²⁺

E

y₈

D

y₇

D

y₆

A

y₅

D

y₄

I P H G K _

y₄
446.2601

b₅-NH₃
454.1932

y₅
559.3442

b₆-H₂O
582.2518

y₆
674.3711

y₁₂²⁺
674.7908

y₇
745.4083

y₁₃²⁺
767.8304

y₁₅²⁺
838.8675

y₈
860.4352

y₁₆²⁺
903.3888

b₉-H₂O
939.4054

b₉-NH₃
940.3894

b₉
957.416

y₉-NH₃
958.4356

b₁₉²⁺
1019.394

b₂₀²⁺
1054.913

y₁₉²⁺
1072.912

y₁₀
1104.505

b₁₁-H₂O
1165.501

b₁₁-NH₃
1166.485

y₂₁²⁺
1173.942

y₂₃²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7444

DDX13; SKI2W; SKIV2; SKIV2L; W

45.08

ITMS; CID; 2
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y₂
260.1969

b₄*
341.1819
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b₅-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7452

BCLAF1; BTF; KIAA0164

90.11

ITMS; CID; 2
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201.1234

b₂
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b₃-H₂O
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b₃
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491.2136
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y₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7474

FBX20; FBXO20; KIAA0858; LMO7

63.04

ITMS; CID; 2

_ E G
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302.1954
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b₈²⁺
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b₇*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7498

GTPBP1

40.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7514

MAP4

173.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7531

AHNAK; PM227

44.29

ITMS; CID; 2

_ I
ph
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b₆*
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y₁₁²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7542

CTR9; KIAA0155; SH2BP1

62.61

ITMS; CID; 2

_ K G G

y₁₇*

E F

b₆²⁺

D

b₇

E

y₁₃*

F

y₁₂

b₉

V

b₁₀

N

b₁₁

D D

y₈

ph

T D

y₆

b₁₅²⁺

D

y₅

b₁₆²⁺

D

y₄

b₁₇²⁺

I

b₁₈*

P

y₂

I S K _

y₂
242.159

b₆²⁺
321.6523

y₄
452.2959
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7545

FLN1L; FLN3; FLNB; TABP; TAP

98.51

ITMS; CID; 2

_ A

y₁₄
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b₄*
337.187

y₆²⁺
385.7015

b₅*
408.2241

b₉²⁺
425.689

b₄
435.1639

b₁₀²⁺
482.231

y₄
495.3381

b₅
506.201 b₇*

608.3402

b₈*
665.3617

y₇
883.4797

y₈
970.5117

y₉
1027.533

y₁₀-NH₃
1109.575

y₁₀
1126.602

y₁₁
1227.649

b₁₂
1238.512

y₁₂
1298.686

b₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7563

MFAP1

220.86

ITMS; CID; 2

_ I

y₁₈²⁺
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b₈-H₂O
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y₉
1138.444

y₁₁*
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1322.492

y₁₃*
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y₁₁
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b₁₄*
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b₁₅*
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y₁₄
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y₁₅*
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b₁₅
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y₁₅
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b₁₈*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7620

EEF1B; EEF1B2; EF1B

111.67

ITMS; CID; 2

_ Y G P

y₃₄²⁺
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y₃₂²⁺
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b₃₁²⁺

E
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E E S E E A K _

y₇²⁺
415.1869

b₈²⁺
424.1771

b₅-H₂O
486.1983

b₅
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b₆-H₂O
585.2667

b₆
603.2773

b₁₃²⁺
625.7622

b₇
732.3199

y₇
829.3665 b₁₉²⁺
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b₂₀²⁺
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b₁₀
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b₂₁²⁺
1053.429

y₉
1073.436

b₂₂²⁺
1110.943

b₁₂-H₂O
1175.485

b₁₂
1193.496

b₂₄²⁺
1224.998

y₂₂²⁺
1292.501

y₁₂*
1314.506

y₁₂
1412.483

b₁₅
1422.602 y₁₃*

1461.574

b₁₆
1537.629

y₁₃
1559.551

y₁₄*
1574.658

y₃₀²⁺
1637.642

b₃₁²⁺
1646.632

y₁₅*
1689.685

b₃₂²⁺
1711.154

y₃₂²⁺
1759.677

b₁₈
1760.77

y₁₅-NH₃
1770.636

y₁₅
1787.662

y₃₄²⁺
1866.725

y₁₆
1900.746

y₁₇*
1917.796
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7648

AHNAK; PM227

88.77

ITMS; CID; 2

_ I

y₁₂
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1118.522
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7650

KIAA1321; NUFIP2; PIG1

76.33

ITMS; CID; 2

_ N

y₈*

D

y₇

b₃*

ph
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b₄*

W G

y₄

S

y₃

b₇*
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b₃-H₂O
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b₄*
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b₇*
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b₈*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7666

CHD8; HELSNF1; KIAA1564

121.79

ITMS; CID; 2

_ D

y₁₇²⁺

b₂

D

y₁₆²⁺

b₃
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y₂
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b₁₅²⁺
942.8028

y₁₅²⁺
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y₁₆²⁺
1048.416

y₈
1083.41

y₁₇²⁺
1105.93

b₁₀
1229.461

y₁₀
1325.537

b₁₂*
1329.548

b₁₁
1358.504

b₁₂*
1427.525

y₁₁
1440.564

b₁₃
1654.545

b₁₄
1769.571

y₁₄-NH₃
1866.647
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7689

RNF113; RNF113A; ZNF183

118.37

ITMS; CID; 2

_ A A Y G D

y₁₈²⁺

b₆

I
ph

S
ph

S

b₉*

E

b₁₀

E

b₁₁

E

b₁₂*

E

y₁₁

b₁₃

E

y₁₀

b₁₄

N

y₉

b₁₅*

E P

y₇

E

y₆

S

y₅

I

y₄

G

y₃

V

y₂

b₂₂²⁺

V Y K _

b₆²⁺
296.1423

y₂
318.1903

y₃
417.2587

y₉²⁺
500.2837

y₄
516.3272

y₅
573.3486

b₆
591.2773

y₁₁²⁺
621.8264

y₆
686.4327

y₇
773.4647

b₉*
858.3628

b₁₅²⁺
907.2899

y₉
999.5601

b₉
1054.317

y₁₈²⁺
1111.431

y₁₀
1128.603

b₁₀
1183.359

y₁₁
1242.646

b₂₂²⁺
1247.975

b₁₁
1312.402

b₁₂*
1343.467

b₁₂
1441.444

b₁₃
1570.487

b₁₄-NH₃
1667.503

b₁₄
1684.53

b₁₅*
1715.596

b₁₅-NH₃
1796.546

b₁₅
1813.573
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7715

BIND1; PTPLAD1

162.49

ITMS; CID; 2

_

y₁₁

W

y₁₀*

b₂

I

y₉*

b₃

D

y₈*

E

y₇

b₅*

ph

S

y₆

b₆

D

y₅

b₇*

A

y₄

b₈*

E

y₃

b₉*

M

y₂

b₁₀*

E

b₁₁*

I R _

a₂
272.1757

y₂
288.203

b₂
300.1707

b₆²⁺
413.6364

b₃
415.1976

y₃
417.2456

y₄
548.2861

b₅*
613.2617

y₅
677.3287

y₆
748.3658

b₇*
799.3257

b₆
826.2655

y₇
863.3927

b₈*
928.3683

y₈*
932.4142

y₈
1030.391

b₉*
1059.409

y₉*
1061.457

y₉-NH₃
1142.407

y₉
1159.434

y₁₀*
1176.484

b₁₀*
1188.451

y₁₀
1274.461

b₁₁*
1301.535

y₁₁
1387.545

b₁₁
1399.512
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7744

CTNNA1

181.72

ITMS; CID; 2

_ T P

b₃

E

b₄

E

b₅

I D D
ph

S

b₉*

D

y₈

b₁₀*

F

y₇

b₁₁*

E

y₆

b₁₂*

T

y₅

b₁₃

E

y₄

b₁₄

D

y₃

b₁₅²⁺

F

y₂

b₁₆

D

b₁₇*

V R _

y₂
274.1874

b₃
328.1503

y₃
389.2143

y₇²⁺
441.2036

b₄
457.1929

y₄
536.2827

b₅-H₂O
552.2664

b₅
570.277

b₁₀²⁺
615.2159

y₅
651.3097

y₆
780.3523

b₁₃²⁺
794.7824 b₁₄²⁺

852.2958

y₇-NH₃
864.3734

y₇
881.3999

b₁₅²⁺
925.83

b₉*
984.3793

y₈
1010.443

b₁₇²⁺
1032.878

b₉
1082.356

b₁₀*
1131.448

b₁₀-H₂O
1211.414

b₁₀
1229.425

b₁₁*
1260.49

b₁₁-H₂O
1340.457

b₁₁
1358.467

b₁₂*
1361.538

b₁₂-H₂O
1441.504

b₁₂
1459.515

b₁₃-H₂O
1570.547

b₁₃
1588.557

b₁₄
1703.584 b₁₆

1965.68

b₁₇*
1966.771
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7787

NUC130; SDAD1

90.76

ITMS; CID; 2

_

y₁₇²⁺

Y

y₁₆²⁺

b₂

I

y₁₅²⁺

b₃

E

y₁₄²⁺

b₄

I

y₁₃²⁺

b₅

D

y₁₂²⁺

ph

S

y₁₁²⁺

D

y₁₀²⁺

b₈-H₂O

E

y₉²⁺

b₉*

E P R G E I

y₃

b₁₅²⁺

I S I R _

a₂
249.1598

b₂
277.1547

y₃-NH₃
358.2085

y₃
375.235

b₃-H₂O
388.1867

b₃
406.1973

b₄
519.2813

y₉²⁺
520.8142

y₁₀²⁺
585.3355

b₅
634.3083

y₁₁²⁺
649.8568

y₁₂²⁺
707.3703

y₁₃²⁺
790.8694

y₁₄²⁺
848.3829

y₁₅²⁺
904.9249

b₁₅²⁺
920.406

y₁₆²⁺
969.4462

y₁₇²⁺
1025.988

b₈-H₂O
1027.366

b₉*
1076.442

y₁₀-NH₃
1152.637

b₉-H₂O
1156.408
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7793

GATAD2B; KIAA1150

74.82

ITMS; CID; 2

_ G R I

y₁₇²⁺

b₄*

ph

T

y₁₆*

P
ph

S P D

y₁₂²⁺

b₉

I

y₁₁

b₁₀

I

y₁₀*

b₁₁*

V

y₉

b₁₂²⁺

I

b₁₃*

ph

S

b₁₄

D N

y₅*

b₁₆-H₂O

E

y₄*

A

y₃

S

y₂

ph

S P R _

y₂
272.1717

b₄*
410.251

y₄*
428.2252

y₃
439.1701

y₅*
499.2623

b₄
508.2279

y₅
597.2392

b₁₀²⁺
605.7671

y₁₀²⁺
618.2207

b₁₁²⁺
655.3013

b₁₂²⁺
711.8433

y₁₂²⁺
724.2969

y₁₆²⁺
970.378

y₁₇²⁺
1018.904

b₉
1097.443

y₉
1122.35

y₁₀*
1137.457

b₁₀-NH₃
1193.5

b₁₀
1210.527

b₁₁*
1211.618

y₁₀
1235.434

b₁₁
1309.595

y₁₁
1334.503

b₁₃*
1491.701

b₁₄
1704.705

y₁₆*
1743.795 b₁₆-H₂O

1929.78
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7805

DENN; IG20; KIAA0358; MADD

67.23

ITMS; CID; 2

_

y₁₉*

G
ph

T

b₃*

I S

y₁₅-NH₃

b₅

D S E

y₁₂-NH₃

b₈*

I

y₁₁²⁺

b₉

E

b₁₀

T

y₉

b₁₁²⁺

N

y₈

b₁₂²⁺

S

y₇

b₁₃*

A T

y₅

S T

y₃

I

y₂

b₁₈²⁺

F G K _

y₂
212.1485

b₃*
254.1499

y₃
359.2169

b₅
554.1858

y₁₁²⁺
567.7977

y₅
573.3486

b₁₁²⁺
614.2425

b₁₂²⁺
657.7585

y₇-NH₃
744.4018

y₇
761.4283

b₈*
785.3676

y₈
832.4654

b₈-H₂O
865.3339

y₉-NH₃
902.4709

y₉
919.4975

b₁₈²⁺
967.917

b₉
1012.387

b₁₀
1113.435

y₁₂-NH₃
1246.604

b₁₃*
1287.57

b₁₂-NH₃
1297.483

y₁₅-NH₃
1575.763 y₁₉*

1990.97
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7810

MFAP1

167.28

ITMS; CID; 2

_ R

b₂

P

y₁₈²⁺

b₃

D

y₁₇²⁺

b₄

Y

y₁₆*

b₅

A

y₁₅²⁺

b₆²⁺

P
ox

M

y₁₃*

b₈

E
ph

S

y₁₁

ph

S

b₁₁-NH₃

D

y₉

b₁₂

E

y₈

b₁₃*

E

y₇

D

y₆

b₁₅*

E

y₅

b₁₆²⁺

E

y₄

F

y₃

b₁₈²⁺

Q

y₂

b₁₉²⁺

F

b₂₀²⁺

I K _

b₂
254.1612

y₂
260.1969

b₆²⁺
350.6743

b₃
369.1881

y₃
407.2653

b₈²⁺
488.7133

y₄-NH₃
518.2973

b₄
532.2514

y₄
535.3239

b₅
603.2885

y₅
682.3923

b₆-NH₃
683.3148

b₁₂²⁺
777.7464

y₆
811.4349

b₁₃²⁺
842.2677

y₇
940.4775

b₈
976.4193

y₁₅²⁺
1019.849

b₁₆²⁺
1028.824

y₈
1055.504

y₁₆²⁺
1068.376

y₁₇²⁺
1103.894

b₁₈²⁺
1166.387

y₉
1184.547

y₁₈²⁺
1185.426

b₁₉²⁺
1239.921

b₂₀²⁺
1296.464

b₁₁-NH₃
1408.416

y₁₁
1428.617

b₁₂
1554.486

y₁₃*
1566.659

b₁₃*
1585.551

b₁₃
1683.528

b₁₅*
1731.644

y₁₆*
1939.79
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7813

TP53BP1

36.5

ITMS; CID; 2

_ F V P A E N D S

y₁₈²⁺

b₉

I

y₁₇²⁺

I

y₁₆²⁺

M

y₁₅²⁺

b₁₂

N

y₁₄²⁺

b₁₃²⁺

P

y₁₃-NH₃

A

b₁₅

Q

y₁₁*

b₁₆-H₂O

D G

y₉

E V

y₇*

Q

y₆

b₂₁²⁺

I

b₂₂²⁺

ph

S Q N D D K _

b₁₃²⁺
714.845

y₆
786.2666

y₇*
801.3737

y₁₄²⁺
813.8358

y₁₅²⁺
862.3622

y₁₆²⁺
919.3836

b₉
973.4625

y₁₇²⁺
984.9039

y₁₈²⁺
1041.446

y₉
1126.478

b₂₁²⁺
1135.044

y₁₁*
1214.565

b₂₂²⁺
1218.543

b₁₂-NH₃
1314.603

b₁₂
1331.63

y₁₃-NH₃
1538.601

b₁₅
1627.778

b₁₆-H₂O
1724.795
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7822

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

67.61

ITMS; CID; 2

_

y₁₈²⁺

E

y₁₇²⁺

I
ph

S N

y₁₄²⁺

S P

y₁₂²⁺

I

b₈

R

y₁₀

E N

y₈

b₁₁-H₂O

S

y₇

F

b₁₃

G

y₅

b₁₄-H₂O

S P I

y₂

E F R _

y₂
322.1874

y₅
661.3668

y₁₂²⁺
719.8573

y₇
805.4203

y₁₄²⁺
824.9257

y₈
952.4887

b₈-H₂O
959.4346

b₈
977.4452

y₁₇²⁺
1008.962

y₁₈²⁺
1065.504

y₁₀
1153.564

b₁₁-H₂O
1289.552

b₁₁-NH₃
1290.536

b₁₃-H₂O
1493.642

b₁₃
1511.653

b₁₄-H₂O
1580.674

b₁₄-NH₃
1581.658
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7830

C4orf9; NOL14; NOP14; RES4-25

55.02

ITMS; CID; 2

_ H N

b₃

D

b₄

I

b₅

V

b₆

D
ph

S D

y₂₆²⁺

S

b₁₀*

D A

b₁₂

E

b₁₃

D R G
ph

T

b₁₇*

I

y₁₇²⁺

S

y₁₆-NH₃

A

y₁₅²⁺

E I

y₁₃

T A

y₁₁²⁺

A

y₁₀

H

y₉

F

y₈

G

y₇-NH₃

G G G

b₃₁²⁺

G

y₃

I

y₂

I H K _

y₂
292.1859

b₃-H₂O
349.1255

b₃-NH₃
350.1095

b₃
367.1361

y₃
405.27

b₄-H₂O
462.2096

b₄
480.2201

y₁₁²⁺
544.298

b₅-NH₃
562.262

b₅
579.2885

y₇-NH₃
672.3919

b₆
694.3155

y₁₅²⁺
722.401

y₈
746.4399

y₉
803.4614

y₁₇²⁺
822.4408

y₁₀
950.5298 b₁₀*

1080.423
y₁₃

1229.663
y₂₆²⁺

1339.638

b₁₂
1378.479

b₁₃-H₂O
1475.496

b₁₃
1493.506

y₁₆-NH₃
1555.811

b₃₁²⁺
1612.147

b₁₇*
1814.782
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7845

KIAA1101; OSR1; OXSR1

129.02

ITMS; CID; 2

_ T E

y₁₈²⁺

D G

b₅-H₂O

G

y₁₅*

b₆

W

y₁₄*

b₇

E

y₁₃*

b₈

W

y₁₂

ph

S

y₁₁

D

y₁₀

b₁₁

D

y₉

b₁₂*

E

y₈

b₁₃*

F

y₇

b₁₄

D

y₆

b₁₅*

E

y₅

b₁₆*

E

y₄

S E E G K _

b₅-H₂O
442.1569

y₄
462.2195

y₅
549.2515

b₆-H₂O
628.2362

b₆
646.2467

y₆
678.2941

b₇-H₂O
757.2788

b₇
775.2893

y₇
807.3367

y₈
922.3636

b₈-H₂O
943.3581

b₈
961.3686

y₉
1069.432

y₁₈²⁺
1105.889

y₁₀
1198.475

y₁₁
1313.502

b₁₁
1358.421

b₁₂*
1389.487

y₁₂
1428.529

y₁₃*
1497.55

b₁₃*
1536.555

y₁₃
1595.527

b₁₃-H₂O
1616.521

b₁₃
1634.532

y₁₄*
1683.629

b₁₄
1749.559

b₁₅*
1780.625

y₁₄
1781.606

y₁₅*
1812.672

y₁₅-NH₃
1893.622

b₁₆*
1909.667

y₁₅
1910.649
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7858

MYL; PML; RNF71; TRIM19

41.48

ITMS; CID; 2

_ A V
ph

S P P H I

b₈

D G P P
ph

S P

y₂₆²⁺

R

y₂₅²⁺

b₁₅*

ph

S P V

b₁₈*

I G S

y₁₉²⁺

b₂₁²⁺

E

y₁₈²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7859

KIAA1686; PEPP2; PLEKHA5

113.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7894

CATX11; CSIG; L12; PBK1; RSL1D1

108.75

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7962

FBP30; FNBP4; KIAA1014

147.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

7989

ATA2; KIAA1382; SAT2; SLC38A2; SNAT2

108.45

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8013

CTG26; NCOR2

45.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8067

LUZP1

38.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8093

DBC1; KIAA1967

39.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8102

CIR; CIR1

67.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8140

BCLAF1; BTF; KIAA0164

141.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8161

LAP18; OP18; STMN1

147.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8166

PCBP1

53.4

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8197

ATF7IP; MCAF; MCAF1

47.22

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8206

C14orf32; MAPK1IP1L

125.52

ITMS; CID; 2

ac
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8208

KIAA1029; SYNPO

50.65

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8246

PRKCDBP; SRBC

164.28

ITMS; CID; 2
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b₈
733.3879

b₉
848.4149

y₇
855.4082

y₁₅²⁺
895.3257

b₁₈²⁺
915.4494

y₈-NH₃
953.4086

b₁₀
976.4734

b₁₉²⁺
979.9707

b₂₀²⁺
1015.489

y₁₇²⁺
1016.389

b₁₁
1063.505

y₁₈²⁺
1080.418

y₁₀*
1108.478

b₂₂²⁺
1129.545

b₁₂-H₂O
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b₁₂
1192.548y₂₀²⁺

1193.466

b₁₃-H₂O
1287.622

b₁₃-NH₃
1288.606

y₁₀
1304.432

b₁₃
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b₁₄
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y₂₄²⁺
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y₁₂*
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y₁₂
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y₁₃*
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y₁₅
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b₁₈
1829.892

y₁₆-NH₃
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y₁₆
1918.687

b₁₉-NH₃
1941.908

b₁₉
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0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

