
Additional file 7. Alignment of NCX proteins 

The file presents the alignment of all NCX proteins that were utilized as markers or 

identified in this work (excluding CrNCX). See the legends of Additional file 5 for 

details of sequence alignment and color annotation. 
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C.familiaris_NCX1.1 ......................................................MLQLRLLPTFSMGCHL
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C.porcellus_NCX1.1  ......................................................MLRLSLSPTYSLGFHL
B.taurus_NCX1.1     ......................................................MLQFSLSPTLSMGFHV
R.norvegicus_NCX1.1 ......................................................MLRLSLPPNVSMGFRL
M.musculus_NCX1.1   ......................................................MLRLSLPPNVSMGFRL
M.mulatta_NCX1.3    ......................................................MRRLSLSPTFSMGFHL
O.cuniculus_NCX1.2  ......................................................MPRFSLSPPFSMGFHL
S.tropicalis_NCX1   ......................................................MMKLGTSLAFFARFHF
O.mossambicus_NCX1.1 ...............................................MSPVRTVPMFFTYKLIFFATVIS
O.mykiss_NCX1       ..............................................MRRTGTSSFLFCALQLTVLLAVFS
D.rerio_NCX1a       ..............................................MGQSGTSSYFSLALNLSIFLLVFS
H.sapiens_NCX3.3    ....................................................MAWLRLQPLTSAFLHFGL
R.norvegicus_NCX3.3 ....................................................MAWLRLQPLTSAFLHFGL
M.musculus_NCX3.1   ....................................................MAWLRLQPLTSAFLHFGL
G.gallus_NCX3       ....................................................MAWLSLQPLTSAFLHFGL
D.rerio_NCX4a       ....................................................MFHLRLSRFSFSSITPCL
T.nigroviridis_NCX4a ................................................................MPHTLI
H.sapiens_NCX2.1    .........................................................MAPLALVGVTLLL
R.norvegicus_NCX2.1 .........................................................MAPLALVGVALLL
M.musculus_NCX2.1   .........................................................MAPLALMGVVLLL
S.kowalevskii_3     ...................................MMKLLCSILSRTLSELTTVSRGVGASALLLVVAFL
T.adhaerens_2       .....................................MQLFSALLWVIAVVVLNFKVDPTLGSSIISERD
L.opalescens_NCX    MNPFKISFSWGVPLFLLGLFFDFAHASEDSNDTCTTEAET..............................
A.mellifera_NCX     ......................................................................
D.melanogaster_NCX  ......MQLLLKSIFTCALFVIFVYATAQSLLKVQETEARQAYLNVTSSSSSNLSQDDGHFLSRRLRQVS
H.magnipapillata    ................................................................MQFVLT
C.elegans_NCX1      .......................................................MTKLKIYLFLVVSLT
C.briggsae_NCX1     ............................................MRVSLKTITNAMTKLKIILFLVVSFG
C.elegans_NCX2      ......................................................................
C.briggsae_NCX2     ......................................................................
T.spiralis          ......................................................................
M.brevicollis_1     ......................................................MRPQTWPAWAVLAMLV
Salpingoeca         ...............................................................MVRGLSL
S.kowalevskii_1     ......................................................................
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D.pulex_1           ......................................................................
P.humanus_corporis  ......................................................................
O.dioica            ......................................................................
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P.marinus           ..............................................................MIGLSLWG
A.anophagefferens_1 ......................................................................
E.huxleyi           ......................................................................
C.intestinalis      ......................................................................
B.floridae          ......................................................................
T.adhaerens_3       ......................................................................
N.vectensis_2       ......................................................................
consensus>50 ......................................................................



20        30        40        50        60         70        80        
� � � � � � �

H.sapiens_NCX1.1    
�� ������������������������� ���������������������

                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMLVTVSLLFSHVDHVIAETEMEGEGNETGECTGSYY KK       E  . P F  KI   T      V  
P.troglodytes_NCX1.1

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMLVIVTLLFSHVDHVIAETEMEGEGNETGECTGSYY KK       E  . P F  KI   T      V  

C.familiaris_NCX1.1 
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMLAVVALLFSHVDLISAETEMEGEGNETGECTGSYY KK       E  . P F  KI   T      V  
F.catus_NCX1.1      

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMLAFVPLLFSHVDLISADTEMEGEGNETGECTGSYY KK       E  . P F  KI   T      V  

C.porcellus_NCX1.1  
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMLAMMTLLISHVDHITAETEMVEEGNETGECTGSYY KK       E  . P F  KI   T      V  
B.taurus_NCX1.1     

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMIAMVALLFSHVDHISAETEMEGEGNETGECTGSYY KK       E  . P F  KI   T      V  

R.norvegicus_NCX1.1 
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMVTLVALLFTHVDHITADTEAETGGNETTECTGSYY KK       E  . P F  KI   T      V  
M.musculus_NCX1.1   

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMVALVALLFSHVDHITADTEAETGGNETTECTGSYY KK       E  . P F  KI   T      V  

M.mulatta_NCX1.3    
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMLVIVALLFSHVDYVIAETEMEGEGNETGECTGSYY KK       E  . P F  KI   T      V  
O.cuniculus_NCX1.2  

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW PQ D S GD  ARA V FVAM YMLAIVALFFFRVDHVSAETEMEGEGNETGECTGSYY KK       E  . P F  KI   T      V  

S.tropicalis_NCX1   
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PQ N S GD  ARA V FVAM YMLVLLLLLCNVGSIRSETTTVADFENHTDSCTGSYY KE       E  . P F  KI   T      V  
O.mossambicus_NCX1.1

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILP W PE N    D  ARA I FV L YMTEFPYSAAAGSTLTL...TSNQTATNHSKCGGSTD IE     L K  . PAFT RL   T    G V  

O.mykiss_NCX1       
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PE N S GD  ARA V FVAL YMSEIKFVTAGNSNPSLGTNSSIGNQTNKKCDSVDTE KV       L  . T F  KL   T      F  
D.rerio_NCX1a       

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW P  N S GD  ARA V FV L YMYELTPVIAGSSKSSLDVDTSNANSSQETCGGSY.E KE       T V. P F  KL   T    G F  

H.sapiens_NCX3.3    
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PE N S GD  AR  V FVAL YMVTFVLFLNGLRAEAGGSGDVPSTGQNNESCSGSSD KE       Y  . P L  KI  VI      I  
R.norvegicus_NCX3.3 

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW PE N S GD  AR  V FVAL YMVTFVLFLNGLRAEAGDLRDVPSAGQNNESCSGSSD KE       Y  . P L  KI  VI      I  

M.musculus_NCX3.1   
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVILPIW PE N S GD  AR  V FVAL YMVTFVLFLNCLRAEAGDSGDVPSAGQNNESCSGSSD KE       Y  . P L  KI  VI      I  
G.gallus_NCX3       

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVILPIW PE N S GD  AR  V FVAL YMVTFVLFLHGLQVDAGLTGDSTSSVQNS.SCSGSFD KE       Y  . P L  KI  VI      I  

D.rerio_NCX4a       
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVVLPIW PQ N S GD  ARA V FVAL YMSSVLLLIFLSGLAHLSQASGDASHSGPGNCSGEDS SE       N  . P V  KV   I      I  
T.nigroviridis_NCX4a

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVVLP W PQ N   GD  ARA V F AL YMSIVILLFPEVTRFSHGSVSHEDAGRTTGNCSSEDN PE     L N  . PAV  KV   I   A  I  

H.sapiens_NCX2.1    
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GV LPVW PD D S GD  ARA V FVAM YMAAPPCSGAATPTPSLPPPPANDSDTSTGGCQGSYR QP  L    E  . P L  KA   V      V  
R.norvegicus_NCX2.1 

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GV LPVW PD D S GD  ARA V FVAM YMGAPHCLGEATPTPSLPPPPANDSDASPGGCQGSYR QP  L    E  . P L  KA   V      V  

M.musculus_NCX2.1   
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GV LPVW PE D S GD  ARA V FVAM YMGVPHCLGEATPTPSLPPPTANDSDASPEGCQGSYR QP  L    E  . P L  KV   V      V  
S.kowalevskii_3     

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GV LP W PD     GD  ARA V F  L YMNFHPTLTQETFRNSTYPPVWDGGEEEEVCSRNATA KP  L  K T  .PVNV  VA   T   AG A  

T.adhaerens_2       
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                          S GE   R  V F  L F VSTINSTSTPTLSDAEKRLIACNTTTRCKNGLFLPHWPYPKDSKGNIL.PL T  RVG TI   FS F F
L.opalescens_NCX    

