
TABLE S2. Primers used in the reverse transcriptase-PCR detection in V. 

parahaemolyticus 

 

Target Gene/Function Sequence, 5'->3' Amplicon,bp Reference 

16S rRNA  CAGGCCTAACACATGCAAGTC

ATTACCGCGGCTGCTGG 

471 (1) 

VP2553 rpoS CCATTCGCTTGCCTATTCAT 

CTCGTCCCACTTCTTCAAGC 

410 This study 

VP2752 oxyR CGCATTCTGAGTGAGGTGAA 

AACACGGTCTTCCCCATTGAG 

367 This study 

VPA1683 ahpC1 ACCAAACAGGCAACATCACA 

GCCTTCTTTCCATTTTGCTG 

279 This study 

VP0580 ahpC2 GTGTTGCTTTCCGTGGTTCT 

CAGATAGGAACGCTGCAACA 

219 This study 

VPA0305 catalase CACATCTCTACAGGCGCAAA 

GCTGTACACCCAAGTCAGCA 

547 This study 

VPA0453 Catalase/perox

idase 

GGCATAACCCAATCATGACC 

TTGGAGCCAGTTTCGATACCC 

643 This study 

VPA0768 Catalase/perox

idase  

GGACCCTGAATATCGCAAGA 

CCGTCCATTTCACTTGGTCT 

872 This study 

VPA1418 Catalase GAACGAGACATCCGTGGTTT 

TTTCTGGGTTACGGTTCAGC 

595 This study 
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