4000
5000

6000

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8267

SFRS9; SRP30C

85.54

ITMS; CID; 2
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689.3645

y₁₀²⁺
700.8068

b₇*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8356

HNRNPK; HNRPK

50.92

ITMS; CID; 2

_
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b₁₂
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y₁₃
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y₁₄
1437.868

b₁₄
1440.641

b₁₅*
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b₁₅-H₂O
1521.699

b₁₆*
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1655.864
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8427

TOM22; TOMM22

62.2

ITMS; CID; 2

ac

_ A A

y₁₈*

A V

b₅

A

b₆

A

b₇

A

b₈

G

y₁₂

b₉

A

y₁₁

b₁₀

G

y₁₀

b₁₁

E P

b₁₃

Q

y₇

ph

S P D

y₄

E

b₁₈

I I P K _

b₅
426.2347

y₄
478.3479

b₆
497.2718

b₇
568.3089

b₈
625.3304 b₉

696.3675

b₁₀
753.389

y₇
819.4702

b₁₁
882.4316

b₁₃
1107.543

y₁₀
1211.58

y₁₁
1340.622

y₁₂
1397.644

b₁₈
1728.748

y₁₈*
1739.905

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8428

EBP1; PA2G4

86.21

ITMS; CID; 2

ac
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b₁₁-NH₃
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y₁₂
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b₁₃*
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y₁₃
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b₁₄*
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b₁₄-NH₃
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b₁₅*
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y₁₅
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b₁₆*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8604

KIAA1102; LIMCH1

36.64

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8607

EIF3J; EIF3S1; PRO0391

62.19

ITMS; CID; 2

ac
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b₁₁
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y₁₇²⁺
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y₁₈²⁺
1108.931 y₂₀²⁺

1172.96

y₂₂²⁺
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y₁₁
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b₁₃-H₂O
1329.418

b₁₅
1533.493

y₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8615

KIAA1321; NUFIP2; PIG1

299.47

ITMS; CID; 2
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D
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y₁₉²⁺
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b₅-H₂O
632.2562
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650.2668

y₁₃²⁺
680.8518

y₇
697.4334

b₆-H₂O
719.2883

b₆
737.2988

y₈
811.4763

b₇-H₂O
847.3468

b₇-NH₃
848.3309

b₇
865.3574

y₉
912.524

y₁₈²⁺
958.4662

b₈-H₂O
961.3898

b₈-NH₃
962.3738

b₈
979.4003

y₁₀
1009.577

y₁₉²⁺
1015.008

y₁₁*
1078.598

y₂₀²⁺
1079.53

y₁₂*
1149.635

y₂₁²⁺
1161.061

y₁₁
1176.575

b₁₁-H₂O
1242.564

b₁₁-NH₃
1243.548

y₁₂
1247.612

b₁₁
1260.574

b₁₂*
1329.596

y₁₄*
1359.772

y₁₃
1360.696

y₁₄-NH₃
1440.723 y₁₄

1457.749
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y₁₆-NH₃
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y₁₇*
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b₁₅
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y₁₇
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b₁₆-NH₃
1823.737

b₁₆
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b₁₇*
1855.871

y₁₈-NH₃
1898.899

b₁₇-H₂O
1935.837

b₁₇-NH₃
1936.821

b₁₇
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b₁₈*
1968.955

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

4000

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8632

MFAP1

238.87

ITMS; CID; 2

_ S I

y₂₀²⁺

A A

b₅

I

y₁₇²⁺

b₆
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b₆-H₂O
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b₇-H₂O
624.3352
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642.3457

y₅
696.3352

b₈-H₂O
737.4192

b₈
755.4298

y₆
825.3777

b₉
869.4727

b₁₀*
952.5098

y₇
954.4203

b₁₁*
1067.537

y₁₇²⁺
1075.907

y₈
1083.463

b₁₁
1165.514

b₁₂*
1182.564

y₉
1198.49

y₂₀²⁺
1225.481

y₁₀-NH₃
1295.506

y₁₀
1312.533

b₁₃-H₂O
1391.573

y₁₁-NH₃
1424.549

y₁₁
1441.575

b₁₄-NH₃
1506.6

b₁₄
1523.626

b₁₅*
1540.676

y₁₂
1556.602

b₁₅
1638.653

b₁₆*
1669.719

y₁₃
1671.629

y₁₄*
1754.666

b₁₆
1767.696

b₁₇*
1798.761

y₁₄
1852.643

y₁₅*
1868.709

b₁₇
1896.738

b₁₈*
1927.804

y₁₅-NH₃
1949.66

y₁₅
1966.686

y₁₆*
1981.793
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8687

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

149.71

ITMS; CID; 2

_ E

y₁₉²⁺

Q

b₃-H₂O

N

y₁₇

b₄-H₂O

S

y₁₆

b₅

A

y₁₅*

b₆

I

y₁₄

P

y₁₃*

b₈

T

y₁₂

S
ph

S Q

y₉

b₁₂

D

y₈

b₁₃*

E

y₇

E

y₆

I

y₅

M

y₄

b₁₇

E

y₃

b₁₈*

V V E K _

b₃-H₂O
354.1408

y₃
375.2238

y₇²⁺
424.2333

b₄-H₂O
441.1728

b₄-NH₃
442.1569

y₄
474.2922

b₅-H₂O
512.21

b₅
530.2205

y₅
603.3348

b₆-H₂O
625.294

b₆-NH₃
626.278

b₆
643.3046

y₆
734.3753

b₈-H₂O
823.3945

b₈
841.405

y₇
847.4594

y₁₅²⁺
900.8841

y₁₆²⁺
957.4261

y₈
976.502

y₁₉²⁺
1093.482

y₉
1105.545

b₁₂
1338.521

b₁₃*
1369.587

b₁₃
1467.564

y₁₃*
1504.684

y₁₂
1515.628

y₁₃-NH₃
1585.634

y₁₃
1602.66

y₁₅*
1702.784

y₁₄
1703.708

y₁₅-NH₃
1783.734

y₁₅
1800.761

y₁₆-NH₃
1896.818

y₁₆
1913.845

b₁₇
1969.773

b₁₈*
1970.865

y₁₇
1984.882
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8724

ABC50; ABCF1

194.77

ITMS; CID; 2

_ G G

y₁₈²⁺

N

y₁₇²⁺

b₄

V

y₁₆²⁺

b₅

F

y₁₅²⁺

b₆

A

y₁₄²⁺

b₇

A

y₁₃*

b₈

I

b₉

I

y₁₁*

b₁₀

Q

y₁₀

D

y₉

b₁₂

Q
ph

S

y₇

b₁₄*

E E

y₅

b₁₆

E

y₄

E

y₃

b₁₈*

E

y₂

b₁₉²⁺

E

b₂₀²⁺

E K _

y₂
284.1696

b₄
328.1615

y₃
413.2122

b₅-NH₃
458.2034

b₅
475.23

b₆-NH₃
529.2405

y₄
542.2548

b₆
546.2671

b₇-NH₃
600.2776

b₇
617.3042

y₅
671.2974

y₁₀²⁺
677.2447

b₈-NH₃
713.3617

b₈
730.3883

y₁₁²⁺
734.7582

b₉-NH₃
826.4458

b₉
843.4723

y₁₃²⁺
855.3295

y₁₄²⁺
911.8715

y₇
929.3826

y₁₅²⁺
947.3901

b₁₀
971.5309

y₁₆²⁺
982.9086

y₁₇²⁺
1056.443

b₁₉²⁺
1078.439

y₁₈²⁺
1105.977

b₂₀²⁺
1142.96

b₁₂-NH₃
1197.59

b₁₂
1214.616

y₉
1225.424

y₁₀
1353.482

y₁₁*
1370.532

b₁₄*
1412.68

y₁₁
1468.509

y₁₃*
1611.675

b₁₆
1768.743

b₁₈*
1928.851
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8932

SAP61; SF3A3

92.93

ITMS; CID; 2

_ S

y₁₀*

I

y₉*

E

b₄*

ph

S

y₇

b₅*

I

y₆

b₆

D

b₇-H₂O

T

y₄-NH₃

S

y₃

b₉*

I

y₂

F

b₁₁

A K _

y₂
226.1641

y₃
373.2325

y₇²⁺
395.2153

b₄*
399.1874

y₄-NH₃
469.29

b₅*
512.2715

y₁₀²⁺
599.7778

y₆
674.3963

b₆
725.2753

y₇
789.4232

b₇-H₂O
808.3124

b₉*
928.4622

y₉*
971.5288

b₉-H₂O
1008.429

y₉
1069.506

y₁₀*
1100.571

y₁₀
1198.548

b₁₁
1244.545
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

8959

NUP358; RANBP2

28.95

ITMS; CID; 2

_ V G E D E D G
ph

S

y₂₃²⁺

b₉*

D

y₂₂²⁺

E E V

y₁₉²⁺

b₁₃*

V H N

b₁₆*

E

y₁₅²⁺

b₁₇*

D

y₁₄²⁺

I

y₁₃

H

y₁₂

F E P

y₉

I

y₈

V

y₇

S

y₆

I P E V E V K _

y₆
708.4018 y₁₄²⁺

815.9502

y₇
821.4858 y₁₅²⁺

872.4922

b₉*
886.3061

y₈
908.5179

y₉
1007.586

y₁₉²⁺
1120.078

y₂₂²⁺
1283.668

b₁₃*
1342.528

y₁₂
1346.766

y₂₃²⁺
1348.189

y₁₃
1493.834 b₁₆*

1722.673
b₁₆

1820.649

b₁₇*
1837.699

b₁₇
1935.676
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9024

C20orf158; DATF1; DIDO1; KIAA0333

48.8

ITMS; CID; 2

_ Y P I C S A D A A

y₂₁²⁺

b₁₀

V S

y₁₉²⁺

T

y₁₈²⁺

b₁₃*

ph

T

y₁₇²⁺

P

y₁₆²⁺

P G

y₁₄

b₁₇*

ph

S

y₁₃

b₁₈*

P

y₁₂

P P

y₁₀²⁺

P P

y₈

P

y₇

I P

y₅

b₂₆²⁺

E P P V I K _

y₁₀²⁺
547.8386

y₅
561.385

y₁₃²⁺
693.4178

y₁₄²⁺
741.9441

y₇
787.4804

y₁₆²⁺
853.9541

y₈
900.5644

y₁₇²⁺
902.4804

y₁₈²⁺
951.0068

y₁₉²⁺
1041.514

b₁₀
1048.477

y₂₁²⁺
1135.554

y₁₂
1288.775

b₁₃*
1319.594

b₂₆²⁺
1379.1

y₁₃
1385.828

y₁₄
1482.881

b₁₇*
1737.719

b₁₈*
1834.772

b₁₇
1835.696
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9063

PRCC; TPRC

70.53

ITMS; CID; 2

_

y₂₃²⁺

Q I
ph

T Q

y₁₉²⁺

E E

y₁₇²⁺

D D S D

b₁₁

E

b₁₂²⁺

E

y₁₁

b₁₃*

V

y₁₀

b₁₄

A

y₉-NH₃

P

y₈

b₁₆*

E N F

y₅

F

y₄

S

y₃

I P E K _

y₃
381.2224

y₄
494.3064

y₅
581.3385

y₁₀²⁺
608.3104

b₁₂²⁺
750.2565

b₁₃²⁺
799.7907

y₁₇²⁺
980.9487

y₈
989.5182

y₉-NH₃
1101.534

y₁₉²⁺
1102.984

y₁₀
1215.614

y₁₁
1286.651

b₁₁-H₂O
1352.453

b₁₁
1370.463

y₂₃²⁺
1378.583

b₁₂-H₂O
1481.495

b₁₃*
1500.597

b₁₃
1598.574

b₁₄-NH₃
1652.585

b₁₄
1669.611

b₁₆*
1797.73
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9171

HAP; HET; SAFB; SAFB1; KIAA0138; SAFB2

74.97

ITMS; CID; 2

_ T D C

b₄

E P

b₆

V G

b₈

I

b₉

E P A

b₁₂

V E Q

b₁₅

S

y₂₆²⁺

S

b₁₇

A

y₂₄²⁺

b₁₈

A S E I

b₂₂²⁺

A

b₂₃²⁺

E

y₁₈²⁺

b₂₄²⁺

A

y₁₇²⁺

S S

y₁₅-NH₃

E E

b₂₉²⁺

I

y₁₂²⁺

b₃₀²⁺

A

y₁₁

E

y₁₀*

b₃₂²⁺

A P T

y₇*

E

y₆*

b₃₆²⁺

A

y₅*

P

y₄

ph
S P E A R _

y₄
472.2514

b₄
506.1551

y₅*
541.2729

y₁₀²⁺
567.745

y₁₁²⁺
603.2635

y₆*
638.3257

y₅
639.2498

y₁₂²⁺
667.7848

b₆
702.2763

y₇*
709.3628

y₆
736.3025

y₇
807.3397

b₈
872.3818

y₁₇²⁺
932.404

y₁₈²⁺
975.92

b₉
1001.424

y₁₀*
1036.506

b₂₂²⁺
1121.513

y₁₀
1134.483

b₂₃²⁺
1186.034

y₁₁
1205.52

b₂₄²⁺
1221.552

b₁₂
1268.583

y₂₄²⁺
1276.058

y₂₆²⁺
1347.095

b₂₉²⁺
1494.169

b₃₀²⁺
1529.688

b₁₅-NH₃
1595.689

b₁₅
1612.716

b₃₂²⁺
1629.728

y₁₅-NH₃
1630.7

b₁₇
1770.785

b₃₆²⁺
1828.818

b₁₈
1841.822
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9185

ACAC; ACACA; ACC1; ACCA

58.47

ITMS; CID; 2

_ I F

b₃

D

y₂₈²⁺

b₄

E

b₅

V

b₆

M

b₇

G C

y₂₃²⁺

b₉

F S

y₂₁²⁺

b₁₁

D

y₂₀²⁺

b₁₂*

ph

S P P

y₁₇²⁺

b₁₅

Q

y₁₆²⁺

ph

S

y₁₅²⁺

P T

y₁₃

F P

y₁₁²⁺

E A

y₉²⁺

G H T S I

y₄

Y

y₃

D E D K _

b₃
376.1867

y₃
399.1965

b₄
505.2293

y₄
514.2235

y₉²⁺
558.2584

b₅
604.2977

y₁₁²⁺
622.2877

b₁₂²⁺
734.7617

b₆
735.3382

b₇
792.3597

y₁₅²⁺
859.3934

y₁₆²⁺
907.9198

y₁₇²⁺
991.419

b₉
1099.459

y₂₀²⁺
1152.501

y₂₁²⁺
1236

b₁₁
1301.518

y₂₃²⁺
1337.03

b₁₂*
1370.539

b₁₂
1468.516

y₁₃
1469.663

y₂₈²⁺
1634.144

y₁₅-NH₃
1700.753

b₁₅
1790.68
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9272

CHD4

40.63

ITMS; CID; 2

_ E D

b₃-H₂O

N

b₄*

ph

S E G E

y₂₁²⁺

b₈²⁺

E

y₂₀²⁺

b₉

I

y₁₉²⁺

b₁₀

I

y₁₈²⁺

b₁₁-NH₃

E

y₁₇²⁺

b₁₂
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b₁₃*

V

y₁₅²⁺

G G D

y₁₂²⁺

I

y₁₁²⁺

E

y₁₀-NH₃

E E

y₈²⁺

D D H H

y₄

M E F C R _

b₃-H₂O
341.1092

b₄*
428.1412 b₈²⁺

485.6373

y₈²⁺
566.2266

b₁₀²⁺
598.7214

y₄
611.2606

b₁₂²⁺
727.764

y₁₁²⁺
752.7826

y₁₂²⁺
817.3039

y₁₅²⁺
959.8702

y₁₆²⁺
988.3809

y₁₇²⁺
1037.915

b₉
1083.351

y₁₈²⁺
1102.436

y₁₉²⁺
1166.958

b₁₀
1196.435

y₂₀²⁺
1223.5

y₂₁²⁺
1280.042

b₁₁-NH₃
1308.452

y₁₀-NH₃
1358.489

b₁₂-H₂O
1436.51

b₁₂
1454.521

b₁₃*
1455.612
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9302

PKCA; PRKACA; PRKCA; PKCG; PRKCG; PKCB; PRKCB; PRKCB1

65.95

ITMS; CID; 2

_
ph

T

y₁₉²⁺

F

b₃

C G

b₅-H₂O

T

b₆*

P D

b₈-H₂O

Y

b₉*

I

y₁₁²⁺

b₁₀*

A

b₁₁*

P

b₁₂*

E

y₈

b₁₃*

I I

y₆

b₁₅*

A

y₅

b₁₆*

Y

y₄

b₁₇²⁺

Q P Y G K _

y₄
464.2504

b₃
489.1203

y₅-NH₃
575.2824

y₅
592.3089

b₅-H₂O
629.1789

y₁₁²⁺
639.8401

b₆*
646.2654

y₆
755.3723

y₈
939.4934

b₁₆²⁺
946.9125

b₈-H₂O
1004.322

b₁₇²⁺
1010.942

b₉*
1037.44

y₁₉²⁺
1078.522

b₁₀*
1108.477

b₉-H₂O
1117.406

b₁₀-H₂O
1188.443

b₁₁*
1205.53

b₁₀
1206.454

b₁₂*
1334.572

b₁₂
1432.549

b₁₃*
1447.656

b₁₃-H₂O
1527.623

b₁₅*
1631.777 b₁₆*

1794.841
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9305

MAK16; RBM13

113.31

ITMS; CID; 2

_ E F V

b₄

E

y₁₆*

b₅

D

y₁₅*
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D M D K _

y₃
401.1944

b₄-H₂O
487.2187

b₄
505.2293

y₄
516.2214

b₅
620.2562

y₅
645.264

b₆
677.2777

b₇-H₂O
788.3097

y₆
792.3324

b₇
806.3203

b₈
905.3887

y₇
907.3593

y₈*
976.3808

y₈
1074.358

y₁₁*
1371.49

y₁₂*
1500.533

y₁₃*
1517.583

b₁₃
1544.568

y₁₃*
1615.56

y₁₄*
1616.651

y₁₃
1713.537

y₁₅*
1745.694

y₁₄
1812.605 y₁₆*

1900.692

y₁₆-NH₃
1981.643

y₁₆
1998.669
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9321

H1FX

53.45

ITMS; CID; 2

ac

_
ph

S V E

b₄*

I

b₅

E

b₆*

E

y₁₁

b₇*

A

y₁₀

b₈*

I P V

y₇²⁺

T T

y₅

b₁₃
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354.1733

b₄*
453.2344

y₅
535.2545

b₅
680.2539

b₆*
711.3196

b₇*
782.3567

b₆
809.2965

b₇
880.3336

b₁₆²⁺
890.3916

b₈*
895.4407

y₁₀
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y₁₁
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9330

EIF4EBP1

75.9

ITMS; CID; 2

_ V V
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312.2282
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366.1412
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614.2859
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640.3665
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719.8337

b₈
768.425

y₁₅²⁺
810.3407
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863.4985
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881.5091

y₁₈²⁺
985.9122
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1013.433

y₁₀*
1028.54

y₂₂²⁺
1168.989

y₂₃²⁺
1225.531 b₁₄
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y₂₇²⁺
1425.119

y₂₈²⁺
1453.63

b₃₀²⁺
1517.18
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b₁₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9362

KIAA0731; LARP; LARP1

153.36

ITMS; CID; 2

_ G

y₁₆*

I S
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E

b₁₇*
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y₃
383.238

y₄
496.3221

b₆*
511.2875

y₁₁²⁺
678.3321

y₅
682.4014

b₈*
723.3672

y₁₂²⁺
726.8585

y₁₃²⁺
783.4005

y₆
796.4443

b₉*
836.4512

y₈-NH₃
995.4924

y₉
1127.546

b₁₂*
1167.553

y₁₀
1240.63

b₁₂
1265.53

y₁₁
1355.657

b₁₃
1379.573

y₁₂
1452.71

b₁₄*
1467.675

y₁₃
1565.794

b₁₅*
1580.759

y₁₄*
1634.815

b₁₅-H₂O
1660.725

b₁₅
1678.736 b₁₆*
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y₁₄
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b₁₆-NH₃
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y₁₆*
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b₁₆
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b₁₇*
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y₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9395