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  G I P W P  N S GD  ARA V FV M YL................................... RN L V R N VG L V  KL   T    L F  

A.mellifera_NCX     
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  G V PVW PQ N    D   R  V F  L YL...........................MPGNYSTR EP L V   R  E LNLS IIF GF   SL L  
D.melanogaster_NCX  

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  G VLP W PQ N S GD   R  V FV L YLHGEEGDEGAPSQMDDELEQMTKVHGEAPDAEDVRE SE L   L M  R I V  RLV GF    L I  

H.magnipapillata    
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVVLPVW      S       A V  VAM Y FVFIWFVNAVFANETIIFTNITVKNTTCRTLENLK KP       KSADSE KAVIAGK F  L   F F
C.elegans_NCX1      

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  GVI PVW P  N S      RA V  IAL YLTLGQYAAEPQNGEIIHVSSQRIPGPEP.ACAPAKP SP   V   Q SE L ECKIWF  I  L   A  

C.briggsae_NCX1     
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  GVI PVW P  N S      RA V    L YLQFQ..AQQQGNTEVVRVFSQRLPSPEDTACPPAKP AP   V   Q SE L ECKIWF  I  LLV A  
C.elegans_NCX2      

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                          C  G V PIW P  D   GD   R    F    YM.MTRLGCWLAVAFLVALAGLADAGSNCSAADATRN ID L I   R FL LTT  RVL GVL  FVIA  

C.briggsae_NCX2     
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                          C  G V PIW P  D   GD   R    F    YM.MTRLGCWLAVAALVALAGLADAGSNCSAADATRN ID L V   R FL LTT  RVL GVL  FVIA  
T.spiralis          

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                     P  D S      RA    I L Y ...................MLQYNNGTTALIFVENAYPCSDRGLLL LI E RWPTAT  FL L G L S

M.brevicollis_1     
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                L                     FV L   AACVVPGLAQAPGPEPRPSDPPCSDTVLSQGTPICKGGSGT LPAFNAYGEADWPEGLKIVL   G LWT
Salpingoeca         

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                                         L   ALVATTVIVSLSLVAGVHGEPCGDRIVNNTEKPICKGGSGTFLPAFNAYGEDNWSDGLKIFL LAG LWT

S.kowalevskii_1     
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                     P  N S     AR  I  I L   ..........................MSNSTTDPGAYYCYDKGLIL IV E TWSIG  TT  L G LWS
S.kowalevskii_2     

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                     P  N S     AR  V  I L Y ..........................MSNSTTDPDAYLCYDKGLIL IV E TWSTG  IT  L G I C

T.adhaerens_1       
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                     P  D S  N   R       L Y ...................................MSYCNKTGLLL IL E NW QGF GFL LAG L S
D.pulex_1           

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                     P           RA      L Y ...........................MTRNNGTLDDYTCSNALLL LISEFTWSIEV  FL LFG L C

P.humanus_corporis  
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                     P  N    N   R    F AL Y ......................MNVTGDLNELQNGEEDKCSESLFF FL DIHL PII GIL  F  A S
O.dioica            

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                M    P  D S      R     V L   ........................MDGNVSVVDPGAYPQCA GMLL LV E EMSMSL IIM L G FWF

A.pisum             
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                     P  D        R  V    L Y .......................MGHGNTSSYPWGPNDVCPGGLIL IL ERLWPIKV VA  LFT L F
P.marinus           

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                                 R    F  L   VDSPRSLATPVIEQPIPICEHGGSGLVLEDRLMGYVEGSHPQILPLFGDSEQDWPNGL VVL  LG CWC

A.anophagefferens_1 
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                                 RA      L   ..........................................................  VL LLG LWF
E.huxleyi           

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                                  A I   AL   ..MLNSTAVITNETAPLLNDTCEDGLLLAGPLRTHRN...................... L  MA  LWT

C.intestinalis      
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                   W             R  I  IA  YL..........MATTDVISYYSNGFVVEHVPIDETGNFTDAYCQS LLIPAENLWPAWF GF  I  IA  
B.floridae          

�� � 	
��	
������	�� 	
� 	
�
                                                              Y                                                   W             R    F AM Y ..........MDLIAWQTNYSAGYVVETLPNGTEP......CES LLLPAENLWPSAL GIL  L  A I

T.adhaerens_3       
�� � 	
��	
������	�� 	
� 	
�

                                                              Y                                                   W             R      AM YL.......MAAIPNGSTFYNFSNGFIVEY..........DGSCSS LLIIGENFWHPAV CIL IA  I  
N.vectensis_2       

�
 ������������������
�
���� ���������������������
                                                              Y                                                   W         N   R       M YL.............MAYRTNFSRGYVVEYSPPCFE.........S LLLPAENLW DGI GFL ILG L  

consensus>50 ...................................c..gvilpiw.pq.d.s.gd..ara.vYfval.ym



90       100       110        120                       130       140 
� � � � � �

H.sapiens_NCX1.1    
� ��� ����� ����� �������������������������������������������������������������������� �����������������������������

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               
P.troglodytes_NCX1.1

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               

C.familiaris_NCX1.1 
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               
F.catus_NCX1.1      

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               

C.porcellus_NCX1.1  
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               
B.taurus_NCX1.1     

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               

R.norvegicus_NCX1.1 
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               
M.musculus_NCX1.1   

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               

M.mulatta_NCX1.3    
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               
O.cuniculus_NCX1.2  

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               

S.tropicalis_NCX1   
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            S               .     TTKTT................               
O.mossambicus_NCX1.1

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QE  ITIK KPNGE                     VRI  E VS  T MA            A         RR    .     KITTT................               

O.mykiss_NCX1       
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QE EITIK KPNGE                     VRI  E VS  T MA            A         R     .     KVTTT................               
D.rerio_NCX1a       

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA            A               .     TTTTT................               

H.sapiens_NCX3.3    
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QE EVTIK KPNGE                     IRV  E VS  T MA            A         R     .     TSTTT................               
R.norvegicus_NCX3.3 

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QE EVTIK KPNGE                     IRV  E VS  T MA            A         R     .     TSTTT................               

M.musculus_NCX3.1   
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QE EVTIK KPNGE                     IRV  E VS  T MA            A         R     .     TSTTT................               
G.gallus_NCX3       

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV   QEKEITIK KPNGE                     IRI  E VS  T MA            A               .     TTTTT................               

D.rerio_NCX4a       
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL  SIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA   M        S               .     TTTAT................               
T.nigroviridis_NCX4a

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL  SIIADR   SIEV   QEKEITIK KPNGE                     VRI  E VS  T MA   M        S               .     TTTTT................               

H.sapiens_NCX2.1    
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR    IEV    EKEITI  K NGE                     VRI  E VS  T MA            AA      K      T. A   TSVGT................               
R.norvegicus_NCX2.1 

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL  SIIADR   SIEV    EKEITI  K NGE                     VRI  E VS  T MA   L        A       K      T. A   TSVGT................               

M.musculus_NCX2.1   
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIADR   SIEV    EKEITI  K NGE                     VRI  E VS  T MA            A       K      T. A   TSVGT................               
S.kowalevskii_3     

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIVADR    IEV    EKEVTVK  PNGE                     VRI  E VS  T MA            AA      K       .R    KVVVS................               

T.adhaerens_2       
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  F  VSII DR    IEI    E  I VK   NGE                     VRV  E VS  T MA I     S    SA      K RF K  .MS   YKRIS................               
L.opalescens_NCX    

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL VSIIADR    IEV    EKDV VK KPDG                      VRI  E VS  T MA            AA      K    V  .    TTTVVN................               

A.mellifera_NCX     
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  F  VSII DR    IEV    EKE  V      E                     VRV  E V   T MA I     S    AA      K   LV R.RQGK PQIVV................        A      
D.melanogaster_NCX  

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  VSIIADR    IE     E  V VK  PN                       VRI  E V   T MA V          AA  A   I RA V  .G  NTKQVMH................        A      

H.magnipapillata    
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL ISII D    SIEI    EKEV V     G                      V I  E V   T MA       S I  S       K    L RDRVT KKHSVT................ K      A      
C.elegans_NCX1      

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  VSIVADR   SIEV   QQK V  K K  GE                     VRV  E VS  T MA F          A          S KM . IT  HFTIM................               

