
Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos
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ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

1982

Kiaa1185; Lrrc47

42.24

ITMS; CID; 2

_ Q H R E

y₁₂

ph

S

b₆²⁺

G

y₁₀

b₇

E

b₈*

G

y₈

b₉-NH₃

E

y₇

b₁₀-H₂O

E

y₆-NH₃

b₁₁²⁺

E

y₅

V

y₄

A

y₃

D S A R _

y₃
333.1881

y₇²⁺
374.1852

b₆²⁺
388.1478

y₈²⁺
438.7065

y₄
448.215

y₅
519.2522

y₆-NH₃
601.294

b₁₁²⁺
674.7437

y₇
747.3632

b₈*
863.3755

y₈
876.4058

b₇
904.3309

y₁₀
1062.47

b₉-NH₃
1073.368

b₁₀-H₂O
1201.427

y₁₂
1248.534

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1000

2000
3000

4000

Intensity

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2029

Kiaa1482; Stim2

110.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2048

Ka24; Krt24

44.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2151

Nsfl1c

76.33

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2217

Grc; Trpv2

67.33

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2218

Lrf; Zbtb7; Zbtb7a

113.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2281

Pop101; Srrm1

130.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2403

Fbxl11; Jhdm1a; Kdm2a; Kiaa1004

112.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2555

Ddx24

123.4

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2573

Cln3

59.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2683

Eif3b; Eif3s9

75.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2874

Tcof1

94.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2951

Crop; Luc7l3

139.51

ITMS; CID; 2
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b₁₄

D

y₉

b₁₅

I

y₈

K

y₇²⁺

b₁₇²⁺

S

y₆*

b₁₈²⁺

E

y₅

b₁₉²⁺

G

y₄*

b₂₀²⁺

D

y₃*

T

y₂

b₂₂²⁺

Q
ph

S N _

y₂
300.0591

y₃*
330.1408

b₃
332.1088

b₇²⁺
402.6721

y₇²⁺
415.6318

y₄*
431.1885

y₄
529.1654

b₅
561.2515

y₁₀²⁺
579.7374

y₆*
603.2369

y₅
644.1923

b₁₃²⁺
696.2997

y₆
701.2138

y₁₃²⁺
745.2881

b₁₄²⁺
753.8132

y₈
917.2884

b₁₇²⁺
917.9187 b₁₈²⁺

982.44

b₁₉²⁺
1010.951

y₉
1045.383

y₁₀*
1060.491

b₂₀²⁺
1068.464

y₁₀
1158.467

y₁₁*
1175.517

b₂₂²⁺
1183.017

y₁₁
1273.494

y₁₂-NH₃
1385.51

y₁₂
1402.537

b₁₄-H₂O
1488.608

y₁₃
1489.569

b₁₄
1506.619

b₁₅-H₂O
1601.693

b₁₅-NH₃
1602.677

b₁₅
1619.703

b₁₇-H₂O
1816.82
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2970

Clcc1

54.9

ITMS; CID; 2

_ F

b₂

H
ph

S

y₈*

b₄*

G

b₅

N

y₆*

b₆

K

y₅

b₇*

ph

S

b₈

P

y₃

b₉-NH₃

E

y₂

V

y₁

I R _

y₁
175.119

b₂
285.1346

y₂
288.203

y₃
387.2714

b₄*
411.1775

y₅
613.3668

b₅
623.1974

y₆*
682.3883

b₆-NH₃
734.2658

b₆
751.2923

b₇*
820.3138

y₈*
924.5261

b₈
1015.343

b₉-NH₃
1127.359
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

2993

Alg4; Kiaa0185; Pdcd11

220.21

ITMS; CID; 2

_ E

y₁₂-NH₃

b₂-H₂O

R

b₃-H₂O

Q

y₁₀*

b₄

E

y₉

b₅*

ph

S

y₈

b₆*

E

y₇

S

y₆

b₈*

E

y₅

b₉*

Q

y₄

b₁₀*

E

y₃

b₁₁

I

y₂

b₁₂*

V

b₁₃*

N K _

y₂
261.1557

b₂-H₂O
268.1404

y₃
360.2241

b₃-H₂O
396.199

b₆²⁺
420.1502

y₄-NH₃
456.2817

y₄
473.3082

b₄-H₂O
525.2416

b₄
543.2522

y₅
602.3508

b₅*
612.2736

b₁₀²⁺
656.7381

y₆
730.4094

b₆*
741.3162

y₇
859.452

y₈
946.484

b₈*
957.3908

b₈-H₂O
1037.357

y₉
1075.527

b₉*
1085.449

y₁₀*
1144.548

b₉-H₂O
1165.416

b₁₀*
1214.492

y₁₀
1242.525

b₁₀-H₂O
1294.458

b₁₀-NH₃
1295.442

b₁₀
1312.469

b₁₁-H₂O
1407.542

b₁₁-NH₃
1408.526

b₁₁
1425.553

b₁₂*
1426.644

y₁₂-NH₃
1482.6

b₁₂-H₂O
1506.611

b₁₂-NH₃
1507.595

b₁₂
1524.621

b₁₃*
1540.687

b₁₃-H₂O
1620.654

b₁₃-NH₃
1621.638

b₁₃
1638.664
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3000

Bclaf1; Btf; Kiaa0164

139.66

ITMS; CID; 2

_ Q

b₂-NH₃

K

y₁₅*

F

y₁₄²⁺

b₄-NH₃

H

y₁₃*

D

b₆

ph

S

y₁₁

E

b₈²⁺

G

y₉

b₉²⁺

D

y₈

b₁₀

D

y₇

b₁₁-NH₃

T

y₆

b₁₂

E

y₅

b₁₃-NH₃

E

y₄

b₁₄

T

y₃

b₁₅²⁺

E

y₂

b₁₆²⁺

D Y R _

b₂-NH₃
240.1343

y₂-NH₃
321.1557

y₂
338.1823

y₆²⁺
406.6747

y₃
453.2092

b₈²⁺
505.1924

b₄-NH₃
524.2616

b₉²⁺
562.7059

y₄
582.2518

y₅
683.2995 y₆

812.3421

y₁₃²⁺
813.278

b₆
823.3134

y₁₄²⁺
870.7914

b₁₅²⁺
914.8309

y₇
941.3847

b₁₆²⁺
972.3444

y₈-NH₃
1025.406

y₈
1042.432

y₉-NH₃
1140.433

y₉
1157.459

b₁₀-NH₃
1222.405

b₁₀
1239.431

y₁₁-NH₃
1312.481

b₁₁-NH₃
1323.453

y₁₁
1329.508

b₁₂-NH₃
1452.495

b₁₂
1469.522

y₁₃*
1527.572

b₁₃-NH₃
1581.538

b₁₄-NH₃
1682.585

b₁₄
1699.612

y₁₅*
1779.658
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3098

Pop101; Srrm1

108.56

ITMS; CID; 2

_ A P

y₁₄²⁺

b₃

K

y₁₃²⁺

P

y₁₂*

b₅

E

y₁₁*

b₆²⁺

P

y₁₀*

b₇

V

y₉

P

y₈*

b₉

E

y₇²⁺

P K

y₅*

b₁₂

E

b₁₃

P

y₃

b₁₄²⁺

ph

S P E K _

b₃
297.1921

b₆²⁺
310.6738

b₇²⁺
360.208

y₃
373.2082

y₇²⁺
447.7021

y₈²⁺
496.2284

b₅
523.2875

y₅*
539.2824

y₉²⁺
560.7497

y₁₂²⁺
707.3367

b₇
719.4087

y₁₃²⁺
771.858

b₁₄²⁺
782.3764

y₁₄²⁺
820.3844 y₈*

893.4727

b₉
945.504

y₈
991.4496

y₁₀*
1119.568

y₉
1120.492

y₁₀
1217.545

y₁₁*
1218.636

b₁₂
1299.694

y₁₂*
1315.689

b₁₃
1396.747
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3198

Ppig

56.57

ITMS; CID; 2

_ S

y₁₃²⁺

b₂

E I

y₁₁-NH₃

b₄

N

y₁₀²⁺

b₅

E

y₉²⁺

b₆

I K

b₈

E N

b₁₀²⁺

Q R

y₃

ph

S

y₂

b₁₃²⁺

P

b₁₄²⁺

V R _

a₂
189.087

b₂
217.0819

y₂
274.1874

y₃
371.2401

b₄
444.2089

b₅
573.2515

b₁₀²⁺
593.2909

y₉²⁺
597.293

y₁₀²⁺
653.835

b₆
686.3355

b₁₃²⁺
803.3671

y₁₃²⁺
831.9198

b₁₄²⁺
852.9013

b₈
943.4731

y₁₁-NH₃
1418.679
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3296

Fyb

72.58

ITMS; CID; 2

_ H T F G

b₅

Q

b₆²⁺

K P
ph

S I S

y₁₀-NH₃

T

y₉

b₁₂²⁺

E

y₈

b₁₃²⁺

D

y₇²⁺

b₁₄²⁺

S

y₆

b₁₅²⁺

Q

y₅

b₁₆²⁺

E

y₄

b₁₇²⁺

E

y₃

N

y₂

b₁₉²⁺

T S K _

y₂
234.1448

y₃
335.1925

b₆²⁺
350.1823

y₆²⁺
354.164

y₇²⁺
418.1932

y₄-NH₃
432.2089

y₄
449.2354

b₅
571.2623

y₅
578.278

b₁₂²⁺
697.311

y₆
707.3206 b₁₃²⁺

754.8245

b₁₄²⁺
798.3405 b₁₅²⁺

862.3698

y₈
922.4112

b₁₆²⁺
926.8911 b₁₇²⁺

991.4124

y₉
1037.438

b₁₉²⁺
1098.958

y₁₀-NH₃
1149.454
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3297

Eif3b; Eif3s9

60.98

ITMS; CID; 2

_ A K P

b₄

A

b₅

A

b₆

Q S E E E T

b₁₂

A

y₂₄²⁺

b₁₃

T

y₂₃²⁺

b₁₄*

ph

S

y₂₂²⁺

P

y₂₁²⁺

b₁₆

A

y₂₀²⁺

b₁₇

A

y₁₉²⁺

b₁₈-H₂O

ph

S P T

y₁₆

P

y₁₅²⁺

Q
ph

S A

y₁₂

E R

y₁₀²⁺

S P

y₈

S

y₇

Q

y₆

b₃₁²⁺

E P

y₄

S

y₃

A P G K _

y₆²⁺
278.6581

y₃
301.187

b₄
368.2292

y₄
372.2241

b₅
439.2663

y₁₀²⁺
499.2511

y₆
556.3089

b₆
567.3249

y₇
685.3515

y₁₅²⁺
804.3567

y₈
813.4101

y₁₉²⁺
1015.963

y₂₀²⁺
1099.462

y₂₁²⁺
1134.98

y₂₂²⁺
1170.499

b₁₂
1213.57

y₂₃²⁺
1219.025

y₁₂
1240.628

y₂₄²⁺
1302.524

b₁₃
1314.617

b₁₄*
1383.639

b₁₄-NH₃
1464.589

b₁₄
1481.616

y₁₅-NH₃
1590.68

b₁₆
1649.705

b₃₁²⁺
1681.679

b₁₇
1720.743

y₁₆
1735.765

b₁₈-H₂O
1869.73
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3392

Ddx24

53.38

ITMS; CID; 2

_

y₁₃²⁺

F

y₁₂²⁺

b₂

G

y₁₁²⁺

b₃

A

b₄-H₂O

T A

y₈*

b₆-H₂O

H

y₇*

I

y₆*

G

b₉*

ph

S P C

y₂-NH₃

K

y₁

D R _

a₂
177.1022

y₁
185.1272

b₂
205.0972

b₃
276.1343

y₂-NH₃
283.1276 b₄-H₂O

359.1714

b₆-H₂O
567.2674

y₁₁²⁺
670.3008

y₁₂²⁺
705.8194

y₁₃²⁺
734.3301

y₆*
762.3682

y₇*
819.3897

b₉*
824.405

y₇
917.3666

y₈*
932.4737

y₈
1030.451
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3564

Cbp143; Prp4h; Prp4k; Prp4m; Prpf4b; Prpk

83.21

ITMS; CID; 2

_ E V

b₃

I

y₁₂*

E

y₁₁-NH₃

b₅

A

b₆*

ph

S

y₉

D K

b₉*

E G I

y₄

b₁₂-NH₃

ph

S P

b₁₄

A

b₁₅*

K R _

b₃
342.2023

y₄
471.3038

b₅-H₂O
524.2715

b₅
542.2821

b₆*
611.3035

y₁₂²⁺
709.8075

b₉*
983.468

y₉
1065.545

y₁₂*
1320.631

y₁₁-NH₃
1330.544

b₁₂-NH₃
1401.522

y₁₂
1418.608

b₁₅*
1518.78

b₁₄-H₂O
1568.628

b₁₄
1586.639

b₁₅*
1616.757

b₁₅-H₂O
1696.723

b₁₅-NH₃
1697.707

b₁₅
1714.734
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3823

D13Wsu123e; Misu; Nsun2

123.44

ITMS; CID; 2

_ K K

b₃

E G

b₅

V

b₆

I

b₇

I

y₁₆-NH₃

T

y₁₅

b₉

N

y₁₄

b₁₀²⁺

E

b₁₁²⁺

N

y₁₂*

b₁₂

A

y₁₁*

b₁₃

A

y₁₀

b₁₄*

ph

S P

y₈-NH₃

b₁₆

E

y₇

b₁₇²⁺

Q P

y₅

b₁₉²⁺

G

y₄

b₂₀²⁺

D

y₃

b₂₁²⁺

E

b₂₂²⁺

D

b₂₃²⁺

A K _

y₃
333.1769

b₃
386.2398

y₄
462.2195

b₅
542.3297

y₁₀²⁺
543.2409

b₁₀²⁺
556.8191

y₅
577.2464

b₁₁²⁺
613.8406

b₁₂²⁺
649.3592

b₆
655.4137

b₁₃²⁺
684.8777

y₇
731.3206

b₇
768.4978

y₈-NH₃
842.3527

b₁₇²⁺
945.4539

b₉
983.5884

b₁₉²⁺
1022.491

b₂₀²⁺
1080.004

y₁₀
1085.475

b₂₁²⁺
1144.526

y₁₁*
1154.496

b₂₂²⁺
1202.039

y₁₂*
1225.533

b₂₃²⁺
1237.558

y₁₁
1252.473

b₁₂
1297.711

y₁₂
1323.51

b₁₃
1368.748

b₁₄*
1437.77

y₁₄-NH₃
1491.564

y₁₄
1508.59

b₁₄
1535.747

y₁₅
1637.633

y₁₆-NH₃
1734.649

b₁₆
1761.842
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

3971

Eif5b; If2

190.46

ITMS; CID; 2

_ T S

y₁₄*

b₃-H₂O

F

y₁₃*

b₄

D

y₁₂*

b₅

E

y₁₁*

b₆-H₂O

N

y₁₀*

b₇²⁺

D

y₉

b₈

ph

S

y₈

E

y₇

E

y₆

b₁₁*

I

y₅

b₁₂*

E

y₄

b₁₃

D

y₃

b₁₄

K

b₁₅*

D

b₁₆*

S K _

b₃-H₂O
318.1448

y₃
349.1718

b₇²⁺
405.151

b₄
451.1823

y₄
477.2667

b₅
580.2249

y₅
592.2937

b₆-H₂O
676.2573

y₆-NH₃
704.3097

y₆
721.3363

y₁₃²⁺
809.3118

y₇-NH₃
817.3938

y₇
834.4203

b₁₄²⁺
860.3171

y₁₄²⁺
866.8253

y₈
963.4629

b₈
976.2932

y₉
1092.506

y₁₀*
1161.527

b₁₁*
1249.486

y₁₀
1259.504

y₁₁*
1276.554

b₁₁-NH₃
1330.436

b₁₂*
1378.528

y₁₂*
1390.597

b₁₂
1476.505

y₁₂
1488.574

y₁₃*
1519.639

b₁₃-H₂O
1573.521

b₁₃
1591.532

y₁₃
1617.616

y₁₄*
1634.666

b₁₄
1719.627

b₁₅*
1736.677

b₁₅-H₂O
1816.643

b₁₆*
1823.709

b₁₅
1834.654

b₁₆-H₂O
1903.675

b₁₆
1921.686

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

Intensity [10e5]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4005

Ddx10

150.09

ITMS; CID; 2

_

y₂₄²⁺

I

y₂₃²⁺

A

y₂₂²⁺

S

y₂₁²⁺

G

y₂₀²⁺

b₅

D G

y₁₈²⁺

b₇-H₂O

D

b₈²⁺

E

y₁₆²⁺

E

y₁₅

b₁₀-H₂O

Q

y₁₄

D

y₁₃*

E

y₁₂

E

b₁₄*

ph

T

y₁₀

b₁₅*

E

y₉

b₁₆*

D

b₁₇*

E

y₇

E

y₆

T

y₅

E

y₄

D

y₃

H

b₂₃²⁺

I G K _

y₃
317.2183

b₈²⁺
373.1536

y₇²⁺
400.2009

b₅-H₂O
426.1983

b₅
444.2089

y₄
454.2772

y₉²⁺
529.2435

y₅
569.3042

y₁₀²⁺
586.7569

b₇-H₂O
598.2467

y₆
698.3468

b₈-H₂O
727.2893 y₇

799.3945

b₁₀-H₂O
984.3905

y₁₆²⁺
992.3706

y₉
1057.48

y₁₈²⁺
1121.413

y₁₀
1172.507

y₂₀²⁺
1207.437

y₂₁²⁺
1264.951

y₂₂²⁺
1293.462

b₂₃²⁺
1327.475

y₂₃²⁺
1336.978

y₂₄²⁺
1372.496 b₁₄*

1458.55

y₁₂
1482.563

y₁₃*
1513.629

b₁₅*
1587.593

y₁₃
1611.606

b₁₅-H₂O
1667.559

b₁₅
1685.57

b₁₆*
1702.62

y₁₄
1740.648

b₁₆
1800.597

b₁₇*
1831.662

y₁₅
1855.675
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4017

Gtf2f1

67.11

ITMS; CID; 2

_

y₁₉*

G T

b₃

ph

S

y₁₆²⁺

b₄*

R P

b₆²⁺

G

y₁₃*

T

b₈-NH₃

P
ph

S

y₁₀

b₁₀

A

y₉

E

y₈

b₁₂²⁺

A

y₇

A

b₁₄²⁺

S

y₅

b₁₅*

T S

y₃

S T I R _

b₆²⁺
318.6287

b₃
326.0748 b₄*

384.199

y₃
389.2507

b₄-H₂O
464.1653

b₄
482.1759

y₅
563.3148

b₁₂²⁺
636.7365

b₁₄²⁺
715.7711

y₇
751.3945

y₁₆²⁺
806.8643

b₈-NH₃
817.324

y₈
822.4316

y₉
893.4687

y₁₀
1022.511

b₁₀
1072.386

y₁₃*
1259.623

y₁₃
1357.6

b₁₅*
1433.606 y₁₉*

1938.892
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4081

Ly-5; Ptprc

100.04

ITMS; CID; 2

_
ph

T

a₂

N

y₁₄²⁺

b₃*

S

y₁₃²⁺

Q

y₁₂²⁺

D

y₁₁²⁺

K

y₁₀

I

y₉

b₈*

E

y₈²⁺

b₉

F

y₇

b₁₀*

H N

y₅

b₁₂

E

y₄

V

y₃

b₁₄²⁺

D G G K _

y₃
261.1557

a₂
268.0693

b₃*
285.1193

y₄
376.1827

y₈²⁺
428.2014

y₅
475.2511

y₉²⁺
501.7356

y₁₀²⁺
566.2569

y₁₁²⁺
622.7989

y₁₂²⁺
686.8464

y₇
718.3366

y₁₃²⁺
744.3599

y₁₄²⁺
808.3892

b₁₄²⁺
869.3594

b₈*
898.4265 b₈

996.4034

y₉
1002.464

y₁₀
1131.507

b₉
1143.472

b₁₀*
1182.554

b₁₀
1280.531

y₁₂-NH₃
1355.659

b₁₂
1523.616
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4257

Ccdc94

108.49

ITMS; CID; 2

_ I

y₁₅*

I

y₁₄

b₃

E

y₁₃*

b₄

D

y₁₂

b₅

ph

S

y₁₁

b₆*

E

y₁₀

ph

S E

y₈²⁺

b₉*

D

y₇

b₁₀*

E

y₆

b₁₁*

A

y₅

P P

b₁₄

S

b₁₅*

R

b₁₆*

P R _

b₃
356.218

y₈²⁺
455.2487

b₄
471.2449

y₅
612.3576

b₅
638.2433

b₆*
669.309

y₆-NH₃
692.3838

y₆
709.4104

y₇
780.4475

y₁₃²⁺
808.8031

b₉*
1080.377

y₁₀
1153.56

b₁₁*
1182.48

b₁₀*
1209.419

b₁₁*
1280.457

y₁₁
1320.558

y₁₂
1449.601

y₁₃*
1518.622

y₁₃
1616.599

b₁₄
1659.571

b₁₅*
1717.695

y₁₄
1731.626

y₁₅*
1762.692

b₁₆*
1814.748

b₁₅
1815.672

y₁₅-NH₃
1843.642

b₁₆
1912.725
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4337

Lig1; Lig-1

45.92

ITMS; CID; 2

_ K

y₁₉²⁺

V

b₃

A

b₄-NH₃

Q

b₅

V

b₆

I S C

y₁₂

E

b₁₀²⁺

G

y₁₀

b₁₁

E

y₉

D

y₈

b₁₃²⁺

E

b₁₄

D

y₆

E

y₅

b₁₆-H₂O

A P G

b₁₉*

ph

T P K _

b₃
299.2078

b₄-NH₃
410.2398

b₅
526.3348

b₁₀²⁺
536.7764

y₁₀²⁺
569.7186

y₅
579.2538

b₆
639.4188

y₆
650.2909

b₁₃²⁺
723.3325

y₈
894.3605 y₉

1023.403

y₁₉²⁺
1056.427

y₁₀
1138.43

b₁₁
1201.588

y₁₂
1324.494

b₁₄
1560.685

b₁₆-H₂O
1742.754 b₁₉*

1997.876
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4357

Lap2; Tmpo

112.82

ITMS; CID; 2

_ Q N G S

y₁₇²⁺

b₅-NH₃

N

y₁₆²⁺

b₆

D

b₇²⁺

S D R

y₁₂

ph

Y

y₁₁²⁺

b₁₁

ph

S

y₁₀²⁺

b₁₂-H₂O

D

y₉²⁺

b₁₃

N

y₈

b₁₄²⁺

D

b₁₅

E

y₆

b₁₆-NH₃

D S

y₄

K

y₃

I

y₂

E

b₂₁²⁺

I K _

y₂
260.1969

b₇²⁺
352.1357

y₆²⁺
359.2289

y₃
389.2395

y₈²⁺
481.2637

b₅-NH₃
484.1787

y₄
502.3235

y₉²⁺
538.7771

y₁₀²⁺
595.7986

b₆-H₂O
598.2216

b₆-NH₃
599.2056

b₆
616.2321

y₁₁²⁺
653.3121

y₆
717.4505

y₁₂²⁺
736.8113

b₁₄²⁺
864.7622

y₈
961.5201

y₁₆²⁺
1037.406

y₁₇²⁺
1094.92

b₂₁²⁺
1271.966

b₁₁
1384.42

y₁₂
1472.615

b₁₂-H₂O
1481.437

b₁₂-NH₃
1482.421

b₁₃-NH₃
1596.464

b₁₃
1613.49

b₁₄-NH₃
1711.491

b₁₅-H₂O
1839.549

b₁₅
1857.56

b₁₆-NH₃
1955.56
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4392

Kiaa0324; Srrm2

51.03

ITMS; CID; 2

_ D

y₁₅²⁺

b₂

K

y₁₄²⁺

b₃-H₂O

F

y₁₃²⁺

b₄

ph

S

y₁₂

b₅-NH₃

P T

b₇*

Q

y₉²⁺

D

b₉

R

b₁₀

P E S

y₄

S T V

b₁₆²⁺

I K _

b₂-H₂O
226.1186

b₂
244.1292

b₃-H₂O
373.187

b₇²⁺
442.6811

y₄
460.313

y₉²⁺
508.7904

b₄
558.196

b₅-NH₃
638.2222

y₁₃²⁺
729.3834 b₇*

786.3781

y₁₄²⁺
812.8825

y₁₅²⁺
886.4167

b₁₆²⁺
934.9249

b₉
1155.483

b₁₀
1252.536

y₁₂
1360.707
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4512

Kiaa0425; Zfp262; Zmym4; Znf262

57.53

ITMS; CID; 2

_ A A

b₃

H Q

y₁₅²⁺

E
ph

S

y₁₃

D N E

y₁₀

N

y₉²⁺

b₁₁

E

y₈

I

y₇

b₁₃²⁺

Q

b₁₄

I

y₅

b₁₅-NH₃

Q N

y₃

Q I K K _

b₃
280.1404

y₃-NH₃
371.2653

y₃
388.2918

y₇²⁺
436.2716

y₉²⁺
556.8429

y₅
630.3933

b₁₃²⁺
773.7939

y₇
871.536

y₁₅²⁺
940.9411

y₈
999.5946 y₁₀

1241.721

b₁₁
1305.438

b₁₃-H₂O
1528.57

y₁₃
1598.85

b₁₄
1659.665

b₁₅-NH₃
1770.697
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4550

Merc; Raly

50.5

ITMS; CID; 2

_ I P A P Q E D T A

b₁₀

ph

S

y₁₁²⁺

E

b₁₂*

A

b₁₃

G

y₈

b₁₄*

ph

T

b₁₅

P

y₆

Q G

y₄

b₁₈²⁺

E

y₃

V

y₂

Q

b₂₁²⁺

T R _

y₂
276.1666

y₃
404.2252

y₈²⁺
457.7381

y₄
503.2936

y₁₁²⁺
612.2744

b₁₂²⁺
645.7661

y₆
689.3577

b₁₄²⁺
764.7839

y₈
914.469

b₁₈²⁺
970.3716

b₁₀
1090.445

b₂₁²⁺
1134.459

b₁₂*
1192.548

b₁₂
1290.525

b₁₄*
1332.607

b₁₃
1347.546

b₁₄*
1430.584

b₁₄
1528.56

b₁₅
1625.613
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

4982

Hdgf; Tdrm1

137.72

ITMS; CID; 2

_ G

y₂₀²⁺

S A

y₁₈²⁺

b₄

E

b₅

G

b₆*

ph

S

y₁₅²⁺

ph

S

y₁₄

b₈²⁺

D

y₁₃

E

y₁₂²⁺

E G

y₁₀

b₁₂*

K

y₉

b₁₃*

I

y₈

b₁₄*

V

y₇

b₁₅

I

y₆²⁺

b₁₆*

D

y₅

b₁₇

E P A K E K _

b₄-H₂O
327.1299

b₄
345.1405

y₆²⁺
351.1951

b₅
402.1619

b₈²⁺
426.0964

y₈²⁺
465.2506

b₆*
471.1834

y₉²⁺
514.7848

y₁₀²⁺
571.3268

y₅
572.3402

y₁₂²⁺
663.885

y₇
816.4098

y₁₅²⁺
850.4411

y₈-NH₃
912.4673

y₈
929.4938

y₉
1028.562

y₁₈²⁺
1045.95 y₁₀

1141.646

y₂₀²⁺
1145.99

b₁₂*
1196.41

b₁₂
1294.387

b₁₃*
1309.494

b₁₄*
1310.586

b₁₃-H₂O
1389.461

b₁₃-NH₃
1390.445

b₁₃
1407.471

b₁₄*
1408.563

y₁₃
1455.805

b₁₄
1506.54

b₁₆*
1538.697

y₁₄
1584.848

b₁₅
1619.624

b₁₆
1734.651

b₁₇-H₂O
1845.683

b₁₇
1863.693
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5237

Canx

76.24

ITMS; CID; 2

_ S D

b₃

A

b₄

E

b₅

E

y₂₃²⁺

b₆

D

b₇

G

y₂₁²⁺

b₈-H₂O

V
ph

T G S

b₁₂²⁺

Q

y₁₆²⁺

b₁₃²⁺

D

b₁₄

E E

b₁₆

D

b₁₇

S

y₁₁²⁺

K P

y₉

K

y₈-NH₃

A E E

y₅

D

y₄

b₂₅²⁺

E

y₃

I

y₂

I N R _

b₃-H₂O
256.0928

y₂-NH₃
272.1353

b₃
274.1034

y₂
289.1619

y₃
402.2459

b₄
403.146

y₄
515.33

b₅
532.1885

b₁₂²⁺
628.7194

y₅
644.3726

b₆
647.2155

y₁₁²⁺
657.3384

b₁₃²⁺
686.2328

b₇
704.237

b₈-H₂O
785.2948

y₁₆²⁺
951.458

y₈-NH₃
1000.458

y₉
1088.522

y₂₁²⁺
1235.534

y₂₃²⁺
1313.579

b₂₅²⁺
1379.522

b₁₄
1500.501

b₁₆-H₂O
1726.56

b₁₆
1744.571

b₁₇
1831.603
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5239

Ncf2; Noxa2; P67phox

123.72

ITMS; CID; 2

_ I

y₂₆²⁺

H P Q S

y₂₂²⁺

b₆

Q

b₇-H₂O

P Q E

b₁₀

D

b₁₁*

ph

T

y₁₆²⁺

b₁₂*

S P

y₁₄

E

y₁₃

S

y₁₂

b₁₆

D

y₁₁*

b₁₇*

I

y₁₀

P

y₉

P

y₈*

b₂₀²⁺

P

y₇

P

y₆*

b₂₂²⁺

N

y₅*

S

y₄

ph

S

y₃-NH₃

b₂₅²⁺

P P G R _
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5251

Lyric; Mtdh

75.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5378

Snx7

57.97

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5391

Nol5a; Nop56

41.7

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5410

C2f; Emg1; Grcc2f

95.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5413

Son

48.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5463

Sap155; Sf3b1

68.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5491

Kiaa1482; Stim2

92.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5534

Ranbp2

144.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5658

Arhgef2; Kiaa0651; Lbcl1; Lfc

43.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5725

Steap3; Tsap6

43.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5739

Pnpla7

48.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5872

Uso1; Vdp

167.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

5930

Snip1

58.67

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6066

Dap12; Karap; Tyrobp

85.74

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6121

Evl

96.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6193

Protein KIAA1967 homolog

117.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6228

Pea15; Pea15a

109.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6341

Sf1; Zfm1; Zfp162

37.37

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6511

Atp6n1b; Atp6v0a2; Tj6

55.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6546

Parf

92.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6669

Kiaa0084; Rftn1

62.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6820

Rhbdf2; Rhbdl6; Rhor

57.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

6927

Ips1; Mavs; Visa

67.64

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7099

Ptpn12

105.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7104

Cpd

19.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7200

D14Abb1e; Kiaa1105

74.14

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7442

Hdac1

56.17

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7493

Gfpt; Gfpt1

42.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7540

Mnar; Pelp1

109.85

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7545

Nuc; Nucb; Nucb1

84.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7591

Kiaa4253; Llgl3; Stxbp5

103.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7656

Capg; Mbh1

37.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7667

Brd2; Fsrg1; Kiaa4005; Ring3

78.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7793

Ccdc86; Cyclon; D19Ertd678e; MNCb-4327

75.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7819

Fam82a2; Fam82c

84.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7827

Npm1

108.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

7929

Syb2; Vamp2; Syb3; Vamp3

68.55

ITMS; CID; 2

_ D Q K I
ph

S

b₆

E I D D R

b₁₁-H₂O

A

y₁₅-NH₃

D

y₁₄²⁺

b₁₃²⁺

A

b₁₄

I

y₁₂

b₁₅²⁺

Q

y₁₁

b₁₆²⁺

A

b₁₇²⁺

G

y₉

b₁₈²⁺

A

y₈

S

y₇

Q

y₆

F

y₅

E

y₄

T

y₃

S A A K _

y₃
289.187

y₄
376.2191
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b₁₈²⁺
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y₁₁
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y₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8170

Smn; Smn1

92.21

ITMS; CID; 2
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b₁₁²⁺
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b₁₈²⁺
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b₁₀
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b₁₁
1212.453
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8252

Fam61a; Lsm14a; Rap55a

42.88

ITMS; CID; 2

_
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y₁₀²⁺
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y₁₂²⁺
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596.3515

y₁₄²⁺
672.8728
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y₁₆²⁺
786.4363
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867.2685
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b₁₁*
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y₁₃
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b₁₂*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8397

Etl1; Kiaa1122; Smarcad1

66.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8403

Ruk; Seta; Sh3kbp1

134.04

ITMS; CID; 2
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654.3093
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y₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8406

D6Wsu116e; Fam21; Kiaa0592

58.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8438

Bysl

148.52

ITMS; CID; 2
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438.2711
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b₇-NH₃
646.3559

b₇
663.3824

b₈-NH₃
761.3828

b₈
778.4094

y₆
781.4334

y₇-NH₃
893.4495

y₇
910.476

y₁₆²⁺
997.8851

y₈
1039.519

y₁₇²⁺
1046.412

y₁₉²⁺
1131.464

y₉
1154.546

y₂₀²⁺
1179.991

b₁₃*
1277.564

y₁₀
1283.588

b₁₄*
1392.591

y₁₁
1412.631

b₁₄
1490.568

y₁₂
1527.658

b₁₆*
1650.677

y₁₄*
1653.701

b₁₆
1748.653

y₁₄
1751.677

y₁₅*
1768.728

b₁₇*
1836.756

y₁₅
1866.704

b₁₇-H₂O
1916.722

b₁₇
1934.733

y₁₇*
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y₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8442

Kiaa0261; Wapal; Wapl

131.67

ITMS; CID; 2
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b₆-H₂O
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y₂₀²⁺
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b₁₀-H₂O
1101.437

b₁₀
1119.448

b₁₁-H₂O
1158.459

y₂₁²⁺
1162.46

b₁₁
1176.469

y₂₂²⁺
1226.981

y₁₁
1243.509

b₁₂
1323.538

y₁₂
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b₁₄-H₂O
1587.552

y₁₅*
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y₁₆-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8455

Kiaa0886; Nogo; Rtn4

135.04

ITMS; CID; 2
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b₁₀
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y₁₀
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b₁₂-H₂O
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b₁₆*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8564

Cir; Cir1

94.71

ITMS; CID; 2
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y₁₇²⁺
1062.921

y₉
1105.541

y₁₉²⁺
1170.467

y₂₀²⁺
1218.993

b₂₂²⁺
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8571

Csp; Dnajc5

59.36

ITMS; CID; 2

_
ph

S

y₂₄²⁺

I

b₃*

S

b₄*

T

y₂₁²⁺

b₅*

S G

y₁₉²⁺

E

y₁₈²⁺

S

y₁₇²⁺

I

b₁₀-H₂O

Y

b₁₁*

H

y₁₄²⁺

b₁₂*

V

b₁₃*

I G I

y₁₀²⁺

D

y₉²⁺

K N

b₁₉*

A

y₆²⁺

T S

y₄

D

y₃

D

b₂₄²⁺

I K K _

b₃*
270.1448

y₆²⁺
353.1925

b₄*
371.1925

y₃
388.2918

b₅*
458.2245

y₉²⁺
496.2564

y₄
503.3188

y₁₀²⁺
560.3039

y₁₄²⁺
759.4121

y₁₇²⁺
959.0074

y₁₈²⁺
1015.549

y₁₉²⁺
1059.065

b₁₀-H₂O
1087.434

b₁₁*
1144.527

y₂₁²⁺
1152.098

b₁₂*
1243.595

y₂₄²⁺
1289.653

b₂₄²⁺
1292.594

b₁₂
1341.572

b₁₃*
1356.679

b₁₉*
1954.987

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2
1.4

Intensity [10e5]

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8841

Arhgef6

37.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

8901

Dok3; Dokl

98.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

9011

Ars2; Asr2; Srrt

45.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

9026

Tis11; Tis11a; Zfp36

27.83

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

9105

Eif3g; Eif3p42; Eif3s4

66.79

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

9926

Pwp2; Pwp2h

75.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

2567

Bicd2; Kiaa0699

55.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

3548

Bclaf1; Btf; Kiaa0164

49.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

3669

Pr264; Sfrs10; Sfrs2

43.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

3917

Cpla2; Pla2g4; Pla2g4a

52.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

4240

Blvra

58.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

4262

Tnnt3

30.33

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

4824

Pi4kb; Pik4cb

50.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

5212

Cdk17; Pctk2

75.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

5363

Rbm12

45.33

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

5433

Plec1

85.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

6759

Phostensin; Protein phosphatase 1 F-actin cytoskeleton-targeting subunit

102.65

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

6876

Aspm; Calmbp1; Sha1

40.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

7400

Vim

104.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

7403

Nab2

54.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

7647

Evi2b

42.31

ITMS; CID; 2

_ R

b₂

A

b₃*

ph

S V V
ph

S

y₇

b₇*

I

y₆

M

y₅

b₉-NH₃

T

y₄

b₁₀*

W

y₃

K P S K _

b₂
228.1455

b₃*
297.167

y₃
331.1976

y₆²⁺
373.7134

b₃-NH₃
378.1173

y₄
459.2926

y₅
645.3719

y₆
746.4196

b₇*
775.3862

y₇
877.46

b₉-NH₃
1088.425

b₁₀*
1193.554

b₁₀-NH₃
1274.504

b₁₀
1291.531

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2
2.5

Intensity [10e5]

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

7744

Kiaa0324; Srrm2

99.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

7927

Ncor2; Smrt

78.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

8476

Ccdc104

88.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

8723

Pkcd; Prkcd

132.45

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

8784

Brf1; Tis11b; Zfp36l1

39.95

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

8788

Hmha1

50.36

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

9184

Golga4

78.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

9484

Gpn1; Mbdin; Xab1

97.08

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

9731

Adamts15

47.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

9782

Tbc1d10b

80.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

9810

Arap1; Centd2; Kiaa0782

79.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

9957

Hectd1; mKIAA1131

48.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Pyro

10255

Rplp2

52.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

1877

Psma3

114.7

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

2160

Sfrs1

43.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

2656

Lpxn

122.51

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

2686

Pop101; Srrm1

44.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

2775

Pairbp1; Serbp1

54.81

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

3171

Eta-1; Op; Spp1; Spp-1

71.98

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

3190

Ania6a; Ccn1; Ccnl1

38.8

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

3251

Rhbdf2; Rhbdl6; Rhor

78.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

3523

Erk3; Mapk6; Prkm4; Prkm6

63.62

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

3669

H1f4; Hist1h1e

68.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

4320

Capsl

56.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

4370

Ensa; Arpp19

164.9

ITMS; CID; 2

_

y₁₀*

Y

y₉*

b₂

F

y₈*

b₃

D

y₇

ph

S

y₆

b₅

G

y₅

D

y₄

b₇*

Y

y₃

b₈*

N

b₉*

ox

M

b₁₀*

A K _

a₂
283.1441

b₂
311.139

y₃
373.1995

b₃
426.166

y₄
487.2424

y₈²⁺
495.1799

b₅
650.1858

y₅
650.3058

y₆
765.3327

y₇
822.3542

b₇*
830.2992

y₈*
891.3756

b₈*
944.3421

y₈
989.3525

y₉*
1006.403

y₉-NH₃
1087.353

b₉*
1091.377

y₉
1104.379

y₁₀*
1153.471

b₁₀*
1162.415

b₉
1189.354

b₁₀-H₂O
1242.381

b₁₀-NH₃
1243.365 y₁₀

1251.448

b₁₀
1260.391

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e4]

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

4562

Kiaa0324; Srrm2

137.98

ITMS; CID; 2

_ S

y₇*

b₂

I

y₆*

b₃*

ph

S

y₅

b₄*

Y

y₄

b₅*

ph

S P

y₂

b₇*

V

y₁

b₈*

E R _

a₂
173.1285

y₁
175.119

b₂
201.1234

b₃*
270.1448

y₂
304.1615

b₃
368.1217

b₄*
433.2082

y₄
500.2827

b₅*
502.2296

y₅
667.2811

b₇*
698.3508

y₆*
732.3675

b₇*
796.3277

y₆
830.3444

b₇
894.3046

y₇*
899.3659

b₈*
925.3703

y₇
997.3428

b₈
1023.347

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2

Intensity [10e5]