C13orf2; KCTD12; KIAA1778; PFET1

67.64

ITMS; CID; 2

_ E G

y₃₃²⁺

S I G

y₃₀²⁺
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b₇-H₂O
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P

y₂₅²⁺

b₁₁
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y₂₃²⁺

b₁₃

Y S

y₂₁²⁺

b₁₅
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b₁₈
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A G
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S P T I

y₄

E I A

b₃₅²⁺

S R _

y₄
446.2722

y₉²⁺
527.2524 b₇-H₂O

670.2679
y₁₆²⁺

782.872

y₈
886.4993

b₉-H₂O
896.436

b₉
914.4466

y₁₀*
1052.573

y₉
1053.498

y₂₁²⁺
1088.5

b₁₁
1124.583

b₂₂²⁺
1150.532

b₂₃²⁺
1194.048

y₂₃²⁺
1196.537

y₁₂
1278.609

y₂₅²⁺
1306.579

b₁₃
1344.668

y₁₃
1349.646

y₂₆²⁺
1363.121

y₂₇²⁺
1411.648

y₂₉²⁺
1524.732

b₁₅
1560.743

y₃₀²⁺
1589.253

y₃₃²⁺
1731.819

b₃₅²⁺
1781.311

b₁₈
1914.897
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9414

CLSPN

236.96

ITMS; CID; 2

_ D I

y₂₂²⁺

b₃

F

y₂₁²⁺
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y₂₀²⁺

b₅
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b₆
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y₁₈²⁺

b₇

I

y₁₇²⁺

b₈

E

b₉

D

y₁₅²⁺

b₁₀

E

y₁₄²⁺

N

y₁₃

b₁₂
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y₁₂

b₁₃*
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S

b₁₄-H₂O
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y₁₀
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b₁₆
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b₂₂²⁺
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y₂
298.2113

b₃
376.1867

y₃
385.2433

b₄
505.2293

y₄
514.2859

b₅-H₂O
588.2664

b₅
606.277

y₁₀²⁺
608.782

y₅
627.37

b₆-H₂O
645.2879

b₆
663.2984

y₁₂²⁺
713.8504

y₆
714.402

b₇-H₂O
758.3719

b₇
776.3825

y₁₃²⁺
797.3496

y₇
843.4446

y₁₄²⁺
854.3711

b₈-H₂O
887.4145

b₈
905.4251

y₁₅²⁺
911.3925

b₉
1020.452

y₁₇²⁺
1033.427

y₉
1087.514

y₁₈²⁺
1097.949

b₁₀
1149.495

y₁₉²⁺
1154.491

y₂₀²⁺
1183.001

y₁₀
1216.557

y₂₁²⁺
1233.525

b₂₂²⁺
1293.518

y₂₂²⁺
1298.046

b₁₂
1377.58

y₁₂
1426.694

b₁₃*
1446.602

b₁₃
1544.579

y₁₃
1593.692

b₁₄-H₂O
1623.621

b₁₅-H₂O
1736.705

b₁₅
1754.716

y₁₅-NH₃
1804.751

b₁₆-H₂O
1865.748

b₁₆-NH₃
1866.732

b₁₆
1883.758

b₁₇
1998.785
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9416

BORG5; CDC42EP1; CEP1; MSE55

59.57

ITMS; CID; 2

_ N A
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b₄*
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b₄-H₂O
448.1592
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b₁₂²⁺
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y₁₅²⁺
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b₇
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b₁₅²⁺
833.8773
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b₉*
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b₁₇²⁺
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y₉
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9423

C9orf88; FAM129B

88.71

ITMS; CID; 2
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b₁₃²⁺
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y₁₃²⁺
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y₁₄²⁺
791.8311

b₈
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b₉-H₂O
966.4891

y₁₈²⁺
983.9134

b₉
984.4997

b₁₉²⁺
1006.005

y₂₀²⁺
1121.969

y₂₁²⁺
1170.495

b₁₁
1212.611

y₂₂²⁺
1227.037

y₂₃²⁺
1255.548

b₁₂
1269.632

y₂₄²⁺
1305.082

b₁₃-H₂O
1364.706

b₁₃-NH₃
1365.69

b₁₃
1382.716

y₁₃
1415.657

y₁₇*
1699.829

y₃₃²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9436

NOC2L

179.81

ITMS; CID; 2

_ D
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y₅
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b₅
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b₁₀²⁺
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y₆-NH₃
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b₆
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y₆
724.326

b₁₃²⁺
821.2657
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825.3737

y₁₄²⁺
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b₁₄²⁺
885.787

b₁₅²⁺
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y₁₅²⁺
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y₁₇²⁺
1068.87

b₉
1181.38
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1293.396

b₁₀
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b₁₁
1425.449

b₁₂
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b₁₃
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b₁₄-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9452

INO80Q; MCRS1; MSP58

254.72

ITMS; CID; 2

_ G D
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b₈²⁺
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y₄
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b₅
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y₅
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b₆-NH₃
610.2831

b₆
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y₆
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b₇-NH₃
757.3515

b₇
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y₇
813.408

y₁₄²⁺
835.3578

y₁₅²⁺
884.892

y₈
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b₁₀
1127.44

y₁₀
1128.515

b₁₁*
1158.506

y₁₁*
1197.536

b₁₁
1256.483

y₁₁
1295.513

y₁₂*
1344.605

b₁₂
1371.51

b₁₃*
1386.617

y₁₂
1442.581

y₁₃*
1458.647

b₁₄*
1499.701

y₁₃
1556.624

y₁₄*
1571.732

b₁₄-H₂O
1579.668

b₁₄
1597.678

y₁₄-NH₃
1652.682

y₁₄
1669.708

y₁₅*
1670.8

b₁₅
1712.705

b₁₆*
1729.755

y₁₅-NH₃
1751.75

b₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9474

VAMP4

262.36

ITMS; CID; 2

_

y₁₅²⁺

N

y₁₄

I

y₁₃*

b₃

I

y₁₂*

b₄

E

y₁₁*

b₅-NH₃

D

y₁₀*

b₆-H₂O

D

y₉

ph

S

y₈

D

y₇

b₉

E

y₆

b₁₀*

E

y₅

b₁₁*

E

y₄

b₁₂*

D

y₃

b₁₃*

F

y₂

b₁₄*

F

b₁₅*

I R _

y₂
298.2113

b₃
341.2183 y₃

445.2797

b₄
470.2609

b₅-NH₃
568.2613

y₄
592.3481 b₆-H₂O

682.3042

y₅
707.3751

y₆-NH₃
819.3911

y₆
836.4176

y₁₃²⁺
868.3159

y₁₄²⁺
924.858

y₇
965.4602

y₁₅²⁺
981.4

b₉-H₂O
1093.372

y₈
1094.503

b₉
1111.383

b₁₀*
1142.448

y₉
1209.53

b₁₀
1240.425

b₁₁*
1271.491

y₁₀*
1278.551

b₁₁
1369.468

y₁₀
1376.528

b₁₂*
1386.518

y₁₁*
1393.578

b₁₂
1484.495

y₁₁
1491.555

y₁₂*
1508.605

b₁₃*
1533.586

y₁₂-NH₃
1589.555

y₁₂
1606.582

b₁₃
1631.563

y₁₃*
1637.648

b₁₄*
1680.655

y₁₃-NH₃
1718.598

y₁₃
1735.625

b₁₄
1778.632

b₁₅*
1793.739 y₁₄-NH₃

1831.682

y₁₄
1848.709

b₁₅
1891.716

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4
5

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9509

STRN4; ZIN

149.04

ITMS; CID; 2

_ I

y₃₀²⁺

G G

y₂₈²⁺

S

y₂₇²⁺

b₅

V

y₂₆²⁺

b₆

I G

y₂₄²⁺

b₈

Q

y₂₃²⁺

b₉

I

y₂₂²⁺

P

y₂₁²⁺

b₁₁

F

b₁₂

I

y₁₉²⁺

b₁₃

Q

y₁₈²⁺

N

b₁₅

C

y₁₆

b₁₆

E

y₁₅

b₁₇

D E D
ph

S

y₁₁

D

y₁₀

E

y₉

D

y₈

D

y₇

E

y₆

I

y₅

D S V Q H K _

b₅-H₂O
396.2241

b₅
414.2347

y₈²⁺
482.2529

b₆-H₂O
509.3082

b₆
527.3188

y₅
606.3449

b₈-H₂O
694.3883

b₈-NH₃
695.3723

b₈
712.3988

y₆
721.3719

b₉-H₂O
807.4723

b₉-NH₃
808.4563

b₉
825.4829

y₇
834.4559

y₈
963.4985

b₁₁
1069.604

y₉
1078.525

y₁₈²⁺
1126.899

b₁₂
1182.688

y₁₉²⁺
1183.92

y₁₀
1193.552

y₂₁²⁺
1304.491

b₁₃
1310.747

y₁₁
1322.595

y₂₂²⁺
1378.026

y₂₃²⁺
1426.552

y₂₄²⁺
1483.094

y₂₆²⁺
1575.634

b₁₅
1584.82

y₂₇²⁺
1632.176

y₂₈²⁺
1681.71

b₁₆
1713.863

y₃₀²⁺
1753.737

b₁₇
1828.89

y₁₅
1848.69

y₁₆
1963.717
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9532

BM28; CCNL1; CDCL1; KIAA0030; MCM2

51.78

ITMS; CID; 2

_ A I P E I D

b₇

A Y

y₁₉²⁺

E A

b₁₁

E G

b₁₃

I

y₁₄²⁺

b₁₄

A

b₁₅

I

y₁₂*

b₁₆²⁺

D

b₁₇²⁺

D E

y₉

b₁₉²⁺

D V

y₇²⁺

E E

y₅*

I

y₄*

T

y₃*

A

y₂

ph

S Q R _

y₂
303.1775

y₃*
372.199 y₇²⁺

442.6973

y₄*
443.2361

y₃-NH₃
453.1493

y₅*
544.2838

y₅
642.2607

b₁₃²⁺
686.8352

b₇
710.3719

b₁₆²⁺
836.4092

y₁₄²⁺
850.3566

b₁₇²⁺
893.9227

b₁₉²⁺
1015.957

y₁₉²⁺
1070.968

y₉
1112.498 b₁₁

1202.558

b₁₃
1372.663

y₁₂*
1373.618

b₁₄-H₂O
1425.69

b₁₄
1443.7

b₁₅
1556.784 b₁₆-H₂O

1653.801
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9554

YWHAZ

219.68

ITMS; CID; 2

_ T A

y₁₆

F

b₄-H₂O

D

y₁₄

b₅-H₂O

E

y₁₃*

b₆

A

y₁₂*

b₇

I

y₁₁*

b₈

A

y₁₀*

b₉

E

y₉*

b₁₀

I

y₈*

b₁₁

D

y₇*

b₁₂

T

y₆*

b₁₃-H₂O

I

y₅

ph

S

y₄

E

y₃

b₁₆*

E

b₁₇-H₂O

S

b₁₈*

Y K _

b₇²⁺
374.6792

y₃
397.2082

b₄-H₂O
417.1769

y₄
526.2508

b₅-H₂O
546.2195

b₆-H₂O
617.2566

b₆
635.2671

y₅
655.2933

y₆*
724.3148

b₇-H₂O
730.3406

b₇
748.3512

b₈-H₂O
801.3777

b₈
819.3883

y₆
822.2917

y₇*
837.3989

b₉-H₂O
930.4203

y₈*
938.4466

b₉
948.4309

y₈
1036.423

b₁₀-H₂O
1043.504

y₉*
1053.473

b₁₀
1061.515

y₉
1151.45

y₁₀*
1166.558

b₁₁
1176.542

y₁₀
1264.534

b₁₂
1277.59

y₁₁*
1295.6

y₁₂*
1366.637

b₁₃-H₂O
1372.663

y₁₁-NH₃
1376.55

y₁₁
1393.577

y₁₂-NH₃
1447.588

y₁₂
1464.614

y₁₃*
1479.721

y₁₃-NH₃
1560.672

y₁₃
1577.698

y₁₄
1648.735 b₁₆*

1717.78

b₁₆
1815.757

b₁₇-H₂O
1884.779

y₁₆
1892.805

b₁₈*
1967.876
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9562

HNRNPK; HNRPK

103.21

ITMS; CID; 2

_ I I

y₃₃²⁺

P

y₃₂²⁺

T

y₃₁²⁺

b₅-H₂O

I

y₃₀²⁺

E

y₂₉²⁺

b₇

E G

b₉

I

y₂₆²⁺

b₁₀

Q

y₂₅²⁺

b₁₁

I

y₂₄²⁺

P

y₂₃²⁺

ph

S P T

y₂₀²⁺

b₁₆²⁺

A

y₁₉²⁺

T

b₁₈-NH₃

S

b₁₉*

Q

y₁₆

I P

y₁₄²⁺

I E

y₁₂²⁺

S D A

y₉

V

y₈

E C

y₆

I N Y

y₃

b₃₃²⁺

Q H Y K _

y₃-NH₃
438.2227

y₃
455.2492 b₅-H₂O

520.3493
y₁₂²⁺

774.3556

b₇
796.4451

y₆
860.4141

b₁₆²⁺
870.9446

y₁₄²⁺
882.3929

b₉
966.5506

y₁₆²⁺
987.4613

b₁₀-H₂O
1076.599

b₁₀
1094.609

y₈
1133.529

y₁₉²⁺
1151.549

b₁₁-H₂O
1189.683

y₂₀²⁺
1202.072

b₁₁
1207.693

y₉
1262.571

y₂₃²⁺
1336.641

y₂₄²⁺
1420.14

y₂₅²⁺
1468.667

y₂₆²⁺
1525.209

y₂₉²⁺
1674.291

y₃₀²⁺
1738.812

y₃₁²⁺
1803.333

b₃₃²⁺
1844.889

y₃₂²⁺
1859.876

y₃₃²⁺
1910.399

b₁₈-NH₃
1911.935

b₁₉*
1959.043

y₁₆
1973.915
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9578

PSEC0094; TMEM87A

194.33

ITMS; CID; 2

_ W

y₂₃²⁺

V

b₃

E

b₄

E

b₅

N

y₁₉²⁺

b₆-NH₃

V

y₁₈²⁺

P S

y₁₆

S

y₁₅

b₁₀

V

b₁₁

T

y₁₃*

b₁₂

D

y₁₂

b₁₃

V

y₁₁

b₁₄

A

y₁₀*

b₁₅

I

y₉*

P

y₈

b₁₇

A

y₇*

I

y₆*

b₁₉²⁺

I

y₅*

D

y₄

ph

S

y₃

D

y₂

E E R _

y₂
314.1698

b₃
415.1976

y₃
443.2124 b₄

544.2402

y₄
558.2394

y₉²⁺
569.2386

y₁₀²⁺
617.765

y₅*
627.2608

b₅
658.2831

y₁₁²⁺
674.307

b₁₃²⁺
721.8435

b₆-NH₃
740.325

y₆*
742.2878

b₁₄²⁺
757.3621

y₁₃²⁺
759.3598

b₁₅²⁺
813.9041

y₆
840.2647

y₇*
855.3718

b₁₇²⁺
897.9491

y₁₈²⁺
1003.963

b₁₉²⁺
1011.033

y₉*
1039.493

y₁₉²⁺
1052.49

y₈
1066.433

b₁₀
1127.537

y₁₀*
1136.546

y₉
1137.47

b₁₁
1228.584

y₁₀
1234.523

y₂₃²⁺
1288.088

b₁₂
1343.611

y₁₁
1347.607

y₁₂
1418.644

y₁₃*
1419.735

b₁₃
1442.68

b₁₄-H₂O
1495.706

b₁₄-NH₃
1496.69

b₁₄
1513.717

b₁₅-NH₃
1609.774

b₁₅
1626.801

y₁₅
1733.787

b₁₇-H₂O
1776.88

b₁₇
1794.891

y₁₆
1832.855
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9588

CIC; KIAA0306

97.69

ITMS; CID; 2

_ F

y₂₄²⁺

b₂

A

b₃

E

y₂₂²⁺

b₄

I

b₅

P E F R

y₁₇-NH₃

P E

b₁₁²⁺

E

y₁₄

b₁₂

V

b₁₃

I P

b₁₅²⁺

S P
ph

T

y₈

b₁₈²⁺

I

y₇

Q

y₆*

S

y₅*

b₂₁²⁺

I

y₄*

A

y₃

T

y₂

ph

S P R _

b₂
219.1128

y₂
272.1717

b₃
348.1554

y₇²⁺
406.1891

y₃
439.1701

y₄*
442.2409

b₄-H₂O
443.2289

b₄
461.2395

y₈²⁺
470.2184

y₅*
513.278

y₄-NH₃
523.1912

y₄
540.2178

b₅
558.2922

y₅
611.2549

y₆*
626.362

b₁₁²⁺
673.3248

b₁₂²⁺
722.859

y₆
724.3389

b₁₃²⁺
779.401

y₇
811.371

b₁₅²⁺
871.4434

y₈
939.4295

b₁₈²⁺
1067.019

b₂₁²⁺
1231.106

y₂₂²⁺
1306.114

y₂₄²⁺
1427.177

b₁₂
1444.711

b₁₃
1557.795

y₁₄
1627.749 y₁₇-NH₃

1967.876
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9591

BXDC3; PPAN; SSF1

27.97

ITMS; CID; 2

_ I Q D

b₄-NH₃

I

b₅-NH₃

S

b₆-NH₃

E

y₃₀²⁺

b₇-H₂O

I

y₂₉²⁺

b₈

I A

b₁₀

T

b₁₁-H₂O

G

b₁₂-H₂O

A G

b₁₄

I
ph

S E

y₂₀²⁺

b₁₇*

ph

S

y₁₉²⁺

E

y₁₈

A

y₁₇

E P

y₁₅²⁺

D G D H N

y₁₀

I

y₉

T

y₈

E

y₇

b₃₀²⁺

I P Q A

b₃₄²⁺

V A G R _

b₄-NH₃
453.2344

b₅-NH₃
540.2664

b₆-NH₃
669.309

y₇
698.3944

b₇-H₂O
781.409

y₁₅²⁺
789.4052

y₈
811.4785

y₁₇²⁺
895.445

b₈
912.5037

y₉
940.5211

y₁₈²⁺
959.9663

y₁₉²⁺
995.4849

y₁₀
1041.569

y₂₀²⁺
1060.006

b₁₀
1084.588

b₁₁-H₂O
1123.599

b₁₂-H₂O
1194.636

b₁₂-NH₃
1195.62

b₁₄
1382.753

y₂₉²⁺
1526.65

y₃₀²⁺
1583.192

b₃₀²⁺
1633.705

b₁₇*
1649.838

y₁₇
1789.883

b₃₄²⁺
1831.313

y₁₈
1918.925
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9610

ART4; MSTP158; NOB1; NOB1P; PSMD8BP1

75.72

ITMS; CID; 2

_ N P

b₃

I P

b₅

N I D H

y₂₇²⁺

E I Q

b₁₂-NH₃

E

b₁₃²⁺

I

b₁₄²⁺

I I D R G

b₁₉²⁺

E

b₂₀²⁺

D

y₁₅*

b₂₁²⁺

V

y₁₄²⁺

P
ph

S E

b₂₅²⁺

E

y₁₀

b₂₆²⁺

E

b₂₇²⁺

E

y₈

b₂₈²⁺

E

y₇

E

y₆

E

y₅

N

y₄

G

y₃

F E D R _

b₃
325.187

y₃
429.1968

b₅
536.2827

y₄
576.2652

y₁₀²⁺
632.2536

y₅
633.2866

y₆-NH₃
730.303

y₆
747.3296

b₁₃²⁺
757.3859

b₁₄²⁺
813.9279

y₇
876.3722

y₁₄²⁺
909.3167

y₁₅²⁺
957.8431

y₈
1005.415 b₁₉²⁺

1104.07

b₂₀²⁺
1161.584

b₂₁²⁺
1211.118

y₁₀
1263.5

b₁₂-NH₃
1383.654

b₂₅²⁺
1472.186

b₂₆²⁺
1536.707

b₂₇²⁺
1601.229

y₂₇²⁺
1653.21

b₂₈²⁺
1665.75 y₁₅*

1816.702

y₁₅
1914.679
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9612

BMSCUBP; SB132; UBL7

97.1

ITMS; CID; 2

_ D

y₂₁²⁺

M

y₂₀²⁺

P G

b₅

G

y₁₇²⁺

b₆

F

y₁₆²⁺

b₇²⁺

I F

y₁₄*

b₉

E G I

y₁₁

b₁₂-H₂O

ph

S

y₁₀²⁺

b₁₃

D

y₉²⁺

b₁₄

D E

y₇²⁺

D

y₆²⁺

b₁₇*

D

y₅

F

y₄

b₁₉²⁺

H

b₂₀²⁺

P N T R _

b₇²⁺
359.6651

y₆²⁺
391.2026

b₅-H₂O
440.1598

y₇²⁺
448.7161

b₅
458.1704

y₄
497.2706

y₉²⁺
570.7508

b₆-H₂O
587.2282

b₆
605.2388

y₁₀²⁺
628.2643

y₅
634.3295

y₁₄²⁺
854.3297

y₁₆²⁺
992.3852

b₉
994.4339

y₁₇²⁺
1048.927

b₁₉²⁺
1102.911

y₉-NH₃
1123.468

b₂₀²⁺
1151.438

y₂₀²⁺
1179.483

y₂₁²⁺
1228.009

b₁₂-H₂O
1313.527

y₁₁
1370.548

b₁₃
1446.565

b₁₄
1561.592

y₁₄*
1609.675

b₁₇*
1822.711

b₁₇
1920.688
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9619

PRP31; PRPF31

60.38

ITMS; CID; 2

_ S S G

b₄*

ph

T

y₂₁²⁺

A S S

y₁₈²⁺

b₈*

V

y₁₇²⁺

A

y₁₆²⁺

b₁₀*
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b₁₀*
877.405
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b₁₀-H₂O
957.3714
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967.9848 b₁₀
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y₁₀
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1140.07

b₁₂-H₂O
1235.438
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b₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9630