C.briggsae_NCX1     
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  F  VSIVADR   SIEV   Q K V  K K  GE                     VRV  E VS  T MA F          A        T S KM . IT  PFTVL................               
C.elegans_NCX2      

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL ISIVADR   SIEV    E  I VK  P  D                     VRI  D VS  T MA            S       M RT V  .R GL PMAVQ................               

C.briggsae_NCX2     
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL ISIVADR   SIEV    E  I VK  P  D                     VRI  D VS  T MA            S       M RT V  .R GL PMEVQ................               
T.spiralis          

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  V I AD     VE               D E                     V I    V   T MA V  A L  S  CA  R   TKRTLKLQTAI E TGSVLEQYQ...........E L   P  A      

M.brevicollis_1     
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  F  V II D     IEV    E  V V                            V I    I     MA A  G  T V  EA      R RH M .DGI.....................ETT L   P  A  S   
Salpingoeca         

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  I II D     IEV    EKEV  K                           V V    I     MA S  G  T V  EA      K    KL DGR.....................VVH Q   P  A  S   

S.kowalevskii_1     
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FM VSIIAD    SIEV     K V I                            VRV    V   T MA         I  C       KT T N ANPKAPGGTEE...............IK     S  A      
S.kowalevskii_2     

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L     VSII      SIEV     K V I                            VRV    V   T   LY     TGI  S       KT T N ANPKAPGGTQK...............LK     S  A    VT

T.adhaerens_1       
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL V IIAD     IEV   Q   I I  K                         VRI  D V   T MA    A    I  CA       TRR K SD DGNMKE.................VE        A      
D.pulex_1           

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  V IIAD     IE        V I    Q                       VRI  D V   T MA T  A    I  GA  K   TTRK F NHRS EPEV.................IE        A      

P.humanus_corporis  
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  F  VSVV D     V     Q K V                              VRV  D V   T MA V     T I  GA VT    T K YLGKFKKKPEESESALNVTATSTHQLDFIE        A      
O.dioica            

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  V IVAD    SIEV    E  ITI    Q E                     VR     V   T MA I  A    I  V       R TH   LVDG P KQ..................K  F  A  A      

A.pisum             
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L   L ISIVAD     ID      K V        N                     VRI    I   T MAL        V  TA  K   HT K YLAKELKP GSDVSLRPD......QPEVIE     P  A      
P.marinus           

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  V II D     IE      K        E                       VRV  D V   T MA V  A  S F  GA  K   KK RARLTIQG TK..................LVT        A      

A.anophagefferens_1 
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  FL VSIIAD     IE     EK V                                V    V   T MA         V  AA  T   K  K PGTD............................   A  A      
E.huxleyi           

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  FL V I AD     IE    QE   TV                              I    V   T MA    A A  A  LG  T     QAK  VVDGRKR..................VYSLK   A  A      

C.intestinalis      
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  F  V I  D    SIEV       I I     GE                     V V  E V   T LA I  A GS V  T       KKRT I WDEEL  NTKK................E L      A      
B.floridae          

� ��� ����� ����� �����	
� 	
� 	 �
  G       FM     ITS                                      WN T  NL L  F  I I  D    SIEV       V        E                     V    E I   T LA I  T GS V  C       KKRK VRWDEERQ TVER................E LL     A      

T.adhaerens_3       
� ��� ����� ����� �����	
� 	
� 	 �

  G       FM     ITS                                      WN T  NL L  F  V I  D     IEV     K V       GE                     V I  E V     MA V  A MS V  GA      KK T ITYDRET  QATK................E L      A  S   
N.vectensis_2       

� ��� ����� ����� �������������������������������������������������������������������� �����������������������������
  G       FM     ITS                                      WN T  NL L  FL I IVAD     IEV       VT      GE                     V V  E V   T MA    A    I  SC      KKRK  RYDHEK  SVEI................E F      A      

consensus>50 flGvs!iadrFM.s!evITSqekeitik.kpnge.....................vriWNeT!sNLtLma



      150            160       170       180       190       200      
� � � � � �

H.sapiens_NCX1.1    
� ����� � � ������� � � �������������������������������� �����������������������������������������������������������������������������������������

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           
P.troglodytes_NCX1.1

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           

C.familiaris_NCX1.1 
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           
F.catus_NCX1.1      

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           

C.porcellus_NCX1.1  
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           
B.taurus_NCX1.1     

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           

R.norvegicus_NCX1.1 
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           
M.musculus_NCX1.1   

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           

M.mulatta_NCX1.3    
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           
O.cuniculus_NCX1.2  

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  T                      L  Y      T           

S.tropicalis_NCX1   
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGDL PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... H  Q                      L  Y      I           
O.mossambicus_NCX1.1

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVV VC     G NF AGEL P T V   AF MFVII   V VIPEGE RKVKHLR FFI                ..... H  N      N              GL  S      T           

O.mykiss_NCX1       
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVV VC     G NF AGDL P T V   AF MFVII   V VIPDGE RKVKHLR FFV                ..... H  D      N              GF  S      H           
D.rerio_NCX1a       

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVV VC     G NF AGEL P T V   AF MFVII   V VIPEGE RKVKHLR FFV                ..... H  D      N              GL  S      H           

H.sapiens_NCX3.3    
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L S I VC     G  F AGDL PST V   AF MFIII I V VIPDGE RKIKHLR FFI           L    ..... HG I                     G   Y      T           
R.norvegicus_NCX3.3 

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L S I VC     G  F AGDL PST V   AF MFIII I V VIPDGE RKIKHLR FFV           L    ..... HG I                     G   Y      T           

M.musculus_NCX3.1   
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L S I VC     G  F AGDL PST V   AF MFIII I V VIPDGE RKIKHLR FFV           L    ..... HG I                     G   Y      T           
G.gallus_NCX3       

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L S I VC     G  F AGDL PST V   AF MFIIIAI V VIPDGE RKIKHLR FFV           L    ..... HG V                         Y      T           

D.rerio_NCX4a       
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G  F AG L PST V   AF MFIIIA  V VVPDGE RKIKHLR FFV                ..... HK E  H                   L  Y      V           
T.nigroviridis_NCX4a

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI V      G NF AG L PST V   AF MFIIIAI V VVPE E RKIKHLR FFV               I..... H  D  A                      Y    N T           

H.sapiens_NCX2.1    
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGEL P T V   AF MFVVIAV I VIP GE RKIKHLR FFV                ..... H  Q      G                  Y   A  S           
R.norvegicus_NCX2.1 

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI VC     G NF AGEL P T V   AF MFVVIAV V VIP GE RKIKHLR FFV                ..... H  Q      G                  Y   A  S           

M.musculus_NCX2.1   
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L  VI VC     G NF AGEL P T V   AF MFVVIAV V VIP GE RKIKHLR FFV          T     ..... H  Q      G                  Y   A  S           
S.kowalevskii_3     

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L S I I      G  F AGDL P T V   AF LFVIIAI V  IPDGE R  KHLR FFV           L   I..... NG H      G                  YA     V RL        

T.adhaerens_2       
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII IC     G NF  GDL PST V   AF L II A  V  IPD E R IKHL  FFI                ..... N  KP                L  T L  LA   D I R    S    
L.opalescens_NCX    

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI V      G  F AGQL PST V   AF LFII AI V VIPNGE R IKHL  FFI               V..... QK E                    T    T      V T    G    

A.mellifera_NCX     
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII I        NF AGEL P T V   AY LFVII   V VIPNGE RKIKHLR FFV               W.....AK  E      G              SL  F      T           
D.melanogaster_NCX  

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI I        DF  GDL P T V   AY LF IIAV    IP GE R I HLR FFV               Y.....AK  ES     G           M     MIW  A  V R R       

H.magnipapillata    
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI V      G  F AGEL PST V   AF LF I AV V V P GE R IKH   F                 I..... QG K                  M T    V L P  V R   IK  AF
C.elegans_NCX1      

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI IC     G NF AGEL PST V   AF LFIIIAV I  IPNGE R V H   F V                ..... N  E                         MA     T R Q NG  W 

C.briggsae_NCX1     
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI IC     G NF AGEL PST V   AF LFIIIAV I  IPNGE R V H   F V                ..... N  E                         MA     I R Q NG  W 
C.elegans_NCX2      

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII V         F AGDL P T V   AF LF IIAI V VIP GE R  KHL  F V               I.....ARG E      N           M      V   K  I RQ   D  C 

C.briggsae_NCX2     
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII V         F AGDL P T V   AF LF IIAI V VIP GE R  KHL  F V               I.....ARG E      N           M      V   K  I RQ   D  C 
T.spiralis          