200 300 400 500 600 700 800 900 1000 1100 1200

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

4652

Rbmxrt; Hnrnpg; Hnrpg; Rbmx; Rbmxp1; Rbmxrt

63.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

5048

H1f1; Hist1h1a

79.94

ITMS; CID; 2

ac

_
ph

S

y₁₉²⁺

b₂

E

y₁₈²⁺

b₃*

T

y₁₇

b₄

A P

y₁₅

b₆*

V

y₁₄

b₇*

A

y₁₃

Q

y₁₂

A

y₁₁

A S

y₉

b₁₂*

T

y₈

A

y₇

T

y₆

b₁₅-NH₃

E

y₅

K P

b₁₈-NH₃

A

b₁₉*

A

b₂₀*

A K _

b₂
339.0588

b₃*
342.1296

y₅
457.2769

b₄
511.1436

y₆
585.3719

b₆*
609.2879

y₁₄²⁺
672.8595

b₇*
680.325

y₇
714.4145

y₁₇²⁺
806.4387

y₈
815.4621

y₁₈²⁺
841.9572

y₉
886.4993

y₁₉²⁺
892.4811

y₁₁
1074.579

b₁₂*
1138.537

y₁₂
1145.616

y₁₃
1216.653

y₁₄
1344.712

y₁₅
1415.749

b₁₅-NH₃
1520.615

y₁₇
1611.87

b₁₉*
1806.887

b₁₈-NH₃
1816.8 b₂₀*

1877.924

b₁₉
1904.864

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

5984

Ccdc101; Sgf29

47.3

ITMS; CID; 2

_

y₁₁²⁺

I

y₁₀²⁺

b₂

A G

b₄

I

b₅

ph

Y

y₆

b₆²⁺

N

y₅

b₇

D S E

y₂-NH₃

P P R _

b₂
185.1285

y₂-NH₃
255.1452

b₄
355.234

b₆²⁺
356.6569

y₅
585.2991

b₅
598.2636

y₁₀²⁺
614.2557

y₁₁²⁺
649.7743

y₆
700.326

b₇
827.3335

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
200

400
600

800
1000

1200

Intensity

200 300 400 500 600 700 800 900

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

6113

Aaat; Asct2; Slc1a5; Slc1a7

122.34

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

6195

Eif2s2

71.88

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

6366

Thrap3; Trap150

39.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

6566

Pdap1

86.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

6917

Mndal; Ifi203

50.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

7873

Acf7; Aclp7; Macf; Macf1

126.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

7984

Gigyf2; Kiaa0642; Perq2; Tnrc15

109.89

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

8522

Glud; Glud1

92.19

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_NH4_1

10253

Rplp1

111.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

248

Gtpbp; Gtpbp1

94.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_Phos

526

Dtx3l

69.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10518

Aaat; Asct2; Slc1a5; Slc1a7

186.15

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10519

Abcc1; Abcc1a; Abcc1b; Mdrap; Mrp

186.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10554

Plec1

131.62

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10562

Lrch4

88.33

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10571

Tom22; Tomm22

165.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

1681

Tram1

46.98

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

2084

Flg2

46.13

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

2659

Ckap4

43.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

3636

Mypt1; Ppp1r12a

82.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

4038

Baz1a; Cbp146

64.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

4105

H1f3; Hist1h1d

110.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

5790

Jip4; Jsap2; Kiaa0516; Mapk8ip4; Spag9

53.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

7494

Ap3d; Ap3d1

63.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

7512

Prkwnk1; Wnk1

56.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Phos2

7786

Thrap3; Trap150

87.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

1925

Nucks; Nucks1

63.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

2158

Fam61a; Lsm14a; Rap55a

37.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

2405

Met; Sltm

51.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

2788

Errfi1; Mig6

68.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

2919

Lmn1; Lmna

56.94

ITMS; CID; 2

_

y₁₀²⁺

I

y₉*

b₂

R I

y₇

b₄*

ph

S

b₅-H₂O

P

b₆²⁺

S P

y₃

b₈²⁺

T

y₂

S

b₁₀*

Q R _

b₂-NH₃
253.1659

b₂
270.1925

y₂
303.1775

b₆²⁺
367.6835

y₃
390.2096

b₄*
452.298

b₈²⁺
466.7337

y₁₀²⁺
604.7928

b₅-H₂O
629.3171

b₆-H₂O
716.3491

y₇
772.3948

y₉*
954.5003

b₁₀*
1049.574

b₁₀-H₂O
1129.54

b₁₀
1147.551

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2

Intensity [10e5]

200 300 400 500 600 700 800 900 1000 1100 1200 1300

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

3188

Hars2; Harsl

97.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

3342

Cep170; Kiaa0470

104.17

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

3375

Bat2

43.03

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

3804

Senp3; Smt3ip; Smt3ip1

73.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

3813

Nfrkb

112.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4356

Rplp2

46.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4418

Ranbp3

46.12

ITMS; CID; 2

_ V

y₁₄²⁺

b₂

I

y₁₃²⁺

b₃*

ph

S

y₁₂²⁺

P P

y₁₀

K I

b₈-H₂O

N

y₇

E

y₆

b₁₀*

A N

y₄

S D T S R _

a₂
185.1648

b₂
213.1598

b₃*
282.1812

b₃
380.1581

y₄
478.2256

b₁₀²⁺
565.2863

y₆-NH₃
662.274

y₁₂²⁺
666.3311

y₆
679.3006

y₁₃²⁺
714.8575

y₇
750.3377

y₁₄²⁺
798.3567

b₈-H₂O
911.475

b₁₀*
1031.588

y₁₀
1106.507

b₁₀
1129.565

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

Intensity [10e5]

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4579

Fosl2; Fra2; Fra-2

121.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4607

Prkar1a

98.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4627

Cpk; Pik3c2a

189.13

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4681

Nipa; Zc3hc1

74.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4729

Trappc6a

73.93

ITMS; CID; 2

_

y₇

F

y₆*

b₂

Q

y₅

b₃

V

y₄

V

b₅

I

y₂

Q

b₇

K
ph

S _

b₂-NH₃
259.1077

b₂
276.1343

y₂
314.1112

b₃
375.2027

y₄
555.2538

b₅-NH₃
570.3286

b₅
587.3552

y₅
654.3222

y₆*
655.4137

y₆
753.3906

b₇
843.5087

y₇
881.4492

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

Intensity [10e4]

200 300 400 500 600 700 800 900 1000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4745

7a33; Inpp5d; Ship; Ship1

48.97

ITMS; CID; 2

_ D S

b₃-H₂O

S

y₂₀²⁺

I

y₁₉²⁺

G P

y₁₇²⁺

G

b₈-NH₃

R G

y₁₄²⁺

E G

y₁₂*

P P

y₁₀

b₁₄

T

y₉

P P S

y₆²⁺

b₁₈

Q P

b₂₀²⁺

P I

y₂

ph

S P K _

y₂
244.1656

b₃-H₂O
272.0877

y₆²⁺
359.6804

y₉²⁺
515.7521

y₁₀²⁺
564.2785

b₁₄²⁺
654.8126

y₁₄²⁺
740.3658

b₈-NH₃
753.3526

b₁₈²⁺
859.4106

y₁₇²⁺
911.4484

b₂₀²⁺
956.4634 y₁₉²⁺

988.4855

y₂₀²⁺
1016.996

y₉
1030.497

y₁₀
1127.55

y₁₂*
1227.673

b₁₄
1308.618

y₁₂
1325.65

b₁₈-H₂O
1699.803

b₁₈
1717.814

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2
1.4

Intensity [10e4]

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4758

Af6; Mllt4

60.4

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

4920

Kiaa1598

62.16

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

5007

Fubp2; Khsrp

71.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

5122

Myo9b; Myr5

59.51

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

5145

Cep55

98.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

5346

E2JF22

31.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

5602

Kctd12; Pfet1

69.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

5893

AA881470

59.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

6092

Kiaa0175; Melk; Pk38

118.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

6276

Ccdc88; Ccdc88b

47.75

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

6370

Kiaa0731; Larp; Larp1

74.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

6384

Gs2na; Sg2na; Strn3

84.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

6478

Son

107.65

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

6914

Strn4; Zin

50.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

6970

Pml

151.7

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

8073

Snx8

35.54

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

8089

Limd1

131.11

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

8106

Tmem209

72.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

8611

Bw; Mi; Mitf; Vit

56.75

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

8646

Cdk18; Pctk3

44.58

ITMS; CID; 2

_ R

b₂

A

y₁₄²⁺

ph

S I

y₁₂²⁺

S

y₁₁²⁺

b₆-H₂O

D

y₁₀

b₇*

I

y₉

b₈-H₂O

G

y₈

b₉-H₂O

F

b₁₀*

G

y₆

b₁₁²⁺

K I

y₄

b₁₃*

E

y₃

T Y V K _

b₂
228.1455 y₃

409.2445

y₄
510.2922

b₁₁²⁺
606.7923

y₁₁²⁺
627.8583

y₁₂²⁺
685.3717

b₆-H₂O
692.2763

b₇*
725.3941

y₆
752.4189

y₁₄²⁺
785.4298

b₈-H₂O
862.3819

y₈
937.5353

b₁₀*
986.5054

b₉-H₂O
1009.45

y₉
1084.604

y₁₀
1141.625

b₁₁-NH₃
1195.551

b₁₃*
1356.727

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e4]

200 400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

8995

Ehd1; Past1

88.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

9522

Mll2

50.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

10256

Dilute; Myo5a

72.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_1_Pyro

10275

Mdm2

159

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

317

Lsp1; Pp52; S37; Wp34

58.69

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

1386

Pop101; Srrm1

69.34

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

1390

Gpkow

43.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

1427

Apob48r

105.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

1435

Hnrnpc; Hnrpc

72.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

1545

Nab2

43.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

1808

Nnp1; Rrp1

79.51

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

2062

Rhbdf2; Rhbdl6; Rhor

64.65

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

2550

Kiaa1522

167.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

2582

Bag3; Bis; MNCb-2243

105.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

2665

Kiaa4086; Kif5; Kif5a; Nkhc1

89.14

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

2956

Atrx; Hp1bp2; Xnp

59.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3263

Bm28; Cdcl1; Kiaa0030; Mcm2; Mcmd2

127.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3369

Lyst2; Nbea

57.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3417

Kiaa1344; Txndc16

131.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3487

Kiaa0324; Srrm2

51.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3593

Canx

82.42

ITMS; CID; 2

_

y₁₁²⁺

A

y₁₀²⁺

b₂

E

y₉²⁺

b₃

E

y₈²⁺

D

y₇²⁺

E

y₆

I

b₇

I N

b₉

R

y₂

ph

S P R _

a₂
173.0921

b₂
201.087

y₂
282.18

b₃-H₂O
312.119

b₃
330.1296

y₆²⁺
421.711

y₇²⁺
478.253

y₈²⁺
542.7743

y₉²⁺
600.2878

y₁₀²⁺
664.8091

y₁₁²⁺
729.3304 b₇

800.3672

y₆
842.4147

b₉
1080.52

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2

Intensity [10e5]

200 300 400 500 600 700 800 900 1000 1100 1200 1300

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3681

Dkc1

66.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3682

Akt; Akt1; Rac

81.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3717

Tcfe3; Tfe3

91.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

3752

Junb; Jun-b

48.97

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

4386

Ccdc88; Ccdc88b

52.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

4433

Tmprss9

45.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

4571

Son

76.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

4608

Rbm28

36.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

4837

Eaf1

54.22

ITMS; CID; 2

_ T

y₁₇²⁺

ph

S

y₁₆²⁺

b₃*

P I

b₅

K

y₁₃²⁺

b₆

D

b₇*

N P

y₁₀²⁺

b₉*

ph

S P

y₈

b₁₁*

E P Q I

y₄

D

y₃

D

b₁₇-NH₃

I K R _

b₃*
268.1292

b₆²⁺
361.6597

y₃
416.298

y₈²⁺
492.7773

y₄
531.3249

y₁₀²⁺
605.825

b₅
607.2851

b₆
722.312

b₇*
738.3781

y₁₃²⁺
794.872

y₁₆²⁺
972.975

y₈
984.5473

b₉*
1002.429

y₁₇²⁺
1021.501

b₁₁*
1228.525

b₁₁
1326.501

b₁₇-NH₃
1990.808

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4
5

Intensity [10e4]

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

4845

Plec1

158.44

ITMS; CID; 2
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b₇²⁺
376.5986
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b₆*
567.181
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b₈*
643.2682

y₇
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b₇
752.19
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y₈
784.4312
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839.222

b₁₀*
991.3404

y₁₀
1034.527

y₁₁
1121.559

b₁₂*
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y₁₂
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b₁₂-H₂O
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y₁₄*
1334.634
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b₁₄*
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y₁₄
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b₁₅*
1446.578
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y₁₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

5137

Bm28; Cdcl1; Kiaa0030; Mcm2; Mcmd2

70.45

ITMS; CID; 2
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327.2139
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343.2088
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379.2012
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436.7147

b₄
440.298

y₈²⁺
501.236

y₉²⁺
565.7573

b₈*
856.4312
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872.4221

b₉*
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b₉*
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b₉
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b₁₀*
1212.493

b₁₁*
1229.543

b₁₀
1310.47
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1456.563
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

5188

Samsn1

115.57

ITMS; CID; 2

_ A

y₁₆²⁺
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b₄*
383.1925
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b₈²⁺
498.6997

y₉²⁺
511.2511b₅*
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548.3191

b₉²⁺
563.221
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619.3562

y₆
748.3988

b₁₃²⁺
764.2903

b₁₄²⁺
799.8089

b₁₅²⁺
856.3509

y₇
877.4414

y₈
934.4629

y₁₆²⁺
981.4042

b₁₇²⁺
986.409

b₈
996.3921

b₉
1125.435

b₁₀
1212.467

b₁₁-H₂O
1251.478

b₁₁-NH₃
1252.462

b₁₁
1269.488

b₁₂
1398.531

b₁₄*
1500.634

y₁₃-NH₃
1519.691

b₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

5357

Prkar2a

155.79

ITMS; CID; 2
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b₁₉²⁺
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y₂
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b₃-H₂O
335.2065

b₆²⁺
342.1803

y₃
397.2069

b₄-H₂O
434.2749
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511.2499
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570.7428
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y₁₃²⁺
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884.362

b₈-H₂O
975.3993

b₈-NH₃
976.3833

b₁₆²⁺
991.8893

b₈
993.4099

y₈
1013.405
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1140.478

b₁₀*
1156.544

b₁₉²⁺
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b₁₁*
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b₁₀
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y₁₀
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y₁₁-NH₃
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1724.686

y₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

5583

Clcc1

48.9

ITMS; CID; 2
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y₁₇²⁺
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b₂
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b₃-H₂O
339.2027
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b₄
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y₇²⁺
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725.3464
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y₁₄²⁺
864.3326
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b₁₀-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

5637

Kiaa1823; Phf6

52.09

ITMS; CID; 2

_ T A

y₂₃²⁺
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412.6993
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b₉²⁺
470.212

b₁₀²⁺
534.7333

y₆*
629.3617

y₁₃²⁺
788.3562

y₇
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b₈
826.3326

y₁₄²⁺
861.8904

y₁₅²⁺
905.4064 b₉-NH₃

922.3901

b₉
939.4167

y₁₆²⁺
969.9277

b₁₇²⁺
970.8983

y₁₇²⁺
1034.449

b₁₉²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

5840

Gnl3; Ns

78.94

ITMS; CID; 2

_ N A

b₃

E

b₄

I S

b₆-NH₃

D
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b₃-NH₃
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b₃
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y₇²⁺
353.1799

y₈²⁺
410.6934

b₄
428.214

b₁₀²⁺
498.7535

y₁₀²⁺
502.7358 y₁₁²⁺

566.7833

y₁₂²⁺
595.294

b₆-NH₃
613.2464

y₇
705.3526

b₇-H₂O
711.3308

b₇-NH₃
712.3148

b₇
729.3414

b₈-H₂O
782.3679

b₈-NH₃
783.3519

y₁₆²⁺
788.8817

b₈
800.3785

b₁₅²⁺
860.8749

y₁₈²⁺
901.9294

y₂₁²⁺
1066.509

y₂₃²⁺
1235.066

y₁₃
1260.618 b₂₄²⁺

1296.079 b₂₆²⁺
1408.653

y₂₇²⁺
1462.169

y₂₈²⁺
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b₂₈²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

5932

Ssrp1

54.73

ITMS; CID; 2

_ G I K
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y₁₀²⁺
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y₁₆²⁺
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b₁₀-NH₃
1012.51

y₁₇²⁺
1068.887

y₁₈²⁺
1150.419

y₁₉²⁺
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b₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6067

Pak1; Paka

122.01

ITMS; CID; 2

_ D V
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b₁₄²⁺
754.3192

y₈
870.468

y₁₇²⁺
952.4435

b₁₁
1178.498

b₁₂
1292.541

b₁₄-H₂O
1489.621

b₁₄
1507.631

y₁₃
1509.658

b₁₅*
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b₁₅-H₂O
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1676.716
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6223

Sash1

111.53

ITMS; CID; 2
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y₈*
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b₈*
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y₁₆²⁺
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y₉*
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b₉*
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y₉
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b₉
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y₁₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6258

Ppp2r1b; Ppp2r1a

50.97

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6424

Zfp265; Zis; Znf265; Zranb2

107.34

ITMS; CID; 2
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y₁₁²⁺
697.2446

b₆-H₂O
730.3406

y₆
796.35

b₁₃²⁺
820.8212 b₁₄²⁺

885.3425

y₇-NH₃
908.366

y₁₅²⁺
965.8839

b₁₅²⁺
966.8742
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982.414
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b₈-H₂O
1025.493

y₁₆²⁺
1047.416

y₁₇²⁺
1111.937

y₁₈²⁺
1161.471

b₁₈²⁺
1162.443

b₉
1172.546

b₁₀-H₂O
1283.578

b₁₀-NH₃
1284.562

y₁₁*
1295.505 b₁₀

1301.588

b₁₂-NH₃
1566.587

b₁₃-H₂O
1622.625
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b₁₄-H₂O
1751.667
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6454

Cfl1

24.84

ITMS; CID; 2

_

y₁₀²⁺

A

y₉²⁺

V

y₈²⁺

I F C
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I

b₇²⁺

ph

S

b₈²⁺

E D K K _

b₇²⁺
436.1928

b₈²⁺
500.7141
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6538

Ppan; Ssf1

155.74

ITMS; CID; 2

_

y₃₄²⁺

A R A

y₃₁²⁺

b₄

D G

b₆

D

b₇*

ph

S
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b₈*

D A
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b₁₀*

E

y₂₄²⁺
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D P

b₁₃

G
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b₁₄*

A P

b₁₆²⁺

P

y₁₈

b₁₇

E

y₁₇

b₁₈²⁺

A

y₁₆

b₁₉*

V G

y₁₄

A

y₁₃-NH₃

G

y₁₂

b₂₃²⁺

Q P

y₁₀
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D
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E
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D

y₅

b₃₀²⁺

D A

y₃

E Y

b₃₄²⁺

F R _

b₄-H₂O
396.199

b₄
414.2096

y₃
485.2507

b₆
586.258

y₉²⁺
587.2384

b₇*
655.2794

y₅
685.3304

b₁₄²⁺
704.7543

y₁₂²⁺
757.7995

b₈*
770.3064

y₆
800.3573

b₁₆²⁺
801.807

y₁₄²⁺
850.3395

b₈
868.2833

b₁₈²⁺
901.8469

y₁₆²⁺
914.3688

y₇
915.3843

b₁₀*
970.3861

y₁₈²⁺
999.4216

y₈
1044.427

b₁₀
1068.363

b₁₁*
1085.413

b₂₃²⁺
1107.95

y₂₁²⁺
1160.996

b₁₁
1183.39

y₂₄²⁺
1273.551

y₁₀
1288.496

b₁₄*
1310.524

y₂₅²⁺
1331.065

b₁₃
1337.464

b₁₄-H₂O
1390.491

b₁₄-NH₃
1391.475

b₁₄
1408.501

y₂₇²⁺
1431.105

y₁₂
1514.592

b₃₀²⁺
1522.581

y₁₃-NH₃
1625.624

y₃₁²⁺
1658.142

y₁₄
1699.672

b₁₇
1731.649

b₃₄²⁺
1777.687

b₁₉*
1803.778

y₁₆
1827.73

y₃₄²⁺
1829.224

b₁₉
1901.755

y₁₇
1926.799

y₁₈
1997.836
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6770

Myo18a; Myspdz

55.13

ITMS; CID; 2

_ F S

b₃

H

y₁₆²⁺

ph

S

y₁₅*

b₅*

Y I

b₇²⁺

ph

S

b₈-H₂O

D S

b₁₀

D T

y₈

b₁₂
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b₁₃
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b₁₄
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y₅

b₁₅²⁺

I

y₄

b₁₆-H₂O

T

y₃

b₁₇²⁺

E

b₁₈²⁺

T S A _

y₃
278.1347

b₃
372.1666

y₄
407.1773

b₇²⁺
491.659

y₅
508.2249

b₅*
604.2514

y₈
820.4411

y₁₆²⁺
905.8851

b₁₅²⁺
921.3552

b₁₇²⁺
1036.4

b₈-H₂O
1079.327

b₁₈²⁺
1086.924

b₁₀
1299.397

b₁₂
1529.487

y₁₅*
1549.723

b₁₃
1600.524

b₁₄
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b₁₆-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6774

Fxr2; Fxr2h

77.96

ITMS; CID; 2

_ T

y₁₈²⁺

D

b₃

G

y₁₆

b₄*

ph

S

y₁₅²⁺

b₅*

I

y₁₄²⁺

S G D

b₉²⁺

R

y₁₀

b₁₀

Q

y₉

b₁₁²⁺

P

y₈

b₁₂

V

y₇

T

y₆-NH₃

b₁₄-H₂O

V

y₅

A

y₄

D

b₁₇

Y

y₂

I S R _

y₂
262.151

b₃
274.1034

b₄*
343.1248

b₅*
456.2089

b₉²⁺
485.1873

y₄
538.2984

y₁₀²⁺
560.8035

b₁₁²⁺
597.743

y₅
653.3253

y₆-NH₃
707.3359

y₁₄²⁺
788.9075

y₇
823.4308y₁₅²⁺

832.4236

y₈
924.4785

y₁₈²⁺
1000.975

y₉
1023.547

b₁₀
1097.426

y₁₀
1120.6

b₁₂
1293.547

b₁₄-H₂O
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y₁₆
1776.924

b₁₇
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6790

Scn5a

50.22

ITMS; CID; 2

_
ph

S

y₁₁²⁺

b₂*

E

y₁₀²⁺

D I

y₈

A

y₇

b₆²⁺

D F P

b₉*

P

b₁₀²⁺

S

y₂-NH₃

b₁₁²⁺

P

y₁

b₁₂²⁺

D R _

y₁
185.1272

b₂*
199.0713

y₂-NH₃
283.1276

b₆²⁺
356.1153

y₇²⁺
413.2101

y₁₀²⁺
562.7841

b₁₀²⁺
570.2183

b₁₁²⁺
618.7447

y₁₁²⁺
620.2976

b₁₂²⁺
676.2581

y₇
825.4129

y₈
940.4398

b₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

6998

Stx4; Stx4a

54.65

ITMS; CID; 2

_

y₁₀

I G

y₈

b₃

ph

S P

y₆

D

y₅

b₆*

D

y₄

b₇

E

y₃

F F

b₁₀*

Q K _

b₃
338.1112

y₃
422.2398

y₈²⁺
513.2324

b₆*
567.2409

y₄
569.3082

y₅
698.3508

b₇-H₂O
776.2498

b₇
794.2604

y₆
813.3777

y₈-NH₃
1008.431

y₈
1025.457

b₁₀*
1118.479

b₁₀-H₂O
1198.445

b₁₀-NH₃
1199.429

y₁₀
1249.477
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7044

Ptges3; Sid3177; Tebp

205.28

ITMS; CID; 2

_

y₁₄²⁺

D

y₁₃*

b₂

W

y₁₂*

b₃

E

y₁₁*

b₄

D

y₁₀

b₅

D
ph

S

y₈

D

y₇

b₈

E

y₆

b₉*

D

y₅

b₁₀*

M

y₄

b₁₁*

S

y₃

b₁₂*

N

b₁₃*

F

b₁₄

D R _

a₂
274.1186

b₂-H₂O
284.103

b₂
302.1135

b₃
431.1561

y₃
437.2143

b₄
546.1831

y₄
551.2572

y₅-NH₃
621.2627

y₅
638.2893

b₅
661.21

y₆
769.3297

y₁₃²⁺
827.7642

y₇
884.3567

y₁₄²⁺
920.8038

y₈
1013.399

b₈
1072.278

b₉*
1089.328

b₉
1187.305

b₁₀*
1220.368

y₁₀
1295.425

b₁₀-H₂O
1300.335

b₁₁*
1307.4

y₁₁*
1312.475

b₁₀
1318.345

b₁₁
1405.377

y₁₁
1410.452

b₁₂*
1421.443

y₁₂*
1427.502

y₁₂-NH₃
1508.452

y₁₂
1525.478

y₁₃*
1556.544

b₁₃*
1568.512

y₁₃
1654.521

b₁₃
1666.489

b₁₄
1781.516
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7252

Hcp; Hcph; Ptp1C; Ptpn6

85.52

ITMS; CID; 2

_

y₁₁²⁺

D

y₁₀*

a₂

I

y₉

b₃*

ph

S

y₈

b₄*

G P D

b₇*

A

y₄

b₈*

E T

b₁₀*

I

b₁₁*

I K _

a₂
201.1234

b₃*
298.1397

b₄*
355.1612

b₃
396.1166

y₉²⁺
472.2584

y₄
474.3286

y₁₁²⁺
612.2996

b₇*
638.278

b₈*
767.3206

y₈
886.488

y₉
943.5095 b₁₀*

981.4524

y₁₀*
1012.531
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7509

Ctr9; Kiaa0155; Sh2bp1

47.73

ITMS; CID; 2

_ K G G E F D E

b₈

F

y₁₂*

b₉

V

y₁₁-NH₃

b₁₀

N

y₁₀

D

b₁₂

D

y₈-NH₃

ph

T

y₇

D

y₆

b₁₅²⁺

D

b₁₆²⁺

D

y₄

b₁₇²⁺

I P

y₂

b₁₉²⁺

V S K _

y₂
234.1448

y₄
430.266

b₁₀²⁺
562.2564

y₆
658.377

y₁₂²⁺
707.2745

y₇
773.404

y₈-NH₃
871.4044

b₁₅²⁺
882.8173

b₈
910.3941

b₁₆²⁺
940.3307

b₁₇²⁺
996.8728

b₉
1009.463

b₁₉²⁺
1094.933

b₁₀
1123.505

y₁₀
1184.472

y₁₁-NH₃
1282.472

y₁₂*
1315.565

b₁₂
1353.559

y₁₂
1413.542

b₁₇-H₂O
1974.728

b₁₇-NH₃
1975.712
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7628

Kiaa0731; Larp; Larp1

88.57

ITMS; CID; 2

_ N

y₂₀²⁺

T

y₁₉²⁺

b₃

F

y₁₈²⁺

b₄

T

y₁₇²⁺

b₅-H₂O

A

y₁₆²⁺

b₆

W
ph

S E

y₁₃

E

y₁₂

D

y₁₁²⁺

ph

S

y₁₀²⁺

b₁₂

D Y

y₈²⁺

b₁₄*

E

y₇²⁺

b₁₅²⁺

I

y₆²⁺

D

y₅

D R

y₃

D V N K _

y₃
360.2241

b₃
363.1663

y₆²⁺
373.6932

y₇²⁺
431.2067

b₄-NH₃
447.1874

b₄
464.214

y₈²⁺
487.7487

b₅-H₂O
517.2405

y₅
631.3522

y₁₀²⁺
633.8017

y₁₁²⁺
691.3151

b₆-H₂O
703.3198

b₆-NH₃
704.3039

b₆
721.3304

b₁₅²⁺
974.8317

y₁₆²⁺
1044.87

y₁₇²⁺
1137.909

y₁₈²⁺
1173.428

y₁₉²⁺
1223.952

y₂₀²⁺
1297.486

b₁₂
1543.466

y₁₂
1548.621

y₁₃
1663.648

b₁₄*
1737.595

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7655

D11Ertd307e; Med24; Thrap4; Trap100

160.77

ITMS; CID; 2

_ I I

y₁₅

b₃

ph

S

y₁₄

S

y₁₃

S

y₁₂

b₆*

D

y₁₁

b₇-H₂O

D

y₁₀

D

y₉*

b₉*

A

y₈*

b₁₀*

N

y₇*

b₁₁*

I

y₆*

b₁₂*

I

y₅*

b₁₃*

S

y₄

b₁₄*

ph

S

y₃

P

b₁₆-NH₃

T

b₁₇

D R _

y₃
391.1936

b₃
394.1738

y₄
488.2463

y₅*
557.2678

b₆*
585.2879

y₆*
644.2998

y₅
655.2447

b₆-H₂O
665.2542

b₆
683.2648

y₆
742.2767

y₇*
757.3839

b₇-H₂O
780.2811

y₇
855.3608

y₈*
870.468

b₉*
886.3789

y₉*
984.5109

b₁₀*
1000.422

y₉
1082.488

b₁₁*
1113.506

y₁₀
1153.525

b₁₁
1211.483

b₁₂*
1226.59

y₁₁
1268.552

b₁₃*
1313.622

b₁₂
1324.567

b₁₄*
1382.643

y₁₂
1383.579

b₁₃
1411.599

b₁₄*
1480.62

y₁₃
1498.606

y₁₄
1585.638

y₁₅
1672.67

b₁₆-NH₃
1759.671

b₁₇
1891.725

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7758

Stip; Tfip11; Tip39

171.79

ITMS; CID; 2

_

y₂₂²⁺

T T

y₂₀²⁺

b₃

Q S

y₁₈²⁺

b₅

I

y₁₇²⁺

b₆

Q

y₁₆²⁺

b₇

D F

y₁₄*

b₉

P

y₁₃

b₁₀

V

y₁₂

b₁₁

A D
ph

S

y₉

E

y₈

b₁₅

E

y₇

b₁₆

E

y₆

A

y₅

E

y₄

E

y₃

b₂₀²⁺

E F

b₂₂²⁺

Q K _

b₃-H₂O
313.1506

b₆²⁺
330.1716

b₃
331.1612

y₃
422.2398

b₅-H₂O
513.2667

b₅
531.2773

y₄-NH₃
534.2558

y₄
551.2824

b₆-H₂O
641.3253

b₆
659.3359

y₅
680.325

b₇
774.3628

y₁₂²⁺
775.2825

y₆
809.3676

y₁₃²⁺
810.8011

y₁₄²⁺
860.3353

y₇
880.4047

y₁₆²⁺
982.3959

y₈
1009.447

b₉
1018.484

y₁₇²⁺
1039.909

b₁₀-NH₃
1100.526

y₁₈²⁺
1103.939

b₁₀
1117.552

y₉
1138.49

b₂₀²⁺
1158.457

b₁₁
1188.59

y₂₀²⁺
1203.997

b₂₂²⁺
1296.021

y₂₂²⁺
1318.55 y₁₂

1549.558

y₁₃
1620.595

y₁₄*
1621.686

b₁₅-H₂O
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b₁₅
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b₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7850

Apg2; Hsp110; Hspa4

81.62

ITMS; CID; 2

_ A

y₉*

b₂

F

y₈

ph

S

y₇

b₄*

D

y₆

b₅

P F

y₄

V

y₃

b₈²⁺

E A

b₁₀*

E K _

b₂
219.1128

y₃
347.1925

b₄*
403.1612

y₇²⁺
410.216

y₈²⁺
467.7295

y₄
476.2351

b₈²⁺
487.1888

b₄
501.1381

b₅
598.1909

y₆-NH₃
705.3454

y₆
722.3719

y₇
819.4247

y₈
934.4516

y₉*
1003.473

b₁₀*
1075.473

y₉
1101.45
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7869

Csrp2bp

50.04

ITMS; CID; 2

_ A G I A
ph

T

b₆

F
ox

M I

y₉

ph

Y

y₈

b₁₀*

H

y₇

b₁₁

I I

b₁₃

Q

b₁₄-NH₃

T

y₃

C
ox

M G K _

C(8) H(10) O(4) N P
216.042

b₆²⁺
321.1384

y₃
359.1839

y₈²⁺
487.7481

b₆
641.2695

b₁₃²⁺
818.3557

y₇-NH₃
844.3783

y₇
861.4048

y₈-NH₃
957.4623

y₈
974.4889

y₉
1111.548

b₁₀*
1183.501

b₁₀-H₂O
1263.467

b₁₀
1281.477

b₁₁
1394.562 b₁₃

1635.704

b₁₄-NH₃
1719.725
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

7959

Git1

104.86

ITMS; CID; 2

_ H G

b₃

S G A D
ph

S D

b₉*

ph

Y

b₁₀

E

y₁₃
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N
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y₁₁

b₁₃
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y₁₀

S

y₉

b₁₅²⁺
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D P

y₆
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y₃

b₂₁²⁺

I

b₂₂²⁺

E G K _

b₃
282.1197

y₃
333.1769

y₈²⁺
413.7553

y₄
446.2609

y₅
503.2824

y₁₁²⁺
543.2955

b₁₀²⁺
590.155

y₆
616.3665

b₁₂²⁺
697.7003

y₈
826.5033

b₁₅²⁺
833.7564

y₉
941.5302

b₉*
952.2833

y₁₀
998.5517

b₉
1050.26

b₁₉²⁺
1052.88

y₁₁
1085.584

b₂₁²⁺
1137.933

b₁₀
1179.303

b₁₁*
1195.369

b₂₂²⁺
1202.454

b₁₁
1293.346

b₁₂*
1296.416

y₁₃
1314.69

b₁₂-H₂O
1376.383

b₁₂-NH₃
1377.367

b₁₂
1394.393

b₁₃-H₂O
1504.441

b₁₃
1522.452

b₁₅-NH₃
1649.479

b₁₆
1781.532
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

8116

Bak; Bak1

175.39

ITMS; CID; 2

_

y₂₂²⁺

V G C D

y₁₈²⁺

b₅

E

y₁₇²⁺

b₆

S

y₁₆²⁺

P

y₁₅

ph

S P S

y₁₂²⁺

b₁₁*

E

y₁₁²⁺

b₁₂

Q

b₁₃

Q

y₉

b₁₄

V

y₈

b₁₅

A Q

y₆

D

b₁₈-NH₃

T

y₄

E

y₃

E

y₂

b₂₁²⁺

V

b₂₂²⁺

F R _

y₂
322.1874

b₆²⁺
324.6183

y₃
421.2558

y₈²⁺
512.2407

y₄
550.2984

b₅
561.1973

b₆-H₂O
630.2188

b₆
648.2294

y₁₁²⁺
661.3228

y₁₂²⁺
725.3521

b₁₃²⁺
741.2662

y₆
780.3886

b₁₄²⁺
790.8004

y₁₆²⁺
965.4149

y₁₇²⁺
1013.941

y₈
1023.474

y₁₈²⁺
1057.457

y₉
1094.511

b₁₁*
1127.431

b₂₁²⁺
1176.962

b₁₁
1225.408

b₂₂²⁺
1250.497

y₂₂²⁺
1288.018

b₁₂-H₂O
1335.456

b₁₂
1353.466

b₁₃-NH₃
1464.498

b₁₃
1481.525

b₁₄-H₂O
1562.583

b₁₄
1580.593

b₁₅-H₂O
1633.62

b₁₅
1651.631 y₁₅

1762.824

b₁₈-NH₃
1978.737
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

8290

Ism; Ism1

58.1

ITMS; CID; 2

_

y₁₁

F P

y₉*

b₃

P E
ph

T

y₆²⁺

G H

y₄

P

y₃

b₉*

S

y₂

b₁₀

I

b₁₁*

Q R _

y₂
303.1775

b₃
342.1812

y₆²⁺
369.2063

y₃
416.2616

y₄
503.2936

b₉*
932.4261

y₉*
1006.506

b₉
1030.403

y₉-NH₃
1087.457 b₁₀

1143.487
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1271.546

y₁₁
1298.589

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2

Intensity [10e4]

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

8299

Catna1; Ctnna1

78.29

ITMS; CID; 2

_ T P E

y₁₄

b₄

E

y₁₃

b₅-H₂O

I

y₁₂²⁺

b₆²⁺

D D
ph

S

b₉*

D
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b₁₀*
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y₇

b₁₁

E

y₆
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y₅

b₁₃

E

y₄

b₁₄²⁺

D

y₃

b₁₅²⁺

F

y₂

D V R _

y₂
274.1874

b₆²⁺
343.1556

y₃
389.2143

y₇²⁺
441.2036

b₄
457.1929

y₄
536.2827

b₅-H₂O
552.2664

y₅
651.3097

y₁₂²⁺
777.7852

y₆
780.3523

b₁₄²⁺
852.2958

y₇
881.3999

b₁₅²⁺
925.83

b₉*
984.3793

y₈-NH₃
993.416

b₉
1082.356

b₁₀*
1131.448

b₁₀-H₂O
1211.414

b₁₁
1358.467 b₁₃

1588.557

y₁₃
1669.59 y₁₄

1782.674
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

8867

Sfrs9

138.24

ITMS; CID; 2

_ G

y₁₀²⁺

ph

S

y₉*

b₃-H₂O

P

y₈

b₄*

H

y₇*

b₅*

Y

y₆

b₆*

F

y₅

b₇*

ph

S

b₈*

P

y₃

b₉*

F

y₂

b₁₀*

R P Y _

y₂
279.1339

b₃-H₂O
304.0693

b₄*
361.1619

y₃
435.235

b₄
459.1388

b₅*
524.2252

b₆*
671.2936

y₅
679.3562

y₁₀²⁺
695.8026

b₆
769.2705

b₈*
837.3678

b₇*
838.292

y₆
846.3546

y₇*
895.4461

b₇
936.2689

y₇
993.423

b₈-H₂O
1015.311

b₈
1033.322

b₉*
1082.413

y₈
1156.486

b₉
1180.39

y₉*
1195.568

b₁₀*
1238.514

y₉
1293.545

b₁₀
1336.491
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

8906

Aff1; Mllt2; Mllt2h

119.76

ITMS; CID; 2

_

y₂₁²⁺

K I

b₃*

ph

S P I

y₁₆*

b₆*

I S S

y₁₃²⁺

b₉*

I

y₁₂²⁺

b₁₀

P

y₁₁²⁺

b₁₁*

ph

S

y₁₀*

P

y₉*

b₁₃*

V

y₈

b₁₄*

P

y₇²⁺

P

b₁₆

I

y₅

b₁₇-NH₃

ph

S P V

y₂

b₂₀²⁺

H S R _

y₂
262.151

b₃*
311.2078

y₇²⁺
438.2104

y₈²⁺
486.7368

y₉²⁺
535.2631

y₅
595.3311

y₁₁²⁺
633.3237

b₆*
634.4287

b₁₁²⁺
642.306

y₁₂²⁺
716.8229

b₆
732.4056

y₁₃²⁺
765.3493

y₁₆²⁺
908.9234

b₉*
921.5768

y₉*
971.5421

y₈
972.4663

b₉-H₂O
1001.543

b₉
1019.554

y₉
1069.519

y₁₀*
1070.611

b₁₀
1116.606

b₂₀²⁺
1144.051

b₁₁*
1185.628

y₂₁²⁺
1210.575

b₁₃*
1283.772

b₁₄*
1380.825

b₁₃*
1381.749

b₁₃-H₂O
1461.715

b₁₄*
1478.802

b₁₃
1479.726

y₁₃-NH₃
1512.665

y₁₆*
1718.863

b₁₆
1786.916 b₁₇-NH₃

1936.887
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

9288

Scaf1; Sfrs19

113.47

ITMS; CID; 2

_ F

y₂₁²⁺

D

y₂₀²⁺

b₃

I

y₁₉²⁺

b₄

Y

y₁₈²⁺

b₅

D

y₁₇²⁺

P

y₁₆

F

y₁₅

b₈

H P T

y₁₂*

D

b₁₂

E

b₁₃

A

b₁₄

Y

y₈

b₁₅*

ph

S

y₇

P

y₆

P P

y₄

b₁₉²⁺

A P

y₂

b₂₁²⁺

E

b₂₂²⁺

Q K _

y₂
275.1714

b₃
376.1867

y₇²⁺
383.7083

y₈²⁺
432.2347

y₄
501.2667

b₄
539.25

b₅
654.277

y₆
669.3566 y₇

766.4094

y₈
863.4621

b₁₅²⁺
939.8666

y₁₇²⁺
995.9328

b₈
1035.457

y₁₈²⁺
1044.459

y₁₉²⁺
1101.973

b₁₉²⁺
1120.964

y₂₀²⁺
1183.504

b₂₁²⁺
1234.012

y₂₁²⁺
1240.046

y₁₂*
1295.627

b₂₂²⁺
1298.041

b₁₂
1477.627

b₁₃
1548.664

y₁₅
1706.731

b₁₄
1711.727

b₁₅*
1780.749

y₁₆
1843.79

b₁₅
1878.726
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

9345

Fosl2; Fra2; Fra-2

41.91

ITMS; CID; 2

_ R
ph

S

b₃

S S

b₅*

S G

y₁₄*

D

y₁₃

b₈

Q

b₉*

S S

b₁₁

D
ph

S I

b₁₄*

N S P

y₄

T

y₃

b₁₈²⁺

I

b₁₉*

I

b₂₀²⁺

A I _

y₃
316.2231

b₃
411.1388

y₄
429.3071 b₉²⁺

486.6746

b₅*
487.2259

b₉*
874.3649

b₈
885.3098

b₁₈²⁺
983.875

b₁₉²⁺
1040.417

b₂₀²⁺
1075.936

b₁₁-NH₃
1157.374

b₁₁
1174.401

y₁₃
1397.656

y₁₄*
1427.738

b₁₄*
1470.549 b₁₉*

1883.873
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

9501

Cdc2l1; Cdk11

56.12

ITMS; CID; 2

_ D

y₁₂²⁺

I

y₁₁

I

y₁₀*

S

y₉

b₅

D

y₈-NH₃

b₆-H₂O

I

y₇

Q

b₈-H₂O

D

y₅*

b₉

I

y₄

ph

S D S E R _

y₄
506.2205

b₅-H₂O
526.2508

b₅
544.2613

y₅*
575.242

b₆-H₂O
639.3348

y₅
673.2189

y₁₂²⁺
729.3114

b₈-H₂O
882.4203

y₇
901.3299

b₉-H₂O
995.5044

y₈-NH₃
1012.362

b₉
1013.515

y₉
1142.473

y₁₀*
1159.523

y₁₀
1257.499

y₁₁
1344.531
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

9591

Plek

125.45

ITMS; CID; 2

_
ph

S I

y₁₉²⁺

b₃*

R

y₁₈²⁺

b₄*

I

y₁₇

P
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E T I
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D I
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b₁₂*