MPHOSPH10; MPP10

153.27

ITMS; CID; 2

_ K D D N
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y₁₀
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b₁₇²⁺
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y₁₉²⁺
1101.425

b₉
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b₁₀-H₂O
1201.413

b₁₀
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1222.522
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b₁₃
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b₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9687

MAP1B

141.1

ITMS; CID; 2

_ V I
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y₂₀²⁺
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y₁₁
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y₁₃
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b₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9758

COBRA1; KIAA1182; NELFB

89.3

ITMS; CID; 2

_ K P
ph
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y₁₂
1171.709

b₂₄²⁺
1211.629

b₁₃
1350.654

y₁₄
1413.835

b₁₄
1479.697

b₁₅*
1494.804

y₁₆
1581.925

b₁₆*
1591.857

b₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116KI_151_Lwt-HdSsaR_2-2

9769

CAST

93.51

ITMS; CID; 2

_
ph
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b₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

8072

PDK1; PDPK1; PDPK2

41.71

ITMS; CID; 2

_ A N
ph
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b₄-NH₃

F

b₅*

V

y₁₃-NH₃

b₆²⁺

G T

y₁₁-NH₃

A Q

y₉

b₁₀

Y

y₈

b₁₁*

V

y₇

b₁₂-NH₃

S P E I

y₃

I T E K _

b₆²⁺
328.6256

y₃
385.2173

y₇²⁺
419.244

y₈²⁺
462.76

b₄-NH₃
483.1275

b₅*
501.2456
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b₁₁*
1120.542

b₁₁
1218.519

b₁₂-NH₃
1288.525

y₁₁-NH₃
1297.677

y₁₃-NH₃
1469.761

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

800
1000

1200
1400

Intensity

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

8136

RAD50

242.48

ITMS; CID; 2

_ I
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b₉*
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b₁₀*
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y₁₀*
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b₁₀
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y₁₁*
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b₁₁*
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y₁₀
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y₁₁
1358.514

b₁₁
1378.502

y₁₂*
1420.567

y₁₂-NH₃
1501.518

y₁₂
1518.544

y₁₃*
1519.636

b₁₃
1580.561

b₁₄*
1595.668

y₁₃
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y₁₄*
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b₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

8298

SMARCA5; SNF2H; WCRF135

60.38

ITMS; CID; 2

_ G G P E G
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A D
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E
ox

M E

b₂₆²⁺

E

y₈

b₂₇²⁺

I
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F
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D
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A
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ph

S P G K _

b₇²⁺
284.6399

y₃
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y₇²⁺
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y₄
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b₆
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y₅
539.2225

b₇
568.2726

b₁₄²⁺
583.7937

b₁₅²⁺
619.3122

y₆
654.2494

b₁₇²⁺
698.3468

y₁₆²⁺
910.8502

y₈
916.3448

y₁₇²⁺
959.3766

y₁₈²⁺
987.8874

y₁₉²⁺
1023.406

y₂₀²⁺
1066.922

y₂₁²⁺
1102.44

b₂₆²⁺
1171.016

y₂₄²⁺
1216.994

b₂₇²⁺
1227.558

b₂₈²⁺
1301.092

y₁₂
1434.549

y₁₃*
1465.615

b₂₀-NH₃
1603.771

y₁₇-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

8651

MPHOSPH10; MPP10

174.82

ITMS; CID; 2

_
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I

b₁₆*

S K _

b₃-H₂O
346.1162

y₃
355.2431

b₃
364.1268

b₄*
413.2183

y₄
470.27

b₄
511.1952

b₅*
580.2167

b₆*
597.2667

y₅
617.3385

b₆*
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y₆
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b₇*
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y₁₄²⁺
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y₁₅²⁺
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b₈
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y₉
1127.475

b₉
1204.288

b₁₁*
1236.446

y₁₀
1242.502

b₁₁*
1334.423

b₁₂*
1449.449

b₁₃*
1498.541

b₁₂
1547.426

y₁₃*
1555.593

b₁₃*
1596.518

y₁₃
1653.57

y₁₄*
1702.661

y₁₅*
1703.753

b₁₄*
1711.545

y₁₄
1800.638

y₁₅*
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b₁₅*
1824.629

b₁₆*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

8799

ABC2; ABCA2; KIAA1062

81.97

ITMS; CID; 2

_ A I

y₂₁²⁺

V

b₄

A

b₅
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y₁₈²⁺

b₆

E P E D I

y₁₃*
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b₁₂
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b₄
355.234

y₃
433.2041

b₅
470.2609

y₈²⁺
551.7445

y₄
562.2467 b₆

599.3035

y₁₁²⁺
702.29

b₁₄²⁺
797.3138

y₆
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b₁₆²⁺
890.3459

y₇
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b₁₈²⁺
1003.43

y₁₈²⁺
1141.935

y₉-NH₃
1142.477

b₂₁²⁺
1224.985

b₂₂²⁺
1289.506

y₂₁²⁺
1299.488

b₁₂
1349.551

y₁₁
1403.573

b₁₃
1478.593

b₁₄
1593.62

y₁₃*
1615.652

b₁₅
1722.663

b₁₆
1779.684

b₁₇-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

8896

EME1; MMS4

97.8

ITMS; CID; 2

_ I I
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y₁₄²⁺
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594.3597

b₁₁²⁺
704.7257

y₆
707.4438

b₁₂²⁺
778.2599

b₁₃²⁺
834.8019

y₁₄²⁺
891.3789

y₈
983.5548

b₈
1021.316

b₉
1150.359

b₁₀*
1181.425

b₁₀
1279.401

b₁₁-H₂O
1390.433

b₁₁
1408.444

b₁₂-H₂O
1537.502
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

9342

ESYT2; FAM62B; KIAA1228

64.87

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

9353

CDCA7L; HR1; JPO2; R1

74.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

9367

ACAC; ACACA; ACC1; ACCA

50.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

9402

TRAF2; TRAP3

83.54

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

9470

E1BAP5; HNRNPUL1; HNRPUL1

129.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

9747

PDIA6; TXNDC7

205.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

943

GTF2S; TCEA1; TFIIS

107.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

1121

EIF3B; EIF3S9

65.23

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

1192

DDX51

71.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

1541

HDAC1; RPD3L1

50.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

2068

KIAA1547; TLE3

48.05

ITMS; CID; 2

_

y₁₈²⁺

D

y₁₇*

A P

y₁₅

T

y₁₄

ph

S

y₁₃

P

y₁₂

A

y₁₁

S

y₁₀

V

b₁₀-H₂O

A

y₈

S

y₇

S S S

y₄

b₁₅

T P S S K _

y₄
418.2296

y₇
693.3414

y₈
780.3734

y₁₇²⁺
829.3695

y₁₈²⁺
864.888

y₁₀
938.4425

b₁₀-H₂O
959.387

y₁₁
1037.511

y₁₂
1124.543

y₁₃
1195.58

y₁₄
1292.633

b₁₅
1426.573

y₁₅
1459.631

y₁₇*
1559.755

y₁₇
1657.732

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
100

200
300

Intensity

400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

2156

PLEC1

72.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

2264

CASP11; SFRS2IP; SIP1

57.33

ITMS; CID; 2

_ V

y₁₅²⁺

b₂

E

b₃

T

y₁₃

V

y₁₂²⁺

ph

S

y₁₁*

Q

b₇²⁺

P

y₉²⁺

S

y₈

E
ph

S P

b₁₂

K D T I D K _

a₂
201.1234

b₂
229.1183

b₃-H₂O
312.1554

b₃
330.166

b₇²⁺
411.1757

y₈²⁺
500.2401

y₉²⁺
564.7614

y₁₂²⁺
720.8331

y₁₃²⁺
804.3323 y₁₅²⁺

904.3903

y₈
999.4729

y₁₁*
1214.623

y₁₁
1312.6

y₁₂-NH₃
1423.632

b₁₂
1437.579

y₁₃
1607.657

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

2322

HDAC1; RPD3L1

74.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3093

CBX5; HP1A

99.39

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3186

KIAA1321; NUFIP2; PIG1

54.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3196

THRAP3; TRAP150

122.34

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3257

C9orf34; NOL8; NOP132

72.82

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3268

ADD3; ADDL

67.12

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3284

RALBP1; RLIP1; RLIP76

113.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3404

ARID4B; BRCAA1; RBBP1L1; RBP1L1; SAP180

65.23

ITMS; CID; 2

_ G

y₁₆-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3436

HNRPG; RBMX; RBMXP1; CCBL2; DKFZp547N1117; hCG_23341; RBMXL1; RP4-531M19.2-001

42.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3572

THRAP3; TRAP150

32.15

ITMS; CID; 2

_ W A H
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3760

DDB2

62.41

ITMS; CID; 2

_
ph

S R

b₃-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

3810

MAP4

50.56

ITMS; CID; 2

_ K C
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

4105

C10orf12

136.58

ITMS; CID; 2
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y₂₁²⁺

S T

y₁₉²⁺

b₅

F

y₁₈²⁺

b₆

T D

b₈

E

y₁₅²⁺

b₉

N

y₁₄

P

y₁₃²⁺

ph

S

y₁₂²⁺

b₁₂-H₂O

E

y₁₁²⁺

b₁₃

T

y₁₀

b₁₄

E

y₉

b₁₅

E

b₁₆

S

y₇

b₁₇-H₂O

E

y₆

b₁₈²⁺

A

y₅

b₁₉²⁺

A

y₄

G

y₃

b₂₁²⁺

G

b₂₂²⁺

I G K _

y₃
325.2325

y₄
382.254

y₅
439.2755

y₆
510.3126

y₁₁²⁺
528.2584

b₅
552.23

y₁₂²⁺
578.7822

y₇
581.3497

y₁₃²⁺
643.3035

b₆
653.2777

y₁₅²⁺
775.3291

y₉
797.4243

b₈
897.3472

y₁₀
926.4669

y₁₈²⁺
954.3853

y₁₉²⁺
1004.909

b₉
1011.39

b₁₈²⁺
1025.868

b₁₉²⁺
1061.386

b₂₁²⁺
1118.408

y₂₁²⁺
1128.967

b₂₂²⁺
1174.95

b₁₂-H₂O
1386.473

y₁₄
1452.598

b₁₃-H₂O
1487.521

b₁₃
1505.532

y₁₅-NH₃
1532.624

b₁₄
1634.574

b₁₅-NH₃
1746.59

b₁₅
1763.617

b₁₆
1850.649

b₁₇-H₂O
1961.681

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

800
1000

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

4161

AAAS; ADRACALA; GL003

77.28

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

4463

PRO3113; SYAP1

97.8

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

4593

EIF3H; EIF3S3

97.64

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

5488

KIAA0137; TLK1

126.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

5828

RPK118; RPS6KC1

68.97

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

6252

SPAK; STK39

162.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

6374

AOF2; KDM1; KDM1A; KIAA0601; LSD1

110.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

6411

HTATSF1

77.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

6498

KIAA1966; YT521; YTHDC1

123.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

6773

FBX20; FBXO20; KIAA0858; LMO7

138.07

ITMS; CID; 2
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1085.466

b₁₂-H₂O
1159.566

b₁₂
1177.577

b₁₃
1264.609

y₁₂
1365.556

b₁₄
1393.652

b₁₅-H₂O
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b₁₅
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b₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

6918

GIT1

60.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

6952

BCLAF1; BTF; KIAA0164

97.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

7229

HSP27; HSP28; HSPB1

85.73

ITMS; CID; 2

_ G

y₆*

P

y₅

b₃*

ph

S

y₄

b₄*

W

y₃

b₅

D

y₂

P

y₁

b₇*

F R _

y₁
175.119

b₃*
224.103

y₂
322.1874

b₄*
410.1823

y₃
419.2401

y₄
534.2671

b₅
623.1861

y₅-NH₃
703.3198

y₅
720.3464

b₇*
769.3304

y₆*
789.3678

y₆-NH₃
870.3182

y₆
887.3447

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
100

200
300

400
500

Intensity

200 300 400 500 600 700 800 900

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

7998

NKAP

62.16

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

8282

BMCC1; BNIPXL; C9orf65; KIAA0367; PRUNE2

148.15

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

8914

C19orf14; WDR62

92.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla1a2

9200

AGS3; GPSM1

67.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

913

SRM160; SRRM1

55.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

914

EEF2; EF2

21.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1077

NRD1

33.2

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1081

CPLA2; PLA2G4; PLA2G4A

42.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1286

D16S2531E; SNT2B2; SNTB2; SNTL

36.85

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1294

SAP145; SF3B2

81.65

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1553

OK/SW-cl.43; SMT3C; SMT3H3; SUMO1; UBL1

32.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1589

SPTB2; SPTBN1

44.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1658

HDGF2; HDGFRP2; UNQ785/PRO1604

44.62

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1704

TILZ2; TSC22D4

66.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1725

KIAA0144; NICE4; UBAP2L

77.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1797

ANKRD17; GTAR; KIAA0697

65.4

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

1942

ACIN1; ACINUS; KIAA0670

65.04

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

2548

AHNAK; PM227

139.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

2934

ABH5; ALKBH5; OFOXD1

109.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

2984

BCLAF1; BTF; KIAA0164

154.51

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

3035

HALR; KIAA1506; KMT2C; MLL3

93.15

ITMS; CID; 2

_ E
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

3074

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

54.7

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

3152

CEP170; FAM68A; KAB; KIAA0470

135.02

ITMS; CID; 2

_ I

y₁₂*

G
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b₁₁
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

3328

UNQ484/PRO983; VAPB

107.17

ITMS; CID; 2

_ S
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I
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y₂

b₁₀-H₂O

E
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b₃
288.1554
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y₁₀²⁺
584.7467

y₅
599.3126

y₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

3462

CLIP1; CYLN1; RSN

20.25

ITMS; CID; 2

_

y₁₆²⁺
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y₁₅²⁺
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y₁₃²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

3712

CHD7; KIAA1416

58.98

ITMS; CID; 2

_ D

y₁₄-NH₃

G

y₁₃

E
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b₁₅

D K _
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y₅-NH₃
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y₅
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b₆-H₂O
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y₆-NH₃
711.3287
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

3797

HAP; HET; SAFB; SAFB1

74.13

ITMS; CID; 2

_

y₆

S

y₅*

b₂

V

y₄*

b₃

V
ph

S F

b₆

D K _

a₂
159.1128

b₂
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b₃-H₂O
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b₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4014

SH3BP3; ZFP106; ZNF474

71.38

ITMS; CID; 2

_ A A H

y₁₄²⁺

b₄

V P

y₁₂*
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b₁₇²⁺

V K _

y₂
254.1954

y₃
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y₄
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470.2655 y₅
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b₁₃²⁺
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b₁₇²⁺
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b₁₀*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4029

KIAA1303; RAPTOR; RPTOR

39.53

ITMS; CID; 2

_ V

a₂

I
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D T S
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I T
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ph
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y₂

T N K _
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4068

GLCCI1

65.18

ITMS; CID; 2

_

y₁₀*

S
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A
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ph
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4092

THRAP3; TRAP150

117.02

ITMS; CID; 2

_

y₈

ph

S

y₇²⁺

P
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b₃*

I
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Q S
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y₁
185.1272

b₃*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4327

C13orf8; KIAA1802; ZNF828

80.24

ITMS; CID; 2
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b₃*

ph
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4352

EPB41L2

50.13

ITMS; CID; 2

_

y₇²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4460

PLEC1

52.52

ITMS; CID; 2

_ G

y₂₀²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4466

My038; P2PR; PACT; RBBP6; RBQ1

37.61

ITMS; CID; 2

_

y₁₃²⁺

W

b₂

D
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K D
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

4687

ABC50; ABCF1

38.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

5037

ARHGEF7; COOL1; KIAA0142; Nbla10314; P85SPR; PAK3BP; PIXB; ARHGEF6; COOL2; KIAA0006; PIXA

49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

5330

EHBP1L1

95.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

5493

KIAA1125; PRKCBP1; RACK7; ZMYND8

133.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

5635

KIAA0723; MATR3

87.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

5920

SRM160; SRRM1

54.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

6998

PARP12; ZC3HDC1

56.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

7184

ARID4A; RBBP1; RBP1

74.84

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

7740

KIAA0886; My043; NOGO; RTN4; SP1507

55.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

8298

BORG4; CDC42EP4; CEP4

121.11

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

8611

FUNDC1

134.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

8806

AS160; KIAA0603; TBC1D4

125.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

9076

HNGS1; MRE11; MRE11A

47.15

ITMS; CID; 2
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427.2278

b₄-NH₃
477.1616

b₄
494.1882

y₅
541.3072

b₅
593.2566

y₆
688.3756

b₆
706.3406

b₇-NH₃
818.3567

b₈
934.4516

b₁₆²⁺
966.8671

y₁₇²⁺
1014.427b₁₇²⁺

1023.409

y₉
1045.529

b₁₀-H₂O
1160.511
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1228.54
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y₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

9174

BMS1; BMS1L; KIAA0187

45.14

ITMS; CID; 2

_ I

y₂₉²⁺

G P Q

b₅

N

y₂₅²⁺

b₆-NH₃

F

b₇

I

y₂₃²⁺

D

b₉-NH₃

E
ph

T

b₁₁²⁺

S D I

y₁₇²⁺

b₁₄

E

b₁₅

N

b₁₆

I

y₁₄

b₁₇-H₂O

I K

y₁₂

E

y₁₁²⁺

E

y₁₀²⁺

E

y₉²⁺

b₂₂²⁺

D Y K

y₆-NH₃

E E N

y₃-NH₃

N D S K _

y₃-NH₃
340.1594

b₅-NH₃
493.2405

b₅
510.2671 y₉²⁺

571.7684

y₁₀²⁺
629.2819

b₆-NH₃
640.3089

b₁₁²⁺
641.7712

y₁₁²⁺
693.8032

y₆-NH₃
697.2879

b₇-NH₃
753.393

b₇
770.4196

b₉-NH₃
997.4625

y₁₇²⁺
1061.006

b₂₂²⁺
1309.585

y₂₃²⁺
1438.127

y₁₂
1515.642

y₂₅²⁺
1552.182

b₁₄
1639.689

b₁₅
1753.732

y₁₄
1780.793

y₂₉²⁺
1795.294

b₁₆
1866.816

b₁₇-H₂O
1961.889
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

9304

BRCA1; RNF53

84.29

ITMS; CID; 2

_

y₂₅²⁺

K I E

b₄

S

y₂₁²⁺

S E E

y₁₈²⁺

N I

b₁₀*
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S
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y₁₄²⁺

E

y₁₃²⁺

b₁₃*

D

y₁₂
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y₁₁²⁺

b₁₅*

E

y₁₀

b₁₆*

I

y₉

b₁₇²⁺

P C F

y₆

Q

y₅

H

y₄

b₂₂²⁺

I

y₃

I F G K _

y₃
359.2169

b₄
466.2751

y₄
472.3009 y₅

585.385

y₁₀²⁺
627.8308

y₁₁²⁺
684.3728

y₆
722.4439

y₁₃²⁺
813.4154

y₁₄²⁺
870.9289

b₁₇²⁺
1042.907

b₁₀*
1107.541

y₉
1157.602

y₁₈²⁺
1158.991

y₁₀
1254.654

y₂₁²⁺
1345.055

b₂₂²⁺
1385.558

b₁₃*
1420.632

y₁₂
1496.781

y₂₅²⁺
1553.15

b₁₃
1616.586

b₁₄*
1647.651

b₁₅*
1678.717

b₁₆*
1791.801

b₁₅
1874.671

b₁₆*
1889.778

b₁₆-H₂O
1969.744

b₁₆-NH₃
1970.728

b₁₆
1987.755
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia150aLSteCaHctrla2a2