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII I      G  F AGDL P T V   AF LFII AV I  V       I     F V               I..... NG K      G             T    LS GCNSKKR EDFQ  C 

M.brevicollis_1     
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP    SII I        EF AG L PST V   AF LFVIIAV     P  E R I  M  F V        I      V.....AG  F  A                     LLAL AM V R ES G  L 
Salpingoeca         

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP    SVI V        NF AG L PST V   AF L VI AV    VPQGE R       F V        I      V.....AG  F  A              L  F   SLA     V RLEQYG  I 

S.kowalevskii_1     
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI V      G  F AGEL PST V   AF L VI AV I   P GE R IK    F                 V..... NG Q                 L  T    SCL T  V Y  LVK  AL
S.kowalevskii_2     

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L S     L   I I      G  F AG   PST I   AF L VI AV I   P GE R IK          RTT    CL   V..... NG H  YI             L  T    ACP I  V Y  QIK STL

T.adhaerens_1       
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII I      G NF AGDL P T V   AF L VI A  I  IPN E R IK    F V               V..... N  K      G          L  T T  VA   P G R  GIK  A 
D.pulex_1           

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII I      G NF  G L P T V   AF L  I AV V  IP  E R IK L  F I               V..... N  ES S   G          MG S    AA  GV S Q  G K  A 

P.humanus_corporis  
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L  SAP  L     V        NF  GEL P T V   AF L  I AI I  VPNGE R I     F V  T       ACM  I.....KR  ES     G          LL T    IS     S R RLFN  I 
O.dioica            

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   M SS P     II I         F  G L P T V   AF L VII V    IPDGE R I     Y I    M   F N    V.....FNK ET A   G          M   G  TFG     K R DRFY  G 

A.pisum             
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L  S P  L SII        G  F A  L P   V   AF L II           E R I  L  F V  T S         TV..... HH E RK   NI         L  TSL TLSLGLN K R HD K  L 
P.marinus           

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SII          D   G L PST V   AF L VI AV I  IPDGQ R I     F V              LF.....SQ MYS H              L  S    MA     V A NDIG  V 

A.anophagefferens_1 
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L SVI I         F  GDL PST V   AF MF IIAI     P  E RKI  M  Y V               L.....TNS FT                 C     MVSL GT T   ED S  T 
E.huxleyi           

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  L S I I         F  GEL PST V   AF LFII AV V  V             F I           L   V.....SSG YS                   A    VA AAPKKVA..DTG  S 

C.intestinalis      
� ����� � � ������� � � �	 ����	
� 	
� 	
�

 G    EI L   E                G   I GSA  N       C                V   L SSAP  L   V        G Q   G L   T V   AF L VI  I I  VP      I  L  F            AT  TINEILS N AKG G  FY          L  TG   IS  SPSHKS RE G  IL
B.floridae          

� ����� � � ������� � � �	 ����	
� 	
� 	
�
 G    EI L   E                G   I GSA  N       C                V   L SSAP  M  II          E     L P T V   AF L VI AI V  VP  E   V     F I          N   AVKELGNPP D...G   F          L  N    AS  SP IKA REFG  V 
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� 	
�
E   D  END                VFFE   Y CLENCG   L IIR GGD     TV VDF TEDGT VNM VV   PVSK............    QGT Q      TVA T   R   L..TN  F   R     

M.musculus_NCX1.1   
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   E  END                IFFE   Y CLENCG   L I R GGD     TV VDF TEDGT VNM MA   PVSK............    QGT Q      TVA T M R   L..ST  F   R     

M.mulatta_NCX1.3    
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   E  END                IFFE   Y CLENCG   L IIR GGD     TV VDF TEDGT VNT VT   PVSK............    QGT Q      TVA T   R   L..TN  F   R     

O.cuniculus_NCX1.2  
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   E  END                IFFE   Y CLENCG   L IIR GGD     TV VDF TEDGT VNT MA   PVSK............    QGT Q      TVA T   R   L..TN  F   R     

S.tropicalis_NCX1   
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   D  END                IYFE   Y CLENCG   L IVR GGD     TV VDF TEDG  VNT VV   PVSK............    QAT Q      TVA T   R   L..TN  Y   R    S

O.mossambicus_NCX1.1
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
D   E   ND                VFFD   Y CLENCG   L VVR GGD     TV VDY TEDGT IFS VSV  FSSK............    PGT Q      SVA N   R   L..TS  S   R     

O.mykiss_NCX1       
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   E  END                VFFD   Y CLENCG   L VVR GGD     TV VEY TEDGT IRS VS   FSSK............    PGT Q      TVA N   L   L..TN  S   R     

D.rerio_NCX1a       
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   E  DND                IFFD   Y CLENCG   L VVR GGD     TV VEY TEDGT LRS VS   ISSK............    PGT Q      TVA N   R   L..TS  S   R     

H.sapiens_NCX3.3    
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   D  E D                VFFD   Y CLENCG   L VVR GGD     T  VDY TEDG  VHT EP . FISK............    PCS Q      AVL T   K   M..SK MY   K    S

R.norvegicus_NCX3.3 
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   D  E D                VFFD   Y CLENCG   L VVR GGD     T  VDY TEDG  VHT EP . FASK............    PCS Q      AVL T   K   I..SK MY   K    S

M.musculus_NCX3.1   
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   D  E D                VFFD   Y CLENCG   L VVR GGD     T  VDY TEDG  VHT EP . FASK............    PCS Q      AVL T   K   I..SK MY   K    S

G.gallus_NCX3       
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   D  E E                IYFD   Y CLENCG   L VVR GGD     TI VDY TEDG  VRP EP . FISK............    PCS Q      AVL T   K   V..SK  Y   K    S

D.rerio_NCX4a       
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   Q  ED                   FE   Y C ENCG   L V R GGD     TV VDY TEDGT ANP E.  PHTIY............LE  PSH Q F    SLK S T H   S..GC  K   R     

T.nigroviridis_NCX4a
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   Q  ED                   FE   Y C ENCG   L V R GGE     TV VDY TED T ASG E.  PHTIY............LQ  PSH Q F    SLK S S Y   S..GC  K   R   A 

H.sapiens_NCX2.1    
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
    D  EDD                IFFE   Y CLENCG   L V   GGE     T  VDY TEDG GAGE ..   GASR............    PSL H      SVL S TCQ   G..NS FY   R    S

R.norvegicus_NCX2.1 
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
    D  EDD                IFFE   Y CLENCG   L V   GGE     T  VDY TEDG GAPD ..   GASR............    PSL H      SVL S ACQ   G..NS FY   R    S

M.musculus_NCX2.1   
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
    D  EDD                IFFE   Y CLENCG   L V   GGE     T  VDY TEDG GAPD ..   GASR............    PSL H      SVL S ACQ   G..NS FY   R    S

S.kowalevskii_3     
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E   E  QDQ                VFFE   Y   EN G     VVR GGD     TI VDY  EDGT VKI VP   NFTR............    PAE TVF  V TFNAT   R   M..NS  Y   RS    

T.adhaerens_2       
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
N   E  E                  IYF    Y  LENCG     V R G          VDY TQDGT VDP DI KCSLTQ............   SPEK TV     TVGVT E T N.L..NNVLT   K     

L.opalescens_NCX    
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E                         V FD   Y  MEN G     V R GGD     T  VDY TEDGT IT..........R............ S  PGH TV   V TFYGT T E   L..TK LY   K     

A.mellifera_NCX     
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E      EN                 IFFE   Y  MEN G     V R GGD        VDY TEDG  AESIEI  VNAMR............    PGH TV   V SFEVG T A   L..SKPCT   C    S

D.melanogaster_NCX  
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
D      E D                 YFE   Y  MENCG     VVR G D        VEY TQDGT DE.... A DPIR............M   PGH TV     EFEVR   R . I..STYAS   E     

H.magnipapillata    
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
E      D                  V FE   Y   E CG   L V R G D     T  VDY T DGT VSASQK TVLENC............ Q  PDQ TVV S  QCF T K F N L..SD LY   E S   

C.elegans_NCX1      
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
Q      E D                       Y CLEN G   L V    G      TV V Y T   T KTMATV F ....................PPH T    V DVY T KCDR SVPEDT  T H R IAD 

C.briggsae_NCX1     
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
       E D                       Y CLEN G   L V    GN     TV V Y T   TKQTMATV F ....................PPH T    V DVY T KCDR  VPEDT  T H R IAD 

C.elegans_NCX2      
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
    E    D                IF D   Y  LE  G     V R GG      TV VDY TEDG ..AQ KQSR NTCK............  L PAH TV  SV SFDVV G D  ..PDGL  M   F    S