A

y₉

b₁₃*

I

y₈

b₁₄*

Y

b₁₅

I

b₁₆*

S

b₁₇*

ox

M

y₄

K

y₃

b₁₉²⁺

D

y₂

P

b₂₁²⁺

E K _

y₂
284.1696

b₃*
349.2222

y₃
381.2224

b₃
447.1991

b₄*
462.3062

y₄
496.2493

b₄
560.2831

y₉²⁺
571.7903

y₁₀²⁺
628.3323

b₁₂²⁺
678.8436

y₁₃²⁺
748.9036

b₁₄²⁺
816.9172

y₁₆²⁺
913.483

y₈
979.51

b₉*
1017.56

y₁₈²⁺
1026.531

y₁₉²⁺
1083.073

b₁₉²⁺
1116.061

y₉
1142.573

b₂₁²⁺
1229.109

b₁₂*
1258.703

y₁₁
1326.694

b₁₂
1356.68

b₁₃*
1371.787

b₁₃
1469.764

b₁₄*
1534.85

b₁₄-NH₃
1615.801

b₁₆*
1734.966

b₁₅
1745.911

b₁₇*
1882.002

y₁₇-NH₃
1937.975

y₁₇
1955.001
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

9635

Arhgef2; Kiaa0651; Lbcl1; Lfc

146.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_NH4

9640

Hnrnpk; Hnrpk

44.62

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

1346

Spg7

56.23

ITMS; CID; 2

_

y₁₀

V
ph

T

y₈

b₃*

S

y₇-NH₃

G

y₆

b₅*

A Q D D

y₂-NH₃

I R K _

b₃*
270.1448

y₂-NH₃
286.1874

b₃
368.1217

y₆²⁺
387.7089

b₅*
398.2034

y₈²⁺
451.7381

y₆
774.4104

y₇-NH₃
828.421

y₈-NH₃
885.4425

y₈
902.469

y₁₀
1170.515

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

Intensity [10e4]

200 300 400 500 600 700 800 900 1000 1100 1200 1300

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

1368

Pop101; Srrm1

49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

1429

Garnl4; Kiaa1039; Rap1ga2; Rap1gap2

49.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

2065

Borg4; Cdc42ep4; Cep4

69.08

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

2393

Fbp30; Fnbp4; Kiaa1014

142.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

3011

Tmem51

67.76

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

4268

Hmg14; Hmg-14; Hmgn1

75.66

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

4347

Inap; Mail; Nfkbiz

63.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

4426

Ubap2l

51.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

4450

Snap23; Sndt

198.85

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

4539

Thrap3; Trap150

46.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

4719

Caper; Rbm39; Rnpc2

82.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

4936

Dkc1

58.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

5063

Pop101; Srrm1

61.91

ITMS; CID; 2
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b₁₀
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1084.993

y₂₁²⁺
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y₂₂²⁺
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1301.063

y₂₄²⁺
1349.589

b₁₃*
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y₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

5165

Uncharacterized protein C6orf203 homolog

84.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

5308

Pairbp1; Serbp1

36.45

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

5357

Fam40a; Kiaa1761

84.83

ITMS; CID; 2

_ A

y₁₅²⁺

A

y₁₄

ph

S

y₁₃

b₄*

P

y₁₂

P

y₁₁

b₆*

A

y₁₀

b₇*

S

y₉

b₈*

A

y₈

S D I

y₅

b₁₂*

I

y₄

b₁₃*

E

b₁₄

Q

b₁₅*

Q

b₁₆*

Q K _

b₄*
309.1557

b₆*
477.2456

y₄
531.2885

b₇*
564.2776

b₈*
635.3148

y₅
660.3311

y₁₄²⁺
756.3886

y₁₅²⁺
839.8878

y₈
1001.526

b₁₂*
1063.542

y₉
1088.558

y₁₀
1159.595

b₁₃*
1192.584

y₁₁
1246.627

y₁₂
1317.664 y₁₃

1414.717

b₁₄
1418.62

b₁₅*
1448.702

y₁₄
1511.77

b₁₆*
1576.76

b₁₆
1674.737

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e4]

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

5467

Uncharacterized protein KIAA1143 homolog

89.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

5831

Kiaa1978; Raver1

49.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

5835

Ibf-1; Recc1; Rfc1

211.16

ITMS; CID; 2
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b₁₀-H₂O
1200.409

b₁₀
1218.42

b₁₁-NH₃
1288.425

b₁₁
1305.452

b₁₂-H₂O
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

6451

Ppig

92.45

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

6537

Capd2; Cnap1; Kiaa0159; Ncapd2

35.83

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

6625

Cbf2; Cebpa-rs1; Cebpz

106.97

ITMS; CID; 2

_ S Q

b₃

I

b₄

D

b₅

D

b₆

H P E

b₉*

ph

S D E

b₁₂*

E

y₂₆²⁺

b₁₃*
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y₂₅²⁺
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F

y₂₄²⁺

b₁₅*
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y₂₃²⁺

b₁₆*

D

b₁₇*

V G D
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D

y₁₈-NH₃
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S D D

y₁₅-NH₃

E K F

y₁₂
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y₁₁

D

y₁₀²⁺

b₂₉²⁺

A

y₉

b₃₀²⁺

D

y₈

K

y₇

G

y₆

T

y₅

A T D A V K _

b₃
329.1819

b₄
444.2089

y₉²⁺
445.7507 y₁₀²⁺

503.2642

y₅
533.293

y₁₁²⁺
538.7828

b₅-H₂O
541.2253

b₅
559.2358

y₆
604.3301

b₆
696.2947

y₇
705.3777

y₈
762.3992

b₁₄²⁺
862.3096

y₉
890.4942

b₁₅²⁺
911.8438

b₁₆²⁺
969.3573

b₉*
991.4116

y₁₉²⁺
1047.449

b₉-H₂O
1071.378

y₁₁
1076.558 y₁₂

1191.585

y₂₃²⁺
1240.521

y₂₄²⁺
1298.035

y₂₅²⁺
1347.569

b₁₂*
1364.524

y₂₆²⁺
1421.103

b₁₂
1462.501

b₁₃*
1478.567

y₁₅-NH₃
1550.77

b₁₃-H₂O
1558.533

b₁₄*
1625.635

b₁₄-H₂O
1705.601

b₂₉²⁺
1706.614

b₁₄
1723.612

b₁₅*
1724.703

b₃₀²⁺
1764.128

b₁₅
1822.68

b₁₆*
1839.73

y₁₈-NH₃
1909.866

b₁₆
1937.707

b₁₇*
1938.799
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

6892

Cyba

66.85

ITMS; CID; 2

_ K K P
ph

S

b₅

E

b₆-H₂O

G

b₇²⁺

E

b₈

E E

y₁₈*
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b₂₅²⁺
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b₇²⁺
418.6811

y₈²⁺
445.2204 b₁₀²⁺

583.2423

b₁₁²⁺
618.7608

b₅
650.2909

b₆-H₂O
689.3018

y₇
758.3931

b₁₅²⁺
794.8

b₁₈²⁺
956.8899

b₈
965.3976

y₁₀
1100.529

b₂₁²⁺
1127.958

b₂₃²⁺
1226.019 b₂₅²⁺

1334.056

b₂₆²⁺
1398.577

b₂₇²⁺
1448.111

y₁₄
1481.73

y₁₅
1538.752

b₁₅-H₂O
1570.582

y₁₈*
1749.848

y₁₇
1776.787

y₁₈
1847.825

b₁₈
1912.773
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

6979

Af6; Mllt4

38.2

ITMS; CID; 2

_ I
ph

T

b₃

S V S

b₆*

T G

b₈

N I C T E E

b₁₄

Q

y₁₇²⁺
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P P
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R P
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y₉

b₂₃²⁺

Y

y₈-NH₃

P

y₇

b₂₅²⁺

I P

y₅

T

y₄

Q T Y

b₃₁²⁺

T R _

b₃-H₂O
364.1268

b₃
382.1374

y₇²⁺
433.722

y₄
540.2776

b₆*
571.3086

y₁₁²⁺
655.8406

y₅
668.3362 b₈

840.3499

y₇
866.4367

y₈-NH₃
962.4942

y₁₇²⁺
992.518

y₉
1076.573

b₁₉²⁺
1107.961

b₂₂²⁺
1256.527

b₂₃²⁺
1338.058

b₂₅²⁺
1443.127

b₁₅*
1571.701

b₁₄
1600.656

b₁₅*
1669.678

b₁₇*
1765.806

b₃₁²⁺
1788.786

b₁₆
1864.707

b₁₇-NH₃
1944.733
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

7059

Rhbdf2; Rhbdl6; Rhor

95.62

ITMS; CID; 2

_ E

y₂₀²⁺

b₂

I

y₁₉²⁺

b₃

E

y₁₈²⁺

b₄

I

y₁₇²⁺

P

y₁₆-NH₃

S

y₁₅²⁺

Q

y₁₄*

b₈-H₂O

E

y₁₃*

V

y₁₂

P S

y₁₀²⁺

b₁₂

F
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b₁₃-NH₃

Q

b₁₄-NH₃

G
ph

T

b₁₆*

E

y₅

S P

y₃

K P C K _

b₂
243.1339

b₃-H₂O
354.166

b₃
372.1765

y₃
404.1962

b₄-H₂O
467.25

b₄
485.2606

y₉²⁺
542.2307

y₁₀²⁺
606.2599

y₅
629.3439 y₁₂²⁺

723.3102

y₁₃²⁺
771.8365

y₁₄²⁺
821.3708

y₁₅²⁺
885.8921

b₈-H₂O
908.436

y₁₇²⁺
993.4374

y₁₈²⁺
1041.964

y₁₉²⁺
1098.506 y₂₀²⁺

1163.027

b₁₂
1356.668

y₁₃*
1444.689

y₁₂
1445.613

b₁₃-NH₃
1467.7

b₁₄-NH₃
1524.722

y₁₃-NH₃
1525.639

y₁₃
1542.666

y₁₄*
1543.757

b₁₆*
1753.828

y₁₆-NH₃
1881.809
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

7092

Mfap1

98.39

ITMS; CID; 2

_ K I

b₃

V

y₁₇²⁺

b₄

E

y₁₆²⁺

b₅

P E

y₁₄*

b₇

V

y₁₃

b₈

V G

b₁₀

E

y₁₀

ph

S

b₁₂

D

b₁₃²⁺

ph

S

b₁₄*

E

y₆

b₁₅*

V

y₅

b₁₆

E G

y₃

b₁₈²⁺

D

y₂

A

b₂₀²⁺

W R _

b₃
341.2547

y₂
361.1983

y₆²⁺
367.1668

y₃
432.2354

b₄
470.2973

b₅
567.3501

y₅
604.2838

y₆
733.3264

b₁₃²⁺
765.3122

b₇
795.4611

y₁₃²⁺
798.7662

b₁₅²⁺
879.3677

b₈
894.5295

b₁₆²⁺
943.889

y₁₆²⁺
962.3559

y₁₇²⁺
1010.882

b₁₈²⁺
1029.913

b₁₀
1080.594

b₂₀²⁺
1158.471

y₁₀
1243.463 b₁₂

1362.619

y₁₄*
1499.64

b₁₄*
1560.683

y₁₃
1596.525

b₁₄-H₂O
1640.649

b₁₄
1658.66

b₁₅*
1659.751 b₁₅-H₂O

1739.718 b₁₆
1886.771
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

7238

Gp49b; Lilrb4

120.63

ITMS; CID; 2

_ N T

y₂₉²⁺

Q S

y₂₇²⁺

E

y₂₆²⁺

N N

b₈-NH₃

A

y₂₃²⁺

E

y₂₂²⁺

b₁₀-NH₃

I

b₁₁-H₂O

N

y₂₀²⁺

b₁₂-NH₃

ph

S

y₁₉²⁺

b₁₃*

W

y₁₈²⁺

b₁₄-H₂O

N P

y₁₆²⁺

b₁₆*

Q

y₁₅²⁺

N

y₁₄²⁺

E

y₁₃

D P

y₁₁²⁺

Q G

y₉

I

y₈

V

y₇

Y

y₆

A

y₅

Q

y₄

V

y₃

K P S R _

y₃
359.2037

y₈²⁺
474.7667

y₄
487.2987

y₉²⁺
524.3009

y₅
586.3671

y₁₁²⁺
609.3537

y₆-NH₃
697.3991

y₆
714.4257

y₁₃²⁺
721.9094

y₁₄²⁺
779.4228

y₇
785.4628

b₈-NH₃
842.3275

y₁₅²⁺
843.9441

y₁₆²⁺
900.9656

y₈
948.5261

y₁₈²⁺
1013.521

y₉
1047.595

y₁₉²⁺
1070.543

b₁₀-NH₃
1084.454

y₂₀²⁺
1163.582

b₁₁-H₂O
1197.513

b₁₁-NH₃
1198.497

y₂₂²⁺
1304.103

y₂₃²⁺
1360.645

b₁₂-NH₃
1365.495

y₁₃
1442.811

b₁₃*
1470.624

y₂₆²⁺
1517.706

y₂₇²⁺
1574.728

b₁₄-H₂O
1664.634

b₁₄-NH₃
1665.618

y₂₉²⁺
1682.765

b₁₆*
1809.779

b₁₆-H₂O
1889.745

b₁₆
1907.756
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

7378

Gtpbp; Gtpbp1

171

ITMS; CID; 2

_ S

y₂₃²⁺

R

y₂₂²⁺

ph

S P V

y₁₉*

b₆

D S

y₁₇*

P

y₁₆

b₉

V P

y₁₄

b₁₁

A

y₁₃

S

y₁₂

b₁₃

M

y₁₁

b₁₄

F

y₁₀*

b₁₅

A

y₉²⁺

b₁₆²⁺

P

y₈

b₁₇

E

y₇²⁺

P

b₁₉²⁺

ph

S

y₅

S P G

b₂₃²⁺

A

b₂₄²⁺

A R _

y₇²⁺
363.1525

y₈²⁺
411.6789

y₅
471.2674

y₉²⁺
476.2002

y₁₀²⁺
524.7266

y₁₁²⁺
560.2452

b₁₁²⁺
587.2686

y₁₂²⁺
633.7794

b₁₃²⁺
696.3049

b₆
722.2869

b₁₄²⁺
769.8391

b₁₅²⁺
805.3576

y₈
822.3506

y₁₆²⁺
826.8606

b₁₆²⁺
853.884

b₁₇²⁺
918.4053

y₁₀*
950.469

y₁₉²⁺
968.4372

b₉
1005.44

y₁₀
1048.446

b₁₉²⁺
1050.431

y₁₁
1119.483

y₂₂²⁺
1124.011

b₁₁
1173.53

b₂₃²⁺
1206.503

y₂₃²⁺
1207.51

b₂₄²⁺
1242.021 y₁₂

1266.551

b₁₃
1391.602

y₁₃
1397.592

y₁₄
1484.624

b₁₄
1538.671

b₁₅-H₂O
1591.697

b₁₅-NH₃
1592.681

b₁₅
1609.708

y₁₆
1652.714

y₁₇*
1653.805 b₁₇

1835.803

y₁₉*
1837.89
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

7418

Tcof1

88.98

ITMS; CID; 2

_ S A E

y₂₄²⁺

P I

y₂₂²⁺

b₆

A N

y₂₀²⁺

b₈-NH₃

T

b₉

V I

y₁₇²⁺

b₁₁

A
ph
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b₁₃²⁺

E
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b₁₅
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b₂₂²⁺
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y₅

I

y₄

G P T A K _

y₈²⁺
393.2294

y₄
416.2504

y₅-NH₃
456.2453

y₅
473.2718

b₆-H₂O
551.2824

b₆
569.293

y₁₂²⁺
578.8015

y₆
586.3559

y₇
657.393

b₁₃²⁺
682.3107

b₈-NH₃
767.357

y₈-NH₃
768.425

y₈
785.4516

y₉
856.4887

b₉-NH₃
866.4254

b₉
883.452

y₁₇²⁺
946.3716

y₁₁
1027.553

b₁₁
1067.573

y₂₀²⁺
1087.966

y₁₂-NH₃
1139.569

b₂₂²⁺
1186.98

y₂₂²⁺
1195.512

y₂₄²⁺
1287.572

b₁₅
1673.671

b₁₆
1802.713

b₁₈
1988.777
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

8342

Anks1; Anks1a; Kiaa0229

79.87

ITMS; CID; 2

_ S

y₁₁

P

y₁₀

ph

S

y₉

b₄*

F

y₈

b₅

A

y₇

b₆*

S

y₆

b₇*

E

y₅

b₈²⁺

W

b₉

D E

y₂

I

b₁₂*

E K _

y₂
276.1554

b₄*
401.1819 b₈²⁺

486.6786

b₉²⁺
544.1921

b₆*
559.2511

b₅
570.196

y₅
633.309

b₇*
688.2937

y₆
819.3883

y₇
948.4309

y₈
1035.463

b₉
1087.377

y₉
1106.5

y₁₀
1253.568 b₁₂*

1360.569

y₁₁
1420.567
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

8432

Smn; Smn1

160.45

ITMS; CID; 2

ac

_

y₁₇²⁺

A

y₁₆

M G

y₁₄²⁺

S

b₅-H₂O

G

y₁₂

b₆

G

y₁₁*

b₇

A

y₁₀

G
ph

S

y₈

b₁₀*

E Q

y₆

b₁₂*

E

y₅

D

y₄

b₁₄

T

y₃

b₁₅*

V

y₂

b₁₆*

I

b₁₇

F R _

y₂
322.1874

b₅-H₂O
428.1598

y₃
435.2714

b₆
503.1919

y₈²⁺
504.2615

y₄
534.3398

b₇
574.229

y₅
635.3875

y₆-NH₃
733.3879

y₆
750.4145

y₁₄²⁺
773.3327

b₁₀*
829.3145

y₁₆²⁺
845.3594

b₁₀-H₂O
909.2808

y₁₇²⁺
910.8797

y₈
1007.516

b₁₂*
1086.416 b₁₂

1184.393

y₁₁*
1262.601

y₁₀
1303.557

y₁₁
1360.578

b₁₄-NH₃
1383.441

b₁₄
1400.467

b₁₅*
1401.559

y₁₂
1431.615

b₁₅-H₂O
1481.525

b₁₅-NH₃
1482.509

b₁₅
1499.536

b₁₆*
1514.643

b₁₆-NH₃
1595.593

b₁₆
1612.62

y₁₆
1689.712

b₁₇-H₂O
1741.678

b₁₇-NH₃
1742.662

b₁₇
1759.688

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

8690

Abro1; Fam175b; Kiaa0157

36.72

ITMS; CID; 2

_ F T G S G

b₆

A D

b₈-H₂O

I

b₉-H₂O

I P

y₃₄²⁺

S Q S A A G

b₁₇

D

ph
S G E E

y₂₃²⁺

S D D

y₂₀²⁺

ph
S D

ph
Y

y₁₇

E

y₁₆²⁺

N

y₁₅

I

y₁₄²⁺

b₃₁²⁺

I

y₁₃

D

y₁₂

b₃₃²⁺

P A

y₁₀

E

y₉

S

y₈²⁺

P H S E Y S H S K _

y₈²⁺
487.72

b₆
521.2354

y₉²⁺
536.2463

y₁₀²⁺
579.7624

y₁₂²⁺
679.8022

y₁₃²⁺
728.3286

b₈-H₂O
731.3359

y₁₄²⁺
785.8421

y₁₅²⁺
842.3841

b₉-H₂O
844.4199

y₁₆²⁺
898.9261

y₁₇²⁺
955.9476 y₉

1071.485

y₁₀
1158.517

y₂₀²⁺
1199.497

y₁₂
1358.597

y₂₃²⁺
1398.023

y₁₃
1455.65

b₁₇
1575.729 y₁₅

1683.761

b₃₁²⁺
1685.118 b₃₃²⁺

1791.158

y₁₇
1910.888

y₃₄²⁺
1947.198
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

8718

Top2b

71.53

ITMS; CID; 2

_ S E

y₂₃²⁺

D

b₄-H₂O

D

y₂₁²⁺

S A

b₇

K F

b₉

D
ph

S N E

b₁₃

E

b₁₄

D T

y₁₀

b₁₆²⁺

A

b₁₇-NH₃

S

y₈

b₁₈²⁺

V

y₇

b₁₉²⁺

F

y₆

b₂₀²⁺

A P S F G

b₂₅²⁺

I K _

b₄-H₂O
429.1252

y₆
648.3715

y₇
719.4087

b₇
733.2999

y₈
866.4771

b₁₆²⁺
911.3204

b₉
995.3952

b₁₈²⁺
1004.371

y₁₀
1052.578

b₁₉²⁺
1077.905

b₂₀²⁺
1113.423

y₂₁²⁺
1170.525

y₂₃²⁺
1271.555

b₂₅²⁺
1364.053

b₁₃-NH₃
1517.495

b₁₃
1534.522

b₁₄
1649.549

b₁₇-NH₃
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0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

8746

Pacsin2

73.87

ITMS; CID; 2

_ T Q T

y₃₆²⁺

b₄

Y P

y₃₄²⁺

ph

T

b₇²⁺

D

b₈²⁺

W S

y₃₀²⁺

D D E

b₁₃-H₂O

S

b₁₄

N

y₂₅²⁺

b₁₅*

N

b₁₆

P F S

y₂₁²⁺

S T

y₁₉²⁺

D

y₁₈²⁺

A

y₁₇²⁺

N G

y₁₅

D

y₁₄

S

y₁₃

N P

y₁₁

F

y₁₀

D

y₉

E

y₈

D

y₇

T

y₆

T S

y₄

G T E V R _

b₇²⁺
444.1628

b₄-H₂O
476.214

b₄
494.2245

y₄
504.2776

b₈²⁺
537.2024

y₆
648.3311

y₁₃²⁺
727.3257

y₇
749.3788 y₈-NH₃

833.3999

y₈
850.4265

y₁₇²⁺
913.8874

y₉
965.4534

b₁₆²⁺
966.352

y₁₈²⁺
970.9089

y₁₉²⁺
1006.427

y₁₀
1094.496

y₂₁²⁺
1114.465

y₁₁
1209.523

y₂₅²⁺
1323.557

y₁₃-NH₃
1436.618

y₁₃
1453.644

y₁₄
1567.687

b₁₃-H₂O
1588.548

y₃₀²⁺
1603.151

y₁₅
1654.719

b₁₄
1720.601

b₁₅*
1736.667

y₃₄²⁺
1854.734

b₁₆
1931.697

y₃₆²⁺
1993.767

y₁₉-NH₃
1994.821
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

8820

Arap1; Centd2; Kiaa0782

66.85

ITMS; CID; 2

_ I

y₂₅²⁺

I P E F D D
ph

S

y₁₈-NH₃

D

b₁₀²⁺

Y

y₁₆²⁺

D

y₁₅²⁺

b₁₂

D

y₁₄²⁺

b₁₃*

V P

y₁₂

b₁₅

E

y₁₁

b₁₆

E

y₁₀

G P G

y₇

b₂₀²⁺

A P A

y₄

b₂₃²⁺

S

y₃

V M T K _

y₃
387.2152

y₁₀²⁺
483.7621

y₄
486.2836

y₁₁²⁺
512.2728

y₁₂²⁺
576.7941

b₁₀²⁺
638.2445

y₁₄²⁺
689.8418

y₁₅²⁺
739.376

y₇
741.4055

y₁₆²⁺
796.8894

y₁₀
966.5168

y₁₁
1023.538

b₂₀²⁺
1121.441

y₁₂
1152.581

b₂₃²⁺
1249.002 y₂₅²⁺

1378.556

b₁₂
1505.536

b₁₃*
1506.627

b₁₃-H₂O
1586.593

b₁₃
1604.604

b₁₅
1830.699

y₁₈-NH₃
1853.835

b₁₆
1959.742
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

9308

MNCb-1192; Nol7

33.79

ITMS; CID; 2

_

y₂₅²⁺

I

b₂

I P

y₂₂²⁺

b₄

D A

b₆

V

y₁₉²⁺

I

y₁₈²⁺

E

b₉

Q

y₁₆*

I T

y₁₄*

b₁₂-H₂O

T

y₁₃²⁺

A S E A

y₉

D I K

y₆²⁺

K
ph

S P E N V K _

b₂
227.1754

y₆²⁺
377.1626

b₄
439.2551

y₉²⁺
561.7996

b₆
609.3606

y₁₃²⁺
762.8689

y₁₄²⁺
798.3875

y₁₆²⁺
899.4351

b₉
979.5459

y₁₈²⁺
1020.006

y₁₉²⁺
1084.528

y₉
1122.592

y₂₂²⁺
1226.123

b₁₂-H₂O
1276.715

y₂₅²⁺
1388.704

y₁₄*
1497.791

y₁₃-NH₃
1507.704

y₁₆*
1699.886
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Phos

9409

Ccdc16; Omcg1; Zfp830; Znf830

97.38

ITMS; CID; 2

_ K E E E N

b₆

V D
ph

S D

b₁₀

D

b₁₁*

E

y₁₁

G

b₁₃*

E

y₉

b₁₄²⁺

I

y₈

b₁₅

Q

y₇²⁺

D

y₆

b₁₇²⁺

I

y₅

b₁₈²⁺

I

y₄

b₁₉²⁺

S

y₃

Q

y₂

b₂₁²⁺

D

b₂₂²⁺

W R _

y₂
361.1983 y₇²⁺

459.2456

y₃
476.2252

y₉²⁺
580.7884

y₄
604.2838

y₅-NH₃
674.2893

y₅
691.3158

b₆-H₂O
711.3308

b₆
729.3414

y₆
804.3999

b₁₄²⁺
835.3093

b₁₅²⁺
899.3386

b₁₇²⁺
1013.394

y₈
1032.511

b₁₈²⁺
1069.936

b₁₉²⁺
1113.452

y₉
1160.569

b₂₁²⁺
1234.995

b₁₀
1241.421

b₁₁*
1272.486

b₂₂²⁺
1328.035

y₁₁
1402.696

b₁₃*
1458.55

b₁₃
1556.527

b₁₅
1797.67
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

2001

Clast1; Lr8; Tmem176b

57.53

ITMS; CID; 2

_

y₁₅²⁺

K

y₁₄²⁺

I

y₁₃²⁺

I D

y₁₁

G

y₁₀*

b₆

H

y₉

P

y₈*

b₈

A

y₇

P

b₁₀

A
ph

S P

b₁₃*

A K E K _

y₇²⁺
405.6915

b₈²⁺
416.7374

y₈²⁺
454.2179

b₆
664.3777

y₁₃²⁺
692.8165

y₁₄²⁺
749.3585

y₁₅²⁺
805.9005

y₈*
809.4516

y₇
810.3757

b₈
832.4676

y₈
907.4285

y₁₀*
977.5415

y₉
978.4656

b₁₀
1000.557

y₁₀
1075.518

y₁₁
1212.577

b₁₃*
1237.669
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

2119

Acin1; Acinus

112.17

ITMS; CID; 2

_

y₁₄-NH₃

H

y₁₃²⁺

b₂

I

y₁₂²⁺

b₃*

ph

S

y₁₁

b₄*

H

y₁₀

P

y₉

b₆*

E P

y₇

E

b₉

Q

b₁₀*

Q

b₁₁

H

y₃

V

y₂

I

b₁₄-NH₃

Q R _

a₂
223.1553

b₂
251.1503

y₂
303.1775

b₃*
320.1717

y₃
416.2616

b₄*
457.2306

y₉²⁺
567.8044

y₁₁²⁺
680.852

b₆*
683.326

y₁₂²⁺
749.3815

b₆
781.3029

y₁₃²⁺
832.8807

y₇
908.5061 y₉

1134.601

b₉
1135.457

b₁₀*
1165.538

b₁₀-H₂O
1245.505

y₁₀-NH₃
1246.617

y₁₀
1263.644

y₁₁-NH₃
1343.67

y₁₁
1360.697

b₁₁
1400.574

y₁₂-NH₃
1480.729

b₁₄-NH₃
1723.759

y₁₄-NH₃
1760.812
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

2302

H1f1; Hist1h1a

72.61

ITMS; CID; 2

_

y₈²⁺

A

y₇*

b₂

I

y₆

b₃

T

y₅

b₄-H₂O

T

y₄*

K V

y₂

ph

S

b₈*

V K _

a₂
157.1335

b₂
185.1285

y₂
246.1812

b₃-H₂O
268.1656

b₃
286.1761

b₄-H₂O
369.2132

y₄*
414.2711

y₇²⁺
421.7228

y₈²⁺
478.2648

y₅
640.343

y₆
741.3906

y₇*
744.4614

b₈*
782.4771

y₇
842.4383
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

2611

Pdlim2

113.69

ITMS; CID; 2

_

y₁₂²⁺

V

y₁₁²⁺

b₂

I

y₁₀²⁺

I

y₉*

H

y₈*

ph

S

y₇

P

b₇

G

y₅

b₈

R P
ph

S

y₂

S

y₁

P R _

y₁
175.119

a₂
185.1648

b₂
213.1598

y₂
272.1717

b₇²⁺
392.6913

y₇²⁺
418.6924

y₈²⁺
467.2187

b₈²⁺
470.7419

y₉²⁺
550.7179

y₁₀²⁺
619.2474

y₅
623.2549

y₁₁²⁺
675.7894

y₁₂²⁺
732.3314

b₇
784.3753

y₈*
835.4533

y₇
836.3774

y₈
933.4302

b₈
940.4764

y₉*
1002.452

y₉
1100.429
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

2618

Cdk14; Kiaa0834; Pftk1

83.05

ITMS; CID; 2

_ R

b₂

V

y₁₀

b₃

H
ph

S

y₈

E

y₇

b₆²⁺

N

y₆

b₇²⁺

N

y₅

A

b₉²⁺

C

y₃

I

y₂

b₁₁*

N

b₁₂²⁺

F K _

a₂
228.1819

b₂
256.1768

y₂
294.1812

b₃
393.2357

b₆²⁺
402.1634

y₃
408.2241

b₇²⁺
459.1849

b₉²⁺
574.7188

y₁₀²⁺
638.755

y₅
681.3389

y₆
752.376

b₁₂²⁺
761.8165

y₇
866.4189

y₈-NH₃
963.4353

y₈
980.4618

y₁₀
1276.503

b₁₁*
1277.58
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

2829

Kiaa0324; Srrm2

104.18

ITMS; CID; 2

_ S

y₂₂²⁺

G

y₂₁²⁺

b₃

ph

T P

b₅-H₂O

P

y₁₈²⁺

b₆

R P G S V

y₁₃

b₁₁*

T

y₁₂²⁺

b₁₂

N

y₁₁

b₁₃

ox

M

y₁₀

b₁₄

Q

y₉

b₁₅

A

y₈

b₁₆

D

y₇

b₁₇

E

y₆

C

y₅

b₁₉*

T

y₄

A

y₃

b₂₁²⁺

T P

b₂₃²⁺

Q R _

b₃
326.0748

y₃
400.2303

y₄
501.278

b₅-H₂O
502.1697

b₁₁²⁺
559.2555

y₅
572.3151

y₆
673.3628

b₆
676.2814

y₁₂²⁺
712.3007 y₇

833.3934

b₁₆²⁺
846.856

y₈
962.436

y₁₈²⁺
989.9333

b₁₁*
1019.527

y₉
1077.463

b₂₁²⁺
1127.959

y₁₀
1148.5

y₂₁²⁺
1165.037

b₁₂
1231.547

b₂₃²⁺
1240.515

y₂₂²⁺
1255.544

y₁₁
1276.559

b₁₃
1378.582

b₁₄
1506.641

y₁₃
1537.637

b₁₅
1577.678

b₁₆
1692.705

b₁₇-H₂O
1803.737

b₁₇
1821.747

b₁₉*
1984.849

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4
5

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

2938

Msr1; Scvr

83.44

ITMS; CID; 2

_ I

y₁₉²⁺

b₂

C

y₁₈²⁺

P H E

b₆

R

b₇

E

y₁₃*

b₈

D A

y₁₁*

b₁₀

D

b₁₁

C
ph

S

y₈²⁺

S

y₇-NH₃

b₁₄*

E

y₆

b₁₅

S

y₅

b₁₆²⁺

V

y₄

K

b₁₈²⁺

F

y₂

b₁₉²⁺

D

b₂₀²⁺

A R _

y₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3087

Acf7; Aclp7; Macf; Macf1

58.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3235

Rbmxrt

128.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3282

Epb4.1l2; Epb41l2

49.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3358

Map4; Mtap4

46.35

ITMS; CID; 2

_ A A

b₃

V

b₄

G

y₂₀²⁺

b₅

V

y₁₉²⁺

b₆-H₂O

T G N D

y₁₅²⁺

I

b₁₁-H₂O

T

y₁₃

b₁₂

T

y₁₂

P

y₁₁*

P N K

y₈

E

y₇²⁺

b₁₈²⁺

P P P

y₄

ph

S P

y₂

E K K _

b₃
242.1499

y₂
275.2078

b₄
299.1714

b₅
398.2398

y₇²⁺
431.7071

y₈²⁺
480.2335

b₆-H₂O
481.2769

y₄
501.3031

y₁₃²⁺
762.8765

y₁₅²⁺
863.9242

b₁₈²⁺
881.9521

y₈
959.4598

b₁₁-H₂O
981.5

y₁₉²⁺
1063.512

b₁₂
1100.558

y₂₀²⁺
1114.036

y₁₁*
1232.663

y₁₂
1427.693

y₁₃
1524.746

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

1.2

Intensity [10e5]

200 400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3363

Flap; Lrrfip1

135.02

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3364

Kiaa0324; Srrm2

234.85

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3452

Ncube1; Ube2j1

117.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3530

Kiaa1927; Krap; Ssfa2

47.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3606

Af6; Mllt4

68.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3680

Nol5; Nop58

48.05

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3780

Pop101; Srrm1

88.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3799

Golga5; Retii

44.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3812

Bteb4; Drrf; Klf16

123.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

3849

Craf; Raf1

79.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4085

Fln; Fln1; Flna

37.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4204

Kiaa0999; Qsk; Sik3

109

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4251

Tcof1

152

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4295

Est1c; Kiaa0250; Smg7

61.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4362

Kiaa0324; Srrm2

164.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4379

Taf12

53.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4410

Crtc3; Torc3

84.48

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4470

Rad18; Rad18sc

70.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4597

Nucks; Nucks1

36.74

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4623

Marcksl1; Mlp; Mrp

154.49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4638

Dip2b; Kiaa1463

49.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4696

Kiaa0430; Lkap

80.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4804

Bclaf1; Btf; Kiaa0164

77.06

ITMS; CID; 2

_ S

y₈

I F

y₆*

b₄

R E

y₄*

b₆

E

y₃

b₇*

ph

S

y₂

b₈*

P

b₉*

I R _

y₂
288.203

y₃-NH₃
368.2292

y₃
385.2558

y₄*
454.2772

b₄
504.2929 y₆*

712.3624

b₆
762.3781

b₇*
831.3995 b₈*

928.4523

b₇
929.3764

b₉*
1041.536

y₈
1113.509
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1139.513
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4856

Aarsd1; Alax

129.2

ITMS; CID; 2

_ R G

b₃-NH₃

A Q

b₅

A

b₆

D

b₇²⁺

H

y₁₄*

b₈²⁺

F

y₁₃*

b₉²⁺

T

y₁₂

b₁₀

E

y₁₁*

b₁₁

S

y₁₀*

P

y₉*

b₁₃²⁺

I

y₈

b₁₄*

ph

S P G

b₁₇

S

y₄

Q

y₃

V Q

b₂₁²⁺

V R _

b₃-NH₃
268.1404

b₇²⁺
368.6779

y₃
402.2459

y₈²⁺
435.7432

b₈²⁺
442.2121

b₅
484.2627

b₉²⁺
492.7359

y₄
501.3144

b₁₀²⁺
557.2572

y₁₀²⁺
575.7844

b₆
599.2896

b₁₁²⁺
600.7733

y₁₁²⁺
624.3108

y₁₂²⁺
667.8268

b₁₃²⁺
705.8417

y₈
870.4792

y₉*
939.5007

y₉
1037.478

y₁₀*
1052.585

b₁₀
1113.507

b₂₁²⁺
1137.021

y₁₁*
1149.637

y₁₀
1150.562

b₁₁-H₂O
1182.529

b₁₁
1200.539

y₁₁
1247.614

y₁₂
1334.646

y₁₃*
1365.712

y₁₄*
1466.76

b₁₄*
1479.698

y₁₄
1564.737

b₁₄
1577.674

b₁₇
1818.781
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

4868

Fam82a2; Fam82c

213.49

ITMS; CID; 2

_

y₁₅-NH₃

S

y₁₄*

H

y₁₃

b₃*

ph

S

y₁₂

b₄*

I

y₁₁

P

y₁₀

b₆*

N

y₉

S

y₈

b₈*

I

y₇

b₉

D

y₆

b₁₀*

Y

y₅

b₁₁

A

y₄

b₁₂*

Q

y₃

b₁₃

A

b₁₄-H₂O

S

b₁₅*

E R _

b₃*
294.1197

b₆²⁺
358.6418

b₃-H₂O
374.086

y₃
401.2018

b₄*
407.2037

y₄
472.239

b₄
505.1806

y₅-NH₃
583.271

y₅
600.2975

b₆*
618.2994

y₆
671.3346

y₁₂²⁺
680.822

b₁₂²⁺
697.2928

y₁₃²⁺
737.364

b₈*
818.4155

y₇
834.398

y₈
949.4249

b₉
1031.419

y₉
1062.509

b₁₀*
1096.506

y₁₀
1149.541

b₁₀
1194.483

y₁₁
1263.584

b₁₁
1265.52

b₁₂*
1295.601

y₁₂-NH₃
1343.61

y₁₂
1360.637

b₁₂
1393.578

y₁₃-NH₃
1456.694

b₁₃
1464.615

y₁₃
1473.721

b₁₄-H₂O
1533.637

y₁₄*
1542.742

b₁₅*
1582.713

y₁₄-NH₃
1623.693

y₁₄
1640.719

b₁₅
1680.69

y₁₅-NH₃
1760.751

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2
2.5

Intensity [10e5]

400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5023

Tom1

37.69

ITMS; CID; 2

_ A A D R

b₅

I P

b₇²⁺

N

y₁₈²⁺

b₈

I

y₁₇²⁺

b₉

A

y₁₆²⁺

b₁₀*

ph

S

y₁₅²⁺

P

y₁₄²⁺

b₁₂²⁺

S

b₁₃

A

y₁₂

E

y₁₁²⁺

G P

y₉

P R P S P G T A P R _

b₇²⁺
369.6983

b₈²⁺
426.2403

y₉²⁺
469.762

b₅
527.2936

y₁₁²⁺
566.8147

b₁₂²⁺
637.3005

y₁₄²⁺
695.3653

y₁₅²⁺
738.8813

y₁₆²⁺
787.4077

b₈
851.4734

y₁₇²⁺
870.9069

y₁₈²⁺
906.4254

b₉
922.5105

y₉
938.5166

b₁₀*
991.532

y₁₂
1189.644

b₁₃
1344.631
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5051

Fgr

155.79

ITMS; CID; 2

_ K

y₁₅²⁺

I

y₁₄*

b₃

E

y₁₃

P A

y₁₁

b₆*

ph

S

b₇*

K

y₉

b₈*

E

y₈

b₉

D

y₇

b₁₀*

V

b₁₁*

G

y₅

I

y₄

b₁₃*

E G

y₂

b₁₅*

D

b₁₆*

F R _

y₂
322.1874

b₆²⁺
353.6622

b₃-NH₃
354.2023

b₃
371.2289

y₄-NH₃
477.2092

y₄
494.2358

b₆*
608.3402

y₅
623.2784

b₇*
736.4352

y₁₃²⁺
751.8298

y₇
793.3839

b₇-H₂O
816.4015

y₁₅²⁺
864.8775

b₈*
865.4778

y₈
892.4523

b₈-NH₃
946.4281

y₉
1007.479

b₉
1078.482

b₁₀*
1079.573

b₁₁*
1136.595

b₁₀
1177.55

y₁₁
1264.617

b₁₃*
1378.721

b₁₃
1476.698

y₁₄*
1501.728

y₁₃
1502.652

b₁₅*
1550.77

y₁₄
1599.705

b₁₅
1648.747

b₁₆*
1697.838

b₁₆
1795.815
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5144

Nipa; Zc3hc1

80.7

ITMS; CID; 2

_ T

y₂₁²⁺

R

y₂₀²⁺

b₃*

ph

S

y₁₉²⁺

b₄*

W

y₁₈²⁺

b₅*

E

y₁₇²⁺

S

b₇²⁺

S S P

y₁₃²⁺

V

y₁₂²⁺

b₁₁*

D

y₁₁

R

y₁₀

P

y₉

b₁₄²⁺

E I

y₇

E A

y₅

A

y₄

S P

y₂

T T R _

y₂
276.1666

b₃*
327.1775

b₃
425.1544

b₇²⁺
457.6738

y₄
474.2671

b₄*
513.2568

y₅
561.2991

b₅*
642.2994

y₁₂²⁺
664.3519

y₇
703.3733

y₁₃²⁺
721.8653

b₅
740.2763

b₁₄²⁺
847.8621

y₁₇²⁺
906.958

y₉
945.5

y₁₈²⁺
950.474

y₁₉²⁺
1014.995

y₁₀
1074.543

y₂₀²⁺
1108.035

y₁₁
1171.595

y₂₁²⁺
1191.534

b₁₁*
1214.544

b₁₁-H₂O
1294.51

b₁₁
1312.521

y₁₃-NH₃
1425.697
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5196

Pssa; Ptdss1

77.32

ITMS; CID; 2

_ T

y₁₈²⁺

b₂

Y

y₁₇²⁺
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y₁₆²⁺
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b₁₄*