9487

CGI-55; PAIRBP1; SERBP1

160.64

ITMS; CID; 2

_ F

y₁₄

D

y₁₃*

b₃

Q

y₁₂*

b₄

I

y₁₁*

b₅

F

y₁₀*

b₆

D

y₉*

D

y₈*

E

y₇

b₉-NH₃

ph

S

y₆

b₁₀*

D

y₅

P

b₁₂

F

b₁₃*

E

b₁₄*

V

b₁₅*

I K _

b₃-NH₃
374.1347

b₃
391.1612

b₄
504.2453

b₅-H₂O
633.3031

b₅-NH₃
634.2871

y₅
635.3763

b₅
651.3137

y₁₁²⁺
687.2791

y₆
732.4291

y₁₂²⁺
760.8133

b₆
766.3406

y₇
847.456

y₁₄²⁺
881.3846

y₈*
916.4775

y₉*
1045.52 b₉-NH₃

1160.382

y₁₀*
1160.547

b₁₀*
1194.459

y₁₀
1258.524

y₁₁*
1275.574

b₁₀
1292.435

y₁₁
1373.551

y₁₂*
1422.642

y₁₂
1520.619

y₁₃*
1535.726

b₁₂
1536.557

b₁₃*
1567.622

y₁₃
1633.703

b₁₃
1665.599

b₁₄*
1666.691

y₁₄
1761.762

b₁₅*
1779.775

b₁₅
1877.752
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

1146

EPB41L2

52.17

ITMS; CID; 2

_ G S

y₁₃²⁺

b₃

Q

y₁₂*

P

y₁₁²⁺

P P A

b₈²⁺

A

y₇²⁺

E
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b₁₀

ph

S

b₁₁*

Q

y₄

b₁₂*

S

y₃-NH₃

S

y₂

I R R _

b₃-H₂O
255.1088

b₃-NH₃
256.0928

b₃
273.1193

y₂
351.2366

b₈²⁺
353.6796 y₆²⁺

383.7253

y₃-NH₃
447.2941

y₇²⁺
467.2245

y₄
551.3527

y₁₁²⁺
651.3093

y₁₂²⁺
699.8356

y₁₃²⁺
748.362

y₆-NH₃
749.4167

b₁₀
1002.393

b₁₁*
1032.474

b₁₂*
1119.507

y₁₂*
1300.687
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

1655

CAD

69.33

ITMS; CID; 2

_ I H R A

y₁₀

ph

S

y₉

b₆*

D

y₈

P

b₈

G

y₆

b₉*

I P A E

y₂

b₁₃²⁺

E P K _

y₂
252.1798

y₆²⁺
339.6811

b₆²⁺
385.6647

b₈²⁺
462.7018

y₉²⁺
473.2602

b₉²⁺
519.2438

b₆*
672.3452

y₆
678.3548

b₁₃²⁺
732.3313

b₆
770.322

y₈
848.4604

b₈
924.3963

b₉*
939.5034

y₉
945.5131

b₉
1037.48

y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

1689

CENPC; CENPC1; ICEN7

45.87

ITMS; CID; 2

_

y₁₃²⁺

K

y₁₂²⁺

I

b₃

E

y₁₀*

I

y₉*

b₅

D N

y₇*

K

y₆

b₈²⁺

V
ph

S

b₁₀

D

y₃

E

y₂

E

b₁₃²⁺

D K _

y₂
270.1539 b₃

379.2431

y₃
399.1965

b₈²⁺
478.7909

b₅
607.3541

y₁₂²⁺
758.8229

b₁₃²⁺
806.3597

y₆
810.2644

y₇*
811.356

y₁₃²⁺
815.3649

y₇
909.3328

y₉*
1061.508

y₁₀*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

1729

ATF7IP; MCAF; MCAF1

41.24

ITMS; CID; 2

_

y₁₂²⁺

I

y₁₁²⁺

a₂

E

y₁₀²⁺

b₃

Q

y₉²⁺

I

b₅

Q S

b₇

K

y₅*

D

y₄

ph

S I

y₂

D E K _

a₂
215.139

y₂
276.1554

b₃
371.1925

y₄
504.2664

y₉²⁺
565.2423

y₅*
573.2879

b₅
612.3352

y₁₀²⁺
621.7843

y₁₁²⁺
685.8136

y₁₂²⁺
750.3349

b₇
827.4621 y₉-NH₃

1112.451
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

1779

LMN2; LMNB; LMNB1; LMN2; LMNB2

37.34

ITMS; CID; 2

_

y₉²⁺

I

y₈²⁺

K I

b₄

ph

S

b₅*

P

y₄

b₆

S P S S R _

b₆²⁺
353.6804

y₄
446.2358

y₈²⁺
455.7051

y₉²⁺
519.7526

b₅*
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b₄
522.2687

b₆-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

1810

BICC1

80.59

ITMS; CID; 2

_ V I S A N H

b₇-NH₃

G

b₈

D P

y₁₂

b₁₀

S

y₁₁

b₁₁

I

y₁₀

b₁₂²⁺

Q

y₉

b₁₃²⁺

T

y₈

S

y₇

b₁₅-NH₃

G

y₆²⁺

b₁₆-H₂O

S

y₅*

E

b₁₈²⁺

Q

y₃*

b₁₉²⁺

T
ph

S P K _

y₃*
313.187

y₆²⁺
385.16

y₃
411.1639

b₁₀²⁺
489.7356

y₅*
542.2933

b₁₁²⁺
546.2776

y₁₀²⁺
551.2266

b₁₂²⁺
610.3069

y₁₁²⁺
615.2559

b₁₃²⁺
660.8308

b₇-NH₃
662.3257

b₈
794.3791

y₇
856.3448

b₁₈²⁺
904.9241

y₈
913.3663

b₁₉²⁺
955.448

b₁₀
978.4639

y₉
1000.398

b₁₁
1091.548

y₁₀
1101.446

y₁₁-NH₃
1212.478

y₁₁
1229.505

y₁₂
1342.589

b₁₅-NH₃
1447.681

b₁₆-H₂O
1533.729
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

1811

C14orf4; EAP1; KIAA1865; My039

53

ITMS; CID; 2

_ K A
ph

S P

y₁₀

b₅

E P

y₈

P

y₇

b₈

D

y₆

b₉²⁺

S

b₁₀-NH₃

A E G

y₂

b₁₃²⁺

A I K _

y₂
268.2111

y₇²⁺
342.1943

y₁₀²⁺
496.7606

b₉²⁺
499.2095

y₆
596.3494

b₅
601.2473

b₁₃²⁺
663.2787

y₇
683.3814

y₈
798.4083 b₈-H₂O

892.3692

b₈
910.3797

b₉-NH₃
980.3852

y₁₀
992.5139 b₁₀-NH₃

1051.422

b₁₃-H₂O
1307.539
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2005

RAB5EP; RABEP1; RABPT5; RABPT5A

135.23

ITMS; CID; 2

_

y₁₅²⁺

A

y₁₄

Q

y₁₃

b₃*

ph

S

y₁₂

b₄*

T

y₁₁

b₅*

D

y₁₀

b₆*

S

y₉

b₇*

I G

y₇

b₉*

T

y₆

b₁₀-H₂O

S

y₅

G

b₁₂

S

y₃-NH₃

b₁₃*

I

b₁₄*

Q

b₁₅

S K _

b₃*
269.1244

y₃-NH₃
345.1769

b₄*
370.1721

b₅*
485.1991

y₅
562.3195

b₆*
572.2311

b₅
583.1759

y₆
619.341

b₇*
685.3151

y₇
706.373

b₁₄²⁺
707.2983

b₇-H₂O
765.2815

b₇-NH₃
766.2655

y₁₅²⁺
788.3485

b₉*
843.3843

y₉
864.4421

b₉-H₂O
923.3506

b₉
941.3612

y₁₀
977.5262

b₁₀-H₂O
1010.383

y₁₁-NH₃
1047.532

y₁₁
1064.558

b₁₂
1172.447

y₁₂
1179.585

b₁₃*
1187.554

b₁₃-H₂O
1267.52

y₁₃
1280.633 b₁₄*

1315.612

b₁₄-NH₃
1396.563

b₁₄
1413.589

y₁₄-NH₃
1430.605

y₁₄
1447.631

b₁₅
1500.621
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2084

AHNAK; PM227

78.55

ITMS; CID; 2

_

y₁₀*

I

y₉*

b₂

Q

y₈

b₃

G

y₇*

S

y₆*

G

y₅

b₆²⁺

V S I

y₂

b₉-H₂O

A

b₁₀

ph

S K _

a₂
214.155

b₂-NH₃
225.1234

b₂
242.1499

b₆²⁺
271.6503

y₂-NH₃
297.0846

b₃
299.1714

y₂
314.1112

b₆-H₂O
524.2827

y₅
585.2644

y₆*
586.3559

y₇*
643.3774

y₇
741.3542

y₉*
787.4308

b₉-H₂O
795.4359

y₈
828.3863

y₉
885.4077

y₁₀*
915.4894

b₁₀
980.4449
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2104

CTTNBP2NL; KIAA1433

105.67

ITMS; CID; 2

_ F

y₁₈²⁺

b₂

Q S

b₄-H₂O

Q

y₁₅²⁺

b₅

A

y₁₄²⁺

D Q

y₁₂-NH₃

D

b₉

Q

y₁₀*

b₁₀²⁺

Q

y₉-NH₃

b₁₁

A

y₈

b₁₂

S

y₇²⁺

b₁₃

G

y₆²⁺

b₁₄

I

y₅

b₁₅²⁺

Q

y₄

b₁₆*

ph

S

y₃

P P S R _

b₂
276.1343

y₃-NH₃
342.1772

y₃
359.2037

y₆²⁺
376.1604

y₇²⁺
432.7024

y₄
456.2565

y₈²⁺
461.2131

b₄-H₂O
473.2143

b₉²⁺
524.7202

b₅
562.262

b₁₀²⁺
588.7494

y₅
623.2549

b₁₁²⁺
624.268

y₁₄²⁺
789.849

b₁₅²⁺
816.8661

y₁₅²⁺
847.3625

b₁₆²⁺
900.3652

y₈
921.419 y₁₀*

981.5112

y₁₈²⁺
990.4264

y₉-NH₃
991.4245

b₉
1048.433

b₁₁
1247.529

y₁₂-NH₃
1318.579

b₁₂
1334.561

b₁₃
1391.582

b₁₄-NH₃
1487.64

b₁₄
1504.666 b₁₆*

1701.746
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2110

KIAA1741; TAB182; TNKS1BP1

85.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2144

PDE3A

83.54

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2146

FUSIP1; FUSIP2; SFRS13A; TASR

31.83

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2159

EPS15L1; EPS15R

68.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2229

NRD1

121.45

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2248

ABP620; ACF7; KIAA0465; KIAA1251; MACF1; ABP620; ACF7; KIAA0465; KIAA1251; MACF1

72.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2274

PI4KA; PIK4; PIK4CA

99.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2470

SAP45; SDS3; SUDS3

83.4

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2597

F2RL1; GPR11; PAR2

66.19

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2643

CASP11; SFRS2IP; SIP1

47.84

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2698

LRWD1

134.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2753

SGT; SGT1; SGTA

54.12

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2778

KAP1; RNF96; TIF1B; TRIM28

63.73

ITMS; CID; 2

_
ph

S R S G E G

y₆

b₇*

E

y₅

b₈*

V

b₉

S

b₁₀²⁺

G

y₂

b₁₁²⁺

I

y₁

M R _

y₁
185.1272

y₂
316.1677

y₆²⁺
336.6905

b₈²⁺
446.6754

b₁₀²⁺
518.7022

y₅
573.3053

b₁₁²⁺
575.2442

y₆
672.3737

b₇*
695.2983 b₇

793.2752

b₈*
794.3667

b₈
892.3436

b₉
979.3756

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

Intensity

200 300 400 500 600 700 800 900 1000 1100

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2795

DBX; DDX3; DDX3X; DBY; DDX3Y

66.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2810

BEGAIN; KIAA1446

61.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2827

TOR1AIP1

110.38

ITMS; CID; 2

_ V

y₂₃²⁺

N

y₂₂²⁺

F

y₂₁²⁺

S

y₂₀²⁺

b₅

E

y₁₉²⁺

b₆

E G

y₁₇

b₈-NH₃

E

y₁₆

ph

T

y₁₅

E

y₁₄

b₁₁-H₂O

E

y₁₃

b₁₂

D

b₁₃

D

y₁₁²⁺

b₁₄*

Q D

b₁₆-NH₃

S

b₁₇-H₂O

S

y₇

H S S

y₄

V

y₃

T T V K _

y₃
347.2289

y₇²⁺
361.2082

y₄
448.2766

b₅-H₂O
559.2511

y₁₁²⁺
574.2831

b₅
577.2617

b₆-H₂O
688.2937

b₆-NH₃
689.2777

y₁₃²⁺
695.8259

b₆
706.3042

y₇
721.409

y₁₄²⁺
753.3393

y₁₅²⁺
817.8606

b₈-NH₃
875.3418

y₁₇²⁺
972.8889

y₁₉²⁺
1065.921

y₂₀²⁺
1130.442

y₂₁²⁺
1194.964

y₂₂²⁺
1238.48

y₂₃²⁺
1312.014

b₁₁-H₂O
1313.457

y₁₃
1390.644

b₁₂
1446.494

y₁₄
1505.671

b₁₃-NH₃
1544.495

b₁₃
1561.521

b₁₄*
1591.603

y₁₅-NH₃
1617.687

y₁₅
1634.714

y₁₆
1763.757

b₁₆-NH₃
1874.612

y₁₇
1944.771

b₁₇-H₂O
1960.66
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2845

DG6; PGRMC2; PMBP

40.76

ITMS; CID; 2

_ R G I G

b₅

A G A G

y₁₁²⁺

b₉

A

y₁₀-NH₃

G

y₉

E

y₈

E

y₇²⁺

b₁₃*

ph

S P A T S

y₂

b₁₈²⁺

I P R _

y₂
272.1717 y₇²⁺

371.2163

b₅-NH₃
438.2459

y₈²⁺
454.7155

b₅
455.2725

y₉²⁺
519.2368

y₁₁²⁺
612.2688

b₉
711.3896

b₁₈²⁺
831.8778

y₈
908.4237 y₉-NH₃

1020.44

y₉
1037.466

b₁₃*
1095.518

y₁₀-NH₃
1149.482
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2869

BOD1L; FAM44A; KIAA1327

108.74

ITMS; CID; 2

_

y₇*

D

y₆*

b₂

V

y₅

b₃

T

y₄

b₄-H₂O

I

y₃

b₅*

ph

S P

y₁

b₇*

V K _

y₁
147.1128

a₂
187.1077

b₂
215.1026

b₃-H₂O
298.1397

b₃
316.1503

y₃
343.234

b₄-H₂O
411.2238

b₅*
498.2558

y₄
510.2323

b₅-H₂O
578.2222

y₅
623.3164

y₆*
626.3872

b₇*
694.377

y₆
724.3641

y₇*
725.4556

b₇-H₂O
774.3433

b₇
792.3539
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2882

HBP; HDLBP; VGL

127.29

ITMS; CID; 2

_

y₁₅²⁺

V

y₁₄²⁺

A

y₁₃*

T

y₁₂*

b₄

I

y₁₁*

N

y₁₀

ph

S E

y₈

E

y₇

b₉

E

y₆

b₁₀*

S

y₅

b₁₁*

D

y₄

b₁₂²⁺

P

b₁₃*

P

b₁₄

T

b₁₅-H₂O

Y K _

b₄-H₂O
367.234

b₄
385.2445

y₄
516.2908

b₉²⁺
527.2104

y₅
613.3435

b₁₂²⁺
676.7663

y₆
728.3705 y₇

815.4025

y₁₄²⁺
849.3553

y₁₅²⁺
884.8739

y₈
944.4451

b₁₀*
1042.469

b₉
1053.414

b₁₀
1140.446

b₁₁*
1157.496

y₁₀
1202.53

b₁₁-H₂O
1237.462

b₁₁-NH₃
1238.446

b₁₁
1255.473

y₁₁*
1271.552

b₁₃*
1351.601

y₁₁
1369.529

y₁₂*
1385.595

b₁₃-H₂O
1431.568

y₁₂
1483.572

y₁₃*
1498.679

b₁₄
1550.626

y₁₃
1596.656

b₁₅-H₂O
1695.679
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

2892

C21orf50; DBP5; HSPC310; HSPC312; KIAA1019; NREBP; SON

124.26

ITMS; CID; 2

_

y₂₁²⁺

E

b₂-H₂O

ox

M E H N T

y₁₅

b₇

V C

y₁₃²⁺

b₉

A

y₁₂

b₁₀

A

y₁₁

b₁₁

G

y₁₀-NH₃

ph

T

y₉

b₁₃*

S P

y₇

b₁₅-H₂O

V

b₁₆²⁺

G

y₅

b₁₇²⁺

E

y₄

I

b₁₉²⁺

G

y₂

b₂₀²⁺

E E K _

b₂-H₂O
259.0747

y₂
284.1696

y₄
470.2337

y₉²⁺
483.2551

b₁₀²⁺
580.229

y₅
583.3177

y₁₂²⁺
645.7889

y₁₃²⁺
681.3074

y₇
769.3818

b₇-H₂O
839.3352

b₇
857.3458

b₁₆²⁺
869.334

b₁₇²⁺
933.8553

y₉
965.503

b₁₉²⁺
1018.908

y₁₀-NH₃
1035.508

b₉-H₂O
1070.403

b₂₀²⁺
1083.429

b₉
1088.414

b₁₀-H₂O
1141.44

b₁₀-NH₃
1142.424

b₁₀
1159.451

y₂₁²⁺
1160.489

b₁₁
1216.472

y₁₁
1233.549

y₁₂-NH₃
1273.544

y₁₂
1290.57 b₁₃*

1386.541

b₁₃
1484.518

y₁₅
1592.675

b₁₅-H₂O
1662.629
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3018

AMPHL; BIN1

85.46

ITMS; CID; 2

_ S

y₁₄

P

y₁₃

ph

S

y₁₂

P

y₁₁

P

y₁₀

D G

y₈

b₈*

S

y₇²⁺

P A

y₅

A

y₄

b₁₂-H₂O

T P

y₂

b₁₄

E

b₁₅

I R _

y₂
288.203 y₇²⁺

379.2138

y₄
514.2984

y₅
615.3461

y₁₃²⁺
654.3331

b₈*
707.2995

y₈
854.473

y₁₀
998.5265

y₁₁
1113.553

b₁₂-H₂O
1127.44

y₁₂-NH₃
1193.58

y₁₂
1210.606 y₁₃-NH₃

1290.632

y₁₃
1307.659

b₁₄
1371.546

y₁₄
1474.657

b₁₅
1484.63
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3238

KIAA1102; LIMCH1

60.47

ITMS; CID; 2

_ S R

b₃

Q

y₈

b₄

ph

T P

y₆

b₆*

ph

S P

y₄-NH₃

b₈-NH₃

D

y₃

b₉*

V

y₂

b₁₀*

V

y₁

I R _

y₁
185.1272

y₂
298.2113

y₆²⁺
354.7175

b₃-NH₃
365.1807

b₃
382.2073

y₃
397.2797

y₄-NH₃
479.3216

y₈²⁺
486.7431

b₄
563.2213

y₆
708.4278

b₆*
729.2955

b₆
827.2724

y₈
972.4789

b₈-NH₃
1022.326

b₉*
1040.444

b₁₀*
1041.535
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3250

PLEC1

65.95

ITMS; CID; 2

_ T

b₂

P H V

y₁₁*

Q A

y₉

b₇

V

y₈

b₈

Q

y₇

b₉

G P

y₅*

b₁₁

I G

y₃

ph

S P

b₁₅²⁺

P K _

b₂
199.1077

y₃
341.2183

b₇²⁺
367.2032

y₇²⁺
388.1911

y₈²⁺
416.7019 y₅*

467.2613

y₉²⁺
480.7311

b₇
733.3991

b₁₅²⁺
773.8743

y₇
775.375

y₈
832.3964

b₈
861.4577

b₉
918.4792

y₉-NH₃
943.4285

y₉
960.455

y₁₁*
1032.584

b₁₁
1128.616
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3350

SART1

86.99

ITMS; CID; 2

_ R V

b₃*

ph

S

y₁₈²⁺

b₄*

E

y₁₇-NH₃

b₅*

V E

b₇*

E

y₁₄-NH₃

b₈

E

y₁₃

K

y₁₂

b₁₀²⁺

E

b₁₁²⁺

P

y₁₀

b₁₂*

V

y₉-NH₃

b₁₃

P

y₈

b₁₄

Q

b₁₅

P

y₆

b₁₆²⁺

I P S

y₃

D

y₂

b₂₀²⁺

D T R _

y₂
276.1666

b₃*
325.1983

y₃
391.1936

b₃
423.1752

b₄*
454.2409

b₄-NH₃
535.1912

b₅*
553.3093

y₁₀²⁺
563.2804

b₁₀²⁺
648.2794

y₁₂²⁺
661.341

y₆
690.3053

b₁₁²⁺
696.8058

b₁₂²⁺
746.34

b₇*
811.3945 y₈

900.4421

b₁₆²⁺
963.9641

y₉-NH₃
1011.474

y₁₈²⁺
1033.008

b₈
1038.414

y₁₀
1125.553

b₂₀²⁺
1171.033

b₁₀-H₂O
1277.541

y₁₂
1321.675

b₁₂*
1393.696

y₁₃
1450.717

b₁₂
1491.673

y₁₄-NH₃
1561.786

b₁₃
1588.725

b₁₄
1716.784

b₁₅
1813.837

b₁₆-H₂O
1908.91

y₁₇-NH₃
1948.913
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3359

WIZ; ZNF803

57.8

ITMS; CID; 2

_ S

y₁₂²⁺

b₂

P

y₁₁²⁺

b₃

Q

y₁₀²⁺

I
ph

S I

y₇

b₇*

S

y₆²⁺

P

b₉*

R

b₁₀*

P A

y₂

ph

S P K _

b₂
185.0921

y₂-NH₃
235.1532

y₂
252.1798

b₃
313.1506

y₆²⁺
377.1923

y₇²⁺
425.7187

y₁₀²⁺
609.2759 y₁₁²⁺

665.818

b₇*
695.3723

y₁₂²⁺
729.8473

y₇
850.4301

b₉*
958.5344

b₁₀*
1055.587

b₉
1056.511
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3410

U2AF1L2; U2AF1RS2; U2AF1-RS2; ZRSR2

53.17

ITMS; CID; 2

_ D

y₆

b₂

I

y₅

b₃

Y

y₄

I
ph

S

b₆*

P D R _

a₂
201.1234

b₂
229.1183

b₃
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y₆²⁺
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b₆*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3421