C.briggsae_NCX2     
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
    E    D                IF D   Y  LE  G     V R GG      TV VDY TEDGTVQAQ KQLR NTCK............  L PAH TV  SV SFDVV G D  ..PDGL  M   F     

T.spiralis          
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
       E                     E        D                       NY T  G MLRRTQT TGVRSV............TNV FAANAYAV PTGERRVRLKVVRRGSARKQLVF  R MS S

M.brevicollis_1     
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                          V  D                               I   TQEGTKDSYYAHRATALRQEQTFGFMTIEYH RE AGA............VTLTIVRTGDLSQSAS GIE     

Salpingoeca         
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                          I                    V             IEY TE  T.DDFFEAHKTKLAKKNFVGLESLQYS GEGDGH............VN KILRTGDLSLPLT   Y  GD 

S.kowalevskii_1     
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
        E                 VY N                 V           V   F T DGTVGSTLISP .....IPIVEFAASSCA  E EKR............VR YVNRRGNIQPQ IFK E L   

S.kowalevskii_2     
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
        E                 VY                   V           I   F T DGTIGSTLF.P .....IPIVEFAAASCA  EHEKR............VR WINRKGNIHPQ VFK E L   

T.adhaerens_1       
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
    D  DD                 V  N                 V          TI V Y T  GTSSTA VR  PETTTRTTIEFTTAACA ME EKM............VK GISRTGKLNN  K R E LP  

D.pulex_1           
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
N                         V                    I           V V   T DG  LSPLIETVPQNKAI..IEFHAIACA PESVGR............FP TIVRSGKTDNS S RVE I  S

P.humanus_corporis  
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                          V  N                 I           V V     DG ALSLLPEISMKNAIV...EFHSATCA RE IGS............FF TVCRHGNLEPS K RVESV  S

O.dioica            
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
    N  N N                V  N                                 Y T DGTRSFS LP K NTSDYAMFNFACTSSS ME AKQ............IELKVMRTGNIMMPATCS E I   

A.pisum             
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
        QN                V  N                 V             V     NGT...PPTLS  DETKYAIIEFHAPTIA NE IGR............FP TIWRHGNLNTKAT RVDSI   

P.marinus           
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
         D                V           E                    V  E      TLPAHLVALK TVEADEEAVRSESTIP INFKCSRFAVM GAGRIVLPLVTSRPLERDVV RY TLQGTA 

A.anophagefferens_1 
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                             N        D                       D       LAKYLEGAAGPKHRPEDVVAFFSDVNGKI TKYALLES KAVTLHVMRSPAEGPMTIKWATR GTAKGSE

E.huxleyi           
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                                                             VEY   DGTLSFAVSGAAFSEGAKE........................ASLVVERSGEELARELDWEGS   ESR   

C.intestinalis      
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                                                             VDY T EGT............QTVIPTTNANGKFDTQIMPGVI..........................S   E R   

B.floridae          
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                                     N              Q      V VEF T DGT............TLLNSMSKLNLVNKSNNGPNNGPVV GTTTDSGQSSAPSK DEAKED S   E R   

T.adhaerens_3       
� � � 	 � 	 ��� 	 ��� 	
� 	 ��	
� 	
�
                                                   GD        VDF T DG TVTFGLGKSTSETIIKSLSSSFKTDKSIKSCDPITEESIQDLESSRYSDEE  DATQNNFS   E R  G

N.vectensis_2       

 
 ����� ������� 
������������ 
������������ �������������������
                                     D                       VDY T DG ...................NNNNKNKEMIYAHNDSIA TISENSFEDGVTPSSPGSSQRFS   E H  S

consensus>50 e...e..end................iffe...y.clencg...l.vvr.ggd.....tv.vdy.tedgt



       460       470       480       490       500       510          
� � � � � �

H.sapiens_NCX1.1    
��������������������������������������������������������������������������������������

                                        F                             ANAGSDYEF EGT VFKPGDTQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SSEASEDGILEA........
P.troglodytes_NCX1.1

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDYEF EGT VFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SSEASEDGILEA........

C.familiaris_NCX1.1 
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDYEF EGT VFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SSEASEDGILEA........
F.catus_NCX1.1      

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDYEF EGT VFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SSEASEDGILEA........

C.porcellus_NCX1.1  
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDYEF EGT VFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SSEASEDGILEA........
B.taurus_NCX1.1     

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDYEF EGT VFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SLEASEDGILEA........

R.norvegicus_NCX1.1 
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDYEF EGT IFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    R SSEVSEDGILDS........
M.musculus_NCX1.1   

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANA SDYEF EGT IFKPGETQKEI V IIDDDIFEEDE   V LSNV V                       A     T   V           R G           N L H    R SSDVSEDGILES........

M.mulatta_NCX1.3    
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDYEF EGT VFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SSEASEDGILEA........
O.cuniculus_NCX1.2  

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDYEF EGT VFKPGETQKEI V IIDDDIFEEDE   V LSNV V                             T   V           R G           N L H    K SSETSEDGILEA........

S.tropicalis_NCX1   
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDYEF EGT IFKPGETQKE  V IIDDDIFEEDE   V LSNV V                             T   I          LR G           N L H    R NAENTEAN.LES........
O.mossambicus_NCX1.1

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANA SDYEF EGT VFKPGETEKEI I IIDDDIFEEDE   V LSNV V                       S     T   V           R N           H L H    R RAEGSNSHE..A........

O.mykiss_NCX1       
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDYQF EG  VF PGETEKEI I IIDDDIFEEDE   V LSNV V                             T  VV  N        R D           H L H    K ISEGTGYVQPRA........
D.rerio_NCX1a       

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDYQF EG  IFKPGETEKEI V IIDDDIFEEDE   V LSNV V                             T  VI           R D           H L H    K ISEGANNGNPGT........

H.sapiens_NCX3.3    
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAG DYEF EGT V KPGETQKE  V IIDDDIFEEDE  FV LSNV I                        A    T   V L        FS G           H   R    R EEEQPEEGMPPA........
R.norvegicus_NCX3.3 

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAG DYEF EGT V KPGETQKE  V IIDDDIFEEDE  FV LSNV V                        A    T   V L        FS G           H   R    R EEEQLEEGMTPA........

M.musculus_NCX3.1   
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAG DYEF EGT V KPGETQKE  V IIDDDIFEEDE  FV LSNV V                        A    T   V L        FS G           H   R    R EEEQLAEGMLPA........
G.gallus_NCX3       

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAG DYEF EGT V K GETQKD  V IIDDDIFEEDE  FV LSN  V                        A    T   V L S      FA G           H   R   LR VDNEE.....PP........

D.rerio_NCX4a       
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDYEF EGT VFKPGET KE  V VIDDDIFEEDE  YV LSN  V                             A   L       V  LT G           H   H   PR VHRAEVSILDPNAVSPGNSI
T.nigroviridis_NCX4a

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             A AGSDYEF EGT VFKPGET KE  V IIDDDIFEEDE  Y                             S       A   L       T  FT G           H  QQHGGSFLSR..................

H.sapiens_NCX2.1    
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             A AGSDYEY EGT VFKPGETQKE  I IIDDDIFEEDE  FV L N  V                     K       S   L          LR G           H   R L LR GDAQGMFEPDGGGR......
R.norvegicus_NCX2.1 

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             A AGSDYEY EGT VFKPGETQKE  I IIDDDIFEEDE  FV L N  V                     K       S   L          LR G           H   R L LR GDAQGMFEPDGGGR......

M.musculus_NCX2.1   
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             A AGSDYEY EGT VFKPGETQKD  I IIDDDIFEEDE  FV L N  V                     K       S   L          LR G           H   R L LR GDAQGMFEPDGGGR......
S.kowalevskii_3     

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDF Y EGT VFKPGETQKNI   IIDDDIFEEDE  YI LSNV V                           H A   L           QLT           H   R    R GTADGMFESNHAG.......

T.adhaerens_2       
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             AN G DY   NGT  FK GE  KDI I IIDDDIYEEDE  YV LSN                         S E  VTT   LR  A  SR   K T           Y   L   AKFVSTTDNEQ............
L.opalescens_NCX    

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDY Y EGT VF P ET KQ  I IIDDDIFEEDE  YI LSN  V                           V A   L  Y M  H  FP S           H   R   LR GDSNGLFESGQAE.......