I

y₅

S

y₄

W

y₃

H H G K _

a₂
237.1234

b₂
265.1183

y₃
341.1932

y₆²⁺
376.1854

b₆²⁺
425.6199

y₄
478.2521

y₉²⁺
545.7751

y₁₀²⁺
589.2911

y₅
664.3314

y₁₁²⁺
670.8227

y₁₅²⁺
871.8921

y₁₆²⁺
951.9074

y₁₇²⁺
1016.429

y₉
1090.543

y₁₈²⁺
1099.928

y₁₀
1177.575

b₁₀*
1188.415

y₁₁
1340.638

b₁₁-H₂O
1355.413

b₁₄*
1614.626

b₁₄
1712.603
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5208

Vim

83.69

ITMS; CID; 2

_

y₁₃

T

y₁₂²⁺

a₂

Y

y₁₁

b₃-H₂O

S

y₁₀

I

y₉

G

y₈-NH₃

S A I

y₅*

b₉

R

y₄*

P

b₁₁*

ph

S T

b₁₃*

S R _

a₂
237.1234

b₃-H₂O
334.1397

y₄*
432.2201

y₅*
529.2729

y₄
530.197

y₁₀²⁺
556.2664

b₁₁²⁺
607.2843

y₅
627.2498

y₁₂²⁺
656.3245

b₉
949.5102

y₈-NH₃
950.4455

y₉
1054.504

y₁₀
1111.526

b₁₁*
1115.584

y₁₁
1224.61

b₁₃*
1303.664

b₁₃-H₂O
1383.63

b₁₃
1401.641

y₁₃
1474.705
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5242

Kiaa0324; Srrm2

93.17

ITMS; CID; 2

_ I H

b₃

T T A

b₆

I T G Q

b₁₀

S

b₁₁²⁺

P

y₃₂²⁺

P I A S

y₂₈²⁺

G

b₁₇²⁺

H Q G

b₂₀²⁺

E G D

b₂₃²⁺

A P S

y₁₈

b₂₆²⁺

V

y₁₇

b₂₇²⁺

E P G

y₁₄

b₃₀²⁺

A

y₁₃²⁺

b₃₁²⁺

T

b₃₂²⁺

N

y₁₁²⁺

b₃₃²⁺

I

y₁₀²⁺

b₃₄²⁺

Q

y₉

b₃₅²⁺

Q P

b₃₇²⁺

ph
S

y₆

S P

y₄

b₄₀²⁺

A P S T K _

b₃
352.1979

y₄
432.2453

y₉²⁺
476.2128

y₁₀²⁺
540.2421

b₁₁²⁺
554.2933

y₆
600.3352

y₁₁²⁺
604.2714

b₆
637.3668

y₁₃²⁺
717.8349

y₁₄²⁺
768.3587

b₁₇²⁺
835.4365

y₁₇²⁺
880.9144

y₁₈²⁺
945.4357

y₉
951.4183

b₂₀²⁺
992.4978

b₁₀
1010.527

y₁₀-NH₃
1062.45

b₂₃²⁺
1114.041

y₁₁-NH₃
1190.509

b₂₆²⁺
1255.617

b₂₇²⁺
1320.138

b₃₀²⁺
1432.694

y₂₈²⁺
1434.146

b₃₁²⁺
1483.218

y₁₄
1535.71

b₃₂²⁺
1540.239

b₃₃²⁺
1596.781

y₃₂²⁺
1598.233

b₃₄²⁺
1660.811

b₃₅²⁺
1724.84

y₁₇
1760.821

b₃₇²⁺
1856.866

y₁₈
1889.864

b₄₀²⁺
1984.427
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5275

Raptor; Rptor

228.46

ITMS; CID; 2

_ I I

y₁₅

b₃

D

y₁₄

b₄

T

y₁₃*

b₅

S

y₁₂*

b₆

S

y₁₁

b₇-H₂O

I

y₁₀*

T

y₉*

Q

y₈*

b₁₀

S

y₇*

b₁₁

A

y₆*

P

y₅*

b₁₃

A

y₄

b₁₄*

ph

S

b₁₅

P

b₁₆*

T

b₁₇*

N K _

b₃
342.2023

y₄-NH₃
442.2296

b₄
443.25

y₄
459.2562

b₁₀²⁺
523.7719

y₅*
528.2776

b₅
530.2821

y₆*
599.3148

b₆
617.3141

y₅
626.2545

y₇*
696.3675

y₆
697.2916

b₇-H₂O
712.3876

y₈*
767.4046

y₇-NH₃
777.3179

y₇
794.3444

y₉*
854.4367

y₈
865.3815

y₁₀*
982.4952

b₁₀-H₂O
1028.526

b₁₀
1046.536

y₁₀-NH₃
1063.446

b₁₁-H₂O
1099.563

b₁₁-NH₃
1100.547

b₁₁
1117.574

y₁₁
1181.52

y₁₂*
1196.627

b₁₃-H₂O
1267.653

y₁₃*
1283.659

b₁₃
1285.663

y₁₂
1294.604

b₁₄*
1354.685

y₁₃
1381.636

b₁₄-H₂O
1434.651

b₁₄
1452.662

y₁₄
1468.668

b₁₅
1549.715

b₁₆*
1552.785

y₁₅
1569.716

b₁₆-H₂O
1632.752

b₁₇*
1666.828

b₁₇-H₂O
1746.795

b₁₇
1764.805
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5305

Pdxdc1

74.12

ITMS; CID; 2

_

y₁₅

V

y₁₄

Q

y₁₃-NH₃

G

y₁₂

T

y₁₁*
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b₆

V

y₉

b₇*
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b₈*

P P P

y₅

b₁₁*

T P

y₃

b₁₃

I G

b₁₅-NH₃

T R _

y₃
333.1881

b₅-NH₃
426.1983

b₆-H₂O
524.2827

b₆
542.2933

y₅
543.3249

y₁₁²⁺
608.3103

b₇*
625.3304

y₁₄²⁺
715.8556

b₈*
722.3832

y₉
935.5309

b₁₁*
1017.536

y₁₀*
1018.568 b₁₁-NH₃

1098.487

y₁₀
1116.545

y₁₁*
1117.636

y₁₂
1272.635

b₁₃
1325.65

y₁₃-NH₃
1356.656

y₁₄-NH₃
1413.677

y₁₄
1430.704

b₁₅-NH₃
1466.693

y₁₅
1558.762
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5312

D7Wsu180e; Exosc5; Rrp46

143.04

ITMS; CID; 2

_ R A
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5425

Kiaa0099; Pum1

89.05

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5442

Nadk

89.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5514

Kiaa0886; Nogo; Rtn4

157.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5581

Hspbp; Hspbp1

158.45

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5594

Bet1

63.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5651

Fadk; Fak; Fak1; Kiaa4203; Ptk2

70.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5689

Sfrs18; Srrp130

45.38

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5746

Kiaa0999; Qsk; Sik3

89.37

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5841

D8Ertd457e; Kiaa1802; Zfp828; Znf828

35.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

5984

Kiaa0324; Srrm2

90.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6015

Pphln1

54.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6025

Senp1; Supr2

62.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6040

Myo9b; Myr5

96.55

ITMS; CID; 2

_ Q

y₂₄²⁺

A

b₃

Q

y₂₂²⁺

b₄

V

y₂₁²⁺

b₅

V

b₆

G

y₁₉²⁺

b₇

D

y₁₈²⁺

P P

b₁₀-NH₃

G

y₁₅

b₁₁

ph

S

b₁₂*

P

y₁₃

S

b₁₄²⁺

P

b₁₅-NH₃

V

y₁₀²⁺

Q R P T T I A I

y₂

D S R _

y₂
262.151

b₃-NH₃
311.135

b₃
328.1615

b₄-NH₃
410.2034

b₄
427.23

b₅-NH₃
509.2718

b₅
526.2984

y₁₀²⁺
565.3198

b₆-NH₃
566.2933

b₆
583.3198

b₇-H₂O
680.3362

b₇-NH₃
681.3202

b₇
698.3468

b₁₄²⁺
699.3085

y₁₃²⁺
727.4097

y₁₅²⁺
819.4521

b₁₀-NH₃
932.4472

y₁₈²⁺
979.9884

y₁₉²⁺
1028.515

y₂₁²⁺
1114.539

b₁₂*
1115.548

b₁₁
1116.472

y₂₂²⁺
1164.073

b₁₂
1213.525

y₂₄²⁺
1277.637

y₁₃
1453.812

b₁₅-NH₃
1479.652

y₁₅
1637.897
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6090

Vdac2; Vdac6

95.98

ITMS; CID; 2

_ I

y₁₂*

T

y₁₁²⁺

b₃-H₂O

F

y₁₀*

b₄

D

y₉*

T

y₈*

b₆-H₂O

T F

y₆

b₈*

ph

S P

y₄

N T G

b₁₃*

K K _

b₃-H₂O
344.1969

y₄
449.3053

b₄
477.2344

y₁₀²⁺
588.7852

y₁₁²⁺
646.2987

y₆
660.401

b₆-H₂O
661.3192

y₁₂²⁺
719.8329

y₈*
876.4909

b₈*
895.4196

y₈
974.4678

b₈-H₂O
975.3859

y₉*
977.5386

b₈
993.3965

y₉-NH₃
1058.489

y₉
1075.515

y₁₀*
1078.586

y₁₀
1176.563

y₁₂*
1340.682

b₁₃*
1400.694

y₁₂
1438.658

b₁₃
1498.671
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6170

Crtc2; Torc2

124.69

ITMS; CID; 2

_

y₁₈

H

y₁₇

G

y₁₆

S G

y₁₄

P

y₁₃

b₆

N

y₁₂

b₇

I

y₁₁*

b₈

I

y₁₀

b₉

I

b₁₀

T G

y₇*

b₁₂

D

y₆²⁺

S

y₅

b₁₄*

ph

S

b₁₅-NH₃

P

y₃

b₁₆-H₂O

G

b₁₇*

F S K _

y₆²⁺
351.6466

y₃
381.2132

y₅-NH₃
518.2609

y₅
535.2875

b₆
550.2368

b₇
663.3209

y₇*
691.341 y₁₄²⁺

758.3582

b₈
776.405

y₇
789.3179

b₉
889.489

b₁₀
990.5367

y₁₀
1062.414

y₁₁*
1077.521

b₁₂-H₂O
1144.575

b₁₂
1162.585

y₁₁
1175.498

y₁₂
1288.582

b₁₄*
1318.639

b₁₄-H₂O
1398.605

b₁₄-NH₃
1399.589

y₁₃
1401.666

b₁₄
1416.615

b₁₅-NH₃
1496.642

y₁₄
1515.709

b₁₆-H₂O
1552.679

b₁₇*
1619.781

y₁₆
1669.783

b₁₇
1717.758

y₁₇
1756.815

y₁₈-NH₃
1796.81

y₁₈
1813.837
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6190

Carhsp1

104.38

ITMS; CID; 2

_ D

b₂

R

y₁₆²⁺

b₃*

ph

S

y₁₅²⁺

P

y₁₄²⁺

b₅*

ph

S

y₁₃

P I

y₁₁

b₈

R

y₁₀

G

b₁₀

N

y₈

b₁₁

V

y₇

b₁₂*

V

y₆

b₁₃²⁺

P S

y₄

P I P T R _

b₂-NH₃
255.1088

b₂
272.1353

b₃*
341.1568

y₇²⁺
384.2241

b₃
439.1337

y₄
486.3035

b₈²⁺
535.215

b₅*
605.2079

y₆
670.3883

b₅
703.1848

y₁₄²⁺
751.9437

y₇
767.441

b₁₃²⁺
768.342

y₁₅²⁺
835.4429

y₈
866.5094

y₁₆²⁺
883.9693

b₈
1069.423

y₁₀
1079.621 y₁₁

1136.642

b₁₀
1240.487

b₁₁
1339.556

b₁₂*
1340.647

y₁₃
1405.827

b₁₂-H₂O
1420.613

b₁₂
1438.624
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6221

Nbc3; Slc4a7

49.42

ITMS; CID; 2

_ A

y₁₃²⁺

V

y₁₂²⁺

b₃

Y

y₁₁²⁺

V G

b₆²⁺

V

b₇²⁺

H

y₇*

V

y₆

P F
ph

S K E S R _

b₆²⁺
295.1709

b₃
334.1761

b₇²⁺
363.7003

y₆²⁺
417.1813

y₇²⁺
465.7077

y₁₁²⁺
661.8163

y₁₂²⁺
711.3505 y₁₃²⁺

792.8821

y₇*
832.4312

y₆
833.3553

y₇
930.4081
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6233

Nipbl

143.28

ITMS; CID; 2

_ G S R P P I

y₁₂

I

y₁₁-NH₃

b₈

I

y₁₀

b₉

Q

y₉

b₁₀

S

y₈

b₁₁

Q

y₇

b₁₂

S

y₆

b₁₃

I P

y₄

b₁₅

C

y₃*

b₁₆²⁺

S

y₂

ph

S P R _

y₂
272.1717

y₃*
341.1932

y₆²⁺
392.1464

b₈²⁺
417.7634

y₃
439.1701

y₇²⁺
448.6884

b₉²⁺
481.7927

b₁₀²⁺
525.3087

y₄
526.2021

b₁₁²⁺
589.338

b₁₂²⁺
632.854

b₁₃²⁺
689.3961

y₆
783.2855

b₈
834.5196

b₁₆²⁺
861.4538

y₇
896.3696

b₉
962.5782

y₈
983.4016

b₁₀
1049.61

y₉-NH₃
1094.434

y₉
1111.46

b₁₁
1177.669

y₁₀
1198.492

b₁₂-NH₃
1247.674

b₁₂
1264.701

y₁₁-NH₃
1309.524

b₁₃-NH₃
1360.758

b₁₃
1377.785

y₁₂
1439.635

b₁₅
1634.868
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6240

Fbp30; Fnbp4; Kiaa1014

52

ITMS; CID; 2

_ R

b₂

P I

y₈

I

y₇

b₅

Q

y₆

b₆

I

y₅

b₇

ph

S

b₈²⁺

P P G P R _

a₂
226.1662

b₂-NH₃
237.1346

b₂
254.1612

b₈²⁺
493.2652

y₅
523.2987

b₅
608.3879

y₆
690.2971

b₆
721.4719

y₇
803.3811

b₇
888.4703

y₈
931.4397
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6269

Kiaa0460; Rprd2

140.27

ITMS; CID; 2

_

y₁₄²⁺

A

y₁₃*

S

y₁₂

V

y₁₁*

G

y₁₀*

b₅

Q

y₉

b₆*

ph

S

b₇²⁺

P V

y₆

b₉*

I

y₅

b₁₀-H₂O

P

y₄

b₁₁-H₂O

S

y₃

b₁₂-NH₃

T

y₂

b₁₃-NH₃

T

b₁₄

F K _

y₂
294.1812

b₇²⁺
354.1416

y₃
395.2289

b₅-H₂O
425.2143

b₅
443.2249

y₄
496.2766

b₆*
512.2463

y₅
583.3086

y₆-NH₃
663.3348

y₁₂²⁺
671.3261

y₆
680.3614

y₁₃²⁺
720.8603

y₁₄²⁺
764.3764

b₉*
821.4516

b₉-H₂O
901.4179

b₉
919.4285

y₉
989.5666

b₁₀-H₂O
998.4707

y₁₀*
1058.588

b₁₁-H₂O
1085.503

y₁₀
1156.565

y₁₁*
1186.647

b₁₂-NH₃
1187.534

y₁₁-NH₃
1267.597

b₁₃-NH₃
1288.582

y₁₂-NH₃
1324.618

y₁₂
1341.645

y₁₃*
1342.737

y₁₃-NH₃
1423.687

b₁₄-H₂O
1434.666

b₁₄-NH₃
1435.65

b₁₄
1452.677
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6275

Nhe1; Slc9a1

65.78

ITMS; CID; 2

_ I

y₁₇²⁺

b₂

T

y₁₆²⁺

b₃

N

y₁₅²⁺

b₄

Y

y₁₄²⁺

b₅

I

y₁₃*

b₆-H₂O

T

y₁₂

V

y₁₁-NH₃

P

y₁₀*

A

y₉*

H

b₁₁-NH₃

K I D

y₅

ph

S P T

y₂

I S R _

b₂
215.139

y₂
262.151

b₃
329.1819

b₄-NH₃
475.2187

b₄
492.2453

y₅
573.3355

b₅
605.3293

b₆-H₂O
688.3665

y₁₂²⁺
701.3479

y₁₄²⁺
801.406

y₁₅²⁺
857.948

y₁₆²⁺
939.4797

y₁₇²⁺
996.5011

y₉*
998.5629

y₁₀*
1135.622

b₁₁-NH₃
1221.663

y₁₁-NH₃
1287.609

y₁₂-NH₃
1384.662

y₁₂
1401.689

y₁₃*
1402.78
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6276

Matr3

97.78

ITMS; CID; 2

_ R

y₂₀²⁺

b₂

D

y₁₉²⁺

b₃*

ph

S

b₄*

F

y₁₇²⁺

b₅*

D

y₁₆²⁺

D R

y₁₄

G P

b₁₀*

S

y₁₁

b₁₁

I

y₁₀

b₁₂

N

y₉

P

y₈

V

b₁₅*

I

y₆

b₁₆²⁺

D

b₁₇²⁺

Y

y₄

b₁₈²⁺

D H G S R _

b₂
272.1353

b₃*
341.1568

y₄
456.2314

b₄*
488.2252

y₁₀²⁺
579.7805

b₅*
603.2522

b₁₀²⁺
607.2353

b₅
701.229

b₁₂²⁺
720.7988

y₆
734.3216

y₁₆²⁺
891.9477

b₁₆²⁺
932.9149

y₁₇²⁺
949.4612

y₈
962.4326

b₁₇²⁺
1014.447

y₉
1061.501

b₁₈²⁺
1071.96

y₁₉²⁺
1080.509

b₁₀*
1115.486

y₁₀
1158.554

y₂₀²⁺
1164.008

y₁₁
1272.597

b₁₁
1326.547

b₁₂
1440.59

y₁₄
1569.766

b₁₅*
1651.819 y₁₇-NH₃

1880.889
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6281

Nup88

65.94

ITMS; CID; 2

_ V I

y₁₃

ph

S

y₁₂

b₄*

P

y₁₁

b₅*

Q

y₁₀

b₆*

K P T I T I

y₄

b₁₂²⁺

S

b₁₃-NH₃

A

y₂

Y

b₁₅*

Q R _

y₂
303.1775

b₄*
379.234 b₅*

507.2926

y₄
537.278

b₆*
635.3875

y₁₁²⁺
639.3642

b₁₂²⁺
673.36

y₁₃²⁺
751.9199

y₁₀
1149.626

y₁₁
1277.721

b₁₃-NH₃
1399.723

y₁₂
1405.78

y₁₃
1502.833 b₁₅*

1609.895

b₁₅-NH₃
1690.845

b₁₅
1707.872
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6512

Nfat1; Nfatc2; Nfatp

190.55

ITMS; CID; 2

_ I

y₁₇²⁺

ph

S

y₁₆

P

y₁₅

b₄*

G

y₁₄

b₅*

A

y₁₃

b₆*

Y

y₁₂

b₇*

P

y₁₁

b₈*

T

y₁₀

b₉*

V

y₉-NH₃

I

y₈

b₁₁*

Q

y₇

b₁₂

Q

y₆

b₁₃*

Q

y₅

b₁₄*

T

y₄

b₁₅*

A P

b₁₇-H₂O

S

b₁₈*

Q R _

b₄*
337.187

b₅*
408.2241

y₄
487.2623

b₅-H₂O
488.1905

y₅
558.2994

b₆*
571.2875

y₆
659.3471

b₇*
668.3402

b₆
669.2644

y₁₃²⁺
727.3915

b₈*
769.3879

y₇
787.4057

y₁₄²⁺
808.9232

b₉*
868.4563

y₈
915.4643

y₁₇²⁺
921.4789

y₉-NH₃
1026.496

b₁₁*
1109.599

y₁₀
1156.607

y₁₁-NH₃
1238.649

y₁₁
1255.675 b₁₂

1335.634

y₁₂
1356.723

b₁₃*
1365.716

y₁₃-NH₃
1436.749

y₁₃
1453.776

b₁₄*
1466.764

b₁₅*
1537.801

b₁₄-H₂O
1546.73

y₁₄
1616.839

b₁₅-H₂O
1617.767

b₁₅-NH₃
1618.751

b₁₅
1635.778

y₁₅
1687.876

y₁₆-NH₃
1727.871

y₁₆
1744.898

b₁₇-H₂O
1801.852

b₁₈*
1849.944

b₁₈-H₂O
1929.911

b₁₈
1947.921
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6539

Mef2c

115.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6615

Bclaf1; Btf; Kiaa0164

137.95

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6738

Lag; Lap18; Pr22; Stmn1

134.14

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6772

Adam8; Ms2

58.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

6976

Pik3r5

98.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7077

Kiaa1715; Lnp; Uln

53.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7102

Rbm14

77.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7154

Vim

83.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7176

Bclaf1; Btf; Kiaa0164

106.13

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7395

Lok; Stk10

87.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7450

Tpx2

70.49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7543

Ets2

192.65

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7567

Klc4; Knsl8

90.97

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7581

Hcfc1

48.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7599

Sec22b; Sec22l1

40.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7630

D4Ertd22e

192.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7780

Tens1; Tns3

93.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7797

Htf9a; Htf9-a; Ranbp1

117.98

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7798

Eps15

92.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7828

Kiaa0528

100.41

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7868

Lap2; Tmpo

76.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7872

Transmembrane protein C16orf54 homolog

109.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7880

Atrx; Hp1bp2; Xnp

47.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

7959

Dhm1; Xrn2

142.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8036

Lrrfip2

88.13

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8045

Cbp143; Prp4h; Prp4k; Prp4m; Prpf4b; Prpk

163.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8072

Gtl1-13; Kiaa0197; Nup160

43.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8256

Gatad2b

100.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8262

Ranbp2

89.31

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8302

Ahctf1; Elys

92.54

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8315

Bbx; Hbp2

80.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8374

Iqsec1; Kiaa0763

153.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8384

Lsp1; Pp52; S37; Wp34

96.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8388

Fam122a

173.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8395

Lat4; Slc43a2

131.83

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8397

Nfat1; Nfatc2; Nfatp

65.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8501

Pak2

101.89

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8570

Mycn; Nmyc; Nmyc1; Myc

61.1

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8575

Plekho1

74.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8625

Kiaa1321; Nufip2

78.65

ITMS; CID; 2

_

y₉

N

y₈²⁺

D

y₇

b₃*

ph

S

y₆

b₄*

W G

y₄-NH₃

S

y₃

F

y₂

b₈*

D

b₉

I R _

y₂
298.2113

b₃*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8728

Cdk12; Crk7; Crkrs; Kiaa0904

38.67

ITMS; CID; 2
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b₁₂*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8762

Fln; Fln1; Flna

181.26

ITMS; CID; 2

_ S

y₁₃*

P

y₁₂*

b₃

F

y₁₁*

b₄

S

y₁₀*

b₅

V

y₉*

b₆-H₂O

G

y₈*

b₇

V

y₇*

S

y₆

b₉-H₂O

P

y₅

ph

S

y₄

I

y₃

b₁₂*

D

b₁₃*

I

b₁₄-H₂O

S K _

b₃-H₂O
314.1499

b₃
332.1605

y₃
347.2289
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y₁₀*
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y₁₀
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b₁₂*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8780

Garg49; Ifi49; Ifit3

112.55

ITMS; CID; 2
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y₁₆²⁺
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1215.589

y₁₀
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b₁₁
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8841

Dock5; Lr2; Rlc

47.5

ITMS; CID; 2
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y₉²⁺
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y₅
635.3164

y₆-NH₃
715.3426

b₁₄²⁺
732.8777

y₇
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y₈
996.4203

y₉*
1011.527
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8878

Fcho2

85.01

ITMS; CID; 2
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y₁₁*
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b₁₂*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

8983

Ampd2

79.87

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9007

Jun

192.32

ITMS; CID; 2
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b₈-H₂O
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y₁₁
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9013

Mnar; Pelp1

94.15

ITMS; CID; 2

ac
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y₆
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b₇-H₂O
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y₁₆²⁺
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b₈
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y₁₇²⁺
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730.3842

y₁₉²⁺
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b₁₀-H₂O
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y₂₁²⁺
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y₁₀
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y₂₂²⁺
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b₁₂*
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y₂₃²⁺
972.4522

y₂₅²⁺
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b₂₇²⁺
1106.026

y₁₄
1168.607

b₁₆*
1263.633

y₁₅
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b₁₆-H₂O
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b₁₆
1361.61

b₁₉*
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y₂₁*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9077

Foxk1; Mnf

96.39

ITMS; CID; 2
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b₁₄
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b₁₅-H₂O
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b₁₅
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y₁₅
1623.72

y₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9107

Foxk2; Ilf1

107.17

ITMS; CID; 2
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b₁₀
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y₂₄²⁺
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y₂₅²⁺
1034.971

y₁₁*
1036.532

y₂₆²⁺
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b₁₄-H₂O
1101.569

y₂₇²⁺
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1174.504
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9108

Atxn7l3b

69.09

ITMS; CID; 2

_ I P I C S

y₂₀²⁺

b₆

I P G D

y₁₆²⁺

P

y₁₅

b₁₁

G

y₁₄

b₁₂

D

b₁₃
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y₁₁

Q T
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b₁₇

E

y₈²⁺

b₁₈²⁺

I

y₇*

Q

y₆*

b₂₀²⁺

R

y₅

b₂₁²⁺
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S

y₄

P P

b₂₄²⁺

E

b₂₅²⁺

F Q _

y₄
520.2402

y₈²⁺
534.7291

y₅
617.293

b₆
684.3749

y₆*
686.3144

b₁₄²⁺
688.8294

y₇*
842.4155

b₁₇²⁺
867.9038

y₇-NH₃
923.3659

b₁₈²⁺
924.4458

y₁₆²⁺
933.4069

y₇
940.3924

y₈-NH₃
1051.424

b₂₀²⁺
1066.526

b₁₁
1107.55

y₂₀²⁺
1116.484

b₂₁²⁺
1150.025

y₉-NH₃
1164.509

b₁₂
1222.577

b₁₃
1279.599

b₂₄²⁺
1311.599

b₂₅²⁺
1385.133

y₁₁
1411.625

y₁₄
1693.758

b₁₇
1734.8

y₁₅
1808.785
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9144

Slc25a46

113.33

ITMS; CID; 2

_ S

y₂₀²⁺

b₂

F

y₁₉²⁺

b₃

G

y₁₈²⁺

S G T

y₁₅²⁺

b₇-H₂O
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b₈-H₂O
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y₁₃*

G

y₁₂²⁺

b₁₀

H

b₁₁

W

y₁₀

b₁₂

V

y₉*

b₁₃
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y₈

b₁₄*
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T

y₇

P P

y₅

b₁₇

D

y₄

b₁₈²⁺

I P G S R _

b₂
235.1077

b₃
292.1292

y₄
416.2252

y₈²⁺
419.7245

y₅-NH₃
512.2827

y₅
529.3093

y₁₀²⁺
560.7554

b₁₂²⁺
629.7962

b₇-H₂O
648.2624

y₁₂²⁺
703.3292

y₇
741.389

b₈-H₂O
761.3464

y₈
838.4417

y₁₅²⁺
856.9114

y₉*
921.4789

b₁₀
973.4374

b₁₈²⁺
981.9353

y₁₈²⁺
1000.467

y₁₉²⁺
1043.983

y₂₀²⁺
1072.494

y₁₀
1120.503

b₁₁
1159.517

b₁₂
1258.585

b₁₃
1359.633

b₁₄*
1442.67

y₁₃*
1444.733

b₁₄
1540.647

b₁₇
1849.779
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9187

Bclaf1; Btf; Kiaa0164

154.48

ITMS; CID; 2

_ S A

y₁₆²⁺

T

y₁₅

S G

y₁₃

b₆

D

y₁₂*

b₇

I

y₁₁*

b₈

W

y₁₀

b₉

P

y₉*

G
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b₁₁
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b₁₂

S
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b₁₃

A

b₁₄

Y

y₄*

b₁₅

D

b₁₆

N

b₁₇*

ph

S P R _

y₄*
455.2361

b₆-H₂O
501.194

b₆
519.2045

y₄
553.213

b₇-H₂O
614.278

b₇
632.2886

y₁₂²⁺
721.8086

b₈-H₂O
800.3573

b₈
818.3679

y₆
831.3033

b₁₇²⁺
901.8671

y₇
902.3404

y₁₆²⁺
907.8909

b₉
915.4207

y₈
989.3724

y₉*
1004.48

b₁₁-H₂O
1067.516

b₁₁
1085.526

y₉
1102.456

y₁₁*
1158.554

y₁₀
1159.478

b₁₂
1172.558

b₁₃
1243.595

y₁₁
1256.531

y₁₂*
1344.633

b₁₄
1406.659

y₁₂-NH₃
1425.583

y₁₂
1442.61

b₁₅
1521.686

y₁₃
1555.694

b₁₆
1635.729

b₁₇*
1704.75

y₁₅
1727.742
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9214

Eno1; Eno-1; Eno2; Eno-2; Eno3; Eno-3

132.84

ITMS; CID; 2

_ A
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E
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A
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b₁₅

I
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b₁₆

E

b₁₇

I R _

y₂
288.203

y₃
417.2456

b₆
483.2562

y₄
530.3297

b₇
554.2933

y₅
601.3668

y₁₀²⁺
622.7998

y₆
730.4094

b₉
742.373

y₁₅²⁺
822.3875

y₁₆²⁺
871.9217

b₁₁-H₂O
894.468

b₁₁
912.4785

y₇
973.439

y₈
1086.523

y₉
1143.545

y₁₀
1244.592

y₁₁
1331.624

y₁₂
1402.661

y₁₃
1459.683

b₁₅
1468.672

y₁₄
1546.715

b₁₆
1597.715

y₁₅
1643.768
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9290

Kiaa0886; Nogo; Rtn4

39.69

ITMS; CID; 2

_ R R G
ph

S G S V

b₈

D

y₁₉*

b₉²⁺

E

b₁₀²⁺

ph

T

y₁₇²⁺

b₁₁

I

y₁₆²⁺

b₁₂
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b₁₃²⁺
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b₁₄

I P A

y₁₁

b₁₇²⁺

A S

y₉

b₁₉²⁺

E P V

y₆

I P S S A E K _

y₉²⁺
464.2609

b₉²⁺
512.714

b₁₀²⁺
603.221

y₆
618.3093

b₁₃²⁺
768.8158

y₁₆²⁺
783.9223

b₁₄²⁺
825.3579

y₁₇²⁺
857.4565

b₈
895.3782

y₉
927.5146

b₁₇²⁺
944.9213

b₁₉²⁺
1052.959

y₁₁
1143.589

b₁₁
1318.519

b₁₂
1465.587

b₁₄-NH₃
1632.682

b₁₄
1649.708

y₁₉*
1910.027
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9389

Fcho2

60.8

ITMS; CID; 2

_

y₂₈²⁺

I

y₂₇²⁺

S

y₂₆²⁺

G

b₄

I N

b₆-NH₃
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F
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S P P
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V T
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y₈

b₂₁²⁺

P P P

y₅

T

y₄

b₂₅²⁺

A

y₃-NH₃

b₂₆²⁺

P I A R _

y₃-NH₃
342.2136

b₄
371.2289

y₈²⁺
411.7452

y₄
456.2929

y₉²⁺
460.2716

y₅
527.33

b₆-NH₃
597.2879

b₁₁²⁺
612.8404

y₁₂²⁺
651.3161

y₈
822.4832

b₁₅²⁺
842.9266

y₉
919.536

b₁₈²⁺
993.9879 b₂₀²⁺

1128.011

b₂₁²⁺
1176.537 b₁₁

1224.674

b₁₂*
1293.695

b₂₅²⁺
1359.632

b₁₂-NH₃
1374.645

y₁₄*
1391.728

b₂₆²⁺
1408.159

y₂₆²⁺
1458.706

y₂₇²⁺
1487.217

y₂₈²⁺
1530.733

b₁₈
1986.968
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9401

Kiaa1704

89.36

ITMS; CID; 2

_ Q

y₁₈²⁺

b₂

D

y₁₇²⁺

b₃

D

y₁₆²⁺

b₄*

ph

S P P

y₁₃

b₇-NH₃

R P

y₁₁

b₉²⁺
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y₁₀

b₁₀-NH₃

I

y₉

b₁₁-H₂O

G

y₈

P

y₇

b₁₃-NH₃

A

y₆

b₁₄²⁺

I P P

b₁₇-H₂O

G F I K _

b₂-H₂O
226.0822

b₂-NH₃
227.0662

b₂
244.0928

y₆²⁺
329.6998

b₃-H₂O
341.1092

b₃
359.1197

b₄*
428.1412

y₉²⁺
470.2867

y₁₀²⁺
498.7975

b₉²⁺
543.7344

y₆
658.3923

y₁₃²⁺
660.4079

b₁₄²⁺
769.3742

y₇
771.4763

y₁₆²⁺
835.5112

y₈
842.5135

b₇-NH₃
859.2982

y₁₇²⁺
919.0104

y₉
939.5662

y₁₈²⁺
976.5239

y₁₀
996.5877

b₉-NH₃
1069.435

y₁₁
1109.672

b₁₀-NH₃
1182.519

b₁₁-H₂O
1238.557

b₁₁-NH₃
1239.541

y₁₃
1319.809

b₁₃-NH₃
1407.63

b₁₄-H₂O
1519.73

b₁₄-NH₃
1520.714

b₁₇-H₂O
1770.857
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9469

Zc3hav1

128.26

ITMS; CID; 2

_ A
ph

S

y₁₄

Q

y₁₃

b₄*

E

y₁₂

b₅*

F

y₁₁

b₆*

I

y₁₀

b₇*

E
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D G

y₇

b₁₀*

D P

y₅

b₁₂*

D

b₁₃*

G

y₃

b₁₄*

I

b₁₅*

F

b₁₆*

S R _

b₆²⁺
378.6518

b₄*
398.167

y₃
409.2194

y₉²⁺
482.2302

b₅*
545.2354

y₅
579.3249

b₆*
658.3195

b₇*
787.3621

y₇
791.4046

b₁₀*
1074.437

y₁₀
1078.48

b₁₀
1172.414

y₁₁
1207.523

b₁₂*
1286.517

y₁₂
1320.607

b₁₃*
1343.539

b₁₂
1384.494

b₁₄*
1456.623

y₁₃
1467.675

b₁₄-H₂O
1536.589

b₁₄
1554.6

y₁₄
1596.718

b₁₅*
1603.691

b₁₆*
1690.723

b₁₅
1701.668

b₁₆-H₂O
1770.689

b₁₆
1788.7
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9567

Rffl

83.67

ITMS; CID; 2

_ R

y₁₇²⁺

b₂
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I

y₅

E G

y₃

I T

b₁₈*

V R _

b₂
228.1455

b₃*
297.167

y₃-NH₃
358.2085

y₃
375.235

b₄*
410.251

b₉²⁺
531.2424

y₅
545.3406

b₆*
612.31

y₁₁²⁺
641.3435

y₁₃²⁺
748.4094

y₇
787.4672

y₈
902.4942

b₈-H₂O
906.4081

b₈-NH₃
907.3921

y₁₇²⁺
989.4801

y₉
1031.537

y₁₀
1144.621

y₁₁
1281.68

b₁₂*
1320.654

y₁₂
1382.727

b₁₃*
1433.738

b₁₃
1531.715

y₁₄
1610.838

b₁₈*
1933.003
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9595

Anapc1; Mcpr; Tsg24

42.34

ITMS; CID; 2

_
ph
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y₁₃

b₂-H₂O
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y₁₀²⁺
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559.1588

b₅*
608.2351

y₆
624.4079

b₆*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9636

Emk3; Kiaa1477; Mark1; Emk; Mark2; Emk2; Mark3; Mpk10; Kiaa1860; Mark4

157.54

ITMS; CID; 2

_ I D

y₁₆-NH₃

b₃

T F C

b₆

G

y₁₂²⁺

b₇*
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b₃
330.166
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409.724

y₈²⁺
445.2425

y₄
479.2613

b₉²⁺
528.1988

b₁₁²⁺
645.249

y₁₂²⁺
659.3455

b₁₂²⁺
680.7676b₆

694.2865

b₇*
763.308

y₇
818.4407

b₇-H₂O
843.2743
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861.2848

y₈
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b₈-H₂O
940.327

b₈
958.3376

y₉
960.5149

b₉-H₂O
1037.38

y₁₀
1123.578

b₁₁*
1191.514

b₁₀-H₂O
1200.443

b₁₀
1218.454

y₁₁
1220.631

b₁₂*
1262.551

b₁₁-H₂O
1271.48

b₁₁
1289.491

b₁₂-H₂O
1342.517

b₁₂
1360.528

b₁₄
1586.623

y₁₆-NH₃
1831.776

b₁₇*
1876.857
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9688

Lok; Stk10

81.41

ITMS; CID; 2

_

y₃₅²⁺

A

y₃₄²⁺

N Q

y₃₂²⁺

ph

S

b₅*

R P

b₇*

N

y₂₈²⁺

S

b₉*

ph

S

b₁₀-NH₃

A I

y₂₄²⁺

b₁₂

E

y₂₃²⁺

T

y₂₂²⁺

b₁₄

I

y₂₁²⁺

G

y₂₀²⁺

G E

y₁₈²⁺

b₁₈*

A

y₁₇²⁺

b₁₉*

I

y₁₆²⁺

T

y₁₅

N G

y₁₃²⁺

b₂₃²⁺

G

y₁₂

I

b₂₅²⁺

E

y₁₀

b₂₆²⁺

I P S S

y₆

V

y₅

T

y₄

P S H S K _

b₇²⁺
424.6742

y₄
458.2358 y₁₀²⁺

513.7644

y₅-NH₃
538.262

b₅*
539.2685

y₅
555.2885

y₆
656.3362

y₁₃²⁺
691.3697

b₇*
750.3642

y₁₆²⁺
805.4127

b₁₄²⁺
815.3371

y₁₇²⁺
855.9365

b₉*
906.4177

y₁₈²⁺
912.4785

b₉*
1004.395

y₂₀²⁺
1012.518

y₁₀
1026.521

y₂₁²⁺
1041.029

y₂₂²⁺
1069.54

y₂₃²⁺
1126.082

b₁₀-NH₃
1156.382

y₂₄²⁺
1176.606

b₂₃²⁺
1193.507

y₁₂
1268.648

b₂₅²⁺
1314.571

y₁₃-NH₃
1364.706

b₂₆²⁺
1371.113

b₁₂
1415.535

y₂₈²⁺
1416.687

y₁₅
1495.775

b₁₄
1629.667

y₃₂²⁺
1643.801

b₁₈*
1747.836

y₃₄²⁺
1791.33

y₃₅²⁺
1848.351

b₁₉*
1860.92

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

2
2.5

Intensity [10e5]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9758

Prkab1

59.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9963

Als2

55.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

9990

Mrlc2; Myl12b; Mylc2b; Myl9; Myrl2

95.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10010

Evi2; Evi-2; Evi2a; Evi-2a

56.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10031

Acac; Acaca; Gm738

195.46

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10257

Rragc

118.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10317

Ehd4; Past2

59.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10352

Rps6kb1

168.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10359

Golga5; Retii

76.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10447

Dnaj2; Dnaja1; Hsj2; Hspf4

63.13

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10477

Mcrs1; Msp58

69.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10480

Kiaa0190; Ode-1; Uchrp; Usp10

156.41

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10489

Pgk1; Pgk-1

67.64

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10492

Kiaa0731; Larp; Larp1

193.64

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10508

Lcp2

58.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10510

Dok3; Dokl

106.62

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_2_Pyro

10513

Nfat1; Nfatc2; Nfatp

91.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9572

Strn4; Zin

76.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9600

Tnf; Tnfa; Tnfsf2

85.23

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9649

Hnrnpu; Hnrpu

84.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9729

Eta-1; Op; Spp1; Spp-1

86.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

10558

Ncl; Nuc

91.87

ITMS; CID; 2

_ K E D
ph

S

b₅

D

b₆

E

b₇*

D

b₈*

E

b₉

D
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D

b₁₃

E

b₁₄

D

b₁₅*

D
ph

S D

y₁₆

E D

y₁₄
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D
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D

y₇
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E

y₆

F

y₅

b₂₉²⁺

E

y₄

P P I V K _

y₄
456.318

y₅
553.3708

b₅
655.1971

y₆-NH₃
665.3869

y₆
682.4134

b₆-H₂O
766.2291

b₆
784.2397

y₁₃²⁺
788.3567

b₇*
801.2897

y₇
829.4818

b₇
899.2666b₈*

930.3323

y₈
958.5244

b₈
1028.309

y₉
1073.551

b₉
1143.336

b₁₀*
1174.402

y₁₀
1202.594

b₂₀²⁺
1265.845

b₁₀
1272.379

b₁₁*
1303.444

b₂₁²⁺
1323.358

y₁₁
1331.637

y₁₂
1460.679

y₂₄²⁺
1475.022

b₁₂
1516.448

b₂₅²⁺
1574.436

y₁₃
1575.706

b₂₆²⁺
1631.949

b₁₃
1645.491

y₁₄
1690.733

b₂₇²⁺
1696.47

b₁₄
1760.518

b₁₅*
1777.568

b₂₉²⁺
1834.526

b₁₅
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1934.803
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1298