CG1; KIAA0004; KTN1

46.25

ITMS; CID; 2

_ E

y₁₈²⁺

I

y₁₇²⁺

b₃-H₂O

Q

y₁₆

b₄-H₂O

N

y₁₅

G

y₁₄²⁺

N

y₁₃-NH₃

I

y₁₂

b₈-H₂O

H E
ph

S

y₉²⁺

b₁₁-H₂O

D S

y₇²⁺

b₁₃-H₂O

E

b₁₄-NH₃

ph

S

y₅

b₁₅-H₂O

V P

b₁₇²⁺

R

y₂

D F K _

y₂
302.1954

b₃-H₂O
353.1819

b₄-H₂O
467.2249

y₇²⁺
473.7293

y₉²⁺
581.7666

y₅
680.3845

b₈-H₂O
888.4322

y₁₄²⁺
912.372

b₁₇²⁺
1031.911

y₁₇²⁺
1054.926

y₁₈²⁺
1118.955 b₁₁-H₂O

1299.5
b₁₃-H₂O

1515.575

y₁₂-NH₃
1556.567

y₁₂
1573.594

b₁₄-NH₃
1683.557

y₁₃-NH₃
1693.626

b₁₅-H₂O
1781.642

y₁₅
1937.78

y₁₆
1994.801
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3423

SGK223

57.79

ITMS; CID; 2

_

y₁₃²⁺

V

y₁₂*

S

y₁₁

b₃-H₂O

Q

y₁₀

b₄

G

y₉

b₅

S

y₈

b₆

A

y₇*

E
ph

S

b₉*

I

y₄

b₁₀*

S

b₁₁-H₂O

P S

b₁₃*

F R _

b₃-H₂O
297.1557

b₄
372.1878

b₅
459.2198

b₆-H₂O
512.2463

y₄
516.2804

b₆
530.2569

y₁₃²⁺
721.813

y₇*
785.418

b₉*
841.405

y₇
883.3949

b₁₀*
928.4371

y₈
1012.437

y₉
1083.475

b₁₁-H₂O
1105.456

y₁₀
1170.507

y₁₁
1227.528

y₁₂*
1257.61

b₁₃*
1259.59

y₁₂-NH₃
1338.56
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3428

KIAA0259; TOPBP1

78.49

ITMS; CID; 2

_ N

y₁₀*

A

y₉*

b₃

V

y₈

A

y₇

b₅

I

y₆

S

y₅

A

y₄

ph

S P

b₁₀

Q

b₁₁

I K _

b₃-NH₃
268.1292

b₃
285.1557

b₅-NH₃
452.2504

b₅
469.2769

y₄
485.3082

y₅
652.3066

y₆
723.3437

y₇
810.3757

y₉*
896.52

y₈
923.4598

y₉
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y₁₀*
995.5884

b₁₀
1019.456

y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3442

EIF4G3

57.14

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3540

HMGA1; HMGIY

48.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3738

TCOF1

40.84

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3759

PLS3

83.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3822

EDMD; EMD; STA

38.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3835

FLN; FLN1; FLNA

96.06

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

3919

BING2; DAP6; DAXX

64.22

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4109

KIAA0199; PSEC0227; SCAP

103.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4154

EPC2

60.31

ITMS; CID; 2

_ I I

y₁₂

b₃

N

y₁₁-NH₃

b₄

I

y₁₀*

b₅

Q

y₉

b₆

D

y₈

ph

S D

y₆

b₉*

S

y₅

b₁₀*

E

y₄

b₁₁

E

b₁₂

C T S R _

b₃
341.2183 b₄

454.3024

y₄
523.2293

b₅-NH₃
565.3344

b₅
582.361

y₅
652.2719

b₆
697.3879

y₆
781.3145 b₉*

968.4684

y₈
983.3735

b₁₀*
1097.511

y₉
1150.372

y₁₀*
1167.422

y₁₀
1265.399

b₁₁
1324.53

y₁₁-NH₃
1376.431

b₁₂
1484.561

y₁₂
1506.541

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

Intensity

400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4207

ELP1; IKAP; IKBKAP

167.51

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4245

ORP11; OSBP12; OSBPL11

41.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4329

ARC250; KIAA0593; MED13; THRAP1; TRAP240

106.17

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4379

VDAC; VDAC1

42.08

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4388

CGI-64; MTCH1; PSAP; UNQ1871/PRO4314

61.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4408

AKAP12; AKAP250

64.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4437

IRS2

110.06

ITMS; CID; 2

_ H S
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4529

ERCC5; ERCM2; XPG; XPGC

129.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4612

ERK2; MAPK1; PRKM1; PRKM2

73.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4775

TJP1; ZO1

32.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4837

C13orf8; KIAA1802; ZNF828

48.11

ITMS; CID; 2

_ K
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

4944

FBX20; FBXO20; KIAA0858; LMO7

32.34

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

5082

SAMD11

62.19

ITMS; CID; 2

_ E I G

y₂₇²⁺
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b₄-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

5133

HNRNPH1; HNRPH; HNRPH1

77.32

ITMS; CID; 2

_ E G

y₁₆²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

5155

C20orf158; DATF1; DIDO1; KIAA0333

134.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

5193

KIAA0852; MORC2; ZCWCC1

43.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

5473

DNCLI2; DYNC1LI2; LIC2

107.34

ITMS; CID; 2

_ D
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

5734

LSM12

100.54

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

5817

PACSIN3

60.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6013

ABP620; ACF7; KIAA0465; KIAA1251; MACF1; ABP620; ACF7; KIAA0465; KIAA1251; MACF1

119.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6070

VIM

84.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6106

DLNB07; KIAA0638; LL5A; PHLDB1

69.73

ITMS; CID; 2

_ N
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6184

CVAK90; GKLP; HT019; NTKL; SCYL1; TAPK; TEIF; TRAP

59.47

ITMS; CID; 2

_

y₂₂²⁺

P

y₂₁²⁺

S T

b₄

Q

b₅

P

y₁₇²⁺

b₆

R P D

y₁₄

b₉

ph

S

y₁₃

b₁₀-NH₃

W G E D

y₉

b₁₄*

N W

y₇

E

y₆-NH₃

G

y₅

I

y₄

E

b₂₀²⁺

T

y₂

b₂₁²⁺

D S R _

y₂
262.151

b₄
414.1983

y₄
478.2256

b₅
511.2511

y₅
607.2682

b₆
667.3522

y₆-NH₃
703.3257

y₇
777.3737 y₁₇²⁺

1036.897

b₉
1046.43

y₉
1092.496

b₂₀²⁺
1181.984

b₁₀-NH₃
1215.483

b₂₁²⁺
1239.498

y₂₁²⁺
1278.027

y₂₂²⁺
1321.543 y₁₃

1507.63

b₁₄*
1549.667

b₁₄
1647.644

y₁₄
1693.709

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
500

1000
1500

2000

Intensity

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6670

HNRNPC; HNRPC

21.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6808

C9orf42; FAM122A

48.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6845

BAF170; SMARCC2

56.04

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

6889

AF1P; EPS15

92.98

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

7024

TRIO

86.79

ITMS; CID; 2

_ A G A A
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b₁₂-H₂O
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b₁₄*
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b₁₅*
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b₁₅*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

7335

HERC2

167.99

ITMS; CID; 2

_ I R A E E E
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b₁₁²⁺
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b₁₄²⁺
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b₁₀
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b₁₁
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b₂₂²⁺
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b₁₈*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

7850

EIF2B; EIF2S2

97.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8022

MAP4

124.2

ITMS; CID; 2

_
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y₁₁²⁺
632.2927
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656.3527

y₁₂²⁺
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b₇*
724.2971
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y₁₃²⁺
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b₉*
1052.364
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b₁₁*
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y₁₁*
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b₁₀*
1183.405

b₁₁*
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y₁₁
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b₁₂*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8102