A.mellifera_NCX     
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             AEAGSDY    GT  F  GET K I   VIDDE FEEDE  YV LSN                              ISAK  LT DS   K T KLS     L     H   R   ASQP...................
D.melanogaster_NCX  

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             A AG DF    G   F PG  E    I VIDDDVFEEDE  YI L N                        S  T  VGRK LLS P  VD QRFR E           C   R F PSEG...................

H.magnipapillata    
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             AN G DY    GT  FKP ET K I I IIDDD FE DE  Y  L  I                        E D  LPVK  LE   N  T K S T     L  L  H  CK TA RYYHVADNTQNKS.........
C.elegans_NCX1      

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             AQA SDF   EGT  F PGQTE  I V IVDNDIYEDDE   V LSQV                         E   VHT   IT E     QK K G           Q M R    RAFRSEHFSSVPARLG......

C.briggsae_NCX1     
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             AQ  SDF   EGT  F PGQTE  I V IVDNDIYEDDE   V LSQV                        EN   MPA   IT E     QK K G           Q M R    RAFRSEHFSAVPCRLG......
C.elegans_NCX2      

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             ANAGSDY    GT  F P D    V I VVDDDVFEEDE  Y  L N  V                           IPVK  LT Y E KHQK T E           H  LR C LR RTKDGIIIDPTRIG......

C.briggsae_NCX2     
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             ANAGSDY    GT  F P D    V I VVDDDVFEEDE  Y  L N  V                           IPVK  LT Y E KHQK T E           H  LR T LR RTKDGIIIDPTRIG......
T.spiralis          

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             A     F     T VF P E EK I I V N           V L  I                       VQDVH LKKSE V  A Q R  T R E C PAQWRPGIT W K EL PGDKDDRITLGLASAAKIIYPK

M.brevicollis_1     
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             A AGSDY   D    F  GQ E  V I IVDDD  EDDE     L Q                        K     VAL RRVE AA  A AR S E     EP    F LAR K PQP.......D............
Salpingoeca         

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             A  G DFE   G   F  GE EK I I IIDDD  EDDE  Y    N                        TM V   ETK VAE SA  E  V P K     EE    H  FYIK PSP.......E............

S.kowalevskii_1     
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             AEAGSDY     T VF   ETQK I I IIDDN  E DE  FV LS                               IAQRD M  GSN    F D D     EW P  V   K  VDSKSG...AK.............
S.kowalevskii_2     

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             AEAGSDY     T VF   ETQK I I IIDDN  E DE  FV LS                               IAQRD M  GSN    F D D     EW P  V   K  VDSKSG...AK.............

T.adhaerens_1       
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             AE   DY   N   VF P E  K V I IVDDN  E DE  FI                             PEK  IPQ DVL  E N KI Y T P     EW P  N   QIWLEGSYD..................
D.pulex_1           

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             A  G DF   N    F  GE EK V   IIDDN YE DE  YI LS                         VG Q  VTF QVIQ EA  L  I TME     Q  P  Q   K  LTGTKA...IKQ............

P.humanus_corporis  
�	
� 	
� 	
��� 	
� 	
� 	
�

                                        F                             A AG DY   D   VF P ETEK V V IVDD   E NE  F  LS                         K  D  VKV EIL  E E    L L K    TQW P  E  LK  LTEHSG...NAN............
O.dioica            

�	
� 	
� 	
��� 	
� 	
� 	
�
                                        F                             A  G DY    G   F   ETQK I V IIDDD  E DE  FV L                          TK E  VEAK VLE REK    S T E     QW P  T   K FLCVSRLVPNAAD............
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P.marinus           

�	
� 	
� 	
��� 	
� 	
� 	
�
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                                        F                                  DYE   G   F   E  K I I V DDN  EDDE  YV L EV                      VGGTG   TCS ELT ADK NF T V K F   ET    V   D L  AHGGKAYAPG............
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                                        F                             A    DF Y  GT IF        I I IINDD Y  D   YV L N                        KINK  K TS  L  PEDTYVQS S P     Q YP TD   I K PSG....................
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T.adhaerens_3       
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                                        F                             A  G NF Y  G   F   E QK I V I ND  Y  N   YV L N                        KQ V  K SA RLN TKS Y  T T D L  GQ HP LS   I K PS..E..................
N.vectensis_2       
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consensus>50 anagsdyef.egt.vfkpgetqkei.v.iidddifeede.Fyv.lsnv.v....................



        520       530       540                       550       560   
� � � � �

H.sapiens_NCX1.1    
������� ������������������������������� � �������������������

         A LG P  ATVTI DDDHAGIF FEE    V                 ESIG MEV VLR NHVS...TL C  S ST     F        T   PVTH ................S    I   K   T
P.troglodytes_NCX1.1
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         A LG P  ATVTI DDDHAGIF FEE    V                 ESIG MEV VLR NHVS...TL C  S ST     F        T   PVTH ................S    I   K   T
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F.catus_NCX1.1      
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         A LG P  ATVTI DDDHAGIF FEE    V                 ESIG MEV VLR NHVS...TL C  S ST     F        T   PVTH ................S    I   K   T

C.porcellus_NCX1.1  
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B.taurus_NCX1.1     
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R.norvegicus_NCX1.1 
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M.musculus_NCX1.1   
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         A LG P  ATITI DDDHAGIF FEE    V                 ESIG MEV VLR NHAS...SI C  S ST     F        T   PVTH ................S    I   K   T

M.mulatta_NCX1.3    
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         A LG P  ATVTI DDDHAGIF FEE    V                 ESIG MEV VLR NHVS...TL C  S ST     F        T   PVTH ................S    I   K   T
O.cuniculus_NCX1.2  
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         A LG P  ATVTI DDDHAGIF FEE    V                 ESIG MEV VLR NHIS...TL C  S CT     F        T   SVTH ................S    I   K   T

S.tropicalis_NCX1   
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         A LG    ATVTI DDDHAGIF FEE    V                 ESVG MEV VLR NHVT...PL C  ATCT     F        T   TVTH ................S    I   K   T
O.mossambicus_NCX1.1

����	
� � 	
� 	
� 	 � � 	
� 	
� 	
         A LG P  ATVTI DDDHAGIF FEE    V                 ESVG MEV V R NHVD...TL G  L CT     F        T   PVMT ................S    V   K I T

O.mykiss_NCX1       
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         A LG P  ATVTI DDDHAGIF FEE    I                 ESIG MEV VLR NHLD...TL G  L CS     F        T   PVMT ................S    M   K   T
D.rerio_NCX1a       
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         A LG P  ATVTI DDDHAGIF FEE    I                 ESIG MEV V R NHVD...AL G  L ST     F        L   PIVH ................S    M   K V T

H.sapiens_NCX3.3    
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         A L  P  ATVTI DDDHAGIF FE     V                 ESIG MEV VLR IFNSLPLPR V AS CV     L        T  CDTIH ................S    V   K   T
R.norvegicus_NCX3.3 
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         A L  P  ATVTI DDDHAGIF FE     V                 ESIG MEV VLR ILNSLPLPR V AS CV     L        T  CDTIH ................S    V   K   T

M.musculus_NCX3.1   
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         A L  P  ATVTI DDDHAGIF FE     V                 ESIG MEV VLR ILNSLPLPR V AS CV     L        T  CDTIH ................S    V   K   T
G.gallus_NCX3       
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         A L  P  ATVTI DDDHAGIF FE     V                 ESIG MEV VLR ELGNSPYPK I AS CV     L        T  CDVIH ................S    V   K   T

D.rerio_NCX4a       
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         A LG    ATVTI DDDHAGIF FE     V                 ESVG MQV V R IGSSHVPPK A  NAHS     Y        T  SNSTR ................S    I   K H T
T.nigroviridis_NCX4a
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H.sapiens_NCX2.1    
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R.norvegicus_NCX2.1 
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M.musculus_NCX2.1   
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           L  P  ATVTI DDDHAGIF FQD    V                 E  G  DV V R .......PKGR VA LL     L        S   RLLH ................S CM TV  R V S
S.kowalevskii_3     
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         A L  P  ATV I DDDHAGIF FEE    V                 E  G LEI V R .......PQ R VE AF   V L        H   KLVK ................A TA E   K V S
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              P  ATV I DDDH GVF F E    V                 E  G L   V R ........KCVIES ST   V L    P   S S SKYS ................I TA T SLT E K
L.opalescens_NCX    
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         A L  P  ATV I DDDH GIF  DE    V                 ES G  EV I R .......AK Q AN FL   M L    P   QI  KEMS ................T  S EV  R I T