Pop101; Srrm1

69.86

ITMS; CID; 2

_ R

b₂

E

y₈

b₃*

ph

S P

y₆

b₅*

S P

y₄

b₇*

A P

y₂

K P R _

y₂
272.1717

b₂
286.151

y₆²⁺
333.2083

b₃*
355.1724

b₇²⁺
403.1656

y₄
497.3194

b₅*
539.2572

b₅-H₂O
619.2236

b₅-NH₃
620.2076

b₅
637.2341

y₆
665.4093 b₇*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1309

Lbr

49.3

ITMS; CID; 2

_ S

y₁₁²⁺

b₂

V
ph

S

y₉²⁺

A

y₈

S

y₇

H

y₆

E G

b₉*

D

b₁₀*

V

y₂

K E K _

a₂
159.1128

b₂
187.1077

y₂
276.1554 y₆²⁺

338.1872

y₉²⁺
514.754

y₁₁²⁺
633.7717

y₆
675.3672

y₇
804.4098
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1342

Bw; Mi; Mitf; Vit

161.48

ITMS; CID; 2

_

y₁₂

R

y₁₁*

b₂

S

y₁₀

b₃*

ph

S

y₉

b₄*

ox

M

y₈

S

y₇

A

b₇*

E

y₅

b₈*

E

b₉-H₂O

T

y₃

b₁₀*

E

y₂

b₁₁*

H

b₁₂

A C _

b₂
244.1404

y₂
250.0856 b₃*

313.1619
y₃

387.1445

y₇²⁺
438.1636

b₄*
460.1973

y₁₀²⁺
590.7159

y₅
617.2348

b₁₁²⁺
671.2425

b₇*
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876.3516

y₈
946.3571

b₈
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1351

Hmg14; Hmg-14; Hmgn1

80.75

ITMS; CID; 2

_ K

y₁₁²⁺

b₂

V
ph

S A

y₈

b₅-NH₃

D G

y₆

b₇

A

b₈*

A

b₉
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b₁₀*

A

y₂

b₁₁

E

y₁

b₁₂²⁺

P K _

y₁
147.1128

b₂
228.1707

y₂
244.1656

y₈²⁺
386.2216

b₁₁²⁺
554.7554

y₁₁²⁺
562.7528

b₅-NH₃
564.2065

b₁₂²⁺
603.2817

y₆
643.3774

b₈*
682.3519

b₇
709.2916

b₈-NH₃
763.3022

y₈
771.4359

b₈
780.3288

b₁₀*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1363

Matr3

131.53

ITMS; CID; 2

_ S

y₁₂²⁺

b₂

Y

y₁₁²⁺

b₃*

ph

S

b₄-H₂O

P

y₉

b₅

D

b₆*

G

y₇

b₇*

K

y₆²⁺

b₈*

E

y₅

b₉*

S P

y₃

S

y₂

b₁₂

D

b₁₃*

K K _

a₂
223.1077

b₂
251.1026

y₂
275.2078

b₃*
320.1241

y₆²⁺
331.1794

y₃
390.2347

b₃
418.101

y₉²⁺
488.2589

b₄-H₂O
497.1432

y₅
574.3195

b₆*
589.2253

y₁₁²⁺
594.2988

b₅
630.1807

b₆-H₂O
669.1916

y₁₂²⁺
677.7979

b₇*
717.3202

b₁₃²⁺
729.7929

y₇
790.3941

b₈*
846.3628 b₉*

933.3949

b₈
944.3397

y₉
975.5106

b₉-H₂O
1013.361

b₁₂-H₂O
1312.473

b₁₂
1330.483

b₁₃*
1360.602
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1419

Mct1; Slc16a1

48.35

ITMS; CID; 2

_ E G K

y₁₂

E D E A

y₈²⁺

ph

S

y₇

b₉

T

y₆

b₁₀-H₂O

D

b₁₁

V

y₄

b₁₂-H₂O

D

y₃

b₁₃*

E

y₂

K P K _

y₂
244.1656

y₃-NH₃
355.234

y₆²⁺
358.2029

y₃
372.2605

y₈²⁺
466.2402

y₄
501.3031

b₉²⁺
514.1844

y₆
715.3985

y₇
830.4254

b₉
1027.362

b₁₀-H₂O
1124.378

b₁₀-NH₃
1125.362

b₁₁
1241.457

b₁₂-H₂O
1338.473

b₁₃*
1387.55

y₁₂
1413.578

b₁₃-H₂O
1467.516

b₁₃
1485.526
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1459

Pop101; Srrm1

69.03

ITMS; CID; 2

_

y₉

K

y₈²⁺

ph

S

y₇²⁺

R

y₆*

V

b₅

S

b₆*

V

y₃

b₇*

ph

S

y₂

P

b₉

G R _

y₂
232.1404

y₃-NH₃
312.1666

y₃
329.1932

y₇²⁺
391.1838

y₈²⁺
469.2344

y₆*
584.3151

b₅
638.3022

b₆*
639.3937

b₇*
708.4151

b₆
737.3706

b₇*
806.392

b₉
1058.443

y₉
1104.46

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2

4
6

8

Intensity [10e4]

200 300 400 500 600 700 800 900 1000 1100 1200

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1488

Myh9

121.46

ITMS; CID; 2

_ K G T

b₄-H₂O

G

y₁₆²⁺

b₅

D C
ph

S D

y₁₂²⁺

b₉

E

y₁₁²⁺

b₁₀*

E

y₁₀

b₁₁*

V

y₉²⁺

b₁₂*

D

b₁₃*

G

y₇

b₁₄

K

y₆

b₁₅*

A

y₅

b₁₆²⁺

D G

y₃

A

y₂

b₁₉²⁺

D

b₂₀*

A K _

y₂
218.1499

b₄-H₂O
326.1823

y₃
333.1769

y₉²⁺
416.7116

b₅-H₂O
441.2092

b₅
459.2198

y₅
461.2354

y₁₀²⁺
474.2251

y₁₁²⁺
523.7593

y₆
576.2624

y₁₂²⁺
588.2806

y₇
647.2995

b₁₅²⁺
815.3085

b₁₆²⁺
872.822

y₁₆²⁺
873.8298

y₁₀
947.4429

b₁₉²⁺
994.3648

b₉
1030.318

b₁₀*
1061.384

b₁₀
1159.361

b₁₁*
1160.452

b₁₁
1258.429

b₁₂*
1275.479

b₁₃*
1332.501

b₁₂-NH₃
1356.43

b₁₂
1373.456

b₁₃
1430.478

b₁₅*
1531.633

b₁₄-H₂O
1540.562

b₁₄
1558.573

b₂₀*
1960.783
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1550

Hmga2; Hmgic

207.43

ITMS; CID; 2

_ K

y₁₆*

P A

b₄

Q

y₁₃

b₅

E

b₆

T

y₁₁*

b₇

E

y₁₀*

b₈

E

y₉

T

b₁₀

S

y₇*

b₁₁

S

y₆*

b₁₂

Q

y₅*

b₁₃

E

y₄

b₁₄*

ph

S

y₃-H₂O

b₁₅*

A

b₁₆

E

b₁₇²⁺

E D _

y₃-H₂O
374.1194

b₄-NH₃
408.2241

b₄
425.2507

y₄
463.1671

y₅*
532.1885

b₅-H₂O
536.2827

b₅
554.2933

y₅
630.1654

b₆
655.341

y₆*
661.2311

b₁₃²⁺
723.3232

b₇-H₂O
766.373

b₇
784.3836

y₇*
789.2897

b₁₆²⁺
906.8622

b₈
913.4262

b₁₇²⁺
971.3835

y₉
1061.331

y₁₀*
1064.401

b₁₀-H₂O
1083.495

b₁₀
1101.506

y₁₀
1162.378

b₁₁-H₂O
1170.527

b₁₁-NH₃
1171.511

b₁₁
1188.538

y₁₁*
1193.444

y₁₁
1291.421

b₁₂-H₂O
1298.586

b₁₂-NH₃
1299.57

b₁₂
1316.596

b₁₃-NH₃
1428.613

b₁₃
1445.639 b₁₄*

1514.661

y₁₃
1521.511

b₁₅*
1585.698

b₁₅-NH₃
1666.648

b₁₅
1683.675 y₁₆*

1751.673

b₁₆
1812.717

y₁₆
1849.649
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1652

Hsp84; Hsp84-1; Hsp90ab1; Hspcb

73.91

ITMS; CID; 2

_

y₁₆

I

y₁₅²⁺

b₂

E

y₁₄²⁺

b₃

D

y₁₃²⁺

b₄

V G

y₁₁

ph

S D E

b₉

E D

y₆²⁺

b₁₁

D S G K

y₂

b₁₅²⁺

D K K _

a₂
215.139

b₂
243.1339

y₂
275.2078

y₆²⁺
331.6952

b₃
358.1609

b₄
457.2293

y₁₃²⁺
745.2881

y₁₄²⁺
794.8223

b₁₅²⁺
836.2989

y₁₅²⁺
852.3358

y₁₆²⁺
916.8571

b₉
1054.361

y₁₁
1265.549

b₁₁
1284.415

y₁₆
1832.707
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1778

Scamp3

97.43

ITMS; CID; 2

_

y₇*

K

y₆*

b₂

I

y₅

b₃*

ph

S P T

y₂

b₆*

E

y₁

P R _

y₁
175.119

b₂-NH₃
225.1598

b₂
242.1863

y₂-NH₃
255.1452

y₂
272.1717

b₃*
311.2078 b₃-H₂O

391.1741

y₅
599.3148

b₆*
638.3508

y₆*
668.3362

b₆-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1779

Cpla2; Pla2g4; Pla2g4a

146.81

ITMS; CID; 2

_ H

b₂

I

b₃

V

b₄

S

y₁₃*

N

b₆

D

y₁₁*

b₇

S

y₁₀*

S

y₉*

b₉

D

y₈²⁺
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D

b₁₂

D
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E
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b₁₄

A
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b₁₅²⁺

Q

y₂

b₁₆²⁺

G P K _

y₂
244.1656

b₂
251.1503

y₃
301.187

b₆²⁺
333.6639

b₃
350.2187

b₇²⁺
377.1799

y₄-NH₃
412.2191

y₄
429.2456

y₈²⁺
430.1932

b₄
437.2507

y₅
500.2827

y₉²⁺
513.6924

y₁₀²⁺
571.2059

b₆
666.3206

y₇-NH₃
727.3257

b₁₃²⁺
741.2568

y₇
744.3523

b₇
753.3526

b₁₄²⁺
776.7754

b₁₅²⁺
840.8047

b₁₆²⁺
869.3154

y₉*
928.4007

b₉
955.4116

y₉
1026.378

y₁₀*
1043.428

y₁₁*
1130.46

y₁₀
1141.405 y₁₁

1228.437 y₁₃*
1332.519

b₁₂
1352.464

b₁₃-H₂O
1463.496

b₁₄
1552.544

b₁₅-NH₃
1663.576
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1852

Fli-2; Hnrnpa1; Hnrpa1; Tis

92.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1873

Sfrs10; Silg41; Tra2b; Tra2a

103.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1916

Hirip3

70.11

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1954

Casc3; Mln51

75.56

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

1960

Caper; Rbm39; Rnpc2

74.84

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2160

Hdgf; Tdrm1

50.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2202

Kri1

52.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2206

Pi4k2a

134.25

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2256

Dmxl2; Kiaa0856

64.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2326

Dek

70.34

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2513

Nherf; Nherf1; Slc9a3r1

31.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2522

Safb2

40.49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2592

Rnps1

62.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2609

Lig1; Lig-1

36.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2615

Hdgfrp2

81.52

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2676

Clasp2; Kiaa0627

202.63

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2724

Kiaa0222; Zfp516; Znf516

52.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2747

Clasp1; Kiaa0622

210.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2845

Zfp265; Zis; Znf265; Zranb2

126.16

ITMS; CID; 2

_ E

y₁₈²⁺

V

y₁₇²⁺

E

y₁₆²⁺

D

y₁₅²⁺

K E

y₁₃²⁺

ph

S

b₈

E

y₁₁²⁺

G

y₁₀

b₁₀-H₂O

E

y₉

b₁₁-H₂O

E

y₈

b₁₂²⁺

E

y₇

b₁₃-H₂O

D

b₁₄²⁺

E D

y₄

b₁₆

E

y₃

D

y₂

b₁₈²⁺

I

b₁₉²⁺

S K _

y₂
234.1448 y₃

347.2289

y₄
462.2558

y₈²⁺
475.7011

y₉²⁺
540.2224

y₁₀²⁺
604.7437

y₁₁²⁺
669.265

b₁₂²⁺
735.7614

y₁₃²⁺
762.297

y₇
835.368

b₁₄²⁺
857.7962

y₁₅²⁺
910.3175

y₈
950.3949

y₁₆²⁺
974.365

b₁₆²⁺
979.831

b₈-H₂O
1008.356

b₈
1026.366

y₁₇²⁺
1031.878

y₉
1079.438

b₁₈²⁺
1093.886

y₁₈²⁺
1096.4

b₁₉²⁺
1137.402

y₁₀-NH₃
1191.454

b₁₀-H₂O
1194.42

b₁₀-NH₃
1195.404

y₁₀
1208.48

b₁₁-H₂O
1323.462

b₁₂-H₂O
1452.505

b₁₃-H₂O
1567.532

b₁₄-NH₃
1697.559

b₁₆
1958.655

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2000

4000
6000

Intensity

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2846

Eif4g1

59.43

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2902

D17h6s45; Nelfe; Rd; Rdbp

190.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2914

Sh3d2b; Sh3gl1

90.63

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2922

Acly

64.27

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2957

Marcksl1; Mlp; Mrp

157.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

2983

Thrap3; Trap150

76.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3051

P2pr; Pact; Rbbp6

42.21

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3107

Dock2

81.62

ITMS; CID; 2

_ R

y₈

b₂

S

b₃*

ph

S

y₆

b₄*

V V

y₄

b₆*

F

y₃

b₇*

A

y₂

b₈*

D

b₉*

E K _

a₂
226.1538

b₂
254.1487

y₂
284.1696

b₃*
323.1701 y₃

399.1965

b₄*
422.2386

y₄
470.2337

b₆*
668.3754

y₆
716.3705

b₇*
739.4125

b₆
766.3523

b₈*
854.4394 b₈

952.4163

y₈
982.4373

b₉*
983.482 b₉

1081.459

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e4]