CDC21; MCM4

120.33

ITMS; CID; 2

_ G I

b₃
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b₃
299.1714

y₃
340.207

b₄
398.2398

y₇²⁺
399.2158

y₄
453.2911

b₅-NH₃
496.2402

y₁₀²⁺
527.7846

y₅
540.3231

y₁₁²⁺
584.3266

b₆
626.3508

y₆
668.3817

b₇
754.4094

y₇
797.4243

b₁₆²⁺
832.3642

b₉*
938.4578

y₉
955.4934

y₁₀
1054.562

b₂₁²⁺
1089.484

b₂₂²⁺
1133

y₂₂²⁺
1160.525

b₂₃²⁺
1189.542

b₁₃*
1208.591

b₁₂
1235.53

y₁₂
1282.673

b₁₄-H₂O
1417.6

b₁₄
1435.61

y₁₄
1482.753

b₁₅
1550.637

b₁₆
1663.721

b₁₇*
1664.813

b₁₇
1762.79

b₁₈
1833.827

b₁₉
1920.859
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8106

RR2; RRM2

189.81

ITMS; CID; 2

_

y₁₇²⁺

V

y₁₆

P

y₁₅

I

y₁₄*

b₄

A

y₁₃

b₅

P

y₁₂*

b₆

I

y₁₁*

b₇

T

y₁₀*

b₈

D

y₉

b₉

P Q

y₇*

Q I

b₁₃-H₂O

Q

y₄*

b₁₄

I

y₃

ph

S P I K _

y₃
357.2496

b₄
381.2496

y₄*
426.2711

b₅
478.3024

y₄
524.248

b₆
591.3865

y₁₀²⁺
616.3259

b₇-H₂O
674.4236

b₇
692.4341

y₇*
780.4978

b₈
807.4611

y₁₄²⁺
829.4317

y₁₅²⁺
864.9502

y₇
878.4747

b₉
904.5138

y₁₇²⁺
970.0186

y₉-NH₃
1117.565

y₁₀*
1133.668

y₉
1134.592

y₁₀-NH₃
1214.618

y₁₀
1231.645

y₁₁*
1248.695

y₁₁
1346.672

y₁₂*
1349.742

b₁₃-H₂O
1383.763

y₁₂
1447.719

b₁₄
1514.858

y₁₄*
1559.879

y₁₃
1560.803 y₁₄-NH₃

1640.83

y₁₄
1657.856

y₁₅
1728.893

y₁₆
1841.977
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8243

TP53BP1

129.85

ITMS; CID; 2

_ E T

y₁₉*

A

y₁₈*

b₄

V

y₁₇*

P

y₁₆*

G P

y₁₄*

I

y₁₃

b₉

G

y₁₂

I

y₁₁

E

y₁₀

b₁₂

D

y₉*

b₁₃

I

y₈*

b₁₄*

ph

S

y₇

P

y₆*

N

y₅*

b₁₇

I

y₄

b₁₈*

ph

S

y₃

b₁₉²⁺

P D D K _

y₃
377.1667

b₄
401.2031 y₄

474.2195

y₅*
543.2409

y₆*
656.325

b₉
822.4356

y₈*
867.4207

y₇
868.3448

b₁₇²⁺
892.4293

y₁₇²⁺
963.9103

y₈
965.3976

y₁₈²⁺
1012.437

b₁₉²⁺
1024.455

y₉*
1034.419

y₁₉²⁺
1061.971

y₉-NH₃
1115.369

y₉
1132.396

b₁₂
1179.589

y₁₀
1245.48

b₁₃
1292.673

y₁₁
1360.507

b₁₄*
1361.695

y₁₂
1489.55

y₁₄*
1561.678

y₁₃
1602.634

y₁₄
1659.655

y₁₆*
1673.838

y₁₇*
1730.86

b₁₈*
1754.896

b₁₇
1783.851

b₁₈*
1852.873

y₁₈*
1925.889

y₁₉*
1926.981
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8518

TRIP3; ZNHIT3

85.97

ITMS; CID; 2

_ D

y₂₃²⁺

D

b₃

D

y₂₁²⁺

D

y₂₀²⁺

b₅

S

y₁₉²⁺

b₆-H₂O

I

y₁₈²⁺

b₇

A

y₁₇²⁺

D F

y₁₅²⁺

I

y₁₄²⁺

N

y₁₃²⁺

b₁₂-H₂O

ph

S

y₁₂²⁺

b₁₃

D

y₁₁²⁺

b₁₄

E

y₁₀²⁺

b₁₅*

E E

b₁₇*

D R V S I Q N I K _

b₃
346.0881

b₅-H₂O
530.1365

b₅
548.1471

y₁₀²⁺
601.3304

b₆-H₂O
643.2206

y₁₁²⁺
665.8517

b₇-H₂O
714.2577

y₁₂²⁺
730.373

b₇
732.2683

y₁₃²⁺
787.8865

y₁₄²⁺
871.3856

y₁₅²⁺
928.4071

y₁₇²⁺
1058.483

y₁₈²⁺
1115.997

y₁₉²⁺
1151.515

y₂₀²⁺
1208.057

y₂₁²⁺
1251.573

y₂₃²⁺
1366.6

b₁₂-H₂O
1370.478

b₁₃
1503.516

b₁₄
1632.558

b₁₅*
1663.624

b₁₇*
1907.694
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8732

CCDC94

34.96

ITMS; CID; 2

_ I I E D
ph

S D
ph

S

b₈*

E D

b₁₀

E

y₂₂²⁺

b₁₁

A

y₂₁²⁺

b₁₂*

A

b₁₃²⁺

P

y₁₉²⁺

b₁₄-H₂O

S

y₁₈²⁺

P I

y₁₆²⁺

b₁₇-H₂O

Q

b₁₈*

P A I R

y₁₁²⁺

P N P T A I

b₂₈²⁺

I

y₄

D E A P K _

y₄
444.2453

y₁₁²⁺
584.8141

b₁₀²⁺
647.194

b₁₁²⁺
682.7126

b₁₂²⁺
718.2311

b₁₃²⁺
766.7575

y₁₆²⁺
851.978

b₈*
853.3574

b₈*
951.3343

y₁₈²⁺
972.5493

y₁₉²⁺
1021.076

y₂₁²⁺
1113.118

y₂₂²⁺
1148.637

b₁₀-H₂O
1275.37

b₁₀
1293.381

b₁₂*
1337.478

b₁₁
1364.418

b₁₂
1435.455

b₂₈²⁺
1551.209

b₁₄-H₂O
1601.529

y₁₆-NH₃
1685.922

b₁₇-H₂O
1939.725

b₁₈*
1956.811
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8781

BPY2IP1; C19orf5; MAP1S; MAP8; VCY2IP1

76.24

ITMS; CID; 2

_ A G G I G A

b₇

E

b₈

E

b₉

T P P T S

b₁₄

V

y₃₂²⁺

S E S

y₂₉²⁺

b₁₈

I P

b₂₀

T

y₂₆²⁺

b₂₁

I

y₂₅²⁺

S

y₂₄²⁺

D

y₂₃²⁺

S

y₂₂²⁺

D P

y₂₀*

b₂₇²⁺

V P

y₁₈

b₂₉²⁺

I

y₁₇

b₃₀²⁺

A

y₁₆²⁺

P

y₁₅

G A A

y₁₂*

D

ph
S D

y₉

E

y₈

D

y₇

T

y₆

E G

y₄

F G V P R _

y₄
438.2699

b₇
556.2726

y₆
642.3597

b₈-H₂O
667.3046

b₈
685.3151

b₉-H₂O
768.3523

y₇
771.4023

b₉
786.3628

y₁₆²⁺
856.8374

y₈
872.45

y₁₇²⁺
905.3638

y₁₈²⁺
940.8823

b₂₀²⁺
941.4575

y₉
987.477

y₂₀²⁺
1045.951

y₂₂²⁺
1144.011

y₂₃²⁺
1201.525

y₂₄²⁺
1245.041

b₁₄
1267.616

b₂₇²⁺
1298.119

y₁₂*
1300.568

y₂₅²⁺
1302.554

y₂₆²⁺
1346.07

b₂₉²⁺
1403.187

b₃₀²⁺
1438.706

y₂₉²⁺
1501.663

y₁₅
1655.646

y₃₂²⁺
1666.242

b₁₈
1683.807 y₁₇

1809.72

y₁₈
1880.757

b₂₀
1881.908

y₂₀*
1992.917

b₂₁
1994.992
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8842

C16orf41; CHTF18; CTF18

108.45

ITMS; CID; 2

_ V E N

y₂₀²⁺

b₄

S

y₁₉

P

y₁₈²⁺

b₆

Q

y₁₇²⁺

b₇

V

y₁₆²⁺

b₈²⁺

D G

y₁₄²⁺

b₁₀*

ph

S

y₁₃

P

y₁₂

P G

y₁₀

I

y₉

b₁₅*

E

b₁₆

G

y₇

b₁₇²⁺

I

y₆

b₁₈²⁺

I

y₅

G G

y₃

b₂₁²⁺

I G E K _

y₃
333.1769

y₇²⁺
337.1976

b₄-H₂O
412.1827

b₄
430.1932

b₈²⁺
435.2036

y₅
503.2824

y₆
560.3039

b₆
655.3046

y₁₄²⁺
668.8772

y₇
673.3879

b₇-H₂O
736.3624

b₇
754.373

y₁₆²⁺
780.8871

y₁₇²⁺
838.4006

y₉
843.4934

b₁₇²⁺
878.8931

y₁₈²⁺
887.9348

b₁₈²⁺
935.4351

y₁₀
972.536

b₁₀*
995.4429

y₂₀²⁺
1000.49

b₂₁²⁺
1048.999

y₁₂
1142.642

y₁₃
1239.694

b₁₅*
1488.697

b₁₆
1643.695

b₁₇-NH₃
1739.752 y₁₉

1902.921
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8887

CLASP2; KIAA0627

186.45

ITMS; CID; 2

_ V

y₁₅*

I

y₁₄*

b₃

N

y₁₃*

b₄

T

y₁₂*

G

y₁₁

b₆

ph

S

y₁₀

b₇*

D

y₉

b₈-H₂O

V

y₈

b₉

E

y₇

b₁₀

E

y₆

b₁₁*

A

y₅

b₁₂*

V

y₄

b₁₃

A

y₃

b₁₄

D

y₂

b₁₅

A

b₁₆

I K _

y₂
260.1969

b₃
327.2027

y₃
331.234

b₇²⁺
384.1522

b₄-H₂O
410.2398

b₄
428.2504

y₄
446.2609

y₅
517.298

y₆
616.3665

b₆
652.2702

b₇*
669.3202

y₇
687.4036

b₁₄²⁺
740.8138

y₁₅²⁺
799.8509

y₈
816.4462

b₈-H₂O
848.355

b₈-NH₃
849.339

y₉
945.4888

b₉
995.4081

y₁₀
1044.557

b₁₁*
1097.511

b₁₀
1124.451

y₁₁
1159.584

b₁₁-NH₃
1178.461

b₁₁
1195.488

b₁₂*
1196.579

y₁₂*
1228.606

y₁₃*
1285.627

b₁₂
1294.556

y₁₂
1326.582

b₁₃
1365.593

y₁₃
1383.604

y₁₄*
1386.675

b₁₄
1480.62

y₁₄
1484.652

y₁₅*
1500.718

b₁₅
1551.657

b₁₆-H₂O
1646.731

b₁₆
1664.741
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

8915

CDK12; CRK7; CRKRS; KIAA0904

51.47

ITMS; CID; 2

_ H

y₂₄²⁺

I I T

b₅

D I P

y₁₈²⁺

b₈

I

b₉²⁺

P

b₁₀

P

y₁₅²⁺

b₁₁²⁺

E

y₁₄*

b₁₂

I

y₁₃²⁺

P G

b₁₅-H₂O

G

y₁₀-NH₃

D I

y₈

b₁₈*

ph

S P P D

y₄

S P E P K _

y₄
470.2609

b₉²⁺
500.7949

b₅
580.3089

b₁₁²⁺
613.8426

b₁₂²⁺
670.3846

y₁₃²⁺
688.2925

y₁₄²⁺
736.8189

y₁₅²⁺
793.3609

y₈
866.4254

b₈
903.5298

y₁₈²⁺
954.935

b₁₈²⁺
973.4872

b₁₀
1097.635

y₁₀-NH₃
1129.481

y₂₄²⁺
1281.125

b₁₂
1339.762

y₁₄*
1374.654

y₁₄
1472.63

b₁₅-H₂O
1532.847 b₁₈*

1847.99 b₁₈
1945.967
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

9022

KIAA1047; NCOR1

58.08

ITMS; CID; 2

_

y₁₃

ph

S

y₁₂²⁺

P

y₁₁

b₃*

G

y₁₀

b₄-H₂O

S

y₉

b₅*

I

y₈

S

y₇

Y

y₆

I

b₉

P S

b₁₁-H₂O

F

y₂

F

b₁₃*

T K _

b₃*
224.103

y₂
248.1605

b₃
322.0799

b₄-H₂O
391.1013

b₅*
424.2191

y₁₂²⁺
673.8532

y₆
726.3821

y₇
839.4662

b₉
982.4281

y₈
1002.529

y₉
1089.562

b₁₁-H₂O
1198.518

y₁₀
1202.646

y₁₁
1289.678

b₁₃*
1366.668

y₁₃
1443.752
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

9145

OSBP; OSBP1

133.15

ITMS; CID; 2

_ G D M
ph

S

y₂₃²⁺

b₅*

D

y₂₂²⁺

b₆*

E

b₇*

D

b₈*

D

b₉*

E N

b₁₁*

E

y₁₆²⁺

b₁₂*

F

y₁₅²⁺

b₁₃*

F

y₁₄²⁺

b₁₄*

D

y₁₃

b₁₅*

A P

b₁₇*

E

y₁₀

I

y₉

I

y₈

T

y₇

M P

y₅

E

y₄

N

y₃

I

b₂₆²⁺

G H K _

y₃
341.1932

y₇²⁺
397.7114

y₄
454.2772

y₈²⁺
463.2316

b₅*
488.1446

y₉²⁺
513.7555

y₅
568.3202

y₁₀²⁺
570.2975

b₅
586.1215

b₆*
617.1872

b₇*
732.2141

y₁₃²⁺
739.8872

y₁₄²⁺
775.4058

y₇
794.4155

y₁₅²⁺
832.9193

b₈*
847.2411

y₁₆²⁺
906.4535

y₈
925.456

b₈-H₂O
927.2074

b₉*
976.2836

y₉
1026.504

y₁₀
1139.588

b₁₁*
1219.369

y₂₂²⁺
1281.079

b₁₁-NH₃
1300.32

y₂₃²⁺
1345.6

b₁₂*
1366.438

y₁₃
1478.767

b₂₆²⁺
1496.575

b₁₃*
1513.506

b₁₃-H₂O
1593.472

b₁₃
1611.483

b₁₄*
1628.533

b₁₅*
1699.57

b₁₄
1726.51

b₁₅-H₂O
1779.536

b₁₅
1797.547

b₁₇*
1925.665
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa1a2

9148

KIAA1741; TAB182; TNKS1BP1

62.68

ITMS; CID; 2

_ I D S P P P
ph

S P

y₂₀*

I

b₁₀

ph
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

954

BCLAF1; BTF; KIAA0164

45.99

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

985

BAF155; SMARCC1

78.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1020

SRM160; SRRM1

73.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1022

HSP90A; HSP90AA1; HSPC1; HSPCA

67.12

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1074

C9orf78; HCA59

53.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1124

BAF155; SMARCC1

99.93

ITMS; CID; 2

_

y₁₄²⁺

K H

y₁₂²⁺

b₃*

ph

S

b₄*

P

y₁₀

b₅*

ph

S

y₉²⁺

b₆*

P

y₈

b₇²⁺

P

y₇

P P

b₁₀-H₂O

T P T

y₂

b₁₃²⁺

E

y₁

S R _

y₁
175.119

y₂-NH₃
245.1244

y₂
262.151

b₃*
335.1826

b₆²⁺
397.6353

b₄*
432.2354

y₈²⁺
442.7272

b₇²⁺
446.1617

y₉²⁺
491.2536

y₁₀²⁺
539.78

b₅*
599.2337

y₁₂²⁺
671.8056

b₆*
696.2865

b₅
697.2106 b₁₃²⁺

757.3098

y₇-NH₃
770.3679

y₇
787.3945

y₁₄²⁺
823.8342

y₈
884.4472

y₁₀
1078.553

b₁₀-H₂O
1168.459 b₁₃-H₂O

1495.602

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

Intensity

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1268

THRAP3; TRAP150

63.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1340

PI4K2A

46.87

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1382

RBM25; RNPC7

100.11

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1418

KIAA0039; POLD3

53.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1485

MAP7D3

86.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1634

WHIP; WRNIP1

74.16

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1657

JC7; NUCKS; NUCKS1

33.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1732

RSRC2

52.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1767

IWS1; IWS1L

62.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1791

SRM160; SRRM1

112.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1857

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

40.15

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1867

BAZ1B; WBSC10; WBSCR10; WBSCR9; WSTF

97.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1919

C9orf142

70.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1974

CYTSA; KIAA0376; SPECC1L

42.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

1977

CAMK2D; CAMKD

106.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2002

KIAA0156; SART3; TIP110

146.16

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2013

LEO1; RDL

40.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2064

ZIS; ZNF265; ZRANB2

42.79

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2175

ZFR

45.79

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2265

DFS70; LEDGF; PSIP1; PSIP2

53.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2474

CAP43; DRG1; NDRG1; RTP

73.81

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2480

BLOCK24; HNRPLL; SRRF

68.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2609

APRIN; AS3; KIAA0979; PDS5B

36.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2637

KIAA1047; NCOR1

150.08

ITMS; CID; 2

_ A

y₇*

b₂

D

y₆

b₃*

ph

S

y₅

b₄*

V

y₄

b₅

D

y₃

b₆*

V

y₂

b₇*

E

y₁

b₈*

V R _

y₁
175.119

b₂
187.0713

b₃*
256.0928

y₂
274.1874

b₄*
355.1612

y₃
403.23

y₄
502.2984

b₅
568.165

b₆*
569.2566

y₅
617.3253

b₇*
698.2992

y₆
716.3937

y₇*
785.4152

b₇
796.2761

b₈*
797.3676

y₇
883.3921

b₈
895.3445

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

Intensity

200 300 400 500 600 700 800 900

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2680

OSBP; OSBP1

185.55

ITMS; CID; 2
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1461.569

y₁₃-NH₃
1481.541

y₁₃
1498.567

b₁₄-H₂O
1541.535

b₁₄
1559.545

y₁₅*
1602.649

y₁₄
1613.594

b₁₅-H₂O
1628.567

y₁₅
1700.626

b₁₆-H₂O
1756.626

b₁₆
1774.636

b₁₈*
1892.734

b₁₈-H₂O
1972.7

b₁₈
1990.711
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2698

TRPT1

90.73

ITMS; CID; 2

_ K

b₂-NH₃

P I S

y₁₃²⁺

I A G D

b₉

E

y₈

b₁₀
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b₁₁
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y₆

b₁₂²⁺

E

y₅

b₁₃

C

y₄

b₁₄²⁺

Q

y₃

b₁₅²⁺

S

y₂

b₁₆²⁺

ph

S

b₁₇²⁺

P K _

b₂-NH₃
209.1285

y₂
244.1656

y₆²⁺
393.6462

y₃
411.1639

y₄
498.196

y₈²⁺
508.6914

b₁₁²⁺
571.2904

y₅
626.2545

b₁₂²⁺
635.8117

y₁₃²⁺
759.2767

y₆-NH₃
769.2586

b₁₄²⁺
779.8563

y₆
786.2852

b₁₅²⁺
823.3723

b₁₆²⁺
906.8715

b₉
911.4833 b₁₇²⁺

955.3979

y₈
1016.375

b₁₀
1040.526

b₁₁-NH₃
1124.547

b₁₁
1141.574

b₁₂-H₂O
1252.606

b₁₃
1430.647

b₁₄-H₂O
1540.695
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2781

EXOSC9; PMSCL1

103.43

ITMS; CID; 2

_

y₁₀*

A

y₉*

P

y₈*

I

y₇*

b₄

D

y₆*

T
ph

S

y₄

b₇*

D

y₃

V

y₂

b₉

E

b₁₀

E K _

y₂
284.1696

b₄
397.2082

y₃
413.2122

y₄
512.2806

y₁₀²⁺
610.7623

b₇*
682.3042

y₆*
696.329

b₇
780.2811

y₇*
797.3767

y₇
895.3536

y₈*
912.4036

b₉
1008.392

y₈
1010.381

y₉*
1025.488

b₁₀-H₂O
1119.424

y₁₀*
1122.54

y₉
1123.465

b₁₀
1137.435

y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2908

RAD18; RNF73

116.24

ITMS; CID; 2

_ N

y₉

b₂

D

y₈

b₃

I

y₇*

b₄
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D

b₆²⁺

T

y₄*

b₇-H₂O

E

y₃*

b₈

I

y₂

b₉*

ph

S P R _

b₂
230.0771

y₂
282.18

b₃
343.1612

b₆²⁺
344.1508

y₃*
351.2014

y₃
449.1783

y₄*
464.2855

b₄
471.2198

y₄
562.2624 y₆

792.3527

b₇-H₂O
798.3264

y₇*
809.4027

y₇
907.3796

b₈-NH₃
912.3945
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929.4211

b₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

2940

IPP2; PPP1R2; PPP1R2P3

124.4

ITMS; CID; 2

_ I Q

y₁₆-NH₃

b₃

E Q
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E
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ph

S
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S P E E R _

b₃-H₂O
353.1819

b₃
371.1925

y₄
540.2652

y₅
627.2972

b₅
628.2937

y₆
740.3813

b₇*
766.3366

y₇
855.4082

b₇*
864.3135

y₈-NH₃
925.4137
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942.4402

b₈-NH₃
1002.285

b₉*
1050.378

y₉
1057.467

y₁₀
1186.51

b₁₁*
1196.47

b₁₁*
1294.447

b₁₁-H₂O
1374.413

b₁₂*
1381.479

b₁₁
1392.424

y₁₃*
1441.595

y₁₄*
1510.617

b₁₄*
1511.613

b₁₅*
1598.645

b₁₄*
1609.59

b₁₄-H₂O
1689.556

b₁₅*
1696.622

b₁₄
1707.567

b₁₅-H₂O
1776.588

b₁₅-NH₃
1777.573

b₁₅
1794.599 y₁₆-NH₃

1946.645
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3070

ARA160; TMF1

161.04

ITMS; CID; 2

_

y₁₃*

S

y₁₂

V

y₁₁

b₃

S

y₁₀*

b₄

E

y₉*

b₅

I

y₈*

N
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S

b₈*

D

y₅

D

y₄

b₁₀

E

y₃

b₁₁

I

b₁₂

S

b₁₃

G K _

b₃
274.1397

y₃
299.1805

b₄-H₂O
385.1718

b₄
403.1823

y₄
412.2646

b₅-H₂O
498.2558

b₅
516.2664

y₅
541.3072

y₁₀²⁺
583.2468

y₁₂²⁺
691.2841

b₈*
814.3577

y₈*
840.3825

y₈
938.3594

y₉*
954.4254

y₉-NH₃
1035.376

y₉
1052.402

y₁₀*
1067.509

b₁₀
1156.404

y₁₀
1165.486

b₁₁-H₂O
1251.478

b₁₁-NH₃
1252.462

b₁₁
1269.488

y₁₁
1294.529

b₁₂-H₂O
1338.51

b₁₂
1356.52

y₁₂
1381.561

y₁₃*
1382.653

b₁₃-NH₃
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b₁₃
1413.542
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3093

HDCMA18P; LARP7

69.72

ITMS; CID; 2

_

y₉*

D

y₈*

b₂

I

y₇*

b₃

E

y₆

b₄

I
ph

S
ph

T E

y₂

E

b₉

E K _

a₂
201.1234

b₂
229.1183

y₂-NH₃
259.1288

y₂
276.1554

b₃
358.1609

b₄
471.2449

y₈²⁺
562.6934

y₆
882.253

y₇*
897.3601

y₇
995.337

y₈*
1026.403

y₈
1124.38

y₉*
1139.487

b₉
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3095

ARS2; ASR2; SRRT

32.18

ITMS; CID; 2

_ E

b₂-H₂O

R F

y₁₁

b₄*

ph

S P P

y₈*

R

y₇-NH₃

H E

y₅-NH₃

b₁₀*

I

y₄

b₁₁²⁺

ph

S

y₃

P P Q K _

b₂-H₂O
268.1404

y₃
372.2241

y₄
469.2769

b₄*
502.2409

y₅-NH₃
619.2487

y₁₁²⁺
683.3374

b₁₁²⁺
748.8078

y₇-NH₃
861.3754

y₈*
917.4839

y₈
1015.461

b₁₀*
1231.633

y₁₁
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3099

CCDC86; CYCLON

128.36

ITMS; CID; 2

_ I Q

y₂₀²⁺

Q G

y₁₈²⁺

b₅

A G

b₇

I

y₁₅

E

y₁₄

b₉*

ph

S P

y₁₂

b₁₁

Q

b₁₂

G

y₁₀*

b₁₃*

Q

y₉

b₁₄

P

y₈*

b₁₅*

E

y₇

P

b₁₇²⁺

G

y₅

b₁₈

A

y₄

b₁₉-NH₃

A

y₃

ph

S

y₂-NH₃

P Q R _

y₂-NH₃
296.1592

y₇²⁺
388.6699

y₃
410.2386

y₈²⁺
437.1963

b₅
498.2671

y₁₀²⁺
550.244

y₄
577.2369

y₁₂²⁺
642.784

y₅
648.274

b₇
668.3726

b₁₃²⁺
687.8061

y₈*
775.4085

y₇
776.3326

b₉*
866.4367

y₈
873.3854

b₁₇²⁺
877.8909

y₉-NH₃
985.4014

y₁₈²⁺
988.4129

y₁₀*
1001.504

y₉
1002.428

y₂₀²⁺
1052.442

y₁₀
1099.481

b₁₁
1189.525

b₁₂
1246.546

b₁₃*
1276.628

y₁₂
1284.561

b₁₃-H₂O
1356.594

b₁₃-NH₃
1357.578

b₁₃
1374.605

b₁₄
1471.658

b₁₅*
1502.723

y₁₄
1509.672

b₁₅
1600.7

y₁₅
1676.67

b₁₈
1825.812

b₁₉-NH₃
1879.822
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3156

CHD4

61.48

ITMS; CID; 2

_

y₁₅²⁺

I

y₁₄²⁺

b₂

E

y₁₃²⁺

E

y₁₂*

b₄-NH₃

N

b₅-NH₃

ph

S

y₁₀*

I

y₉

K E E

y₆

b₁₀*

E

b₁₁

ph

S I

y₃

E G E K _

a₂
215.139

b₂
243.1339

y₃
333.1769

b₄-NH₃
469.1929

b₅-NH₃
636.1913

y₆
742.3019

y₁₃²⁺
826.3286

y₁₄²⁺
890.8499

y₁₅²⁺
955.3712

y₉
1129.43

y₁₀*
1159.548

b₁₀*
1183.548

y₁₀
1257.525

b₁₀
1281.525 b₁₁-NH₃

1431.496

y₁₂*
1439.63

b₁₁
1448.523

y₁₂
1537.607
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3228

HNRPCL2; P542; RALY

51.84

ITMS; CID; 2

_ G

y₈

b₂-NH₃

R I

y₆

b₄*

ph

S

b₅

P

y₄

b₆

V

b₇*

P

y₂

b₈*

V

b₉-H₂O

P R _

b₂-NH₃
197.1033

y₂-NH₃
255.1452

y₂
272.1717

b₄*
396.2354

y₄
468.2929

b₅
591.265

y₆
664.4141

b₇*
689.4093

b₆
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b₈*
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b₈
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y₈
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3264

KREMEN2; KRM2

50.35

ITMS; CID; 2

_

y₁₀²⁺

P I

y₈*

S

b₄-H₂O

A

y₆

b₅*

ph

S S Q S

y₂

b₉-H₂O

S

b₁₀

I R _

y₂-NH₃
271.1765

y₂
288.203

b₄-H₂O
351.2027

b₅*
438.2347

y₁₀²⁺
558.2583

y₆-NH₃
660.3311

y₆
677.3577

y₈*
817.4163

b₉-H₂O
907.3557

y₈
915.3932

b₁₀-NH₃
1021.424

b₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3297

TJP2; X104; ZO2

43.79

ITMS; CID; 2

_ D

b₂

N

y₁₁²⁺

b₃*

ph

S

y₁₀

P P P
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A

y₆²⁺

F

b₉

K P
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E P P K _

b₂
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y₃
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348.208

b₃
397.0755
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y₁₁²⁺
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y₇
842.4771
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y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3318

SAP114; SF3A1

129.23

ITMS; CID; 2

_ A E

y₂₆²⁺

E

y₂₅²⁺

b₄-H₂O

P P S

y₂₂²⁺
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Q
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Q K _
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b₄-H₂O
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y₁₃²⁺
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b₈
852.4098
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904.296
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y₉*
1018.396

b₁₀-H₂O
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b₁₁
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y₂₁²⁺
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y₂₂²⁺
1303.982

b₁₂
1311.57

y₁₂*
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b₁₃
1439.628

y₂₅²⁺
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y₂₆²⁺
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b₁₄-H₂O
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b₁₄
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b₂₈²⁺
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y₁₄-NH₃
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b₁₅
1666.755

y₁₄
1679.526

b₁₆-NH₃
1764.756

b₁₆
1781.782

y₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3328

GSK3A; GSK3B

58.17

ITMS; CID; 2

_ G

y₉²⁺

E

y₈

P

y₇

N
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V
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b₇

ph
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C S R _

y₂
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y₄
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y₉²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3476

DG6; PGRMC2; PMBP

73.14

ITMS; CID; 2

_

y₁₇²⁺
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D T K _

b₂
227.1754

y₂
256.1747

b₃
363.2846

y₃
371.2016

b₈²⁺
436.752

b₆
646.4014

y₁₀²⁺
692.7197

b₇
775.444

y₁₂²⁺
805.7673

y₇*
827.3509

y₁₄²⁺
898.7994

y₁₅²⁺
947.3257

y₁₆²⁺
1015.38

y₁₇²⁺
1071.922
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1314.574
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3547

MBS; MYPT1; PPP1R12A

99.04

ITMS; CID; 2

_
ph
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b₂-H₂O

P

b₃
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y₁₂²⁺

E S

y₁₀

T

y₉²⁺

b₈*

A

y₈

b₉*

N

y₇

b₁₀*
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b₁₁
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N N
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b₁₄

Q S Q K _

b₂-H₂O
247.0478

y₃
370.2176

b₃
378.1425

y₈²⁺
486.7184

b₄
491.2265

y₉²⁺
543.7398

y₁₂²⁺
673.2982

y₆
726.362

y₁₃²⁺
737.8195

b₈*
781.409

b₁₄²⁺
798.324

y₇-NH₃
824.3624

y₇
841.389

b₉*
895.452

y₈
972.4295

b₉
993.4289

b₁₀*
1026.492

y₁₀
1157.51

b₁₁-NH₃
1222.47

b₁₁
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1353.539
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3843

C13orf3; RAMA1; SKA3

83.72

ITMS; CID; 2

_ N S V H E

b₆-NH₃

Q

y₁₆²⁺
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E A

b₉

I

b₁₀
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y₃
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b₆-NH₃
678.2842

y₁₁²⁺
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b₇
824.3533

b₁₅²⁺
872.3647

y₇
947.4131

y₁₆²⁺
977.4106

b₉
1008.474

y₈-NH₃
1017.419

y₈
1034.445

b₁₉²⁺
1117.439

b₁₀
1122.517

y₉
1147.529

b₂₀²⁺
1174.46

b₁₁*
1191.539

b₂₁²⁺
1247.994

b₁₂*
1306.566

b₂₂²⁺
1312.024

y₁₁
1373.625

b₁₂
1404.543

y₁₂-NH₃
1471.625

b₁₃-NH₃
1484.569

y₁₂
1488.651

b₁₄
1630.638

b₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3877

AKAP12; AKAP250

68.55

ITMS; CID; 2

_

y₁₈*

V

y₁₇²⁺

E

y₁₆*
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y₁₅
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Q
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b₁₄-H₂O
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b₁₆*