A.mellifera_NCX     
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         A L  P  ATV I DDDH GVF F E                      ESVG     VMR ......... M VS SL   M L    S   G P RDMEL................V    QYPLR   Y
D.melanogaster_NCX  
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           L  P  ATV I DDDHAGIF F D    I                 ESVG  E  VMR .........VK AV MI   M L        A T SVFE ................T    RF LK   Y

H.magnipapillata    
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            G    ATI I DDD  GIF FE     V                 ESVG L   VLR .......TKTTI KANT   I L   YP   T  HSNFE ................M    V TLR   L
C.elegans_NCX1      
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C.briggsae_NCX1     
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C.elegans_NCX2      
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           LG      ITI NDD  G F F      V                 ESIG LQV V R ...........  KKNTMQ   I   EP T E TMPSYL K................    V   P S N
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����	
� � 	
� 	
� 	 � � 	
� 	
� 	

         A  G      ITI NDD  G   FN                       ES G   V I R ........D II EKNSTE   I   EP EIA  KASYLFK................  C TAK E V K
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N.vectensis_2       


�����
 ������������������������������� 
 �������������������
           LG P    ITI DDD  G F FEQ                         G     V R ........ITD  E NLTR   I   MP E S   ASYHANFV................T EATCT V R
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                 A                                                    SGARG VIVPY TIEGT  GG        G DFED  GELEFQNDE  K I V VIDDEEYEKN  FF       N     K      R  ........ E    TC         IV T S K          KT  LE
P.troglodytes_NCX1.1
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                 A                                                    SGARG VIVPY TIEGT  GG        G DFED  GELEFQNDE  K I V VIDDEEYEKN  FF       N     K      R  ........ E    TC         IV T S K          KT  LE

C.familiaris_NCX1.1 
�� 	
� 	
� 	
��	 ��� 	�� 	�������� 	���	

                 A                                                    SGARG VIVPY TIEGT  GG        G DFED  GELEFQNDE  K I V VIDDEEYEKN  FF       N     K      R  ........ E    TC         IV T S K          KT  LE
F.catus_NCX1.1      

�� 	
� 	
� 	
��	 ��� 	�� 	�������� 	���	
                 A                                                    SGARG VIVPY TIEGT  GG        G DFED  GELEFQNDE  K I V VIDDEEYEKN  FF       N     K      R  ........ E    TC         IV T S K          KT  LE

C.porcellus_NCX1.1  
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                 A                                                    SGARG VIVPY TIEGT  GG        G DFED  GELEFQNDE  K I V VIDDEEYEKN  FF       N     K      R  ........ E    TC         IV T S K          KT  LE
B.taurus_NCX1.1     
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                 A                                                    SGARG VIVPY TIEGT  GG        G DFED  GELEFQNDE  K I V VIDDEEYEKN  FF       N     K      R  ........ E    TC         IV T S K          KT  LE

R.norvegicus_NCX1.1 
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M.musculus_NCX1.1   
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O.cuniculus_NCX1.2  
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                 A                                                    SGARG VIVPY TVEGT  GG        G DFED  GQLEFQNDE  K I V IIDDEEYEKN  FF       T     K      K  ........ E    TC         IV I S K          KT  LE
O.mossambicus_NCX1.1
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                 A                                                    SGARG VVVPY TIQGT  GG        G DFED  G LEFENDE  K I I IIDDEEYEKN  FF       V     K      K  ........ E    TH V       IS T R N          KN  LE

O.mykiss_NCX1       
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                 A                                                    SGARG VVVPY T EGT  GG        G DFED  G LEFQNDE  K I I IIDDEEYEKN  FF       L     K M    K  ........ E    TH A       IF S Q N          KN  LE
D.rerio_NCX1a       
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                 A                                                    SGARG VVIPY TIEGT  GG        G DFED  G LEFQNDE  K I I IIDDEEYEKN  FF       V     K      K  ........ E    TH V       IS T Q N          KN  LE

H.sapiens_NCX3.3    
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                 A                                                    SGARG VIVPF TVEGT  GG        G DFED  GELEF NDE  K I V IVDEEEYE Q  FF       T     R      K  ........ E    TY     K   TV T R K        R EN  IA
R.norvegicus_NCX3.3 
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                 A                                                    SGARG VIVPF TVEGT  GG        G DFED  GELEF NDE  K I V IVDEEEYE Q  FF       T     R      K  ........ E    TY     K   TV T R K        R EN  IA

M.musculus_NCX3.1   
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                 A                                                    SGARG VIVPF TVEGT  GG        G DFED  GELEF NDE  K I I VIDD  YEKN  Y        T     R      K  ........ E    AY     K   TV T H K    KA    KN VIE
G.gallus_NCX3       
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                 A                                                    SGARG VIVPF TVEGT  GG        G DFED  GELEF NDE  K I I VIDDEEYEKN  FF       T     R      K  ........ E    AY     K   TV T H K          KS  IE

D.rerio_NCX4a       
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                 A                                                    SGARG V VPY T EGT   G          DYDE  G LEF NDE  K   V IIDDEEYEKN  F        K A   H T    KA .........E    VA K   L   TM ILE K          KT TIH
T.nigroviridis_NCX4a
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                 A                                                    SGARG V IPY TVE T   G          DYEE  G LEFQNDE  K   V IIDDEEYEKN  F        K A   H   A  KA .........E    VS K       TM LLN K          KT TIV
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                 A                                                    SGARG V  PY TVDGT  GG        G  YED  GELEF DDE  K   V IVDDEEYEK   FF       T RL  R      R  ........ VH   AC     G   TM TLQ K         KDN  IE
R.norvegicus_NCX2.1 
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                 A                                                    SGARG V  PY TVDGT  GG        G  YED  GELEF DDE  K   V IVDDEEYEK   FF       T RL  R      R  ........ VH   AC     G   TM TLQ K         KDN  IE

M.musculus_NCX2.1   
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                 A                                                    SGARG V  PY TVDGT  GG        G  YED  GELEF DDE  K   V IVDDEEYEK   FF       T RL  R      R  ........ VH   AC     G   TM TLQ K         KDN  IE
S.kowalevskii_3     
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                 A                                                    SGARG VIVPY  IEGT  G         G DFED  GELEF NDE  K I V IIDDEEYEKN  FY       T     HS     K H........ D    AD     H   TS F N K          EN  VE

T.adhaerens_2       
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                 A                                                    SGARG I VPY T EGT  GG        G DYED  GELEF NDE  K I V IVDDEEYEKN  FY       T R   H K    K  ........ D    AV     K   TS T E H          EI  VL
L.opalescens_NCX    
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                 A                                                    SGARG V VPF  VDGT   G          DYE    D  FDNDE  K   V VVDDEEYEKN  FF       C K   HS     TY ........K.   LVDK VI     TE FLR R          ET  IW

A.mellifera_NCX     
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H.sapiens_NCX1.1    
��������������������� ������������������������������� ������������� ���������������������������
DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            

P.troglodytes_NCX1.1
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            
C.familiaris_NCX1.1 

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            

F.catus_NCX1.1      
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            
C.porcellus_NCX1.1  

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            

B.taurus_NCX1.1     
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            
R.norvegicus_NCX1.1 

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            

M.musculus_NCX1.1   
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            
M.mulatta_NCX1.3    

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            

O.cuniculus_NCX1.2  
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            
S.tropicalis_NCX1   

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VGT SWREQF EAITVS G       DDDDDE G      EE LPSCFDYVMHFL           V...   N      I      A .E.....      C ......  K            

O.mossambicus_NCX1.1
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    IGT SWREQF EAITVS G       DDD  E        EE LPSCFDYVMHFL           L...   N      V      S .......   .. CR......  K            
O.mykiss_NCX1       

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    IGT SWRQQF EAITVS G       DDDEDE G      EE LPSCFDYVMHFL           L...   N      M      S .......      C ......  K            

D.rerio_NCX1a       
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWRDQF EAITV  G       DDDDEE G      QE MPSCFDYVMHFL           L...   N      V     NS .......      C ......  K            
H.sapiens_NCX3.3    

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VGT SWRDQF EAITVS         DEDEDE G      EE LPSCFDYVMHFL           V...   H      M      AA.G.....      S ......  R            

R.norvegicus_NCX3.3 
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWRDQF EAITVS         DEEEDE G      EE LPSCFDYVMHFL           V...   H      M      AA.G.....      S ......  R            
M.musculus_NCX3.1   

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VGT SWRDQF EAITVS G       DEDEDE G      EE LPSCFDYVMHFL           V...   H      M      A .G.....      S ......  R            