200 300 400 500 600 700 800 900 1000 1100 1200

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3155

Bnip2; Nip2l

77.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3204

Eif5b; If2

179

ITMS; CID; 2
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b₁₂*
1163.58

b₂₃²⁺
1252.005

b₁₂
1261.557

b₁₃*
1330.579 b₁₄*

1459.621

b₁₅*
1476.671

y₁₅*
1529.708

b₁₆*
1547.708

b₁₄
1557.598

b₁₅*
1574.648

y₁₆*
1626.761

y₁₅*
1627.685

b₁₆*
1645.685

b₁₇*
1662.735

y₁₅
1725.662

b₁₆-NH₃
1726.636

b₁₇
1858.689

y₁₉*
1913.872

b₁₈
1973.716
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3374

Rif1

112.42

ITMS; CID; 2

_ S S

y₁₀

b₃

D

y₉

b₄*

ph

S

y₈

b₅*

V

y₇

b₆*

D

b₇*

I

y₅

b₈*

E

y₄

E

y₃

b₁₀*

Q

b₁₁*

E

b₁₂

E K _

b₃-H₂O
272.0877

b₃
290.0983

b₄*
359.1197

y₃
405.198

b₅*
458.1882

y₄-NH₃
516.23

y₄
533.2566

b₆*
573.2151

y₅
662.2992

b₇*
686.2992

b₈*
815.3418

b₈-H₂O
895.3081

y₇
904.4258

b₈
913.3186

y₈
1019.453

b₁₀*
1072.443

y₉
1118.521

b₁₀
1170.42

b₁₁*
1201.486

y₁₀
1285.52

b₁₁
1299.462

b₁₂
1428.505
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3450

Rrp15

60.56

ITMS; CID; 2

_ D

b₂

W

y₁₉*

b₃

D K E

b₆-H₂O

ph

S

y₁₅²⁺

E G

y₁₃²⁺

E

y₁₂²⁺

b₁₀

E

y₁₁²⁺

b₁₁

P

y₁₀²⁺

b₁₂

A

y₉²⁺

G

y₈-NH₃

G R A

y₅

E A

b₁₉*

A A S R _

a₂
274.1186

b₂-H₂O
284.103

b₂
302.1135

b₃
417.1405

y₉²⁺
444.7359

y₁₀²⁺
473.2467

y₅
475.2623

y₁₁²⁺
508.7652

y₁₂²⁺
557.2916

y₁₃²⁺
621.8129

y₁₅²⁺
714.8449

y₈-NH₃
814.4166

b₆-H₂O
823.2658

y₁₉²⁺
991.4342

b₁₀
1285.426

b₁₁
1382.478

b₁₂-NH₃
1436.489

b₁₂
1453.516

y₁₉*
1883.884

y₁₉-NH₃
1964.835

b₁₉*
1967.837
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3477

Tmx1; Txndc; Txndc1

92.56

ITMS; CID; 2

_ V

y₂₃²⁺

E

y₂₂²⁺

b₃

E

y₂₁²⁺

b₄

E

y₂₀²⁺

b₅

Q

y₁₉²⁺

b₆

E

y₁₈²⁺

b₇

A

y₁₇²⁺

D E

y₁₅²⁺

E

y₁₄*

D

y₁₃

b₁₂

V

y₁₂²⁺

ph

S E E

y₉²⁺

b₁₆*

E

y₈²⁺

A E

y₆

D R E G A S K _

y₆²⁺
324.1772

b₃
358.1609

y₈²⁺
446.212

y₉²⁺
481.7305

b₄
487.2035

b₅-H₂O
597.2515

b₅
615.262

y₆
647.3471

y₁₂²⁺
675.2944

b₆
744.3046

y₁₃²⁺
758.7936

y₁₄²⁺
808.3278

b₇
815.3418

y₁₅²⁺
865.8413

y₁₇²⁺
994.8839

y₁₈²⁺
1052.397

y₁₉²⁺
1087.916

y₂₀²⁺
1152.437

y₂₁²⁺
1216.466

y₂₂²⁺
1280.988

y₂₃²⁺
1345.509

b₁₂
1402.549 y₁₃

1516.58

y₁₄*
1517.671

y₁₄
1615.648

b₁₆*
1858.698
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3507

Dyrk; Dyrk1a; Dyrk1b

179.21

ITMS; CID; 2

_

y₇

I

y₆

b₂

Y

y₅

b₃

Q

y₄

b₄

ph

Y

y₃

b₅

I

y₂

b₆

Q

y₁

b₇

S R _

y₁
185.1272

a₂
249.1598

y₂
272.1592

b₂
277.1547

y₃
400.2178

b₃
405.2132

y₆²⁺
442.6987

y₄
513.3019

y₇²⁺
524.2304

b₄
648.2429

y₅-NH₃
739.305

y₅
756.3315

b₅
761.327

y₆-NH₃
867.3636

y₆
884.3901

b₆
889.3855

b₇-H₂O
958.407

b₇-NH₃
959.391

b₇
976.4176

y₇
1047.453
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3510

Rps6

47.55

ITMS; CID; 2

_ R

y₉*

b₂

I

y₈*

b₃*

ph

S
ph

S

b₅*

I

y₅*

b₆

R

y₄*

b₇

A

y₃

ph

S T

b₁₀-NH₃

S K _

b₂
270.1925

y₃
335.1925

b₃*
339.2139

y₄*
404.214

b₃-H₂O
419.1802

y₅*
475.2511

y₄
502.1909

b₅*
521.3194

y₈*
813.4577

b₆
873.3743

b₇
944.4115

y₈
1009.412

y₉*
1078.433 b₁₀-NH₃

1282.463
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3513

Mdm2

194.23

ITMS; CID; 2

_ R

y₁₆

b₂

R

b₃*

ph

S

y₁₄

I

y₁₃

S

y₁₂

b₆

E

y₁₁

T

y₁₀

b₈

E

y₉

b₉²⁺

E

y₈

b₁₀²⁺

N

y₇

T

y₆

b₁₂

D

y₅

b₁₃²⁺

E

y₄

b₁₄

I P G E R _

b₂
313.2095

b₃*
382.231

b₆²⁺
405.1869

y₄-NH₃
441.2092

y₄
458.2358

b₈²⁺
520.232

y₅
571.3198

b₉²⁺
584.7533

b₁₀²⁺
641.7748

y₆-NH₃
683.3359

y₁₂²⁺
695.3101

y₆
700.3624

b₁₂²⁺
749.8121

b₆
809.3665

b₁₃²⁺
814.3334

y₇
815.3894

b₁₄²⁺
870.8754

y₈
916.4371

y₁₆²⁺
943.3886

y₉-NH₃
1013.453

y₉
1030.48

b₈
1039.457

y₁₀-NH₃
1142.496

y₁₀
1159.523

y₁₁
1288.565

y₁₂
1389.613

b₁₂
1498.617

y₁₃-NH₃
1501.629

y₁₃
1518.655

y₁₄-NH₃
1588.661

y₁₄
1605.687

b₁₄
1740.744

y₁₆-NH₃
1868.743

y₁₆
1885.77
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3535

Kiaa0007; Wdr43

44.43

ITMS; CID; 2

_

y₁₁*

K

y₁₀*

I

b₃

G

y₈

ph

S T E A

y₄

T

b₉²⁺

I

y₂

b₁₀*

E

b₁₁*

E R _

b₃
299.2078

y₂
304.1615

b₉²⁺
491.2363

y₄
546.2882 y₈

948.4633

b₁₀*
1012.531

y₁₀*
1074.506

b₁₀-NH₃
1093.481

b₁₀
1110.508

b₁₁*
1141.574

y₁₁*
1187.59
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3603

Kbtbd11; Kiaa0711

149.3

ITMS; CID; 2

_ A S

y₁₂

A

y₁₁*

b₄

A

y₁₀*

b₅

E

y₉

b₆

G

y₈

b₇-H₂O

S

y₇*

b₈

E

y₆*

b₉

A

y₅

b₁₀*

ph

S

y₄

P P

y₂

S

b₁₄*

I R _

y₂
288.203

b₄
301.1506

b₅-H₂O
412.1827

b₅
430.1932

b₆-H₂O
469.2041

y₄
472.2878

b₆
487.2147

b₇-H₂O
556.2362

y₅
569.3406

y₆*
638.362

y₁₂²⁺
640.7796

b₈-H₂O
685.2788

b₈
703.2893

y₇*
709.3991

b₉
774.3264

y₇
807.376

b₁₀*
843.3479

y₈
936.4186

y₁₀*
982.4952

y₉
1023.451

y₁₀-NH₃
1063.446

y₁₀
1080.472

y₁₁*
1111.538

y₁₁-NH₃
1192.488

y₁₁
1209.515

b₁₄*
1237.57

y₁₂
1280.552

b₁₄-H₂O
1317.536

b₁₄
1335.546
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3613

Hdac1

38.09

ITMS; CID; 2

_

y₁₈²⁺

I

y₁₇²⁺

A

y₁₆²⁺

b₃

C E E

y₁₃*

E F

b₈²⁺

ph

S

b₉²⁺

D S D

b₁₂-H₂O

E

b₁₃

E G

y₄

b₁₅

E G G R K _

b₃
345.1591

y₄
417.2568

b₈²⁺
523.6805

b₉²⁺
581.1939

y₁₆²⁺
940.3469

y₁₇²⁺
1020.362

y₁₈²⁺
1055.881

y₁₃*
1394.582

b₁₂-H₂O
1474.472

b₁₃
1621.525

b₁₅
1807.589
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3644

H1f5; Hist1h1b

244.1

ITMS; CID; 2

ac

_

y₁₉*

S E

y₁₇

b₃

T

y₁₆*

b₄

A

y₁₅*

P

y₁₄*

A

y₁₃*

b₇-H₂O

E

y₁₂*

T

y₁₁*

b₉-H₂O

A

y₁₀*

A

y₉*

P

y₈*

A P

y₆*

V

y₅*

E

y₄*

K

y₃

b₁₇*

ph

S P

b₁₉

A K _

y₃-NH₃
298.1761

y₃
315.2027

b₃-H₂O
342.1296

b₃
360.1401

y₄*
384.2241

b₄-H₂O
413.1667

b₄
431.1773

y₄
482.201

y₅*
512.3191

y₅
610.296

y₁₂²⁺
623.3156

y₆*
641.3617

y₁₃²⁺
673.8394

b₇-H₂O
710.2992

y₆
739.3386

y₁₅²⁺
773.8793

y₁₆²⁺
822.4057

y₈*
837.4829

y₁₇²⁺
857.9242

b₉-H₂O
882.384

y₉*
908.52

y₈
935.4598

y₉-NH₃
989.4703

y₁₀*
1005.573

y₉
1006.497

y₁₁*
1076.61

y₁₀
1103.55

y₁₂*
1147.647

y₁₁
1174.587

y₁₂
1245.624

y₁₃*
1248.695

y₁₃-NH₃
1329.645

y₁₃
1346.672

y₁₄*
1377.737

y₁₅*
1448.774

y₁₄
1475.714

y₁₅-NH₃
1529.725

y₁₆*
1545.827

y₁₅
1546.751

y₁₆
1643.804

b₁₇*
1661.802 y₁₇

1714.841

b₁₇
1759.779

y₁₉*
1846.955

b₁₉
1927.868
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3674

Hdac2; Yy1bp

185.61

ITMS; CID; 2

_ I A C

y₁₅*

b₄

D

b₅

E

y₁₃*

b₆

E

y₁₂*

b₇

F

y₁₁*

b₈*

ph

S

y₁₀

b₉*

D

y₉

ph

S

y₈

b₁₁*

E

y₇

b₁₂*

D

y₆

b₁₃*

E G

y₄

b₁₅*

E

y₃

G

b₁₇

G R R _

y₃
388.2415

y₄
445.263

b₄
460.186

b₈²⁺
516.6726

y₁₀²⁺
586.2224

b₅
589.2286

y₆-NH₃
614.3005

y₆
631.327

b₆-H₂O
700.2607

b₆
718.2712

y₇
760.3696

b₇
865.3396

y₈
875.3966 b₈*

934.3611

y₉
1004.439

b₉*
1049.388

y₁₀
1171.438

y₁₁*
1188.488

b₁₁*
1247.452

y₁₂*
1257.509

y₁₁
1286.464

b₁₁*
1345.429

y₁₂*
1355.486

b₁₂*
1362.479

y₁₂
1453.463

b₁₂*
1460.456

b₁₃*
1491.522

y₁₃*
1502.554

b₁₂
1558.433

b₁₃*
1589.499

y₁₃
1600.531

b₁₅*
1677.586

b₁₃
1687.475

y₁₅*
1760.64

b₁₅*
1775.563

b₁₅
1873.539

b₁₇
1987.582

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4
5

6

Intensity [10e5]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3748

Hmga1; Hmgi; Hmgiy

141.07

ITMS; CID; 2

_ K

y₁₇²⁺

I

y₁₆²⁺

b₃

E

b₄

K

y₁₄-NH₃

b₅

E

y₁₃*

b₆²⁺

E

y₁₂*

b₇²⁺

E

y₁₁*

b₈²⁺

E

b₉²⁺

G

y₉*

b₁₀²⁺

I

y₈-NH₃

ph

S

b₁₂-NH₃

Q

y₆*

b₁₃

E
ph

S
ph

S E

y₂

b₁₇²⁺

E

b₁₈²⁺

E Q _

y₂-NH₃
259.0925

y₂
276.119

b₃-H₂O
353.2183

b₃
371.2289

b₆²⁺
379.2082

y₆²⁺
434.6041

b₇²⁺
443.7295

b₄
499.3239

b₈²⁺
508.2508

b₉²⁺
536.7615

b₁₀²⁺
593.3035

b₅
628.3665

y₆*
672.2471

y₆
868.2009

y₁₆²⁺
1053.839

b₁₇²⁺
1101.394

y₈-NH₃
1108.276

y₁₇²⁺
1118.361

b₁₈²⁺
1165.916

y₉*
1194.324

y₉-NH₃
1275.274

y₉
1292.3

y₁₁*
1364.429

y₁₁-NH₃
1445.379

y₁₁
1462.406

b₁₂-NH₃
1463.63

y₁₂*
1493.472

y₁₂
1591.449

b₁₃
1609.699

y₁₃*
1622.514

y₁₃-NH₃
1703.465

y₁₄-NH₃
1832.507
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3818

Apob48r

117.65

ITMS; CID; 2

_ Q

b₂

I

y₁₉²⁺

b₃

E

b₄-H₂O

E

y₁₇*

G

y₁₆²⁺

Q

y₁₅*

K G

b₉-H₂O

Q

y₁₂

E

y₁₁*

E

y₁₀

b₁₂

T

y₉

S

y₈

G

y₇

b₁₅

A

y₆²⁺

P

y₅*

b₁₇

D

y₄*

I

y₃

ph

S

y₂

P E R _

b₂
242.1499

y₂
314.1698

b₃
371.1925

y₆²⁺
403.6696

y₃
411.2226

y₇²⁺
452.196

y₄*
480.244

b₄-H₂O
482.2245

y₁₀²⁺
559.7413

y₄
578.2209

y₅*
593.3281

y₁₂²⁺
674.7864

b₁₅²⁺
790.8675

y₇-NH₃
886.3582

y₁₆²⁺
899.9023

y₇
903.3847

y₈
974.4218

b₉-H₂O
988.4938

b₉-NH₃
989.4778

y₉
1031.443

y₁₉²⁺
1056.964

y₁₀
1118.475

y₁₁*
1121.546

y₁₁
1219.523

y₁₂
1348.566

b₁₂
1365.637

b₁₅-H₂O
1562.717

b₁₅-NH₃
1563.701

y₁₅*
1564.711

b₁₅
1580.728

y₁₅
1662.688 b₁₇

1792.808

y₁₇*
1828.879
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3990

Aarsd1; Alax; P01030

72.23

ITMS; CID; 2

_

y₅*

I

y₄*

b₂

P V

y₂

ph

S

y₁

b₅

V R _

y₁
175.119

a₂
183.1492

b₂
211.1441

y₂
274.1874

y₄*
442.2772

y₅*
539.33

y₄
540.2541

b₅
576.2793 y₅

637.3069
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

3991

Kiaa0099; Pum1

147.26

ITMS; CID; 2

_

y₁₁

R

y₁₀*

b₂

D

y₉

b₃*

ph

S

y₈

b₄*

I

y₇

b₅

T G S

y₄

S

y₃

b₉*

D

y₂

b₁₀*

I

b₁₁*

Y K _

b₂-H₂O
254.1248

b₂
272.1353

y₂
310.1761

b₃*
341.1568

y₃
423.2602

b₄*
454.2409

y₄
538.2871

b₅
653.2654

y₇
769.3727

y₈
870.4203

b₉*
901.401

y₉
983.5044

b₉
999.3779

b₁₀*
1014.485

y₁₀*
1052.526

b₁₀-H₂O
1094.451

b₁₀
1112.462

y₁₀
1150.503

b₁₁*
1177.548

b₁₁-H₂O
1257.515

y₁₁
1265.53

b₁₁
1275.525
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4049

Fam63a; Ni

122.34

ITMS; CID; 2

_ V

y₁₆²⁺

b₂

E

y₁₅²⁺

b₃

T

y₁₄*

b₄

A

y₁₃²⁺

b₅

E

y₁₂²⁺

V

y₁₁*

C S

y₉*

b₉

R

y₈²⁺

b₁₀

P

y₇²⁺

Q

b₁₂-H₂O

E

y₅*

b₁₃

I P Q

y₂

b₁₆*

ph

S P R _

b₂
229.1183

y₂
272.1717

b₃-H₂O
312.1554

b₃
330.166

b₄-H₂O
383.1925

b₄
401.2031

y₇²⁺
453.7077

b₅-H₂O
512.2351

b₉²⁺
516.7426

y₈²⁺
517.737

b₅
530.2457

y₅*
566.3045

b₁₃²⁺
750.3616

y₁₂²⁺
767.8452

y₁₃²⁺
817.3794

y₁₄²⁺
881.9007

y₁₅²⁺
917.4193

y₁₆²⁺
967.9431

b₉
1032.478

y₉*
1033.543

b₁₀
1129.531

y₉
1131.519

y₁₁*
1276.676

b₁₂-H₂O
1368.621

b₁₃-NH₃
1482.689

b₁₃
1499.716

y₁₄*
1664.817

b₁₆*
1793.849
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4139

Prkar2b

150.91

ITMS; CID; 2

_ R A
ph

S

y₁₇²⁺

b₄*

V

y₁₆-NH₃

b₅-NH₃

C A

b₇

E

y₁₃

b₈

A

y₁₂

b₉

Y

y₁₁

b₁₀

N

y₁₀

P

y₉

b₁₂

D

y₈

b₁₃

E E

y₆

b₁₅²⁺

E

y₅

D

y₄

b₁₇²⁺

D

y₃

A

y₂

b₁₉²⁺

E S R _

y₂
262.151

y₃
391.1936

b₄*
396.2354 y₄

462.2307

b₈²⁺
463.1835

b₉²⁺
544.7152

y₅
577.2576

b₁₀²⁺
601.7366

b₅-NH₃
637.2164

y₁₁²⁺
646.2497

y₆
692.2846

y₁₂²⁺
703.2711

y₁₃²⁺
784.8028

b₇
854.3226

b₁₅²⁺
901.3404

b₈
925.3597

y₈
950.3698

y₁₇²⁺
1000.377

b₁₇²⁺
1016.367

y₉
1079.412

b₉
1088.423

b₁₉²⁺
1116.407

y₁₀
1194.439

b₁₀
1202.466

y₁₁-NH₃
1274.466

y₁₁
1291.492

y₁₂-NH₃
1388.508

y₁₂
1405.535

b₁₂
1414.546

b₁₃
1543.588

y₁₃-NH₃
1551.572

y₁₃
1568.598

y₁₆-NH₃
1822.689
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4142

Carhsp1

66.07

ITMS; CID; 2

_

y₆*

T

y₅*

b₂

F

y₄

b₃-H₂O

ph

S

y₃

A T

y₁

V R _

y₁
175.119

a₂
221.1285

b₂-H₂O
231.1128

b₂
249.1234

y₃
375.235

b₃-H₂O
398.1112

y₄
446.2722

y₅*
515.2936

y₅
613.2705

y₆*
662.362 y₆

760.3389
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4194

Mct1; Slc16a1

149

ITMS; CID; 2

_
ph

S

a₂

K

b₃*

E

y₁₉²⁺

b₄*

S

y₁₈²⁺

b₅*

I

y₁₇

b₆*

Q

y₁₆

E

b₈*

A G

y₁₃

b₁₀

K

y₁₂

b₁₁²⁺

S

y₁₁

b₁₂

D

y₁₀

b₁₃

A

y₉

b₁₄

N T

y₇

b₁₆*

D

y₆

b₁₇-NH₃

I

y₅

I

y₄

G

y₃

b₂₀²⁺

G

y₂

S P K _

y₂
244.1656

a₂
268.1057

b₃*
327.1663

y₃
331.1976

y₄
388.2191

b₄*
414.1983

y₅
445.2405

b₄
512.1752

b₅*
527.2824

y₆
558.3246

b₁₀²⁺
569.7606

b₁₁²⁺
613.2766

b₆*
655.341

y₇
671.4087

b₁₃²⁺
706.3087

y₁₆²⁺
765.8916

y₁₇²⁺
830.4128

b₈*
855.4207

b₁₆²⁺
871.3675

y₉
887.4833

y₁₈²⁺
894.4421

y₁₉²⁺
950.9842

y₁₀
1001.526

b₂₀²⁺
1041.473

y₁₁
1072.563

b₁₀
1138.514

y₁₂
1187.59

y₁₃-NH₃
1257.596

y₁₃
1274.622 b₁₂

1340.573

b₁₃
1411.61

b₁₄
1525.653

y₁₆
1530.776

b₁₆*
1643.751

y₁₇
1659.818

b₁₆-H₂O
1723.717

b₁₇-NH₃
1837.785
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4207

Pnn

46.66

ITMS; CID; 2

_ Q E

y₂₁²⁺

b₃

ph

S

y₂₀²⁺

b₄-H₂O

D P E D

b₈-NH₃

D

y₁₅²⁺

b₉

D V

y₁₃

b₁₁-H₂O

K

y₁₂

b₁₂-H₂O

K

b₁₃-NH₃

P

b₁₄*

A

y₉

b₁₅*

I Q S S

y₅

V

y₄

V

y₃

A T S K _

y₃
335.1925

y₄
406.2296

b₃
425.1068

y₅
505.298

b₄-H₂O
522.1232

b₄-NH₃
523.1072

y₁₂²⁺
594.3352

y₁₃²⁺
658.3826

y₁₅²⁺
771.9643

y₉
906.4891

b₈-NH₃
979.2564

y₂₀²⁺
1057.552

b₉
1111.31

y₂₁²⁺
1115.066

y₁₂
1187.663

y₁₃
1315.758

b₁₁-H₂O
1320.463

b₁₂-H₂O
1448.558

b₁₂-NH₃
1449.542 b₁₄*

1536.681

b₁₃-NH₃
1546.594

b₁₅*
1649.765
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4209

Mndal

95.5

ITMS; CID; 2

_ C

b₂

Q

y₂₀²⁺

b₃*

ph

S P I I H

b₈²⁺

S S S

y₁₂

S

y₁₁

b₁₂*

A

y₁₀

b₁₃-NH₃

S

y₉

b₁₄

S

b₁₅-NH₃

N

y₇

b₁₆

I

y₆

P

y₅

b₁₈

S

y₄

A

y₃

T

y₂-NH₃

N

b₂₂²⁺

Q K _

y₂-NH₃
266.159

b₂
289.0965

b₃*
358.118

y₇²⁺
377.2027

y₃
397.2285

b₃
456.0949

y₄
498.2762

b₈²⁺
502.207

y₅
569.3133

y₆
656.3453

b₁₂²⁺
668.2736

y₇
753.3981

b₁₄²⁺
755.3056

b₁₆²⁺
868.8691

y₉
980.5251

y₂₀²⁺
1017.521

y₁₀
1067.557

y₁₁
1154.589

b₂₂²⁺
1168.005

y₁₂-NH₃
1208.6

y₁₂
1225.626

b₁₂*
1237.563

b₁₂-NH₃
1318.513

b₁₂
1335.54

b₁₃-NH₃
1405.545

b₁₄
1509.604

b₁₅-NH₃
1606.62

b₁₆-NH₃
1719.704

b₁₆
1736.731 b₁₈

1920.816
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4238

Ddx21

68.66

ITMS; CID; 2

_ Q A D S

b₅-H₂O

E

y₁₉²⁺

b₆-H₂O

T

b₇-NH₃

K

y₁₇*

E

y₁₆*

I

y₁₅*

b₁₀

I

b₁₁

T

y₁₃-NH₃

b₁₂-NH₃

E

y₁₂*

b₁₃

E

y₁₁*

P
ph

S

y₉

E E

y₇

E

y₆

b₁₉²⁺

A

y₅

D

y₄

ox

M

y₃

P K P K _

y₃
372.2605

y₄
469.3133

b₅-H₂O
513.194

b₆-H₂O
614.2416

y₅
616.3487

y₁₁²⁺
678.7731

y₁₂²⁺
727.2995

y₆
731.3756 b₇-NH₃

743.3206

y₇
802.4128

y₉
1060.498

b₁₀-H₂O
1097.547

b₁₉²⁺
1098.957

b₁₀
1115.558

y₁₉²⁺
1148.519

b₁₁
1216.606

y₁₁*
1258.562

b₁₂-NH₃
1328.622

y₁₂*
1355.615

y₁₁
1356.539

y₁₂
1453.592

b₁₃-NH₃
1457.664

b₁₃
1474.691

y₁₃-NH₃
1565.608

y₁₅*
1714.748

y₁₅
1812.725

y₁₆*
1827.832

y₁₇*
1940.916

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2

4
6

8

Intensity [10e4]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4275

Wdr6

48.57

ITMS; CID; 2

_
ph

Y

y₁₁

b₂

ox

M
ph

S I A

b₆

I

y₆

b₇

C

y₅

b₈

E

y₄-NH₃

I D N

b₁₂

D R _

b₂
391.0723

y₄-NH₃
502.1892

y₅-NH₃
615.2733

y₅
632.2998

y₆
761.3424

b₆
855.2759

b₇
1015.307 b₈

1144.349

y₁₁
1385.577

b₁₂-H₂O
1583.519

b₁₂
1601.53
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4279

Ndr1; Ndrg1; Ndrl; Tdd5

130.24

ITMS; CID; 2

_

y₁₃-NH₃

T

y₁₂*

A

y₁₁

b₃*

ph

S

y₁₀

b₄*

G

y₉

b₅*

S

y₈

b₆*

S

y₇

b₇*

V

y₆

b₈-H₂O

T

y₅

S

y₄

b₁₀*

I

y₃

b₁₁*

E

y₂

G

b₁₃*

T R _

b₃*
242.1135

y₂
276.1666

b₄*
299.135

y₃
333.1881

y₇²⁺
382.2009

b₅*
386.167 y₄

462.2307

b₆*
473.1991

b₇*
572.2675

y₅
575.3148

y₆
662.3468

b₈-H₂O
753.2815

y₇
763.3945

y₈
862.4629

b₁₀*
873.4312

y₉
949.4949

b₁₀-H₂O
953.3976

b₁₁*
1002.474

y₁₀
1036.527

b₁₁-H₂O
1082.44

y₁₁
1093.548

b₁₁
1100.451

b₁₃*
1160.543

y₁₂*
1162.57

b₁₃
1258.52

y₁₂
1260.547

y₁₃-NH₃
1314.557
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4330

Gpatc4; Gpatch4

115.63

ITMS; CID; 2

_ Q

y₁₇

G

y₁₆

T

y₁₅*

b₄

A

y₁₄*

b₅-H₂O

I

y₁₃*

b₆-NH₃

G

y₁₂

ph

S

y₁₁

b₈*

E

y₁₀

E

y₉

b₁₀-NH₃

E

y₈

b₁₁-NH₃

E

y₇

b₁₂*

A

y₆

b₁₃-NH₃

A

y₅

G

y₄

b₁₅

E

y₃

S

y₂

G P R _

y₂
272.1717

y₃
329.1932

b₄-NH₃
341.1456

b₄
358.1721

y₄
416.2252

b₅-H₂O
453.2456

b₅-NH₃
454.2296

b₆-NH₃
511.2511

y₅
545.2678

y₆
602.2893

y₇
673.3264

b₈*
726.3417

y₈
744.3635

y₁₅²⁺
799.3225

y₉
873.4061

y₁₀
1002.449

b₁₀-NH₃
1065.377

y₁₁-NH₃
1114.465

y₁₁
1131.491

b₁₂*
1184.507

b₁₁-NH₃
1194.42

y₁₂
1260.534

b₁₂-NH₃
1265.457

y₁₃*
1329.555

b₁₃-NH₃
1336.494

y₁₄*
1386.577

y₁₃
1427.532

y₁₄
1484.554

y₁₅*
1499.661

b₁₅-NH₃
1522.558

b₁₅
1539.585

y₁₅
1597.638

y₁₆
1668.675 y₁₇

1769.723
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4369

Tp53bp1; Trp53bp1

157.47

ITMS; CID; 2

_ S

y₁₆²⁺

b₂

E

y₁₅²⁺

b₃

D

y₁₄*

R

b₅-NH₃

P

y₁₂

ph

S

y₁₁²⁺

b₇*

S P

y₉

b₉*

Q

y₈

b₁₀*

V

y₇

b₁₁-H₂O

S

y₆

b₁₂

V

y₅

b₁₃²⁺

A

y₄

A

y₃

V

y₂

b₁₆²⁺

E

b₁₇²⁺

T K _

b₂
217.0819

y₂
248.1605 b₃

332.1088

y₇²⁺
359.2107

y₃
377.2031

y₄
476.2715

b₉²⁺
532.7059

y₅
547.3086

y₁₁²⁺
564.8166

b₅-NH₃
568.2362

b₁₀²⁺
582.2401

y₁₂²⁺
608.3326

y₆
618.3457

b₁₂²⁺
675.2903

b₁₃²⁺
710.8088

y₇
717.4141

y₁₄²⁺
740.3582

b₇*
741.3162

y₈
804.4462

y₁₅²⁺
818.4087

b₁₆²⁺
860.3829

y₁₆²⁺
875.9222

y₉
903.5146

b₁₇²⁺
910.9067

b₉*
966.4275

b₉-NH₃
1047.378

b₉
1064.404

b₁₀*
1065.496

b₁₀
1163.473

y₁₂
1215.658

b₁₁-H₂O
1232.494

b₁₂
1349.573

y₁₄*
1381.732

y₁₄
1479.709
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4381

Pgrmc; Pgrmc1

91.73

ITMS; CID; 2

_ I

y₂₁²⁺

I

b₃

K

b₄

E G

b₆

E

y₁₆²⁺

E

y₁₅*

b₈-H₂O

P T

y₁₃*

b₁₀

V

y₁₂

Y

y₁₁²⁺

b₁₂*

ph

S

y₁₀

b₁₃*

D

y₉

b₁₄*

D E

y₇²⁺

b₁₆*

E P

y₅

K

y₄

D

y₃

E T A R _

y₃
347.2037

b₃
355.2704

y₇²⁺
408.7141

b₄-H₂O
466.3024

y₄
476.2463

b₄
484.313

y₉²⁺
537.7567

y₅-NH₃
574.2467

y₅
591.2733

y₁₀²⁺
595.2702

y₁₁²⁺
652.7837

b₆
670.377

b₈-H₂O
878.4618

b₈-NH₃
879.4458

y₁₅²⁺
917.8726

y₁₆²⁺
966.3989

y₉
1074.506

b₁₀
1096.588

y₁₀
1189.533

y₂₁²⁺
1252.521

b₁₂*
1328.673

b₁₃*
1443.7

y₁₂
1471.558

y₁₃*
1536.645

b₁₄*
1558.727

b₁₄
1656.704

y₁₅*
1736.761

b₁₆*
1816.812

y₁₅-NH₃
1817.711

b₁₆
1914.789
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4416

Ddx21

69.12

ITMS; CID; 2

_ S

y₂₂²⁺

N

y₂₁²⁺

b₃-NH₃

S

y₂₀²⁺

S

y₁₉²⁺

b₅

D

y₁₈²⁺

b₆

A

y₁₇²⁺

b₇

P

b₈²⁺

G

y₁₅-NH₃

E E
ph

S
ph

S

y₁₁

S

b₁₄*

E

y₉-NH₃

T

b₁₆

E K

y₆

b₁₈*

E

y₅

I P V E Q K _

b₃-NH₃
272.0877

b₈²⁺
358.6459

b₅-H₂O
473.1627

b₅
491.1732

b₆-H₂O
544.1998

b₆-NH₃
545.1838

b₆
562.2103

y₅
600.3352

b₇
659.2631

y₆
713.4192

y₁₇²⁺
1033.416

y₁₈²⁺
1081.943

y₉-NH₃
1082.573

y₁₉²⁺
1117.461

y₂₀²⁺
1174.975

y₂₁²⁺
1218.491

y₂₂²⁺
1262.007

y₁₁
1329.69

b₁₄*
1426.464

b₁₆
1754.531

y₁₅-NH₃
1862.734

b₁₈*
1913.692
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4436

Fbl

52.53

ITMS; CID; 2

_ R V
ph

S

y₁₀-NH₃

b₄*

I

b₅

S

y₈

E

y₇²⁺

G

y₆²⁺

b₈

D

b₉*

D K

y₃

b₁₁²⁺

I

y₂

b₁₂²⁺

E Y R _

y₂-NH₃
321.1557

y₂
338.1823

y₆²⁺
412.2191

b₄*
438.2823

y₃
467.2249

y₇²⁺
469.7325

y₈²⁺
498.2433

b₄-H₂O
518.2487

b₅
623.2913

b₁₁²⁺
640.7977

b₁₂²⁺
705.319 b₈

924.3823

b₉*
941.4323

y₈
995.4793

y₁₀-NH₃
1194.527
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4451

D15Ertd366e; Eplin; Lima1

82.64

ITMS; CID; 2

_

y₉

E

y₈²⁺

b₂-H₂O

I

y₇²⁺

b₃

ph

S

y₆

V

y₅

E

b₆-H₂O

E Q

y₂

b₈*

I

b₉

K R _

b₂-H₂O
225.1234

y₂
303.2139

b₃-H₂O
392.1217

b₃
410.1323 y₇²⁺

451.2587

y₈²⁺
534.7579

y₅
673.3991

b₆-H₂O
749.2753

y₆
802.4417

b₈*
910.4516

b₈-H₂O
990.418

b₈-NH₃
991.402

b₈
1008.429

b₉-H₂O
1118.513

b₉-NH₃
1119.497

b₉
1136.523

y₉
1181.593
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4491

Thumpd1

57.8

ITMS; CID; 2

_ F

b₂

I

b₃

D

y₂₀²⁺

K

y₁₉²⁺

D

b₆

Q

y₁₇²⁺

b₇

Q

y₁₆²⁺

P
ph

S G
ph

S

y₁₂

b₁₂*

E G

y₁₀²⁺

E

y₉

D

y₈²⁺

D

y₇

b₁₇²⁺

D A E

y₄

A A I K K _

a₂
233.1648

b₂
261.1598

y₇²⁺
365.7265

b₃
376.1867 y₈²⁺

423.24

b₇²⁺
438.2165

y₄
459.3289

y₉²⁺
480.7535

y₁₀²⁺
538.2669

y₇
730.4458

b₆
747.3672 b₇

875.4258

y₁₆²⁺
891.3294

y₁₇²⁺
939.8557

y₉
960.4997

b₁₇²⁺
1012.346

y₁₀-NH₃
1058.5

y₁₉²⁺
1067.914

y₂₀²⁺
1125.428

y₁₂
1261.591

b₁₂*
1394.562
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4494

Coq9

186.56

ITMS; CID; 2

_

y₂₀²⁺

Y

y₁₉²⁺

b₂

T

y₁₈²⁺

b₃

D

y₁₇²⁺

b₄

Q

y₁₆²⁺

b₅*

ph

S

y₁₅²⁺

G

y₁₄²⁺

b₇

E

y₁₃²⁺

E

y₁₂

b₉²⁺

E

y₁₁

E

y₁₀

b₁₁*

D

y₉²⁺

b₁₂*

Y

y₈

b₁₃

E

b₁₄-NH₃

S

b₁₅*

E

y₅

E

y₄

Q

y₃

I

y₂

Q H R _

b₂
265.1183

y₂
312.1779

b₃-H₂O
362.1347

b₃
380.1452

y₃
440.2364

b₄-NH₃
491.1773

b₄
508.2038

y₈²⁺
513.7518

y₄
553.3205

b₉²⁺
560.1793

b₅*
577.2253

y₉²⁺
578.2731

y₁₀²⁺
659.8047

y₅
681.3791

y₁₁²⁺
717.3182

y₁₂²⁺
781.8395

b₇-NH₃
844.2397

y₁₃²⁺
846.3608

b₇
861.2662

y₁₄²⁺
910.8821

y₁₅²⁺
975.4034

y₁₆²⁺
1003.914

y₈
1026.496

y₁₇²⁺
1087.413

y₁₈²⁺
1151.443

y₁₉²⁺
1208.956

y₂₀²⁺
1259.48

b₁₁*
1265.444

y₁₀
1318.602

b₁₁-H₂O
1345.41

b₁₁
1363.421

b₁₂*
1428.507

y₁₁
1433.629

y₁₂
1562.672

b₁₃-NH₃
1638.5

b₁₃
1655.527

b₁₄-NH₃
1725.532

b₁₅*
1773.625

b₁₅-H₂O
1853.591
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4497

Sgpp1; Spp1; Spph1

160.84

ITMS; CID; 2

_ R

y₁₁

b₂

N

y₁₀

b₃*

ph

S

y₉

b₄*

I

y₈

b₅*

T G

b₇

E

y₅

b₈*

E G

y₃

b₁₀*

E

y₂

b₁₁*

I

b₁₂*

V K _

y₂
246.1812

b₂
271.1513 b₃*

340.1728

y₃
359.2653

b₄*
453.2568

b₈²⁺
484.1977

y₅-NH₃
528.3028

y₅
545.3293

b₅*
554.3045

b₁₁²⁺
633.7717

b₅-NH₃
635.2549

b₇
838.3455

y₈
860.436

b₈*
869.4112

y₉
961.4837

b₈
967.3881

b₁₀*
1055.475

y₁₀-NH₃
1057.541

y₁₀
1074.568

b₁₀
1153.452

b₁₁*
1168.559

y₁₁
1241.566

b₁₁-NH₃
1249.51

b₁₁
1266.536

b₁₂*
1267.628

b₁₂-H₂O
1347.594

b₁₂-NH₃
1348.578

b₁₂
1365.605
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4581

Eif5b; If2

154.39

ITMS; CID; 2

_

y₁₆*

S

y₁₅*

V

y₁₄

P

y₁₃*

b₄

T

y₁₂*

b₅-H₂O

V

y₁₁*

D

y₁₀

b₇*

ph

S

y₉

G N

y₇

b₁₀

E

y₆

b₁₁

D

y₅

b₁₂

D

y₄

b₁₃

D

y₃

b₁₄

S

y₂

b₁₅²⁺

S

b₁₆-H₂O

F K _

y₂
302.1954

b₄-H₂O
367.1976

b₄
385.2082

y₃
389.2274

b₅-H₂O
466.266

y₄
476.2595

y₅
591.2864

b₇*
668.325

y₆
706.3134

y₁₃²⁺
751.7741

b₁₅²⁺
793.2805

y₁₄²⁺
802.298

y₇
821.3403

y₁₅²⁺
850.8244

b₁₀-H₂O
1048.398

y₉
1064.426

b₁₀
1066.409

y₁₀
1121.447

b₁₁
1181.436

y₁₁*
1190.469

y₁₁
1288.446

b₁₂
1296.463

y₁₂*
1305.496

y₁₂
1403.473

y₁₃*
1404.564

b₁₃
1411.49

b₁₄
1498.522

y₁₃
1502.541

y₁₅*
1602.665

y₁₄
1603.589

y₁₅
1700.641

y₁₆*
1701.733

b₁₆-H₂O
1714.612

b₁₆-NH₃
1715.596

y₁₆
1799.71
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4636

Lap2; Tmpo; Lap2; Tmpo

57.14

ITMS; CID; 2

_ S

y₁₄²⁺

S

y₁₃*

T P

y₁₁*

b₅

I

b₆-H₂O

P

y₉*

T

y₈

V

y₇²⁺

S S S A

b₁₃²⁺

E

b₁₄

N
ph

T R _

y₇²⁺
422.6635

b₅-H₂O
468.2453

b₅
486.2558

b₆-H₂O
565.298

y₁₁²⁺
614.7639

b₁₃²⁺
622.8039

y₁₃²⁺
719.8323

y₁₄²⁺
770.3562

y₈
931.3517

y₉*
932.4432

y₉
1030.42

y₁₁*
1130.544

y₁₁
1228.521

y₁₃*
1340.68

b₁₄
1358.643

y₁₃
1438.657
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4652

Cdk2; Cdk3; Cdc2; Cdc2a

56.4

ITMS; CID; 2

_

y₁₀

I

y₉

G

y₈

E

y₇

G

y₆

T
ph

Y G

b₈

V

y₂

b₉

V

b₁₀-H₂O

Y K _

y₂
318.1903

y₈²⁺
487.7274

y₁₀²⁺
580.7594

y₆
816.3783

b₈
857.3441

y₇
917.426

b₉
956.4125

y₈
974.4474

b₁₀-H₂O
1101.465

y₉
1103.49

y₁₀
1160.511
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4658

Kiaa1248; Ndr2; Ndrg2

121.82

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4659

Dock7; Gm430; Kiaa1771

94.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4667

Kiaa1927; Krap; Ssfa2

39.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4670

Sash1

177.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4699

Tp53bp1; Trp53bp1

135.04

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4709

Pi4k2a

110.92

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4735

Pilt; Tjap1; Tjp4

118.55

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4787

Lap2; Tmpo

144.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4815

G3bp; G3bp1

69.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4859

Nhn1; Zc3h18

90.91

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4883

Arhgef2; Kiaa0651; Lbcl1; Lfc

36.59

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4908

Bm28; Cdcl1; Kiaa0030; Mcm2; Mcmd2

84.76

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

4991

Fkbp133; Fkbp15; Kiaa0674

97.29

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5007

H2b-f; H2b-j; H2b-l; H2b-n; Hist1h2bf; Hist1h2bj; Hist1h2bl; Hist1h2bn; Hist1h2bm; Hist1h2bb; Hist1h2bh; Hist2h2bb; Hist1h2bc; Hist1h2be; Hist1h2bg; Hist1h2bk; Hist1h2bp

103.34

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5101

D8Ertd82e; Sgk223

68.94

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5112

Uncharacterized protein C17orf59 homolog

191.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5284

Cstf3

72.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5328

Kiaa0731; Larp; Larp1

93.35

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5351

Gm185; Leo1

54.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5355

Krip1; Tif1b; Trim28

125.22

ITMS; CID; 2

_
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5387

Eif3c; Eif3s8

49.19

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5431

Af6; Mllt4

121.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5440

Ptma

130.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5458

Fyb

143.42

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5482

Rab11fip1; Rcp

92.19

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5507

D17h6s45; Nelfe; Rd; Rdbp

194.49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5551

Spred1

141.58

ITMS; CID; 2

_

y₁₁*

H

y₁₀*

b₂
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b₄*
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b₉*
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b₁₁*
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b₂
237.1346

b₃*
306.1561 y₃
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y₇²⁺
443.213

b₄*
453.2245

y₄
526.3223

b₅*
581.2831

y₅
641.3492

y₁₀²⁺
664.2757

b₆*
696.31

y₇
885.4188

b₇
923.3295

b₈*
940.3795

y₈
1013.477

b₈
1038.356

b₉*
1069.422

y₉
1160.546

b₉
1167.399 y₁₀*

1229.567
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1328.636
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5659

Hnrnpc; Hnrpc

101.89

ITMS; CID; 2

_

y₁₂

Q

y₁₁

A

y₁₀
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b₄-H₂O
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b₆-H₂O

F

y₆

S

y₅
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y₃

b₁₀

V

y₂

b₁₁

E
ox

M K _

y₂
294.1482

b₃-H₂O
297.1193

b₃-NH₃
298.1034

b₃
315.1299

b₄-H₂O
410.2034

b₄-NH₃
411.1874

y₃
423.1908

b₅-H₂O
497.2354

b₅-NH₃
498.2195

y₁₀²⁺
610.7671

y₅
619.312

b₆-H₂O
644.3039

y₆
786.3103

y₇
873.3424 y₈

1020.411

y₉-NH₃
1090.416

y₉
1107.443

b₁₀
1112.466

y₁₀
1220.527

b₁₁-NH₃
1224.482

b₁₁
1241.509

y₁₁
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1406.591
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5665

Pop101; Srrm1

206.74

ITMS; CID; 2

_ K

y₁₅*

E

y₁₄*

b₃*

ph

T
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b₄*

E

y₁₂
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b₁₃*

D
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b₁₄*
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y₂
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b₁₆
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y₂
304.1615

b₃*
341.1819 y₃

417.2456

b₃
439.1588

b₄*
470.2245

y₄
532.2726

b₅*
539.246

b₄
568.2014

b₅*
637.2229

y₅
647.2995

y₁₁²⁺
652.7837

b₆*
668.2886

b₇*
739.3257

y₆
760.3836

b₆*
766.2655

b₇*
837.3026

b₆
864.2424

b₈*
868.3683

y₇
874.4265 b₈*

966.3452

y₉
1104.48

b₉
1179.349

b₁₀*
1196.399

y₁₀
1233.523

b₁₀
1294.376

y₁₁
1304.56

y₁₂
1433.603

b₁₃*
1440.576

y₁₃*
1502.624

b₁₂-H₂O
1503.492

b₁₂-NH₃
1504.476

b₁₃*
1538.553

y₁₃
1600.601

y₁₄*
1631.667

b₁₃
1636.53

b₁₄*
1653.58

y₁₅*
1714.704

b₁₄
1751.557

y₁₅*
1812.681

y₁₅
1910.658

b₁₆
1993.684
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5687

Clk3

63.73

ITMS; CID; 2

_ Y

b₂-NH₃

R
ph

S P
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303.1452
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y₈²⁺
505.7507

y₄
538.2984

b₉²⁺
593.2343
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701.3617
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5694

Tgoln2; Ttgn2; Tgoln1; Ttgn1

127.5

ITMS; CID; 2

_ T

y₂₀²⁺

b₂

E

y₁₉²⁺

b₃*

ph
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y₁₈²⁺

b₄*
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y₁₇²⁺
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b₆*

T I

y₁₄²⁺
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b₁₈
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K G D K _

b₂
231.0975

b₃*
300.119

y₃
319.1612

b₄*
357.1405

b₃
398.0959

b₅*
486.1831

y₉²⁺
501.2849

b₅-H₂O
566.1494

y₁₀²⁺
574.8191

b₅
584.16

b₆*
587.2307

y₆
673.3515

y₁₂²⁺
675.8486

y₁₄²⁺
761.8728

y₁₆²⁺
853.9334

y₁₇²⁺
904.4573

y₁₈²⁺
968.9786

y₁₉²⁺
997.4893

b₁₀-H₂O
1023.367

y₂₀²⁺
1080.988

y₁₀
1148.631

b₁₂
1243.436 y₁₂

1350.69

y₁₃-NH₃
1448.69

b₁₄
1477.537

b₁₅
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b₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5698

Bnip3; Nip3

82.54

ITMS; CID; 2

_

y₁₁²⁺

N

y₁₀*

S

y₉*

b₃-H₂O
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b₆²⁺
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D

y₃
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y₂-NH₃

I E R _

b₃-H₂O
285.1193

b₃-NH₃
286.1034

y₂-NH₃
297.1433

b₆²⁺
356.6311

b₄
416.214

y₃
427.2539

y₄-NH₃
573.2907

y₄
590.3172

y₅
705.3441

y₁₁²⁺
716.2994

y₆
834.3867

y₇
963.4293

y₈*
1032.451
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1145.535

y₁₀*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5707

Sp100

98.9

ITMS; CID; 2

_ G

y₁₂²⁺

G D

y₁₀*

b₄
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b₅*

ph
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y₂

b₁₂

I

b₁₃

I R _

y₂
298.2113

b₄
331.1248

b₅*
400.1463

y₃
411.2953

b₅
498.1232

y₄
524.3794 y₅

611.4114

y₁₂²⁺
713.8205

b₈-H₂O
825.2298

y₇
827.4861

b₈
843.2404

y₈
928.5337

b₉
930.2724

y₉
1043.561

y₁₀*
1112.582

y₁₀
1210.559

b₁₂-H₂O
1225.462

b₁₂
1243.473

b₁₃-H₂O
1338.546
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1356.557
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5712

Mfap1

180.62

ITMS; CID; 2

_ I E

b₃

R

b₄

E

y₁₆²⁺

b₅

D
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E

y₁₁

b₁₀*

E

y₁₀

b₁₁*

E

y₉

b₁₂

E

y₈

b₁₃*

E

y₇-NH₃

b₁₄

I

y₆

b₁₅

D

y₅

D

y₄

b₁₇²⁺
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b₁₉²⁺

I

b₂₀²⁺

E R _

y₂-NH₃
287.135

y₂
304.1615 b₃

399.235

y₃
417.2456

b₇²⁺
489.1543

b₄
528.2776

y₄
546.2882

b₅
643.3046

y₅
675.3308

b₁₀²⁺
682.7182

b₁₁²⁺
747.2395

y₆
790.3577

b₁₂²⁺
811.7608

b₁₃²⁺
876.2821

y₇-NH₃
888.3581

b₁₅²⁺
990.3376

y₈
1018.469

y₁₆²⁺
1063.864

b₁₇²⁺
1112.372

y₉
1147.511

b₁₀*
1168.475

b₁₈²⁺
1176.894

b₁₉²⁺
1233.436

b₉
1235.386

y₁₀
1276.554

b₂₀²⁺
1297.957

b₁₀
1364.429

b₁₁*
1395.495

y₁₁
1405.597

b₁₁-H₂O
1475.461

b₁₁
1493.472

b₁₂
1622.514

b₁₃*
1653.58

b₁₃
1751.557

b₁₄
1864.641

b₁₅-H₂O
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b₁₅
1979.668
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5717

D6Wsu116e; Fam21; Kiaa0592

73.92

ITMS; CID; 2

_

y₂₀²⁺

V D
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b₁₂*

S

y₈

A

y₇-NH₃

D

y₆

V

y₅
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258.1448
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y₃
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y₄
459.2926

y₁₁²⁺
523.7775

y₅
546.3246

y₆
617.3617

y₇-NH₃
699.4036

b₁₆²⁺
824.3723

y₈
831.4571

b₁₇²⁺
867.8884

y₉
902.4942

y₁₀
989.5262

b₂₀²⁺
1023.978

y₁₁
1046.548

y₂₀²⁺
1047.497

b₉
1048.446

b₁₁*
1106.559

b₁₀-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5731

Cish5; Socs5

60.56

ITMS; CID; 2

_
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Q Q E
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S

b₁₄

S

y₂

b₁₅*

P
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I R _

y₂
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463.1952

b₄
481.2058

y₉²⁺
561.253

y₁₁²⁺
632.2901

b₆-H₂O
649.2593

b₁₀-H₂O
1016.445

b₁₀-NH₃
1017.429

y₉*
1023.522

y₁₀*
1094.559

y₁₁*
1165.596

y₁₃*
1351.66

b₁₅*
1446.686

b₁₄-H₂O
1527.576

b₁₅*
1544.663

b₁₄
1545.587

b₁₅-H₂O
1624.629

b₁₅
1642.64

b₁₆*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5745

Cpsf100; Cpsf2; Mcpsf

117.26

ITMS; CID; 2

_ E

y₂₁²⁺

A
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b₃-H₂O
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b₄-H₂O
411.1874

y₈²⁺
441.2274

y₉²⁺
498.7409

b₅-H₂O
526.2144

y₅
539.2936

y₁₀²⁺
563.2622

y₁₁²⁺
627.7835

y₆-NH₃
650.3257

y₆
667.3522

y₇
782.3791

b₁₄²⁺
881.2387

y₁₆²⁺
940.3651

b₈-H₂O
975.238

y₉
996.4745

y₁₈²⁺
1107.363

y₁₉²⁺
1164.877

y₂₀²⁺
1221.419

y₁₁
1254.56

y₂₁²⁺
1278.932

b₁₂*
1405.408

b₁₂
1503.385

b₁₃
1632.427

b₁₄-H₂O
1743.46

b₁₄
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b₁₅
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b₁₆*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5753

Abh5; Alkbh5; Ofoxd

95.09

ITMS; CID; 2

_
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214.1299

b₃*
283.1513

y₂
361.1983

b₄*
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y₃
524.2616

y₆
854.3791

b₈-H₂O
927.3356

b₈-NH₃
928.3197

b₈
945.3462

y₈
1088.48

b₉-H₂O
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b₉-NH₃
1091.383

b₉
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y₉*
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1294.489

y₁₀-NH₃
1295.473

y₁₀
1312.499

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e5]

200 300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5807

Tceb3

97.08

ITMS; CID; 2

_

y₁₅²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5825

D8Ertd457e; Kiaa1802; Zfp828; Znf828

146.81

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5842

Huwe1; Kiaa0312; Ureb1

87.57

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5860

Ifih1

65.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5889

Tox4

31.75

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5914

Sbx; Uba1; Ube1; Ube1ax; Ube1x

82.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5917

Copa

48.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5932

Aatf; Che1; Trb

91.58

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5943

Tmem123

90.7

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

5998

UPF0667 protein C1orf55 homolog

87.24

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6023

Nedd5; Nedd-5; Sept2

124.08

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6025

Vdac1; Vdac5

122.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6045

Dsn; Dstn; Sid23

58.32

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6066

Nol5a; Nop56

106.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6140

Pcm1

105.77

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6177

Sfrs18; Srrp130

108.71

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6241

Lmn1; Lmna

131.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6251

Fkbp133; Fkbp15; Kiaa0674

106.12

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6255

A2lp; Atxn2l

62.06

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6270

Cbp80; Ncbp1

54.81

ITMS; CID; 2

_ R K
ph

T

y₁₅²⁺

S

y₁₄²⁺

D

y₁₃²⁺

b₆²⁺

A

y₁₂²⁺

N

y₁₁²⁺

E T

y₉

E D

b₁₂²⁺

H I

y₅

E

b₁₅²⁺

S I

y₂

b₁₇²⁺

I C K _

y₂-NH₃
290.1169

y₂
307.1435

b₆²⁺
370.1604 y₉²⁺

557.7817

y₅
620.3436

y₁₁²⁺
672.8268

b₁₂²⁺
732.7912

y₁₂²⁺
737.3481

y₁₃²⁺
794.3696

y₁₄²⁺
829.8882

y₁₅²⁺
887.4016

b₁₅²⁺
897.3705

b₁₇²⁺
1010.455

y₉
1114.556

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2000

4000
6000

8000

Intensity

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6365

Kiaa0324; Srrm2

161.14

ITMS; CID; 2
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y₁₃²⁺
736.8371

b₈-NH₃
753.3414

y₁₅²⁺
813.8742

y₈
944.4125

y₉*
960.4785

b₁₀-H₂O
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1374.69
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y₁₄
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6385

Kti12

120.53

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6433

Ibtk; Kiaa1417

50.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6438

Git1

110.97

ITMS; CID; 2
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b₁₀
1124.451
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b₁₁-H₂O
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6444

Krip1; Tif1b; Trim28

76.29

ITMS; CID; 2
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b₃₂²⁺

G

b₃₃²⁺

V C R _

b₈²⁺
356.6905

b₉²⁺
392.209

b₄
396.2354

b₁₀²⁺
427.7276

b₁₂²⁺
506.7622

b₁₃²⁺
542.2807

b₁₄²⁺
577.7993

b₁₅²⁺
621.3153

b₈
712.3737

b₁₉²⁺
817.3701

y₁₆²⁺
886.3962

y₁₇²⁺
914.9069

b₁₁
941.4799

y₁₉²⁺
998.9518

b₁₂
1012.517

y₈-NH₃
1013.429

y₂₀²⁺
1082.451

b₁₃
1083.554

y₂₁²⁺
1125.967

y₂₂²⁺
1161.486

y₂₃²⁺
1197.004

y₂₄²⁺
1232.523

y₂₅²⁺
1276.039

b₁₆*
1310.645

y₂₆²⁺
1311.557

b₃₂²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6490

Kiaa1046; Otud4

99.84

ITMS; CID; 2

_ I
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Q

y₁₇²⁺
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b₁₁
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288.203

b₃
398.251
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y₄-NH₃
498.3035

y₄
515.33 y₅
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b₅
623.3988
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701.4304

b₁₄²⁺
916.3428
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944.516

b₁₅²⁺
965.877

b₁₆²⁺
1009.393

y₁₆²⁺
1019.406

y₉-NH₃
1056.532

y₁₇²⁺
1067.933

y₉
1073.559

b₁₉²⁺
1179.499

y₁₀
1188.586

y₁₁
1317.628

b₁₀-H₂O
1326.513 y₁₂*

1386.65

y₁₃*
1455.671

b₁₁
1459.55

b₁₂
1588.593 b₁₃

1702.636
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1734.793
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1811.733
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1814.652
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6515

Sec23ip

56.96

ITMS; CID; 2

_
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225.1598

b₂
242.1863
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410.2762

y₄
448.2514

y₇-NH₃
764.3937

y₇
781.4203

b₇-NH₃
782.3484

b₇
799.375

y₈-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6518

Dpy19l1

114.52

ITMS; CID; 2

_

y₂₀²⁺
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y₃

b₁₈²⁺
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y₂
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y₂
304.1615

b₇²⁺
373.6597

y₃
391.1936

b₅*
448.2191

b₄
449.1432

b₆*
561.3031

b₁₂²⁺
595.2605

b₆
659.28

y₁₅²⁺
732.3341

y₇
747.3632

b₁₇²⁺
837.8666

b₁₈²⁺
866.3773

y₉
933.4272

y₁₉²⁺
934.4552

y₂₀²⁺
977.9713

y₁₀
1032.496

b₁₁
1090.445

b₁₂*
1091.537

y₁₁
1161.538

b₁₂
1189.514

b₁₃
1304.541

b₁₄-H₂O
1357.567

b₁₄
1375.578

y₁₄
1376.629 b₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6524

Kiaa0663; Zc3h11a

55.99

ITMS; CID; 2

_ R
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b₂
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423.2238

b₄*
426.2459

b₅*
497.2831

b₄-NH₃
507.1963

y₄
538.2508

b₅
595.26

y₁₁²⁺
638.3088

b₈*
822.3506

b₉*
852.4686 b₈-H₂O

902.3169

b₉*
950.4455

y₈-NH₃
951.3942

y₈
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b₉
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1081.505
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1178.558

y₁₁
1275.61 b₁₃
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1630.796

b₁₅-H₂O
1652.744

y₁₆-NH₃
1782.783

y₁₇
1886.842

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

4

Intensity [10e5]

200 400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6540

Kcc1; Slc12a4

214.28

ITMS; CID; 2

_ I

y₁₆*

E

b₃
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y₁₄*
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y₁₂
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b₃
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b₄-H₂O
425.2395
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461.2354
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560.3039

b₅-H₂O
588.3028

y₇
647.3359

b₆*
675.3348

y₈
776.3785

b₇*
790.3618

y₁₆²⁺
904.8591

y₉
905.4211

b₈*
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y₁₀
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b₉*
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y₁₁
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b₁₀*
1177.49

y₁₂
1278.533

b₁₁*
1306.532

y₁₃*
1347.555

b₁₂*
1393.564

b₁₁
1404.509

y₁₃-NH₃
1428.505

y₁₃
1445.532

b₁₃*
1492.633

y₁₄*
1510.618

b₁₄*
1563.67

b₁₃-H₂O
1572.599

b₁₃
1590.609

y₁₄
1608.595

b₁₄-H₂O
1643.636

b₁₄
1661.647

y₁₆*
1710.734

b₁₆-H₂O
1771.695

b₁₆
1789.705
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6566

H4-12; H4-53; Hist1h4a; Hist1h4b; Hist1h4c; Hist1h4d; Hist1h4f; Hist1h4h; Hist1h4i; Hist1h4j; Hist1h4k; Hist1h4m; Hist2h4; Hist2h4a; Hist4h4

73.85

ITMS; CID; 2

_
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b₂
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y₃
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b₈*
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y₈
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b₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6571

Acf7; Aclp7; Macf; Macf1

168.05

ITMS; CID; 2

_ I N
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S

y₁₆²⁺
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E
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ph

S

y₁₃²⁺

D

y₁₂

b₈*

E

y₁₁

b₉*

E

b₁₀

P

y₉

b₁₁*

Q

y₈

b₁₂*

I

b₁₃

S

y₆

b₁₄*

D

y₅

b₁₅*

V

y₄

P

y₃

H

b₁₈²⁺
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b₄*
425.2143
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b₄
523.1912

b₅*
554.2569

y₅
581.3406

y₁₁²⁺
610.8353

y₆
680.409

y₁₃²⁺
739.8779

b₁₂²⁺
765.7735

y₁₅²⁺
880.8906

y₈
882.468

y₁₆²⁺
945.4119

b₈*
965.3248

y₉
995.552

b₉*
996.3905

b₁₈²⁺
1089.935

b₉*
1094.367

b₉-H₂O
1174.334

b₉-NH₃
1175.318

b₉
1192.344

y₁₁
1220.663

b₁₀
1289.397

b₁₁*
1319.479

y₁₂
1349.706

b₁₁-H₂O
1399.445

b₁₁
1417.456

b₁₂*
1432.563

b₁₂-NH₃
1513.513

b₁₂
1530.54

y₁₄-NH₃
1576.749

b₁₃-H₂O
1599.561

b₁₃
1617.572

b₁₄*
1634.622

b₁₄-NH₃
1715.572

b₁₅*
1733.69
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6581

Atp7a; Mnk

118.05

ITMS; CID; 2

_ V S

y₁₈

I

y₁₇
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b₁₂
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b₄-H₂O
353.2183

b₄
371.2289 y₄

483.3017

b₆-H₂O
569.293

y₅
570.3337

b₆
587.3035

y₆
657.3657

b₇-H₂O
668.3614

b₇
686.3719

y₇
744.3978

b₈-H₂O
797.404

b₈
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y₈
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910.472
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y₉
1008.449

b₁₂
1161.563

y₁₁
1166.518

y₁₂
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y₁₃
1354.598

b₁₄
1425.614

y₁₄-NH₃
1466.614

y₁₄
1483.64

y₁₅*
1484.732

b₁₆-H₂O
1581.668

y₁₅
1582.709

b₁₇-H₂O
1668.7

y₁₆-NH₃
1694.725

y₁₆
1711.751

b₁₈-H₂O
1755.732

y₁₇
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y₁₈
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6638

Mcl1

50.23

ITMS; CID; 2

_ S

y₂₂²⁺
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b₈-H₂O
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b₈
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y₁₃²⁺
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b₁₇²⁺
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y₁₅²⁺
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975.9039

y₁₇²⁺
1032.446 y₁₉²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6655

Cfl1

161.48

ITMS; CID; 2

ac
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y₁₀
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b₃*
240.0979

y₂-NH₃
243.1703

y₂
260.1969

b₃
338.0748

b₄*
339.1663

y₇²⁺
359.2107

b₅*
410.2034

y₄
416.2867

b₄
437.1432

b₅
508.1803

b₆*
509.2718

y₅
531.3137

y₆
618.3457

b₇-H₂O
676.2702

b₇
694.2807

b₈*
711.3308

y₇
717.4141

y₈
788.4512

b₈
809.3077

b₉
866.3292

b₁₀*
867.4207

y₉
887.5197

y₁₀
944.5411

b₁₀
965.3976
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6664

Eef1d

97.47

ITMS; CID; 2

_ G A

y₂₆²⁺

T

y₂₅²⁺

P A

y₂₃²⁺
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E
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b₁₆