S

b₁₇*

E E K _

y₇²⁺
387.6851

b₅*
508.2766

y₅
589.2828

y₆
646.3042

y₁₃²⁺
721.2958

b₇*
766.3618

y₁₅²⁺
869.3162

y₁₆²⁺
917.8426

y₁₇²⁺
974.3847

y₁₀*
987.4378

y₁₁
1184.483

b₁₀
1258.464

y₁₂-NH₃
1295.515

y₁₃*
1343.607

y₁₃-NH₃
1424.558

b₁₄-H₂O
1569.587

b₁₆*
1575.729

y₁₆*
1638.724

y₁₅
1737.625

b₁₇*
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1817.651

b₁₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

3973

RIC8A

120.11

ITMS; CID; 2

_ G

y₂₂²⁺
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y₂₁²⁺
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D
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E

b₂₃²⁺

Y K _

b₃
302.1533

y₂
318.1903

b₄
373.1904

y₆²⁺
429.654

b₅
430.2119 y₃

447.2329

b₆
487.2333

b₁₁²⁺
532.7627

y₄
562.2599

b₁₂²⁺
614.2944

b₇
653.3427

y₆
858.3008

y₈*
976.3985

y₁₆²⁺
1046.34

b₁₁-H₂O
1046.508

b₁₁
1064.518

y₈
1074.375

y₁₇²⁺
1094.866

y₉-NH₃
1186.391

y₂₀²⁺
1234.942

y₂₁²⁺
1270.461

y₁₀
1318.445

y₂₂²⁺
1335.981

b₂₃²⁺
1343.974

y₁₂*
1418.532

b₁₄-H₂O
1505.612

y₁₂*
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b₁₄
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y₁₂
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y₁₃*
1679.572

y₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4051

ABLIM; ABLIM1; KIAA0059; LIMAB1

151.8

ITMS; CID; 2

_

y₁₄

T

y₁₃

I

y₁₂

b₃

ph

S

y₁₁

P

y₁₀*

b₅*

T
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b₁₂*

Q

y₂

b₁₃*

D

b₁₄*

V R _

y₂
284.1956

b₃
382.1374

y₃
399.2226

b₅*
482.2609

y₄
527.2812

b₅-H₂O
562.2273

b₅
580.2378

y₁₀²⁺
606.252

y₁₁²⁺
656.7759

y₆
747.3659

y₁₃²⁺
788.8014

b₉*
946.3918

y₈
947.4457

b₁₀-H₂O
1083.38

y₁₀*
1113.52

y₉
1114.444

b₁₁*
1166.477

y₁₀
1211.497

b₁₂*
1294.535

y₁₁-NH₃
1295.518

b₁₃*
1311.585

y₁₁
1312.544

b₁₂-NH₃
1375.485

y₁₂
1409.597

b₁₄*
1410.654

b₁₃-NH₃
1490.512

b₁₃
1507.539

b₁₄*
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y₁₃
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1606.607
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4074

ANX2L2; ANX2P2; ANXA2P2; LPC2B; ANX2; ANX2L4; ANXA2; CAL1H; LPC2D

47.64

ITMS; CID; 2

_

y₁₇²⁺

I

y₁₆*

S

y₁₅²⁺

I

y₁₄²⁺

E G D

y₁₁

b₇
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P P

b₁₂²⁺
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b₁₃

A Y G

y₂

ph

S V K _

y₂
254.1954

y₈²⁺
448.7039

y₉²⁺
497.2303

b₁₂²⁺
611.2909

y₁₄²⁺
745.8238

b₇
752.3573

y₁₅²⁺
810.3451

y₁₆²⁺
866.8871

y₈
896.4005

y₁₇²⁺
910.4031

b₉
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y₁₁
1181.533

b₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4100

HYRC; HYRC1; PRKDC

119.46

ITMS; CID; 2

_ I

y₁₉²⁺

T

y₁₈²⁺
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y₁₇²⁺
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b₁₇-NH₃

D P S D R _

b₃
312.1918

b₄-H₂O
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y₄
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y₉²⁺
502.6994

y₁₀²⁺
552.2336

y₅
589.2576

b₁₀²⁺
597.7411

y₆
646.2791

b₁₁²⁺
654.7625

b₁₂²⁺
704.2967

b₁₄²⁺
825.8395

y₈-NH₃
872.3381

y₁₅²⁺
880.8069

y₈
889.3646

y₁₇²⁺
993.8546

y₉
1004.392

y₁₈²⁺
1050.397

y₁₉²⁺
1098.923

b₁₁
1308.518

b₁₂*
1309.609

b₁₂-NH₃
1390.56

b₁₂
1407.586

y₁₃-NH₃
1514.51

b₁₃
1522.613

y₁₄-NH₃
1628.553

y₁₅-NH₃
1743.58

b₁₇-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4198

KIAA1429; MSTP054

120.68

ITMS; CID; 2

_ S

y₉

b₂

F

y₈

b₃

I

y₇

b₄

S
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b₅
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y₅
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S P

b₁₀

G R _
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b₅-H₂O
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906.3592

y₉
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4356

EIF5B; IF2; KIAA0741

129.88

ITMS; CID; 2

_

y₁₄*

V E

y₁₂*

b₃

M

y₁₁*

b₄

Y

y₁₀*

b₅*

ph

S
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G

y₈
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S D
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b₁₂

D
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y₂
269.1699

b₃
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b₄-H₂O
505.2115

b₄
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y₄
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b₅*
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y₅
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b₆*
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b₉*
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y₁₀*
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y₁₀
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b₁₁*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4438

CLK3

92.47

ITMS; CID; 2

_ C

y₁₅*

b₂

E E R
ph

S

y₁₁*

P
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y₄-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4506

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

41.91

ITMS; CID; 2

_ S
ph

S

y₁₅

b₃*

ph

S

y₁₄-NH₃

b₄*

P

y₁₃²⁺

b₅*

V T
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E I
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A
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S R
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b₁₂*

S P I R Q D R _

b₃*
226.0822

b₃*
324.0591

y₆²⁺
402.7331

b₄*
421.1119

b₅*
520.1803

y₈²⁺
529.3038

y₉²⁺
612.803

y₁₁²⁺
704.8636

y₁₃²⁺
819.9087

y₁₅²⁺
917.9693

b₉
1032.369

b₁₂*
1256.555

b₁₂*
1354.532

y₁₁
1408.72

y₁₄-NH₃
1720.852

y₁₅
1834.931

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2000

4000
6000

8000

Intensity

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4522

DXS8237E; GPATC9; GPATCH9; KIAA0122; RBM10

146.97

ITMS; CID; 2

_ G I V

y₁₄*

A

y₁₃*

b₅

A

y₁₂*

b₆

Y

y₁₁*

b₇*
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S

y₅

E

y₄

b₁₄*

E

y₃

E

b₁₆*

Q

b₁₇*

E R _

b₅
412.2554

y₃
442.2284

y₄
571.271

b₆
575.3188 b₇*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4525

DDX47

54.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4539

LIG1

45.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4561

CLIP1; CYLN1; RSN

183.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4628

DKC1; NOLA4

45.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4698

GTF3C1

140.2

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4840

C14orf151; C14orf173; INF2

117.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

4930

TACC2

38.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5014

BM28; CCNL1; CDCL1; KIAA0030; MCM2

140.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5114

TOP2B

31.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5167

KIAA0599; PLEKHG3

38.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5304

BCL9L; DLNB11

94.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5347

CARHSP1

70.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5417

BMCC1; BNIPXL; C9orf65; KIAA0367; PRUNE2

95.66

ITMS; CID; 2

_ R S S

y₁₅²⁺

P E
ph

T G T T

y₉

b₁₀

G

y₈*

b₁₁

D

y₇

b₁₂

V

y₆

b₁₃

A

y₅-NH₃

b₁₄

W

y₄*

b₁₅²⁺

Q

y₃*

b₁₆²⁺

I

y₂

ph

S

b₁₈²⁺

P K _

y₂
244.1656

y₃*
313.187

y₃
411.1639

y₆²⁺
419.6966

y₄*
426.2711

y₈²⁺
504.7493

y₄
524.248

b₁₀²⁺
527.7137

b₁₁²⁺
585.2272

b₁₂²⁺
634.7614

y₅-NH₃
635.28

b₁₃²⁺
670.2799

b₁₄²⁺
763.3196

b₁₅²⁺
827.3489

y₆
838.3859

y₁₅²⁺
875.3603

b₁₆²⁺
883.8909

y₇
909.423

y₈*
910.5145

b₁₈²⁺
1015.916

b₁₀
1054.42 y₉

1123.518

b₁₁
1169.447

b₁₂
1268.515

b₁₃
1339.553

b₁₄
1525.632
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5487

CDC5L; KIAA0432; PCDC5RP

98.44

ITMS; CID; 2

_ G G

y₁₆²⁺

I

y₁₅²⁺

N

b₅-H₂O

T P

y₁₂*

I

y₁₁²⁺

H E

y₉

b₁₀-NH₃

ph

S

y₈

b₁₁

D

y₇

b₁₂*

F

y₆

b₁₃

S

y₅*

b₁₄

G

y₄*

b₁₅*

V

y₃

ph

T

y₂

P

b₁₈*

Q R _

y₂
313.1858

y₃
410.2386

y₇²⁺
417.6909

b₅-H₂O
425.2143

y₈²⁺
491.2251

y₄*
493.2757

y₄
591.2526

y₅*
592.3441

b₁₁²⁺
601.2479

y₁₁²⁺
696.759

y₆
747.3424

y₇
834.3745

y₁₅²⁺
920.8807

y₁₆²⁺
977.9022

y₈
981.4429

b₁₈²⁺
999.4057

b₁₀-NH₃
1069.435

y₉
1096.47

b₁₁-NH₃
1184.462

b₁₁
1201.489

b₁₂*
1250.58

b₁₂-NH₃
1331.53

b₁₂
1348.557

b₁₃-NH₃
1418.562

y₁₂*
1431.593

b₁₃
1435.589

b₁₄
1492.61 b₁₅*

1493.702

b₁₈*
1801.85
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5633

BCL2L13; CD003; MIL1

116.63

ITMS; CID; 2

_ E

b₂-H₂O

E

y₁₁

b₃-H₂O

S

y₁₀*

b₄

I

y₉*

b₅

V

y₈*

b₆-H₂O

E

y₇*

E

y₆*

b₈

I

y₅

b₉*

ph

S P

y₃

b₁₁

A S

b₁₃*

E K _

b₂-H₂O
241.0819

b₃-H₂O
328.1139

y₃
363.1874

b₄-H₂O
441.198

b₄
459.2086

y₅
531.2773

b₅-H₂O
540.2664

b₅
558.277

y₆*
600.2988

b₆-H₂O
669.309

y₆
698.2757

y₇*
713.3828

y₈*
842.4254

b₈-H₂O
911.4357

y₈-NH₃
923.3758

b₈
929.4462

y₈
940.4023

y₉*
971.468

b₉*
998.4677

y₉-NH₃
1052.418

y₉
1069.445

y₁₀*
1070.536

y₁₀
1168.513

b₁₁
1264.534

y₁₁
1281.597

b₁₃*
1382.632

b₁₃-H₂O
1462.599
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5717

HSPC075; KIAA0324; SRL300; SRM300; SRRM2

114.57

ITMS; CID; 2

_ H G G

b₄*

ph

S

b₅-H₂O

P

y₂₂²⁺

b₆*

Q P

b₈

I

b₉

A T

b₁₁

T

y₁₆*

P

b₁₃

I

b₁₄-NH₃

S

y₁₃

b₁₅

Q

y₁₂

b₁₆*

E

y₁₁*

P

y₁₀

b₁₈

V

y₉

b₁₉

N

y₈

P

y₇*

P

y₆

S

b₂₃²⁺

E

b₂₄²⁺

A

y₃

ph

S P T R _

b₄*
321.1306

y₃
373.2194

y₈²⁺
462.6948

b₅-H₂O
498.1497

y₉²⁺
511.2211

b₆*
546.2419

b₁₁²⁺
564.2477

y₁₀²⁺
568.2426

y₁₁²⁺
617.7768

b₆
644.2188

y₁₂²⁺
666.3032

y₇*
729.3526

y₆
740.2975

y₇
827.3295

b₁₆²⁺
841.3827

b₈
854.3556

y₈
924.3823

b₉
925.3928

y₉
1021.435

b₁₁-H₂O
1109.478

b₁₁
1127.488

y₁₀
1135.478

y₁₁*
1136.569

y₂₂²⁺
1185.073

b₂₃²⁺
1201.555

b₂₄²⁺
1237.073

y₁₂
1331.599

b₁₃
1337.625

b₁₄-NH₃
1407.63

y₁₃-NH₃
1443.615

y₁₃
1460.642

b₁₅
1552.716

b₁₆*
1583.781

b₁₆
1681.758

y₁₆*
1690.839

y₁₆
1788.816

b₁₈
1877.879

b₁₉
1991.922
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5754

FOXK1; MNF

41.65

ITMS; CID; 2

_ S G G

b₄

I

b₅

Q

b₆*

ph

T

b₇-H₂O

P

y₁₈*

E C

y₁₆

b₁₀*

I

b₁₁

ph

S R

y₁₃

E

b₁₄*

G

y₁₁²⁺

S

b₁₆*

P

y₉

b₁₇²⁺

I

y₈

P

y₇-NH₃

H

y₆²⁺

D P

y₄

E F G S K _

b₄
315.1663

y₆²⁺
332.6687

b₅-NH₃
426.1983

y₄
438.2347

b₅
443.2249

y₉²⁺
507.238

b₆*
526.262

y₁₁²⁺
612.3064

b₇-H₂O
703.2811

y₇-NH₃
762.3305

y₈
916.4159

b₁₇²⁺
965.3943

y₉
1013.469

b₁₀*
1025.472

b₁₁
1290.447

y₁₃
1367.659

b₁₄*
1436.659

b₁₆*
1718.72

y₁₆
1819.801

y₁₈*
1994.939
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

5813

PRO1677; ZC3HAV1; ZC3HDC2

93.35

ITMS; CID; 2

_ A

y₁₁

ph

S

y₁₀

b₃*

I

y₉

b₄*

E

y₈

b₅*

D

y₇

b₆*

A P

y₅

b₈*

V

y₄

b₉

D D

y₂

b₁₁*

I

b₁₂*

T R _

b₃*
254.1499

y₂
286.1749

b₄*
383.1925

b₅*
498.2195

y₄
514.2859

b₆*
569.2566

y₁₀²⁺
570.774

b₅
596.1963

y₅
629.3128

b₈*
765.3777

y₇
825.434

y₈
896.4711 b₉

978.3816

y₉
1011.498

b₁₁*
1108.516

y₁₀
1140.541

b₁₂*
1209.563

y₁₁
1253.625
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6022

KIAA0071; RCOR; RCOR1

99.92

ITMS; CID; 2

_ E R E E

b₅*

ph

S

b₆

E

b₇-H₂O

D E

y₁₇

b₉

I

y₁₆²⁺

b₁₀

E

y₁₅²⁺

E

y₁₄

b₁₂

A

y₁₃

b₁₃-H₂O

N

y₁₂-NH₃

G

y₁₁

b₁₅*

N

y₁₀

b₁₆

N P

y₈

I

y₇

D

y₆

I

y₅

E

y₄

V

y₃

D

b₂₄²⁺

Q N K _

y₃-NH₃
372.1878

y₃
389.2143

y₄
504.2413

y₁₀²⁺
585.8037

y₅
603.3097

b₅*
613.2576

y₁₁²⁺
642.8251

y₆
732.3523

y₁₄²⁺
785.3788

y₁₅²⁺
820.8974

b₆
840.2771

y₇
845.4363

y₁₆²⁺
885.4187

b₇-H₂O
937.2935

y₈
960.4633

b₁₆²⁺
963.3553

y₁₀
1170.6

b₉-H₂O
1179.42

b₉
1197.431

y₁₁
1284.643

b₁₀-H₂O
1308.463

b₁₀
1326.473

y₁₂-NH₃
1381.659

b₂₄²⁺
1418.077

y₁₃
1455.707

b₁₂-NH₃
1509.526

b₁₂
1526.553

y₁₄
1569.75

b₁₃-H₂O
1622.585

b₁₅*
1713.683

b₁₅-H₂O
1793.65

y₁₇
1898.873

b₁₆-NH₃
1908.677

b₁₆
1925.703
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6024

NHERF; NHERF1; SLC9A3R1

48.53

ITMS; CID; 2

_ E

y₁₅²⁺

A

y₁₄²⁺

b₃-H₂O

I

y₁₃²⁺

b₄

A

y₁₂²⁺

E

y₁₁²⁺

A A I

y₈²⁺

b₉

E

y₇

ph

S

b₁₁²⁺

P R P A

y₂-NH₃

I V R _

y₂-NH₃
267.1691

b₃-H₂O
296.1605

b₄-H₂O
367.1976

b₄
385.2082

y₇²⁺
414.7695

y₈²⁺
498.2687

b₁₁²⁺
581.755

y₁₁²⁺
654.8506

y₁₂²⁺
690.3691

y₁₃²⁺
754.8904

y₁₄²⁺
790.409

y₇
828.5317

y₁₅²⁺
846.951

b₉-H₂O
880.4411

b₉
898.4516
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6066

C10orf3; CEP55; URCC6

122.44

ITMS; CID; 2

_ V A

y₁₈²⁺

A

b₄*

ph

S P

y₁₅

K
ph

S P T

y₁₁-NH₃

b₁₀

A

y₁₀

b₁₁*

A

y₉

b₁₂

I

y₈

b₁₃

N

y₇

b₁₄

E

y₆

b₁₅

S

y₅

b₁₆

I

y₄

b₁₇²⁺

V

y₃

b₁₈²⁺

E

y₂

C P K _

y₂
244.1656

b₄*
311.1714

y₃
404.1962

y₄
533.2388

b₁₁²⁺
571.2382

b₁₂²⁺
627.7802

y₅
632.3072

y₆
745.3913

b₁₄²⁺
749.3229

y₇
832.4233

b₁₆²⁺
849.381

b₁₇²⁺
898.9152

y₈
961.4659

b₁₈²⁺
963.4365

b₁₁*
1043.492

y₁₈²⁺
1044.46

b₁₀
1070.432

y₉
1075.509

b₁₁
1141.469

y₁₀-NH₃
1171.566

y₁₀
1188.593

y₁₁-NH₃
1242.603

b₁₂
1254.553

b₁₃
1368.596

b₁₄
1497.639

b₁₅
1584.671 y₁₅

1695.766

b₁₆
1697.755

b₁₇-NH₃
1779.797
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6170

MPDZ; MUPP1

85.46

ITMS; CID; 2

_

y₁₂²⁺

D

y₁₁

A

y₁₀

b₃

D

y₉

b₄

I

y₈

b₅*

ph

S P V
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N

b₉*

A

y₃

S

y₂

I

b₁₂*

I K _

y₂
268.2111

b₃
302.0983

y₃
381.2951

b₄
415.1823 b₅*

484.2038

y₅
539.3643

y₁₀²⁺
565.309

y₁₂²⁺
658.3411

b₈*
794.3679

y₈
849.5284

b₉*
865.405

y₉
1016.527

y₁₀
1129.611

b₁₂*
1178.605 y₁₁

1244.638

b₁₂-NH₃
1259.556

b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6248

QSER1

89.43

ITMS; CID; 2

_ N I E H

b₅

I
ph

S
ph

S

b₈*

F S S

y₁₂-NH₃

D

y₁₁

b₁₂*

E

y₁₀

b₁₃*

D
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D
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b₁₆

G

y₆

b₁₇*

Y

y₅

S Q

y₃

D

y₂

b₂₁²⁺

A

b₂₂²⁺

Y K _

y₂
318.1903

y₃
389.2274

y₉²⁺
518.7449

y₁₀²⁺
576.2584

b₅
607.3198

y₅
632.313

y₆
719.345

b₁₄²⁺
868.7899

b₈*
892.4312

y₈
939.4298

b₁₇²⁺
1027.359

y₉
1036.483

y₁₀
1151.509

b₂₁²⁺
1227.936

y₁₁
1266.536

b₂₂²⁺
1309.468

b₁₂*
1310.565

y₁₂-NH₃
1378.552

b₁₂*
1408.542

b₁₃*
1425.592

b₁₄*
1540.619

b₁₃
1621.546

b₁₄*
1638.596

b₁₄-H₂O
1718.562

b₁₄-NH₃
1719.546

b₁₄
1736.572

b₁₇*
1857.756

b₁₆
1890.647
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6268

PTPN12

84.5

ITMS; CID; 2

_

y₆

N

y₅*

b₂

I

y₄

b₃*

ph

S F

y₂

b₅*

E

b₆

I K _

a₂
200.1394

b₂
228.1343

y₂
260.1969

b₃*
297.1557

y₆²⁺
408.6988

y₄
536.3079

b₅*
573.2667

y₅*
605.3293

b₅-NH₃
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b₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6323

MACS; MARCKS; PRKCSL

75.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6360

AHNAK; PM227

63.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6471

A2D; A2LG; A2LP; A2RP; ATXN2L

101.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6492

AKAP8; AKAP95

66.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6580

C21orf50; DBP5; HSPC310; HSPC312; KIAA1019; NREBP; SON

69.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6647

AHNAK; PM227

35.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6751

TOP2; TOP2A

168.02

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6783

DDX42

88.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6919

GS2NA; SG2NA; STRN3

141.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6939

FKBP15; KIAA0674

144.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6966

BING2; DAP6; DAXX

48.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

6977

SIN3A

73.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

7038

MAP1B

100.22

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

7184

CTTN; EMS1

82.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

7355

FBX20; FBXO20; KIAA0858; LMO7

58.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

7576

CS1; KIAA1927; KRAP; SSFA2

54.81

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

111116kia151aLwtaHdSteCa2a2

7800

C4orf8; FAM193A; RES4-22

40.76

ITMS; CID; 2
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