F G
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D
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E E
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E
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E A A R _

y₃
317.1932

y₄
446.2358

y₈²⁺
474.2251

b₆-H₂O
509.2354

y₉²⁺
538.7464

y₅
574.3307

y₁₀²⁺
603.2677

y₁₁²⁺
660.7811

y₆
689.3577

y₁₃²⁺
772.791

y₁₅²⁺
902.8673

y₁₇²⁺
1016.923

y₁₉²⁺
1138.484

y₁₀
1205.528

b₁₂
1244.491

y₂₂²⁺
1318.032

b₁₃
1357.575

y₂₃²⁺
1375.545

y₁₃*
1446.598

b₁₄
1472.602

y₂₅²⁺
1475.585

y₂₆²⁺
1524.112

b₁₅
1585.686

y₁₄*
1593.666

y₁₅*
1706.75

b₁₆-H₂O
1714.744

b₁₆
1732.755

y₁₅
1804.727

b₁₈*
1858.798

b₁₉*
1973.825
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6682

Rtn3

63.01

ITMS; CID; 2

ac

_ A E

b₃

S

b₄-H₂O

S

b₅

A

b₆

A

b₇

T Q S

b₁₀²⁺

P

b₁₁²⁺

S

y₂₈²⁺

b₁₂-NH₃

V S

y₂₆²⁺

S S

y₂₄²⁺

b₁₆-H₂O

S

y₂₃²⁺

b₁₇

S

y₂₂²⁺

b₁₈²⁺

G

y₂₁²⁺

b₁₉

A

b₂₀

E P S A

y₁₆

I G

y₁₄²⁺

G G

y₁₂

G

y₁₁²⁺

G

y₁₀

ph

S P

y₈-NH₃

G

y₇

A

y₆

C P

y₄

A

y₃

I G A K _

y₃
275.1714

b₃
330.1296

y₄-NH₃
371.2289

y₄
388.2554

b₄-H₂O
399.151

b₅-H₂O
470.1882

y₁₀²⁺
471.2473

b₁₀²⁺
486.7171

b₅
488.1987

b₁₁²⁺
530.2331

y₁₁²⁺
554.7465

y₆
556.3453

b₆
559.2358

y₁₄²⁺
640.2787

b₇
660.2835

y₇
716.376

y₈-NH₃
770.3865

b₁₈²⁺
825.8581

y₁₀
941.4873

y₂₁²⁺
945.9244

y₂₂²⁺
981.443

y₂₃²⁺
1009.954

b₁₁-NH₃
1042.432

y₂₄²⁺
1053.47

y₂₆²⁺
1140.502

b₁₂-NH₃
1141.501

y₁₂
1165.507

y₂₈²⁺
1227.534

y₁₆
1393.593

b₁₆-H₂O
1488.645

b₁₇
1593.687 b₁₉

1721.746

b₂₀
1850.789

y₂₁-NH₃
1873.815

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

Intensity [10e5]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6686

Erk2; Mapk; Mapk1; Prkm1

146.81

ITMS; CID; 2

_

y₁₈²⁺

V

y₁₇²⁺

A

y₁₆²⁺

b₃

D

y₁₅²⁺

b₄-H₂O

P

y₁₄²⁺

b₅

D

y₁₃

b₆

H

y₁₂*

D

b₈

H

y₁₀*

T

y₉*

G

y₈

b₁₁

F

y₇*

b₁₂

I

y₆

ph

T E

y₄

b₁₅*

ph

Y

y₃

V

y₂

b₁₇*

A T R _

y₂-NH₃
259.1401

y₂
276.1666

b₃
286.1397

y₃
347.2037

b₄-H₂O
365.1819

y₄
446.2722

b₅
498.2195 b₁₁²⁺

596.7545

b₆
635.2784

b₁₂²⁺
653.2966

y₆
818.3444

y₁₃²⁺
835.3366

b₈
887.3642

y₇*
901.3815

y₁₄²⁺
903.866

y₁₅²⁺
961.3795

y₇
999.3584

y₁₆²⁺
1009.906

y₁₇²⁺
1067.419

y₁₈²⁺
1102.938

y₈
1112.442

y₉*
1161.534

b₁₁
1192.502

y₁₀*
1218.555

y₁₀-NH₃
1299.506

b₁₂
1305.586

y₁₀
1316.532

y₁₂*
1456.662

y₁₂
1554.639

y₁₃
1669.666

b₁₅*
1760.695 b₁₇*

1930.801
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6721

A2lp; Atxn2l

186.77

ITMS; CID; 2

_

y₁₅*

G

y₁₄*

P

y₁₃*

P

y₁₂*

b₄

Q

y₁₁

b₅*

ph

S

y₁₀

P

y₉

b₇*

V

y₈

b₈*

F

y₇

b₉*

E G

y₅

b₁₁*

V

y₄

b₁₂

Y

y₃

N N S R _

b₄
380.1928

y₃
386.2022

b₅*
449.2143

y₄
500.2451

b₇*
645.3355

y₁₁²⁺
646.3189

y₅
663.3084

b₈*
792.4039

y₁₃²⁺
793.8474

y₇
819.3983

y₁₄²⁺
842.3737

b₉*
921.4465

y₈
948.4409

b₉
1019.423

b₁₁*
1077.536

y₉
1095.509

b₁₁-H₂O
1157.503

b₁₁
1175.513

y₁₀
1194.578

y₁₁-NH₃
1274.604

y₁₁
1291.63

b₁₂
1338.577

y₁₂*
1360.652

y₁₂-NH₃
1441.602

y₁₂
1458.629

y₁₃*
1488.711

y₁₃-NH₃
1569.661

y₁₄*
1585.763

y₁₃
1586.687

y₁₅*
1682.816

y₁₄
1683.74
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6731

Lcp1; Pls2

150.06

ITMS; CID; 2

_ G

y₁₀

ph

S

y₉

b₃*

V

y₈

b₄*

S

y₇

b₅*

D

y₆

b₆*

E

y₅

b₇*

E

y₄

b₈*

M

y₃

b₉*

M

y₂

b₁₀*

E

b₁₁*

I R _

b₃*
226.1186

y₂
298.2113

b₄*
313.1506

y₆²⁺
409.6924

y₃
427.2539

b₅*
428.1776

b₉²⁺
523.664

b₆*
557.2202

y₄
558.2944

y₁₀²⁺
624.7773

b₇*
686.2628

y₅
689.3348

b₈*
817.3033

y₆
818.3774

y₇-NH₃
930.3935

y₇
947.42

b₉*
948.3437

y₈
1062.447

b₁₀*
1077.386

y₉
1149.479

b₁₁*
1190.47

y₁₀
1248.547

b₁₁
1288.447
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6746

Ptpn7

243.83

ITMS; CID; 2

_

y₁₅²⁺

A

y₁₄*

Q

y₁₃

ph

S

y₁₂

b₄*

Q

y₁₁

b₅*

E

y₁₀

b₆*

D

y₉

b₇*

S

y₈

b₈*

D

y₇

b₉*

Y

y₆

b₁₀*

I

y₅

b₁₁

N

y₄

b₁₂*

A

y₃

b₁₃

N

y₂

b₁₄*

Y

b₁₅*

I R _

y₂
298.2113

b₄*
397.183

y₃
461.2746

b₅*
526.2256

y₄
575.3175

y₉²⁺
576.2896

b₅
624.2025

b₆*
641.2525

y₅
646.3547

b₇*
728.2846

b₆
739.2294

y₆-NH₃
743.371

y₆
760.3976

b₁₄²⁺
840.3147

b₈*
843.3115

y₇
873.4816

y₁₅²⁺
953.3981

b₉*
1006.375

y₈-NH₃
1019.518

y₈
1036.545

b₉
1104.352

b₁₀*
1119.459

y₉
1151.572

b₁₀
1217.436

y₁₀
1238.604

b₁₂*
1304.539

b₁₁
1331.479

y₁₁
1353.631

b₁₂
1402.516

y₁₂
1482.673

b₁₃-NH₃
1499.532

b₁₃
1516.559

b₁₄*
1581.645

y₁₃-NH₃
1593.706

y₁₃
1610.732

b₁₄-H₂O
1661.612

b₁₄-NH₃
1662.596

y₁₄*
1679.754

b₁₅*
1694.729

b₁₅-NH₃
1775.68

b₁₅
1792.706
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6763

Kiaa0324; Srrm2

60.21

ITMS; CID; 2

_ E I S

y₁₅

b₄

H

y₁₄

b₅*

ph

S P

y₁₂-NH₃

P R E

y₉

b₁₀-H₂O

N S

b₁₂²⁺

F

y₆²⁺

b₁₃-H₂O

E

y₅

b₁₄²⁺

S

b₁₅-H₂O

S

y₃

I

y₂

E

b₁₈²⁺

F K _

y₂
302.1954 y₆²⁺

359.6967

y₃
431.238

b₄-H₂O
449.2143

b₄
467.2249

b₅*
536.2463

b₅-H₂O
616.2127

y₅
631.3541

b₁₂²⁺
736.3157

y₁₄²⁺
842.9184

b₁₄²⁺
844.353

y₁₅²⁺
926.4176 y₉

1081.529

b₁₈²⁺
1082.467

b₁₀-H₂O
1219.513

y₁₂-NH₃
1473.698

b₁₃-H₂O
1582.656

y₁₄
1684.83

b₁₅-H₂O
1756.72

y₁₅
1851.828
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6766

Eif4g1

83.4

ITMS; CID; 2

_ E

y₂₀²⁺

A

y₁₉²⁺

b₃

T

y₁₈²⁺

b₄

I

y₁₇²⁺

b₅

P

y₁₆²⁺

P

y₁₅

V

y₁₄²⁺

ph

S P

y₁₂²⁺

P K

y₁₀

b₁₂-H₂O

A

y₉²⁺

b₁₃

A

b₁₄-H₂O

I S

y₆

V

y₅

D E

b₁₉*

V

y₂

E K K _

y₂
275.2078

b₃-H₂O
284.1241

b₃
302.1347

b₄-H₂O
397.2082

b₄
415.2187

b₅
512.2715

y₉²⁺
523.79

y₅
632.3614

y₁₂²⁺
658.8746

y₆
747.3883

y₁₄²⁺
755.9274

y₁₅²⁺
839.4266

y₁₆²⁺
888.9608

y₁₇²⁺
937.4872

y₁₈²⁺
986.0136

y₁₉²⁺
1042.556

y₂₀²⁺
1093.079

y₁₀
1117.61

b₁₂-H₂O
1250.618

b₁₃-H₂O
1321.655

b₁₃
1339.666

b₁₄-H₂O
1434.739

y₁₅
1677.846

b₁₉*
1884.011
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6779

Kpna3; Qip2

238.68

ITMS; CID; 2

_

y₁₇*

N

y₁₆*

V

y₁₅*

P

y₁₄

Q

y₁₃

b₅

E

y₁₂*

b₆

E

y₁₁

b₇

S

y₁₀*

b₈

I

y₉

b₉

E

y₈*

b₁₀

D

y₇

b₁₁*

ph

S

y₆

b₁₂

D

y₅

b₁₃*

V

y₄

b₁₄

D

y₃

b₁₅*

A

y₂

b₁₆

D

b₁₇

F K _

y₂
294.1812

y₃
409.2082

y₄
480.2453

b₅
568.2726

b₁₀²⁺
571.254

y₅
595.2722

y₆
694.3406

b₆
697.3151

b₇-NH₃
767.3206

b₇
784.3472

y₇
809.3676

y₈*
878.389

b₈
897.4312

y₁₅²⁺
903.8513

y₁₆²⁺
952.3777

b₉-NH₃
1009.447

b₉
1026.474

y₉
1091.393

y₁₀*
1122.459

b₁₀-H₂O
1123.49

b₁₀
1141.501

y₁₀-NH₃
1203.409

b₁₁*
1210.522

y₁₀
1220.435

b₁₁-NH₃
1291.473

y₁₂*
1322.575

y₁₁
1333.52

y₁₂
1420.552

b₁₂
1423.526

b₁₃*
1424.618

b₁₃
1522.594

y₁₃-NH₃
1532.568

y₁₃
1549.594

b₁₅*
1610.682

b₁₄
1637.621

y₁₄
1678.637

y₁₅*
1708.718

y₁₆*
1805.771

y₁₅
1806.695

b₁₆
1823.685

y₁₆-NH₃
1886.722

y₁₆
1903.748

y₁₇*
1904.84

b₁₇
1970.754
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6791

Nhn1; Zc3h18

143.54

ITMS; CID; 2

_ G P A G

y₂₅²⁺

b₅*

ph

S

y₂₄²⁺

P

y₂₃²⁺

b₇*

C

y₂₂²⁺

b₈*

E

y₂₁²⁺

b₉*

E

b₁₀*

G

y₁₉²⁺

b₁₁

D

y₁₈²⁺

b₁₂

D

y₁₇

b₁₃*

V

y₁₆²⁺

E

b₁₅²⁺

E

y₁₄

b₁₆*

D

b₁₇-H₂O

G

y₁₂²⁺

b₁₈-H₂O

T

y₁₁²⁺

S

y₁₀

b₂₀*

D

y₉²⁺

b₂₁²⁺

I

y₈

R

y₇

D

y₆

E

y₅

A S

y₃

S V T R _

b₅*
352.1615

y₃
375.235

b₅
450.1384

y₉²⁺
510.7571

y₅
549.2991

y₁₀²⁺
567.2991

b₇*
609.245

y₆
620.3362

y₁₁²⁺
624.8126

y₁₂²⁺
668.3286

b₈*
738.2876

y₁₄²⁺
747.3632

y₇
749.3788

b₁₅²⁺
805.2716

y₈
864.4058 b₉*

867.3301

y₁₆²⁺
869.3979

b₁₀*
924.3516

y₁₇²⁺
933.9192

y₁₈²⁺
983.4534

y₁₉²⁺
1040.967

b₂₁²⁺
1099.391

y₂₁²⁺
1126.991

y₁₀
1133.591

b₁₁
1137.355

y₂₂²⁺
1191.512

b₁₂
1252.382

b₁₃*
1253.474

y₂₃²⁺
1256.034

y₁₂-NH₃
1318.623

y₂₄²⁺
1336.049

y₂₅²⁺
1384.575

y₁₄
1493.719

b₁₆*
1626.586

b₁₆
1724.563

b₁₇-H₂O
1763.574

y₁₇-NH₃
1849.805

b₁₈-H₂O
1864.622

y₁₇
1866.831

b₂₀*
1986.714
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6799

Srpk1

126.99

ITMS; CID; 2

_ G S A P

b₅-H₂O

H S

b₇

E S

y₂₄²⁺

b₉

D

y₂₃²⁺

b₁₀

I

y₂₂²⁺

P E

y₂₀²⁺

b₁₃

Q

b₁₄

E

b₁₅

E

b₁₆

E

y₁₆*

b₁₇

I

y₁₅*

b₁₈

I G
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S

y₁₂

D

y₁₁

D

y₁₀

D
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E

y₈
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b₂₆²⁺

E

y₆

b₂₇²⁺

D P

y₄

b₂₉²⁺

N

y₃

b₃₀²⁺

D Y C K _

b₅-H₂O
432.199

y₃
470.2068

y₉²⁺
584.7324

y₄
585.2337

b₇
666.2842

y₆
796.3294

b₁₅²⁺
797.3368

b₉-H₂O
850.3326

b₉
868.3432

y₇
911.3564

b₁₇²⁺
918.4001

b₁₀-H₂O
963.4167

b₁₈²⁺
974.9422

b₁₀
981.4272

y₈
1040.399

y₉-NH₃
1151.431

y₉
1168.458

y₂₀²⁺
1240.452

y₁₀
1297.5

b₁₃
1335.581

y₂₂²⁺
1369.003

y₁₁
1412.527

y₂₃²⁺
1417.529

b₂₆²⁺
1452.564

b₁₄
1464.624

y₂₄²⁺
1474.071

b₂₇²⁺
1510.078

y₁₂
1527.554

b₁₅
1593.666

b₂₉²⁺
1615.626

b₃₀²⁺
1673.139

b₁₆
1722.709

y₁₅*
1768.624

b₁₇
1835.793

y₁₅
1866.601

y₁₆*
1881.708

b₁₈
1948.877

y₁₆
1979.685
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6804

Gatad2a

40.8

ITMS; CID; 2

_ R

y₁₈²⁺

a₂

P P
ph

S P

b₆

D

b₇²⁺

V I

b₉*

V

y₁₀

b₁₀²⁺

I

y₉

S

b₁₂*

D
ph

S

b₁₄

E

y₅*

b₁₅²⁺

Q P
ph

S S P R _

a₂
226.1662

b₇²⁺
415.1838

b₉²⁺
521.2601

y₅*
525.278

b₁₀²⁺
577.8021

y₅
623.2549

b₆
730.292

b₁₅²⁺
890.8814

b₉*
943.536

y₁₈²⁺
1075.428

y₉
1162.381

y₁₀
1249.413

b₁₂*
1258.679

b₁₂
1356.656 b₁₄-NH₃

1635.67

b₁₄
1652.697
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6828

Aib1; Ncoa3; Pcip; Rac3; Tram1

40.19

ITMS; CID; 2

_

y₁₆*

A V

b₃

ph

S

y₁₃

I

y₁₂

D

y₁₁

S P

b₈*

V S

y₇

b₁₀*

V

y₆

G

b₁₂*

S G P P V K _

y₇²⁺
321.1845

b₃
338.1112

y₁₂²⁺
555.8113

y₆-NH₃
567.3137

y₆
584.3402

y₇
641.3617

b₈*
751.3985

b₁₀*
937.4989

y₁₁
1023.583

b₁₂*
1081.552

y₁₂
1110.615

y₁₃
1225.642

y₁₆*
1506.816

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.5

1
1.5

Intensity [10e4]

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6855

Dock2

214.53

ITMS; CID; 2

_

y₁₅²⁺

V E

y₁₃

b₃

E

y₁₂

b₄

E

y₁₁

P
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b₆

I

y₉

b₇*
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S P

y₇
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y₆

b₁₀*
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y₅

b₁₁
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b₁₂*

I

b₁₃

P

b₁₄*

E

b₁₅*

V K _

b₃-H₂O
340.1503

b₃
358.1609

b₄-H₂O
469.1929

y₄
472.2766

b₄
487.2035

y₅
585.3606

b₁₁²⁺
603.7499

y₁₁²⁺
604.3021

y₁₂²⁺
652.8285

y₆
686.4083

b₆
697.3403

y₁₃²⁺
717.3498

b₇*
766.3618

y₇
773.4403

y₁₅²⁺
846.3924

y₉
927.5146

y₁₀*
996.536

b₁₀*
1007.468

y₁₀
1094.513

b₁₀
1105.445

b₁₁
1206.493

y₁₁
1207.597

b₁₂*
1221.6

b₁₂-H₂O
1301.566

y₁₂
1304.65

b₁₂
1319.577

b₁₃
1416.629

y₁₃
1433.692

b₁₄*
1447.695

b₁₄
1545.672

b₁₅*
1546.764

b₁₅-H₂O
1626.73

b₁₅
1644.74
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6861

Hsp60; Hspd1

150.49

ITMS; CID; 2

_

y₁₁*

T

y₁₀*

V

y₉
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y₈

b₄
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b₅
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y₆
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b₇
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y₄*

W

y₃*

b₉

G

y₂

b₁₀*

ph

S P K _

y₂-NH₃
227.139

y₂
244.1656

y₃*
313.187

b₃
314.2074

y₄*
370.2085

y₃
411.1639

b₄
427.2915

y₄
468.1854

b₅-H₂O
538.3235

b₅
556.3341

y₁₀²⁺
612.7867

y₆
741.2967

b₇-H₂O
753.4141

b₇
771.4247

y₇-NH₃
852.3288

y₇
869.3553

y₈
998.3979

b₉
1014.525

b₁₀*
1083.547

y₉
1111.482

y₁₀*
1126.589

b₁₀
1181.524

y₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6877

Nhe1; Slc9a1

67.65

ITMS; CID; 2

_ C

y₁₈²⁺

b₂

I

y₁₇²⁺

b₃

ph

S

y₁₆²⁺

b₄*
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y₁₀

b₁₀*

E P G

y₇

E G

y₅

E P F

y₂

b₁₈²⁺

I P K _

y₂-NH₃
227.139

y₂
244.1656

a₂
246.1271

b₂
274.122

b₃
441.1203

b₄*
458.1704

y₁₀²⁺
535.7795

b₄
556.1473

y₅
601.3708

y₁₂²⁺
648.8272

b₇*
709.2974

y₇
787.4349

y₁₆²⁺
842.9201

y₁₇²⁺
900.4336

y₁₈²⁺
983.9328

b₁₈²⁺
998.911

y₁₀
1070.552

b₁₀*
1072.452

y₁₂
1296.647
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6879

Sid2057; Smap

102.29

ITMS; CID; 2

_ S

y₂₂²⁺

A

y₂₁²⁺

b₃

ph

S

y₂₀²⁺

P

y₁₉²⁺

D

y₁₈²⁺

b₆*

D

y₁₇²⁺

b₇*

D

y₁₆²⁺

b₈*
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y₁₅²⁺
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y₁₄²⁺

b₁₀*

S S

y₁₂

N

y₁₁²⁺

W

y₁₀

b₁₄

E

y₉

A

b₁₆-H₂O

A

y₇²⁺

b₁₇*

D

y₆

I G

y₄

N E

y₂

E R K _

y₂
303.2139

b₃
326.0748

y₇²⁺
423.2274

b₈²⁺
441.1499

y₁₀²⁺
551.778

b₆*
555.2045

y₄
561.2991

y₁₁²⁺
616.2993

b₇*
670.2315

y₁₂²⁺
709.339

y₆
732.3635

b₈*
783.3155

y₁₄²⁺
809.8764

y₁₅²⁺
853.3924

y₁₆²⁺
881.9032

b₁₀*
927.369

y₁₇²⁺
938.4452

y₁₈²⁺
995.9587

y₉
1031.512

y₁₉²⁺
1053.472

y₁₀
1102.549

y₂₀²⁺
1110.986

y₂₁²⁺
1159.512

y₁₁-NH₃
1214.565

y₂₂²⁺
1243.011

y₁₂
1417.671

b₁₄-H₂O
1523.532

b₁₄
1541.543

b₁₆-H₂O
1665.606

b₁₇*
1700.667

b₁₇
1798.644
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6912

Nol5a; Nop56

150.7

ITMS; CID; 2

_ I A

y₂₁²⁺

b₃

A

b₄

I

b₅

A

y₁₈²⁺

b₆

I

y₁₇²⁺

b₇

A

y₁₆²⁺

S

b₉-H₂O

S E

y₁₃

N

y₁₂

S

y₁₁²⁺

b₁₃

ph

S

y₁₀

b₁₄*

T

b₁₅²⁺

P

b₁₆

E

y₇

b₁₇

E C

y₅

E E

y₃

b₂₁²⁺

V N

b₂₃²⁺

E K _

b₃
256.1656

b₄
369.2496

y₃-NH₃
373.1718

y₃
390.1983

b₅
440.2867

y₇²⁺
454.1949

b₆
553.3708

y₅
618.3093

b₇
624.4079

y₁₀²⁺
631.7639

y₁₁²⁺
682.2877

b₁₅²⁺
747.3478

b₉-H₂O
780.4614

y₇
907.3826

y₁₆²⁺
974.3617

y₁₇²⁺
1017.878

y₁₈²⁺
1053.396

b₂₁²⁺
1134.983

y₂₁²⁺
1201.999 b₂₃²⁺

1256.525

y₁₀
1262.521

b₁₃
1295.588

b₁₄*
1298.659

b₁₄-H₂O
1378.625

b₁₄
1396.636

y₁₂
1530.567

y₁₃
1617.599

b₁₆
1622.731

b₁₇
1751.774
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6919

Rps3

58.11

ITMS; CID; 2

_ K P I P

b₅-H₂O

D H

y₁₉²⁺

b₇

V

b₈²⁺

S
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E P K
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b₁₄²⁺

D

b₁₅²⁺

E
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b₁₆²⁺

I

y₉

b₁₇²⁺

I P
ph

T

y₆

T P

y₄

I S

y₂

E Q K _

y₂-NH₃
258.1448

y₂
275.1714 y₆²⁺

351.1951

b₇²⁺
394.2267

b₈²⁺
437.7427

y₄
491.246

b₅-H₂O
533.3082

y₉²⁺
540.7523

y₁₀²⁺
597.2943

b₁₁²⁺
608.3402

y₆
701.3828

b₁₄²⁺
778.4276

b₇
787.4461

b₁₅²⁺
842.9489

b₁₆²⁺
899.4909

b₁₇²⁺
956.0329

y₁₇²⁺
1002.5

y₉
1080.497

y₁₉²⁺
1102.559

b₁₁
1215.673

y₁₂
1435.708

b₁₇-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6953

Kiaa0170; Mdc1

142.32

ITMS; CID; 2

_

y₁₆²⁺

V I

y₁₄*

b₃

I

y₁₃*

b₄

A

y₁₂*
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D
ph

S
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E

b₉

E
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b₁₀*

E

b₁₁

G

y₅

b₁₂*

D

y₄

b₁₃*

F P

b₁₅

S

b₁₆

G R _

b₃
326.2438

b₄
397.2809

y₄
416.2252

y₅
563.2936

b₁₁²⁺
597.7499

y₇
735.342

y₁₄²⁺
773.7883

b₈*
781.409

y₁₆²⁺
886.8724

y₉
993.4272

b₉
1008.429

b₁₀*
1039.494

b₁₀
1137.471

b₁₁
1194.493

b₁₂*
1211.543

y₁₁
1289.468

b₁₂-H₂O
1291.509

y₁₂*
1306.518

b₁₂
1309.52

b₁₃*
1358.611

y₁₃*
1377.555

y₁₂
1404.495

b₁₃-H₂O
1438.577

y₁₄*
1448.592

b₁₃
1456.588

y₁₃
1475.532

y₁₄
1546.569 b₁₅

1640.673

b₁₆
1697.694
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6965

Erk1; Mapk3; Prkm3

114.99

ITMS; CID; 2

_

y₁₈²⁺

I

y₁₇²⁺

A

y₁₆²⁺

b₃

D
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H D

y₁₁

b₈
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y₇*

b₁₂

I

y₆

ph

T E

y₄
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Y

y₃

V

y₂

A T R _

y₂
276.1666

b₃-H₂O
282.1448

b₃
300.1554

y₃
347.2037

y₄
446.2722

b₉²⁺
508.7252

b₁₀²⁺
537.236

b₁₁²⁺
610.7702

b₁₂²⁺
667.3122

y₆
818.3444

y₁₃²⁺
835.3366

y₇*
901.3815

b₈
915.3955

y₁₅²⁺
968.3873

y₁₆²⁺
1016.914

y₁₇²⁺
1074.427

y₁₈²⁺
1109.946

y₉*
1161.534

b₁₁-H₂O
1202.523

y₁₀*
1218.555

b₁₁
1220.533

y₉
1259.511

y₁₀
1316.532

b₁₂
1333.617

y₁₁
1417.58 y₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

6982

Tens1; Tns3

71.69

ITMS; CID; 2

_ K

b₂

I

b₃-H₂O

S

y₁₅-NH₃

I G

y₁₃
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D N
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b₁₁
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S
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Q
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V
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T
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b₁₇²⁺

F

b₁₈²⁺

S K _

b₂-NH₃
225.1598

y₂
234.1448

b₂
242.1863

b₃-H₂O
311.2078

b₆²⁺
314.1949

y₃
381.2132

y₈²⁺
434.2322

y₄
482.2609

y₅
581.3293

y₇
796.4199 y₈

867.4571

y₉
938.4942

b₁₇²⁺
959.9328

b₈
985.439

b₁₈²⁺
1003.449

b₁₀
1214.509

b₁₁
1285.546

b₁₂
1356.583

b₁₃-H₂O
1425.605

b₁₃-NH₃
1426.589 y₁₃

1525.621 y₁₅-NH₃
1693.674
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7025

Crry; Cry

72.92

ITMS; CID; 2

_ I Q

b₃

S

b₄-H₂O

I

y₂₁²⁺

b₅

I

y₂₀²⁺

b₆

T

y₁₉²⁺

b₇-H₂O

S

y₁₈-H₂O

b₈-H₂O

Q

b₉

E N

y₁₅*

S

y₁₄*

S

b₁₃

T

y₁₂

b₁₄

T

y₁₁²⁺

b₁₅

S

y₁₀-H₂O

P A R

b₁₉²⁺

N
ph

S I

b₂₂²⁺

T

b₂₃²⁺

Q

b₂₄²⁺

E V S _

b₃-H₂O
311.1714

b₃
329.1819

b₄-H₂O
424.2554

b₄-NH₃
425.2395

b₅
555.3501

y₁₁²⁺
641.2954

b₆
656.3978

y₁₂²⁺
684.8114

b₇-H₂O
725.4192

b₈-H₂O
853.4778

b₉-H₂O
982.5204

b₉
1000.531

b₁₉²⁺
1008.503

y₁₉²⁺
1058.463

y₂₀²⁺
1101.979

y₂₁²⁺
1152.503

y₁₀-H₂O
1166.52

b₂₂²⁺
1199.068

b₂₃²⁺
1263.098

b₂₄²⁺
1327.619

y₁₂
1368.615

b₁₃
1389.686

y₁₄*
1472.734

b₁₄
1490.733

y₁₅*
1559.766

b₁₅-NH₃
1560.739

b₁₅
1577.765

y₁₈-H₂O
1969.85
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7042

Pfkb; Pfkl; Pfk-l

69.82

ITMS; CID; 2

_ T

y₆*

b₂

I

b₃*

ph

S I

y₃

D K

y₁

b₇*

G F _

y₁
166.0863

a₂
187.1441

b₂
215.139

b₃*
284.1605

y₃
351.2027

b₃
382.1374

y₆*
648.3352

b₇*
697.3879

y₆
746.312

b₇
795.3648
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7048

Kiaa0238; Slc23a2; Svct2; Yspl2

139.08

ITMS; CID; 2

_ S

y₁₅*

S I

b₄

A

y₁₂*

b₅

E

y₁₁*

T

y₁₀*

b₇

I

y₉*

b₈

D

y₈-NH₃

b₉²⁺

S

y₇*

b₁₀*

ph

T

y₆

b₁₁²⁺

G

y₅

ph

S

y₄

b₁₃*

I

y₃

b₁₄*

D P

b₁₆

Q R _

b₄
359.1925

y₃-NH₃
383.2037

y₃
400.2303

b₉²⁺
452.7165

b₅
488.2351

y₄
515.2572

b₁₁²⁺
571.7343

y₅
628.3413

y₁₁²⁺
674.7627

b₇-H₂O
684.3563

b₇
702.3668

y₇*
754.3842

y₆
795.3397

b₈
817.3938

y₇
852.3611

b₁₀*
987.4629

y₈-NH₃
1016.349

y₉*
1022.43

b₁₀-H₂O
1067.429

y₉
1120.407

y₁₀*
1137.457

b₁₃*
1226.59

y₁₀
1235.434

y₁₁*
1250.541

b₁₃*
1324.567

y₁₂*
1351.589 b₁₄*

1439.594

y₁₂
1449.566

b₁₄
1537.571

y₁₅*
1664.753

y₁₅-NH₃
1745.703

b₁₆
1762.682
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7058

Herc4

56.85

ITMS; CID; 2

_ I

y₁₈*

Y

y₁₇

b₃

ph

S

y₁₆*

F G I

b₇²⁺

G

y₁₂

b₈*

G N G Q

y₈*

b₁₂²⁺

I G
ph

T

y₅-NH₃

b₁₅-H₂O

G

y₄

b₁₆

S
ph

T S N R _

b₇²⁺
409.6779

b₃-H₂O
426.1425

b₃
444.153

y₄
557.2079

y₅-NH₃
627.2134

b₁₂²⁺
644.2921

b₈*
777.393

y₈*
841.32

b₈
875.3699

y₁₂-NH₃
1334.477

y₁₂
1351.504

y₁₆*
1537.675

b₁₅-H₂O
1564.623

b₁₆-H₂O
1651.655

b₁₆-NH₃
1652.639

b₁₆
1669.666

y₁₈*
1753.765

y₁₇-NH₃
1765.694

y₁₇
1782.721
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7086

Etv3; Mets; Pe1

63.68

ITMS; CID; 2

_

y₁₈²⁺

F

y₁₇²⁺

b₂

H

y₁₆²⁺

b₃

F

y₁₅

P P

y₁₃-NH₃

I

y₁₂*

D S

y₁₀

H

y₉

ph

S

y₈-NH₃

P T G

y₅

D V

y₃

b₁₆²⁺

Q P G R _

a₂
257.1397

b₂
285.1346

y₃-NH₃
312.1666

y₃
329.1932

b₃
432.203

y₅
556.3202

y₁₂²⁺
659.2828

y₈-NH₃
812.3897

y₁₅²⁺
821.8647

y₁₆²⁺
870.3911

b₁₆²⁺
921.896

y₉
926.469

y₁₇²⁺
943.9253

y₁₈²⁺
1012.455

y₁₀
1093.467

y₁₂*
1219.581

y₁₂
1317.558

y₁₃-NH₃
1415.559 y₁₅

1642.722
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7107

Nipbl

51.21

ITMS; CID; 2

_ A

y₁₀

I

y₉

b₃

T S

y₇

I

y₆*

I

b₇

G G

y₃

G
ph

S P K _

b₃
286.1761

y₆²⁺
295.6249

y₃-NH₃
402.1516

y₃
419.1781

y₆*
492.2656 b₇

656.3978

y₇
703.3266

y₉
903.4427

y₁₀
1004.49
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7166

Fam76b

49.48

ITMS; CID; 2

_

y₁₃²⁺

V S S

y₁₀

I

y₉

b₅

ph

S P

y₇

E

b₈

Q E Q

y₃

b₁₁²⁺

G

y₂-NH₃

b₁₂

I

b₁₃

W K _

y₂-NH₃
316.1656 y₃

446.2762

b₅
554.2222

b₁₁²⁺
611.753

b₁₃²⁺
761.3347

y₁₃²⁺
784.8533

y₇-NH₃
871.4308

y₇
888.4574

b₈
908.3761

y₉
1114.553

y₁₀-NH₃
1264.525

y₁₀
1281.551 b₁₂

1335.583

b₁₃
1521.662
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7187

Kiaa0055; Ubpy; Usp8

34.43

ITMS; CID; 2

_

y₁₆²⁺

S

y₁₅

b₂

Y

y₁₄²⁺

ph

S

y₁₃²⁺

S P

b₆²⁺

D I

y₉-NH₃

T

y₈²⁺

Q A I Q E E E K R _

a₂
223.1077

b₂
251.1026

b₆²⁺
359.11

y₈²⁺
501.7644

y₁₃²⁺
778.8994

y₁₄²⁺
822.4154

y₁₅²⁺
905.9146

y₁₆²⁺
987.4462 y₉-NH₃

1113.553

y₁₅
1810.822
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7211

Ccdc12

168.55

ITMS; CID; 2

_ I K G Q E

y₁₈

D S

y₁₆

b₈

I

y₁₅*

b₉

A

b₁₀

S

y₁₃*

b₁₁

A

y₁₂

b₁₂

V

y₁₁*

b₁₃

D

y₁₀*

b₁₄

A

y₉*

b₁₅

T

y₈*

b₁₆

T G

y₆*

b₁₈

Q

y₅*

b₁₉

E

y₄*

b₂₀

A C D
ph

S D _

y₄*
478.1238

y₅*
549.161

y₄
576.1007

y₆*
678.2035

y₁₃²⁺
724.7478

y₆
776.1804

y₈*
863.2836

b₈
871.452 b₉

942.4891

y₈-H₂O
943.2499

y₈
961.2605

y₉*
964.3313

b₁₀
1029.521

y₉
1062.308

y₁₀*
1065.379

b₁₁
1100.558

y₁₁*
1136.416

y₁₀
1163.356 b₁₂

1199.627

y₁₁-H₂O
1216.382

b₁₃-H₂O
1296.643

b₁₃
1314.654

y₁₂
1349.42

y₁₃*
1350.511

b₁₄
1385.691

y₁₃
1448.488

b₁₅
1486.738

y₁₅*
1508.581

b₁₆-H₂O
1569.775

b₁₆-NH₃
1570.76

b₁₆
1587.786

y₁₅-H₂O
1588.547

y₁₅
1606.557

y₁₆
1677.595

b₁₈
1772.866

y₁₈
1877.711

b₁₉
1901.909

b₂₀-NH₃
1955.919

b₂₀
1972.946
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7280

Abcf1

162.33

ITMS; CID; 2

_ Q

y₁₇

I

y₁₆*

b₃-NH₃

S

y₁₅*

b₄

V

y₁₄

P

y₁₃

A
ph

S

y₁₁

D

y₁₀

E

b₁₀

E

y₈

b₁₁*

D

y₇

b₁₂

E

y₆

b₁₃*

V

y₅

P

y₄

b₁₅

A P

b₁₇*

I P R _

b₃-NH₃
312.1554

b₄-H₂O
410.2398

b₄-NH₃
411.2238

b₄
428.2504

y₄
492.3168

y₅
563.3539

y₆
660.4067

y₇
759.4751

y₁₄²⁺
807.8498

b₁₅²⁺
824.3429

y₁₅²⁺
856.3761

y₈
888.5177

y₁₆²⁺
905.9103

y₁₀
1132.587

b₁₀
1136.451

b₁₁*
1153.501

y₁₁
1261.63

b₁₂-NH₃
1363.494

b₁₂
1380.52

b₁₃*
1381.612

b₁₃-H₂O
1461.578

b₁₃-NH₃
1462.562

b₁₃
1479.589

y₁₃
1543.655

y₁₅*
1613.768

y₁₄
1614.692

b₁₅
1647.679

y₁₅
1711.745

y₁₆*
1712.837

b₁₇*
1759.838

y₁₆
1810.813

b₁₇-NH₃
1840.789

b₁₇
1857.815

y₁₇
1897.845
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7334

Zfyve19

161.91

ITMS; CID; 2

_

y₂₀²⁺

V

y₁₉²⁺

T

b₃-H₂O

I

y₁₇²⁺

Q

y₁₆²⁺

b₅

D Y

y₁₄

H

y₁₃*

b₈

I

y₁₂²⁺

P

y₁₁

b₁₀²⁺

D

y₁₀

ph

S

b₁₂

D

y₈

b₁₃

E

b₁₄

D

y₆

b₁₅*

E

y₅

b₁₆²⁺

E

y₄

b₁₇²⁺

T

y₃

A

y₂

b₁₉²⁺

I

b₂₀²⁺

Q R _

y₂-NH₃
286.151

b₃-H₂O
296.1969

y₂
303.1775

y₃
416.2616

y₄
487.2987

b₅
557.293

y₅
588.3464

b₁₀²⁺
591.7931 y₆

717.389

y₁₂²⁺
744.2803

y₁₃²⁺
792.8067

b₁₅²⁺
919.3618

y₈
961.4585

b₈
970.4993

b₁₆²⁺
983.8831

y₁₆²⁺
999.4098

b₁₇²⁺
1034.407

y₁₇²⁺
1056.923

b₁₉²⁺
1126.468

y₁₉²⁺
1177.495

b₂₀²⁺
1190.497

y₁₀
1205.528

y₂₀²⁺
1228.018

y₁₁
1372.526

b₁₂
1464.604

y₁₃*
1486.629

y₁₃
1584.606

b₁₃
1593.647

y₁₄
1697.69

b₁₄
1708.674

b₁₅*
1739.74

b₁₅-H₂O
1819.706

b₁₅
1837.716

y₁₆-NH₃
1980.786
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7340

Eef1b; Eef1b2

28.1

ITMS; CID; 2

_ Y G P

b₄-H₂O

S S

b₆-H₂O

V

b₇-H₂O

E

b₈

D T

y₂₉²⁺

T G

b₁₂-H₂O

S G

b₁₄²⁺

A A

b₁₆

D A K

b₁₉²⁺

D

b₂₀

D D

y₁₇²⁺

D

y₁₆-NH₃

I

y₁₅²⁺

D

y₁₄*

I

y₁₃*

F

b₂₇²⁺

G

b₂₈²⁺

ph

S

y₁₀²⁺

D

y₉²⁺

b₃₀²⁺

D

y₈²⁺

E E

y₆

E

y₅

S E

y₃

E A K K _

y₃
346.2449

b₄-H₂O
387.1663

y₈²⁺
475.2273

y₉²⁺
539.7486

b₆-H₂O
573.2667

y₁₀²⁺
597.262

y₅
604.3301

b₁₄²⁺
655.2808

y₆
691.3621

b₇-H₂O
702.3093

b₈
835.3468

y₁₅²⁺
896.8617

b₁₉²⁺
905.3923

y₁₇²⁺
1010.917

b₁₂-H₂O
1163.485

b₁₄-H₂O
1291.544

b₂₇²⁺
1350.575

b₂₈²⁺
1434.074

y₁₃*
1434.587

b₁₆
1495.618

y₁₃
1532.564

b₃₀²⁺
1549.101

y₂₉²⁺
1569.625

y₁₄*
1581.655

y₁₆-NH₃
1890.716

b₂₀
1924.804
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7443

Arglu1

81.62

ITMS; CID; 2

_ A

y₁₁

S

y₁₀

ph

S

y₉²⁺

P

b₅*

P

y₇

b₆

D

b₇

R

y₅

I

y₄

b₉*

D

b₁₀

I

y₂

b₁₁*

F G R _

y₂
242.1487

b₅*
422.2034

y₇²⁺
448.7644

y₄-NH₃
485.2746

y₄
502.3012

y₉²⁺
554.8043

y₁₀²⁺
603.3306

y₅
617.3281

b₆
635.2072

b₇
801.3166 y₇

896.5215

b₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7508

Dab2; Doc2

40.8

ITMS; CID; 2

_ S
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P

y₁₀

P K
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b₁₃²⁺

G

y₇²⁺

I S V P N G V K _

b₃-H₂O
254.1135

y₇²⁺
350.703

b₄
386.167

y₁₀²⁺
499.8033

b₁₀²⁺
525.7182

y₁₂²⁺
596.8561

b₁₃²⁺
666.8028

y₈
813.4829

y₁₆²⁺
831.9344

y₁₇²⁺
880.4608

y₁₈²⁺
937.4822

y₁₉²⁺
986.0086

y₁₀
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y₁₂
1192.705

y₁₆*
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y₁₈-NH₃
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7518

Nuc; Nucb; Nucb1

53.99

ITMS; CID; 2
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y₈²⁺
509.2237
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513.7891

y₄
564.2178

y₉²⁺
565.7657

b₅
590.3388

y₁₂²⁺
727.3398

y₆
792.3288

y₁₅²⁺
904.4167

b₉-NH₃
1009.544

y₈
1017.44

b₉
1026.571y₉*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7524

Kiaa0162; Supt6h

149.32

ITMS; CID; 2

ac

_ S D
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y₃
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b₃
392.1452
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453.282
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b₄
491.2136

y₁₀²⁺
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b₅
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y₆
656.3726
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b₁₄²⁺
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b₉*
1018.4
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y₁₂
1457.666

b₁₃*
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b₁₃
1670.503

b₁₄*
1701.569

b₁₄-H₂O
1781.535

b₁₄
1799.546

b₁₅
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7529

Ly9; Ly-9

113.47

ITMS; CID; 2

_
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Q

y₂₂²⁺

A

y₂₁²⁺

b₃

E

y₂₀²⁺

b₄

V

y₁₉²⁺

b₅

P

y₁₈²⁺

b₆²⁺

A

y₁₇²⁺

b₇-NH₃

E

y₁₆

b₈-H₂O

I

b₉

P

y₁₄

E

y₁₃

ph

T P T

b₁₄-NH₃

G H

b₁₆²⁺

G

b₁₇*

Q F S V I S Q R _
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b₃-H₂O
311.135

b₃-NH₃
312.119

b₃
329.1456

b₄-H₂O
410.2034

b₄-NH₃
411.1874

b₄
428.214

b₅
525.2667

y₁₃²⁺
707.3653

b₇-NH₃
708.3199

b₈-H₂O
820.4199

b₁₆²⁺
847.8747

y₁₆²⁺
910.92

b₁₇²⁺
911.904

b₉
935.4833

y₁₇²⁺
967.462

y₁₈²⁺
1031.983

y₁₉²⁺
1067.502

y₂₀²⁺
1116.028

y₂₁²⁺
1165.562

y₂₂²⁺
1230.084

y₂₃²⁺
1265.602

y₁₃
1413.723

b₁₄-NH₃
1483.635

y₁₄
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y₁₆
1820.833
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7538

Dncli1; Dnclic1; Dync1li1

144.29

ITMS; CID; 2

_ D

y₁₇²⁺

b₂
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y₁₆*
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F
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P A

b₁₅

ph
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a₂
235.1077

b₂-H₂O
245.0921

b₂
263.1026

b₃-H₂O
373.1506

b₃-NH₃
374.1347

b₃
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y₇²⁺
446.2135

b₄-NH₃
503.1773

b₈²⁺
504.7191

y₈²⁺
519.7477

b₄
520.2038

y₉²⁺
577.2611

y₁₁²⁺
670.2932

y₆*
696.39

y₁₂²⁺
718.8195

y₁₄²⁺
832.8751

b₇
911.3781

y₁₅²⁺
914.4067

y₁₆²⁺
978.928

y₈
1038.488

y₁₇²⁺
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b₁₀
1194.495

b₁₁-NH₃
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7554

Ad3h; Psen1; Psnl1

175.86

ITMS; CID; 2

_

y₁₈²⁺

A A

y₁₆²⁺

V

y₁₅

Q

y₁₄

b₅

E

y₁₃*

b₆

I

y₁₂*

S

y₁₁*

b₈

G

y₁₀

b₉*

ph

S

y₉

b₁₀*

I

y₈*

b₁₁

I

y₇

b₁₂*

ph

T

y₆

S

y₅

b₁₄*

E

y₄

b₁₅*

D P

y₂

E
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y₂
304.1615

b₅-H₂O
481.2405

b₅
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b₆
612.3352
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b₈-H₂O
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b₈
756.3886

y₆
774.3264

b₉*
825.4101

b₁₅²⁺
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y₇
861.3585

b₁₀*
938.4942

y₈*
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y₁₆²⁺
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y₁₈²⁺
1060.445

b₁₂*
1134.615

b₁₁
1149.555

y₉
1155.457

b₁₂*
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b₁₂
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7569

Etl1; Kiaa1122; Smarcad1

104.88

ITMS; CID; 2

_ D T

y₂₀²⁺
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y₁₁²⁺
635.3071

b₆
641.3869

y₆
672.4039

y₁₂²⁺
692.8206
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7624

Ranbp2

58.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7631

Igf2r

86.95

ITMS; CID; 2
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b₁₃*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7635

Kiaa0690; Rrp12

65.95

ITMS; CID; 2

_ G

y₂₀²⁺
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b₄-H₂O
355.1612

y₃
388.2415

b₅-H₂O
484.2038

y₈²⁺
510.2231

y₉²⁺
574.7444

b₆-H₂O
613.2464

y₅-NH₃
629.3002

b₆
631.257

y₁₀²⁺
632.2578

b₇-H₂O
726.3305

b₇
744.341

y₁₂²⁺
780.2783

y₁₃²⁺
837.7918

b₈-H₂O
839.4145

b₉
928.4622

y₁₅²⁺
929.8524

y₁₆²⁺
986.3944

y₁₇²⁺
1050.916
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7641

Son

71.28

ITMS; CID; 2
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y₂
246.1812

b₃-H₂O
270.1084

b₃
288.119

b₆²⁺
355.0775

b₄*
357.1405

y₃
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y₆²⁺
399.7234

b₄
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506.3337

y₉²⁺
578.7979

y₁₀²⁺
643.3192

y₁₂²⁺
751.3565

y₆
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b₇-H₂O
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y₁₅²⁺
982.8761

y₁₆²⁺
1026.392
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1028.494

b₁₁*
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y₁₁
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7643

Top2b

46.89

ITMS; CID; 2
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y₁₆²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7722

Braf; B-raf

97.9

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7775

Ebag9; Rcas1

119.47

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7786

Ogfr

237.3

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7802

Hn1

38.4

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7830

Ddx54

198.51

ITMS; CID; 2

_

y₁₈²⁺

A

y₁₇²⁺

I

y₁₆²⁺

P

y₁₅

S

y₁₄*

b₅

F

y₁₃

P

y₁₂

T

y₁₁*

b₈

S

y₁₀*

E C

y₈*

b₁₁

V

y₇

b₁₂*

ph

S

y₆

D

y₅

b₁₄*

V

y₄

b₁₅*

E

b₁₆

P

b₁₇*

D T R _

b₈²⁺
401.2107

y₄
488.2463

b₅-H₂O
498.2711

b₅
516.2817

y₅-NH₃
600.2624

y₅
617.2889

y₆
716.3573

y₁₃²⁺
787.8056

b₈
801.4141

y₇
831.3843

y₁₄²⁺
836.332

y₈*
900.4058

y₁₅²⁺
909.8662

y₁₆²⁺
953.3822

y₁₇²⁺
1001.909

y₁₈²⁺
1058.451

y₁₀*
1159.505

b₁₁-H₂O
1171.545

b₁₁
1189.556

y₁₀-NH₃
1240.455

y₁₀
1257.482

b₁₂*
1258.577

y₁₁*
1288.547

y₁₁
1386.524

b₁₄*
1472.673

y₁₂
1473.556 b₁₄

1570.65

y₁₄*
1573.68

y₁₃
1574.604

b₁₅*
1601.715

y₁₄
1671.657

b₁₅-H₂O
1681.682

b₁₅
1699.692

b₁₆
1796.745

b₁₇*
1813.795

y₁₅
1818.725

b₁₇
1911.772

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
1

2
3

Intensity [10e5]

400 600 800 1000 1200 1400 1600 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7859

Dock8

51.09

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7872

H2-K; H2-K1

43.26

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7890

Cappa2; Capza2

115.68

ITMS; CID; 2

ac

_ A

y₁₂²⁺

D

y₁₁*

b₃

I

y₁₀*

b₄

E

y₉*

b₅

E

y₈*

b₆

Q

y₇*

b₇

I

y₆

b₈²⁺

ph

S

y₅

D

y₄

E

y₃

E

b₁₂*

K

b₁₃*

V R _

b₃
342.166

y₃
402.2823

b₄
471.2086

b₈²⁺
504.6997

y₄
531.3249

b₅
600.2511 y₅

660.3675

y₁₁²⁺
721.314

b₆
728.3097

y₆
775.3945

y₁₂²⁺
777.856

b₇
841.3938

y₇*
844.4159

y₇
942.3928

y₈*
957.5

y₈
1055.477

y₉*
1085.559

y₉-NH₃
1166.509

y₁₀*
1214.601

y₁₀
1312.578

y₁₁*
1343.644

b₁₂*
1411.622

b₁₂-H₂O
1491.589

b₁₂-NH₃
1492.573

b₁₃*
1510.691

b₁₃
1608.668

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
0.2

0.4
0.6

0.8
1

Intensity [10e6]

300 400 500 600 700 800 900 1000 1100 1200 1300 1400 1500 1600 1700 1800

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7894

Ptplad1

108.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7906

Nsfl1c

61.44

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7922

D19Ertd703e; Kiaa1558; Pp6r3; Saps3

65.23

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7950

Rbm12b; Rbm12ba; Rbm12bb

61.73

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7978

Kiaa0190; Ode-1; Uchrp; Usp10

152

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

7996

Top2b

106.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8011

Sash1

109.22

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8017

Lipe

59.86

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8034

Arhgap5; Rhogap5

68.04

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8039

Dbhr; Mox; Moxd1

49.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8117

Kiaa1046; Otud4

58.68

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8126

Eif4ebp1

44.01

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8220

Armc10

63.18

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8225

Mars

60.38

ITMS; CID; 2

_ G
ph

S P

b₄*

K P A

b₇

A

b₈*

V

b₉²⁺

E

y₁₈²⁺

b₁₀

A

y₁₇²⁺

b₁₁

V

y₁₆²⁺

b₁₂*

T

y₁₅

A

y₁₄²⁺

b₁₄²⁺

A

y₁₃²⁺

b₁₅²⁺

G S Q

b₁₈*

H

y₉

b₁₉²⁺

I Q T I T D

b₂₅²⁺

E

y₂

V T K _

y₂
248.1605

b₄*
352.1979

b₉²⁺
459.2101

b₁₀²⁺
494.7286

b₁₄²⁺
665.8238

b₇
689.3018

b₈*
690.3933

b₁₅²⁺
694.3345

y₁₃²⁺
750.3886

b₈-H₂O
770.3597

y₁₄²⁺
778.8994

y₁₅²⁺
814.4179

y₁₆²⁺
849.9365

y₁₇²⁺
900.4603

b₁₉²⁺
926.9513

y₁₈²⁺
949.9945

b₁₀
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8232

Kiaa0886; Nogo; Rtn4

93.4

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8267

Kiaa1927; Krap; Ssfa2

59.61

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8271

Bclaf1; Btf; Kiaa0164

171.78

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8287

Krip1; Tif1b; Trim28

249.39

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8298

Pgm1

135.08

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8349

Kiaa1111; Phf8

57.6

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8366

Fam129a; Niban

149.3

ITMS; CID; 2

_ R V

b₃*

ph

S

b₄*

A

y₂₁²⁺

b₅*

I

y₂₀²⁺

b₆*

I P

b₈

G

y₁₇²⁺

b₉*

A

y₁₆-NH₃

P

y₁₅

D

b₁₂*

N

y₁₃

b₁₃

E

y₁₂

b₁₄*

I P

y₁₀

b₁₆²⁺

S

b₁₇²⁺

N

y₈

E

b₁₉²⁺

V

b₂₀²⁺

F

y₅

Q

y₄

b₂₂²⁺

E P

b₂₄²⁺

E E K _

b₃*
325.1983

b₄*
396.2354

b₈²⁺
437.731

y₄
502.2508

y₈²⁺
503.248

b₅*
509.3194

b₅
607.2963

b₆*
622.4035

y₅
631.2933

b₁₃²⁺
700.8321

y₁₂²⁺
716.8332

b₆
720.3804

y₁₃²⁺
773.3752

b₉*
847.5148

b₁₆²⁺
849.4166

b₈
874.4546

b₁₇²⁺
906.438

b₉
945.4917

y₁₇²⁺
1000.958

y₈
1005.489

b₁₉²⁺
1020.494

b₂₀²⁺
1094.028

y₂₀²⁺
1113.513

y₂₁²⁺
1170.056

b₁₂*
1173.637

b₂₂²⁺
1222.578

y₁₀
1248.574

b₁₂
1271.614

b₂₄²⁺
1335.626

b₁₃
1400.657

b₁₄*
1415.764

y₁₂
1432.659

b₁₄
1513.741

y₁₃
1545.743

y₁₅
1788.829

y₁₆-NH₃
1886.829

0
20

40
60

80
10

0
12

0

R
el

at
iv

e 
Ab

un
da

nc
e

0
2

4
6

Intensity [10e5]

400 600 800 1000 1200 1400 1600 1800 2000

m/z [amu]



Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8378

Lag; Lap18; Pr22; Stmn1

32.07

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8408

A170; Sqstm1; STAP

166.28

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8415

Sdad1

102.5

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8430

Rab7; Rab7a

72.96

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8501

Tmod3

75.11

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8526

D6Wsu116e; Fam21; Kiaa0592

56.49

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8550

Ddx47

38.72

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8702

Nab2

85.18

ITMS; CID; 2
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545.7856 b₅-H₂O
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b₅-NH₃
610.2273

b₅
627.2538

y₇
669.3315

b₆*
696.2753

y₁₅²⁺
749.8743

y₁₇²⁺
842.9064

y₁₀
880.4272

y₂₀²⁺
1020.512

b₁₇²⁺
1025.951

b₉*
1035.455

y₂₁²⁺
1069.038

y₁₂
1090.564

y₂₄²⁺
1265.111

y₁₄*
1272.67

b₂₅²⁺
1330.078

b₁₂-H₂O
1414.569

b₁₂
1432.58

y₁₅
1498.741

b₁₃-H₂O
1542.664

b₁₃
1560.675

b₁₄-H₂O
1655.748

b₁₅*
1742.78

b₁₅-H₂O
1822.747
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8708

Tis11; Tis11a; Zfp36

61.11

ITMS; CID; 2

_
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505.8165

b₁₀²⁺
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8740

Rplp2

228.46

ITMS; CID; 2
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b₄
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b₅-H₂O
593.2657

y₅
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b₅
611.2762

y₆
655.3086

b₁₁²⁺
700.2204

y₁₂²⁺
722.2365

b₆
740.3188

y₇
802.344

b₁₅²⁺
887.3181

y₁₅²⁺
894.7951

b₁₆²⁺
960.8523

b₉
1137.371

y₁₀
1147.425

b₁₀*
1154.421

y₁₁*
1216.446

b₁₀-H₂O
1234.387

b₁₀
1252.398

b₁₁*
1301.457

y₁₁
1314.423

y₁₂*
1345.489

b₁₁
1399.433

b₁₂-H₂O
1438.444

y₁₂
1443.466

b₁₂
1456.455

y₁₃*
1474.531

b₁₃*
1505.546

b₁₄*
1562.568

b₁₃
1603.523

y₁₄
1659.54

b₁₄
1660.545

b₁₅*
1675.652

b₁₅-H₂O
1755.618

b₁₅-NH₃
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1773.629
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8788

Af6; Mllt4

95.65

ITMS; CID; 2
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1045.46

y₁₀*
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b₁₀*
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8823

Pdk1; Pdpk1

186.56

ITMS; CID; 2
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b₇*
659.3148

b₈*
730.3519

y₆
732.4138

b₈-H₂O
810.3182

y₇
829.4666

b₉*
858.4104

y₈
916.4986

b₉-H₂O
938.3768

y₉
1015.567

b₁₀*
1021.474

y₁₈²⁺
1031.99

b₁₀-NH₃
1102.424

b₁₁*
1120.542

y₁₀
1178.63

b₁₁-H₂O
1200.509

b₁₁
1218.519

b₁₂-H₂O
1287.541

b₁₂-NH₃
1288.525

y₁₁-NH₃
1289.662

y₁₁
1306.689

y₁₂
1377.726

y₁₃
1478.774

y₁₄-NH₃
1518.769

b₁₄
1531.646

y₁₄
1535.795

y₁₅
1634.864

b₁₅
1644.731

b₁₆*
1659.838

b₁₆-H₂O
1739.804

b₁₆
1757.815

b₁₇*
1760.885

y₁₆
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8857

Utp18; Wdr50

60.52

ITMS; CID; 2
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y₁₀²⁺
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827.2485

b₉*
875.3642

b₉*
973.3411

b₉
1071.318

b₁₀*
1140.339

b₁₁*
1171.405

b₁₂*
1270.474

y₁₁
1308.643

b₁₁
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8886

Gmip

231.06

ITMS; CID; 2
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604.2014
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612.8209
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622.212
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655.3649

b₆
679.2335

y₁₃²⁺
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b₈*
749.3464
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b₁₁
1158.508

y₁₀
1224.635

b₁₂
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b₁₃*
1318.616

y₁₂
1392.724

y₁₃
1449.746

b₁₄
1545.636

b₁₅*
1560.743

y₁₄-NH₃
1561.762

y₁₄
1578.789

b₁₅
1658.72

y₁₅
1675.841

b₁₆
1773.747

b₁₇*
1788.854
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

8915

G3bp; G3bp1

139.51

ITMS; CID; 2
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635.2671
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659.2995

b₆
782.3355

y₆
788.3421

b₇
839.357

y₁₃²⁺
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b₈
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1043.447
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1127.45

b₁₀
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1319.523
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1331.539
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1354.595
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y₁₁
1441.537

b₂₅²⁺
1497.092

b₂₆²⁺
1561.614
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9027

Kiaa1321; Nufip2

67.22

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9029

Ebp1; Pa2g4; Plfap

67.93

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9051

DXImx46e; Otud5; Sfc7

89.23

ITMS; CID; 2
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9113

Abtap; Esf1

118.42

ITMS; CID; 2

_ A

y₂₆²⁺

I A

b₄

E

y₂₃²⁺

b₅

E

b₆

D

y₂₁²⁺

ph

S

y₂₀²⁺

E D

b₁₀*

E

y₁₇²⁺

b₁₁*

I

y₁₆²⁺

P

y₁₅²⁺

b₁₃*

ph

S

y₁₄²⁺

b₁₄

D

y₁₃

b₁₅*

V

y₁₂²⁺

b₁₆

D

y₁₁²⁺

b₁₇*

F

y₁₀

N

y₉²⁺

D P Y

y₆

F A

y₄

E

y₃

E V K K _

y₃
374.2762

b₄
385.2082

y₄-NH₃
486.2922

y₄
503.3188

b₅
514.2508

y₉²⁺
555.7951

y₁₀²⁺
613.3086

b₆
629.2777

y₁₁²⁺
670.3301

y₆
703.3985

y₁₂²⁺
743.8643

y₁₃²⁺
801.3777 y₁₄²⁺

850.912

y₁₅²⁺
908.4254

y₁₆²⁺
991.9246

y₁₇²⁺
1040.451

b₁₀*
1071.411

b₁₀
1169.388

b₁₁*
1184.495

y₂₀²⁺
1219.028

y₁₀
1225.61

b₁₁
1282.472

y₂₁²⁺
1283.549

b₁₃*
1350.57

y₂₃²⁺
1424.562

y₂₆²⁺
1589.123

y₁₃
1601.748

b₁₄
1661.55

b₁₅*
1662.642

b₁₅-H₂O
1742.608

b₁₅
1760.619

b₁₆
1875.646

b₁₇*
1924.737
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9119

Ania6a; Ccn1; Ccnl1

87.33

ITMS; CID; 2

_ G

y₂₄²⁺

I

y₂₃²⁺

b₃

N

y₂₂²⁺

b₄

I

y₂₁²⁺

b₅

D

y₂₀²⁺

b₆-NH₃

G

y₁₉²⁺

b₇

T

y₁₈

P

y₁₇

A I

b₁₁

S T

y₁₃

I

y₁₂-NH₃

G G F S

b₁₈

P

b₁₉-H₂O

A S K P
ph

S
ph

S P R _

b₃
285.1557

b₄
398.2398

b₅-NH₃
496.2402

b₅
513.2667

b₆-NH₃
553.2617

b₇-H₂O
653.3253

b₇-NH₃
654.3093

b₇
671.3359

y₁₃²⁺
717.7944

y₁₈²⁺
960.4368

y₁₉²⁺
1008.963

b₁₁
1039.542

y₂₀²⁺
1059.487

y₂₁²⁺
1087.998

y₂₂²⁺
1145.511

y₂₃²⁺
1202.053

y₂₄²⁺
1259.075

y₁₂-NH₃
1360.533

y₁₃
1434.581

b₁₈
1698.87

b₁₉-H₂O
1751.896

y₁₇
1848.829

y₁₈
1919.866
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9227

Mfap1

189.51

ITMS; CID; 2

_ S I A

y₁₉²⁺

A

b₅

I

b₆

D

y₁₆*

b₇

A

y₁₅*

b₈

I

y₁₄*

b₉

N

y₁₃

b₁₀*

ph

T

y₁₂

b₁₁*

D

y₁₁

D

y₁₀

b₁₃

E

y₉

b₁₄

N

y₈

b₁₅

D

y₇

b₁₆*

E

y₆

b₁₇*

E

y₅

E

y₄

Y

y₃

E A W K _

y₃
404.2292

b₅-H₂O
438.2711

b₅
456.2817

y₄
533.2718

b₆-H₂O
553.298

b₆
571.3086

b₇-H₂O
624.3352

b₇
642.3457

y₅
696.3352

b₈-H₂O
737.4192

b₈
755.4298

y₆
825.3777

b₉
869.4727

b₁₀*
952.5098

y₇
954.4203

b₁₀
1050.487

b₁₁*
1067.537

y₈
1083.463

b₁₁
1165.514

y₁₉²⁺
1189.963

y₉
1198.49

y₁₀-NH₃
1295.506

y₁₀
1312.533

b₁₃
1409.583

y₁₁-NH₃
1424.549

y₁₁
1441.575

b₁₄-H₂O
1505.616

b₁₄
1523.626

y₁₂-NH₃
1539.576

y₁₂
1556.602

b₁₅
1638.653

b₁₆*
1669.719

y₁₃
1671.629 y₁₄*

1754.666

b₁₆
1767.696

b₁₇*
1798.761

y₁₄
1852.643

y₁₅*
1868.709

b₁₇
1896.738

y₁₅-NH₃
1949.66

y₁₅
1966.686

y₁₆*
1981.793
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9235

D6Wsu116e; Fam21; Kiaa0592

76.59

ITMS; CID; 2

_ T

y₂₀²⁺

S

b₃

A

y₁₈²⁺

b₄

I

y₁₇²⁺

b₅-H₂O

I

y₁₆*

F

y₁₅²⁺

ph

S

b₈*

ph

S D E

y₁₁

b₁₁²⁺

E

b₁₂²⁺

D

y₉²⁺

b₁₃

Q

b₁₄*

W

y₇-NH₃

b₁₅²⁺

N

y₆

I

y₅

A

y₄

D S H T K _

b₃
260.1241

b₄
373.2082

b₅-H₂O
468.2817

y₄
472.2514

b₈²⁺
484.1823

y₉²⁺
536.2645

y₅
587.2784

y₆
658.3155

b₁₁²⁺
670.7384

b₁₂²⁺
728.2519

y₇-NH₃
754.373

b₈*
771.4036

y₁₅²⁺
927.8625

b₁₅²⁺
942.3423

y₁₆²⁺
1011.362

y₁₇²⁺
1084.896

y₁₈²⁺
1141.438

y₂₀²⁺
1233.499

y₁₁
1314.607

b₁₃-NH₃
1566.528

b₁₃
1583.555

b₁₄*
1671.657

y₁₆*
1825.762
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9249

DXImx47e; Gripap1; Kiaa1167

72.92

ITMS; CID; 2

_ S

y₂₅²⁺

I S

y₂₃²⁺

S

y₂₂²⁺

ph

S P

y₂₀²⁺

b₇-H₂O

Q

y₁₉²⁺

A

y₁₈²⁺

b₉*

Q P

y₁₆²⁺

P

y₁₅

R P A

y₁₂

E

y₁₁

I

y₁₀

S

y₉

D E

b₂₀²⁺

E

y₆

V

y₅

b₂₂²⁺

A

y₄

b₂₃²⁺

E

y₃

I

b₂₅²⁺

F Q R _

y₃
450.2459

y₄
563.33

y₅
692.3726

b₇-H₂O
749.2866

y₆
763.4097

y₁₅²⁺
866.923

b₉*
868.4159

y₁₆²⁺
944.9736

b₉-NH₃
949.3663

b₉
966.3928

y₁₈²⁺
1042.026

b₂₀²⁺
1093.984

y₁₉²⁺
1106.056

y₉
1120.563

y₂₀²⁺
1141.574

b₂₂²⁺
1179.036

y₁₀
1235.59

b₂₃²⁺
1243.558

y₂₂²⁺
1254.13

y₁₁
1322.622

y₂₃²⁺
1337.629

b₂₅²⁺
1373.634

y₂₅²⁺
1424.661

y₁₂
1435.706 y₁₅

1732.839
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9267

Gly96; Ier3; Iex1

43.69

ITMS; CID; 2

_

y₁₅

R G
ph

S G

b₅-H₂O

P

b₆

E

b₇

I

y₈

b₈*

F

y₇-NH₃

b₉²⁺

T F

b₁₁

D

b₁₂-H₂O

P

y₃

b₁₃²⁺

I

b₁₄-NH₃

P

b₁₅-NH₃

E R _

y₃-NH₃
384.1878

y₃
401.2143

b₈²⁺
462.7024

y₈²⁺
487.7507

b₉²⁺
513.2262

b₅-H₂O
517.1919

b₆
664.245

b₁₃²⁺
749.3423

b₇
777.3291

b₈*
826.4206

y₇-NH₃
856.4199

b₈
924.3975

y₈
974.4942

b₉-NH₃
1008.419 b₁₁-H₂O

1269.53

b₁₁
1287.541

b₁₂-H₂O
1366.583

b₁₄-NH₃
1577.704

b₁₅-NH₃
1706.746

y₁₅
1741.783
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9330

Arbp; Rplp0

46.66

ITMS; CID; 2

_ A E A

y₁₆*

K

b₅-H₂O

E

b₆

E

b₇*

ph

S

b₈*

E

y₁₁

E

y₁₀

b₁₀*

ph

S

y₉

b₁₁*

D

b₁₂*

E

b₁₃

D

y₆-H₂O

b₁₄*

ox

M G F

b₁₇²⁺

G I F D _

b₅-H₂O
519.2653

y₆-H₂O
637.298

b₆
666.3184

b₇*
735.3399

b₈*
864.3825

b₁₇²⁺
1013.325

y₉-H₂O
1028.403

y₉
1046.414

b₁₀*
1160.423

y₁₀
1161.44

b₁₁*
1177.474

b₁₂*
1306.516

y₁₁
1328.439

b₁₁
1373.427

b₁₂*
1404.493

b₁₂-H₂O
1484.459

b₁₂
1502.47

b₁₃
1617.497

b₁₄*
1666.555 b₁₄

1764.532

y₁₆*
1913.631
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9331

Ssr3

38.3

ITMS; CID; 2

_ Q

y₁₂

Q

y₁₁²⁺

b₃-NH₃

ph

S

y₁₀

E

y₉²⁺

E

y₈

D I

b₈

I

y₅

b₉²⁺

I

b₁₀²⁺

Q

b₁₁

D F S R _

b₃-NH₃
407.0962

y₉²⁺
553.7957

b₉²⁺
568.7472

b₁₀²⁺
632.7765

y₅
652.3049

y₁₁²⁺
682.8383

y₈
991.5571

b₈
1023.403

b₉-NH₃
1119.461

y₁₀
1235.627

b₁₀-H₂O
1246.535

b₁₁
1379.573

y₁₂
1531.668
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9335

Ifi75; Ipr1; Sp110

158.17

ITMS; CID; 2

_ A

y₁₇²⁺

T

y₁₆²⁺

b₃-H₂O

A

y₁₅

b₄

Q

y₁₄²⁺

P

y₁₃²⁺

b₆

I

b₇-H₂O

I

y₁₁²⁺

b₈

E

y₁₀

b₉

I

y₉

b₁₀

I

y₈

b₁₁

D

y₇-NH₃

b₁₂

E

y₆*

b₁₃

Q

y₅

P

y₄

ph

S P

y₂

S P R _

b₃-H₂O
226.1186

y₂
272.1717

b₄-NH₃
355.1612

y₆²⁺
360.6575

b₄
372.1878

y₄
456.2565

b₉²⁺
469.2713

y₉²⁺
546.7215

b₆
582.3246

y₁₀²⁺
603.2635

y₆*
622.3307

y₅
623.2549

y₁₁²⁺
659.8056

b₇-H₂O
677.3981

y₆
720.3076

y₁₃²⁺
780.8689

b₈
824.4512

y₇-NH₃
831.3397

y₁₄²⁺
837.4109

y₁₅²⁺
885.9373

b₉-H₂O
919.5247

b₉
937.5353

y₁₆²⁺
949.9666

y₈
977.4088

y₁₇²⁺
985.4852

b₁₀
1050.619

y₉
1092.436

b₁₁-NH₃
1148.62

b₁₁
1165.646

y₁₀
1205.52

b₁₂-H₂O
1276.678

b₁₂
1294.689

b₁₃-H₂O
1404.737

b₁₃
1422.747

y₁₅
1770.867
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9369

7a33; Inpp5d; Ship; Ship1

170.89

ITMS; CID; 2

_
ph

S T I

y₁₅

b₄*

S

b₅*

P

y₁₃

b₆*

D

y₁₂

b₇*

Q

y₁₁

b₈*

Q

y₁₀

b₉*

I

y₉-NH₃

b₁₀

T

y₈

b₁₁-H₂O

A

y₇

b₁₂*

W

y₆

b₁₃*

S

y₅

b₁₄*

Y

y₄

b₁₅*

D

b₁₆*

Q

b₁₇*

I P K _

b₄*
371.1925

b₅*
468.2453

y₄
485.3082

b₆*
583.2722

y₅
600.3352

b₆
681.2491

b₇*
711.3308

y₆
763.3985

b₈*
839.3894

y₇
850.4305

b₁₅²⁺
887.372

y₁₅²⁺
895.4414

b₉*
952.4734

y₈
1036.51

y₉-NH₃
1090.52

b₁₀-NH₃
1134.471

b₁₀
1151.498

b₁₁-H₂O
1204.525

y₁₀
1208.595

b₁₂*
1310.638

y₁₁
1321.679

b₁₂-H₂O
1390.604

b₁₂-NH₃
1391.588

b₁₃*
1397.67

b₁₂
1408.614

y₁₂-NH₃
1432.711

y₁₂
1449.737

b₁₄*
1560.733

y₁₃
1577.796

b₁₅*
1675.76

b₁₅
1773.737

y₁₅
1789.876

b₁₆*
1803.818

b₁₆
1901.795

b₁₇*
1916.902

b₁₇-H₂O
1996.869

b₁₇-NH₃
1997.853
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9372

Ranbp2

58.92

ITMS; CID; 2

_ G

y₃₀²⁺

G E

b₄

D

b₅

E

b₆

D G
ph

S D

b₁₀*

E D V

y₁₉²⁺

V

b₁₄

H N E

y₁₅²⁺

b₁₇*

D I

y₁₃

H

y₁₂

F

y₁₁

b₂₁²⁺

E P

b₂₃²⁺

I V

y₇²⁺

b₂₅²⁺

S

y₆

b₂₆²⁺

I P

b₂₈²⁺

E

y₃

V E V K _

y₆²⁺
350.6974

b₄
359.1197

y₃
375.2238

y₇²⁺
407.2395

b₅-H₂O
470.1518

b₅
488.1623

b₆-H₂O
585.1787

b₆
603.1893

y₁₁²⁺
605.3581

y₆
700.3876

y₁₅²⁺
868.4851

b₁₇²⁺
940.3105

b₁₀*
973.3017

y₁₉²⁺
1116.071

b₂₁²⁺
1203.438

y₁₁
1209.709

b₂₃²⁺
1308.506

y₁₂
1338.752

b₂₅²⁺
1401.556

b₂₆²⁺
1458.098

y₁₃
1485.82

b₁₄
1521.501

b₂₈²⁺
1571.146

y₃₀²⁺
1750.767

b₁₇*
1781.637

b₁₇-NH₃
1862.587
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9393

Rad18; Rad18sc

60.99

ITMS; CID; 2

_ T

b₂

H I I

y₁₆*

b₅

Q F

y₁₄

A

y₁₃²⁺

b₈

I

y₁₂*

b₉

E

y₁₁

b₁₀*

ph

S

y₁₀

P P

y₈

I
ph

S

b₁₅*

P

y₅

V

y₄

S

b₁₈²⁺

S T S K _

b₂
239.1139

y₄
422.2245

y₈²⁺
436.6917 y₅

509.2566

y₁₀²⁺
541.7601

y₁₁²⁺
590.2865

b₅
593.3406

b₁₀²⁺
610.7892

y₁₃²⁺
738.307

y₈
872.3761

b₈
924.5302

b₁₈²⁺
1032.976

b₉
1053.573

y₁₀
1082.513

b₁₀*
1122.594

y₁₁
1179.566

y₁₂*
1248.587 y₁₄

1588.691

b₁₅*
1693.835

y₁₆*
1708.819
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9395

Vamp4

212.9

ITMS; CID; 2

_ R

y₁₅

N

y₁₄*

b₃

I

y₁₃-NH₃

b₄

I

y₁₂*

b₅

E

y₁₁*

b₆

D

y₁₀*

b₇

D

y₉

b₈*

ph

S

b₉*

D

y₇

b₁₀*

E

y₆

b₁₁*

E

y₅

b₁₂*

E

y₄

b₁₃*

D

y₃

F

b₁₅

F

b₁₆*

I R _

b₃
384.2354

y₃-NH₃
418.2449

y₃
435.2714

b₄-NH₃
480.2929

b₄
497.3194

y₄-NH₃
565.3133

y₄
582.3398

b₅
626.362

y₅
697.3668

b₁₁²⁺
698.7668

b₆-NH₃
724.3624

b₆
741.389

y₆
826.4094

b₇-NH₃
839.3894

b₇
856.4159

b₈*
925.4374

y₇
955.452

b₉*
1040.464

b₉
1138.441

b₁₀*
1169.507

y₉
1199.522

y₁₀*
1268.543

b₁₁*
1298.55

y₁₀
1366.52

y₁₁*
1383.57 b₁₂*

1427.592

y₁₁
1481.547

y₁₂*
1498.597

b₁₂
1525.569

b₁₃*
1542.619

y₁₂
1596.574

b₁₃-H₂O
1622.585

b₁₃
1640.596

y₁₃-NH₃
1708.59

y₁₄*
1740.724

y₁₄
1838.7

b₁₅
1934.733

b₁₆*
1949.84

y₁₅
1951.784
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9397

Top2b

77.58

ITMS; CID; 2

_

y₂₅²⁺

K T

b₃-NH₃

S

b₄-NH₃

F D Q

b₇²⁺

D
ph

S D

b₁₀

V

b₁₁

D

y₁₄

b₁₂

I

y₁₃

b₁₃*

F P S

b₁₆*

D

y₉

F

y₈

b₁₈²⁺

T

y₇

S

y₆

b₂₀²⁺

E

y₅

P P

y₃

A

b₂₄²⁺

I P R _

b₃-NH₃
300.1554

y₆²⁺
325.7028

y₃
385.2558

b₇²⁺
411.6851

b₄-NH₃
447.2238

y₅
553.3457

y₆
650.3984

y₁₃²⁺
707.3541

y₇
779.441

y₁₄²⁺
780.8883

y₈
866.473

y₉
967.5207

b₁₈²⁺
1063.436

b₂₀²⁺
1171.473

b₁₀
1203.457

b₁₁
1318.483

b₂₄²⁺
1360.586

y₁₃
1413.701

b₁₂-NH₃
1414.541

b₁₂
1431.568

y₂₅²⁺
1432.121

b₁₃*
1480.659

y₁₄
1560.769

b₁₃-NH₃
1561.609

b₁₃
1578.636

b₁₆*
1779.771
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9432

Prap; Ra70; Saps; Scap2; Skap2; Skap55r

44.89

ITMS; CID; 2

_ F I

b₃

I Q

b₅

D

y₃₀²⁺

b₆

I

b₇

G

b₈

S

y₂₇²⁺

D

y₂₆²⁺

V

y₂₅²⁺

b₁₁

I

y₂₄²⁺

P E

y₂₂²⁺

D D E E R G E I Y

y₁₃²⁺

D

y₁₂*

D V

y₁₀²⁺

D

y₉*

H P A A

y₅*

V

y₄

ph

S

y₃

S P Q R _

b₃
374.2438

y₃
400.2303

y₄-NH₃
470.2358

y₄
487.2623 y₅*

556.2838

y₁₀²⁺
565.2611

b₅-NH₃
600.3028

b₅
617.3293

y₁₂²⁺
672.3088

y₁₃²⁺
729.8223

b₆
730.4134

b₇
787.4349 b₈-H₂O

856.4563

b₈
874.4669

y₉*
894.4792

y₉
992.4561

b₁₁
1201.646

y₁₂*
1245.633

y₂₂²⁺
1283.048

y₂₄²⁺
1405.083

y₁₃-NH₃
1441.611

y₂₅²⁺
1453.609

y₂₆²⁺
1510.151

y₂₇²⁺
1559.685

y₃₀²⁺
1689.226
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9469

Mphosph10

118.57

ITMS; CID; 2

_ K

y₂₂²⁺

b₂

ph

S

y₂₁²⁺

P

y₂₀²⁺

b₄*

V

y₁₉²⁺

b₅*

F

y₁₈²⁺

b₆*

ph

S

y₁₇*

b₇-H₂O

D E

y₁₅

b₉-H₂O

D
ph

S

y₁₃²⁺

b₁₁

D

y₁₂

b₁₂*

I

y₁₁²⁺

b₁₃*

D

b₁₄*

F

y₉

b₁₅*

D

y₈²⁺

I G

y₆

K

y₅

I

y₄

E

y₃-NH₃

Q Q T K _

b₂
296.1006

y₃-NH₃
359.1925

b₄*
394.2449

y₈²⁺
466.264 y₄

504.2776

y₉²⁺
522.806

b₅*
541.3133

b₆*
610.3348

y₅
633.3202

b₅
639.2902

y₁₁²⁺
653.8537

y₁₂²⁺
711.3672

y₆
746.4043

y₁₃²⁺
767.9092

b₇-H₂O
903.3049

y₉
1044.605

y₁₈²⁺
1088.47

b₉-H₂O
1147.374

y₁₉²⁺
1171.969

y₂₀²⁺
1245.503

y₂₁²⁺
1295.038

y₂₂²⁺
1343.564

y₁₂
1421.727

b₁₁
1447.41

b₁₂*
1462.517

b₁₃*
1479.568

b₁₂
1560.494

b₁₃*
1577.544

b₁₃
1675.521

b₁₄*
1724.613

y₁₅
1816.836

b₁₅*
1839.64

b₁₅
1937.617

y₁₇*
1962.929
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9532

Fundc1

130.85

ITMS; CID; 2

_ N P P P Q D

b₇-NH₃

Y

b₈-NH₃

E
ph

S D D

b₁₂

E

b₁₃

S

b₁₄*

Y

b₁₅

E

b₁₆*

V

y₇

b₁₇²⁺

I

y₆

D

y₅

b₁₉²⁺

I

y₄

b₂₀²⁺

T

y₃

E

b₂₂²⁺

Y

b₂₃²⁺

A R _

y₃-NH₃
392.1928

y₃
409.2194

y₄
538.262

y₅-NH₃
622.2831

y₅
639.3097

b₁₂²⁺
734.251

y₆
752.3937

b₇-NH₃
795.3308

y₇-NH₃
850.3941

y₇
867.4207

b₁₅²⁺
923.82

b₈-NH₃
924.3734

b₁₇²⁺
1029.896

b₁₉²⁺
1143.952

b₂₀²⁺
1194.476

b₂₂²⁺
1340.529

b₂₃²⁺
1376.047

b₁₂
1467.495

b₁₃-H₂O
1536.516

b₁₃-NH₃
1537.5

b₁₃
1554.527

b₁₄*
1619.613

b₁₄-H₂O
1699.58

b₁₄-NH₃
1700.564

b₁₄
1717.59

b₁₅-NH₃
1829.606

b₁₅
1846.633

b₁₆*
1847.724

b₁₆
1945.701
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Source:

Scannumber:

Protein:

Peptide Score:

Method:

120601KI_213_Lwt-Hdssar_RAW_3_NH4

9557

Abcf1

160.67

ITMS; CID; 2

_ G G N

y₁₉²⁺

b₄

V

y₁₈²⁺

F

y₁₇²⁺

b₆

E

y₁₆²⁺

b₇

A

y₁₅²⁺

b₈

I

b₉-H₂O

I

y₁₃*

b₁₀

Q

b₁₁

D

y₁₁*

b₁₂

D

y₁₀

ph

S

y₉

b₁₄

E

y₈

b₁₅

E

y₇

b₁₆

E

y₆

b₁₇

E

y₅

E

y₄

E

y₃

E

y₂

E N R _

y₂-NH₃
272.1353

y₂
289.1619

b₄
328.1615

y₃-NH₃
401.1779

y₃
418.2045

y₈²⁺
532.2124

y₄
547.2471

b₆-NH₃
587.246

b₆
604.2726

b₇-NH₃
658.2831

b₇
675.3097

y₅
676.2897

b₈-NH₃
771.3672

b₈
788.3937

y₆
805.3323

y₁₃²⁺
859.7811

b₉-H₂O
883.4672

b₉-NH₃
884.4512

y₇
934.3748

b₁₇²⁺
971.8831

y₁₅²⁺
980.3524

b₁₀
1029.536

y₁₆²⁺
1036.894

y₈
1063.417

y₁₇²⁺
1072.413

y₁₈²⁺
1136.934

b₁₁
1144.563 y₉

1192.46

y₁₉²⁺
1210.468

b₁₂
1259.59

y₁₀
1321.503

y₁₁*
1390.524

y₁₁
1488.501

b₁₄
1555.631 y₁₃*

1620.578

b₁₅-H₂O
1666.663

b₁₅
1684.674

b₁₆
1813.716

b₁₇
1942.759
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