G.gallus_NCX3       
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VGT SWRDQF EAITVS         DEDEDE G      EE LPSCFDYVMHFL           V...   H      L      AA.G.....      S ......  R            
D.rerio_NCX4a       

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    VG  SWREQF  AVTVS G       DDDEEE G      EE LPSCFDYIMHFL           V...  SS      VS     A .......      S ......  R            

T.nigroviridis_NCX4a
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    VG  SWREQF  AVTVS G       DDDEEE G      EE LPSCFDYIMHFL           V...  SS      VS     A .......      S ......  R            
H.sapiens_NCX2.1    

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    IGT SWREQF EAITVS G       EEEED         EE LPSCFDYVMHFL           V...   H      L      A DE.....     GSR......  R            

R.norvegicus_NCX2.1 
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKKTNLAL    IGT SWREQF EAVTVS G       EEDED         EE LPSCFDYVMHFL           V...   H      L      A DE.....     GSR......  R            
M.musculus_NCX2.1   

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLIKKTNLAL    IGT SWREQF EAVTVS G       EEDED         EE LPSCFDYVMHFL           V...   H      I      A DE.....     GPR......  R            

S.kowalevskii_3     
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLIKK NL L    VGT SWREQF EAVTVS G         DEDE G      EE LPSC DYVMHFL      A  S V...   S      V      S .........    D ......  K    S       
T.adhaerens_2       

	 � 	
� 	
� 	
� � 	
� ��	
�
DKL KK NLAM    IGT  WREQF  A TV  G       DDDDD         EE  P C DYIMHYL   L  A    A...   ST     RA L  NG DN.....     .........  TK T T       

L.opalescens_NCX    
	 � 	
� 	
� 	
� � 	
� ��	
�

DKL KK NL L    VGT SWREQF EAITV          DDDDEE        EE LPSC DYIMHF    L  A  S V...   S      I     N.AEG.....      GE......  K    M      V
A.mellifera_NCX     

	 � 	
� 	
� 	
� � 	
� ��	
�
DKLV   N        GT SW EQF EA TVS G       D  DE  G      E   PS  DY MH      QRA ASIL...L  S  K   T  L   G DE..... ..  GG ...... PAA  TL  L  GV

D.melanogaster_NCX  
	 � 	
� 	
� 	
� � 	
� ��	
�

DKLV K N        GT SW EQF DA TV           E DND        EE  PSCF YV HF     A A VSAV...L  S  K   K  L  IPADE.....S F   DE......  EV    S  S  V
H.magnipapillata    

	 � 	
� 	
� 	
� � 	
� ��	
�
D M    N        G  SW QQF DA  V  G          DEE G      DD  P   DYVMHYL Q LSAK KSIL.... SS  A   K  FQ EY G.........   E ......  VE TYG       

C.elegans_NCX1      
	 � 	
� 	
� 	
� � 	
� ��	
�

D      N       VGT SW QQF EA T                         ED      E VMHY  RALVTA TSIM...   S  K   T  W LEP....................EE  GEVTTM K    I
C.briggsae_NCX1     

	 � 	
� 	
� 	
� � 	
� ��	
�
DK     N       VGT SW QQF EA T                         E    S  E IMHY   VLVTA TSIM...   S  K   T  L LEP....................EE GGDV LQ K    V

C.elegans_NCX2      
	 � 	
� 	
� 	
� � 	
� ��	
�

D MIK  N        GT SWREQF EA  VS G       DDDE E G      E   P C DYVMH L R   NA TRIM...L  H      M  LV  A DD.....    G D EDGEEK PEE G M     V 
C.briggsae_NCX2     

	 � 	
� 	
� 	
� � 	
� ��	
�
D MIK  N        GT SWREQF EA  VS G       DDDDEE G      E   P C DY MH L R   NA TRIM...L  H      M  LV  A DD.....      . DDGEEK PEE G M  F  V 

T.spiralis          
	 � 	
� 	
� 	
� � 	
� ��	
�

 K   K    L         W EQF  AV V  G                     E    S  D   H  A FEE VRQS LTCKLESST K   LK  S NG ..................... TSDA MV CFA II
M.brevicollis_1     

	 � 	
� 	
� 	
� � 	
� ��	
�
EK        M    VG   W QQF DAV                                    VMH    VSRRMKIN DRFR  SSD K   R   .....................AWPE...REAGVLGI   LI

Salpingoeca         
	 � 	
� 	
� 	
� � 	
� ��	
�

DK     NL L    IG   W  QF DA                                  F  VMH    VTALL  N DKFR  GTD KS  V  L.....................AWPE...EGSGT AI   LI
S.kowalevskii_1     

	 � 	
� 	
� 	
� � 	
� ��	
�
D  V  TN  L    IG  SW DQF EA                           D       DYVMHFL RV SI  VN DRLR  NA  A   K  M.....................NVNGG IESATWV       

S.kowalevskii_2     
	 � 	
� 	
� 	
� � 	
� ��	
�

D  V  TN  L    IG  SW DQF EA                           D       DYVMHFL RV SI  VN DRLR  NA  A   K  M.....................NVNGG IESATWV       
T.adhaerens_1       

	 � 	
� 	
� 	
� � 	
� ��	
�
DK V  T         G  SW EQF NA                           D       DY LHFL  V AL RINVHRLKL SQ  G   T  M.....................TVNGG VENATGM  F    

D.pulex_1           
	 � 	
� 	
� 	
� � 	
� ��	
�

N L   T        V    W  Q  DA                           D       DYVMHFL R ADM TANVDSME HHST TS IK  M.....................NVNGG IENATTS       
P.humanus_corporis  

	 � 	
� 	
� 	
� � 	
� ��	
�
DKM   TNL L    I    W  Q  DA                           D       DYVLHF    LAM   K KTLS YRKT AS IK  M.....................NVNGG VKNATAT      I

O.dioica            
	 � 	
� 	
� 	
� � 	
� ��	
�

      T  AL    IG  SW EQF EA                           D      FDYIMH LKRVAAQ HV  SKME  GD  Y   V  M.....................NVNGG IENATG      L 
A.pisum             

	 � 	
� 	
� 	
� � 	
� ��	
�
D L   TN            W EQ   A                           D        YVLHF  R MLL  INIHALELHRQT A  IKT M.....................TVNGG LTNATTLT     F

P.marinus           
	 � 	
� 	
� 	
� � 	
� ��	
�

D LI                   D  N              EQ NE         EQ      D VMH   S  CTIWIKPKSGISQGRTTVT LL VHWGKMSLGATNWR  F  ALWVNGSRE  SEAGVG W   VI
A.anophagefferens_1 

	 � 	
� 	
� 	
� � 	
� ��	
�
     K                Q Y E    S         Q  D          DD   S  D VMH  KHTEL VVIVADTETKDMIDNV K L SNDA YNVGSTWGQ FS ALKVGGGDAD  FKA AG W   II

E.huxleyi           
	 � 	
� 	
� 	
� � 	
� ��	
�

        L          SWREQ  EAVT             D    G         L   F F    LKQVASLMS NVDAMQLAGA     LA    FEPPRQATTARAL GPLL GASPPAALS SCP A AGFA 
C.intestinalis      

	 � 	
� 	
� 	
� � 	
� ��	
�
        M           W  Q  NA  V                 G      NE  PS  DF MH  LEACGINS SRVLIDENDTT VG IR  MI ................G EMDDYG  SP  NT  L  AI

B.floridae          
	 � 	
� 	
� 	
� � 	
� ��	
�

          M        SW  QF  A                               PS  Q IMHF LAERVANVVP GDTEEEDT  GG  RS MCL................ESEEDEDGKKIP  VG L    V
T.adhaerens_3       

	 � 	
� 	
� 	
� � 	
� ��	
�
         AL        SW EQF NA TV                        EE  PS  DYILHF LGDRVAEFA  NGVEGEDV  A   T  L  ................GSDIDEFG  SP  NL      I

N.vectensis_2       
��������������������� ������������������������������
 ������������
 ���������������������������
                           A  I                 G      NE      DFIMHFL........................... MI ................Q DEDKDG  LPLNSI       

consensus>50 dklikktnlal....vgt.swreqf.eaitvs.g.......ddddde.g......ee.lpscfdyvmhfl



      790         800       810       820       830       840         
� � � � � �

H.sapiens_NCX1.1    
� � � � � � �������������������������������� ���������������������������������������������������������������������������������������������

           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   L   F                     V          
P.troglodytes_NCX1.1

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   L   F                     V          

C.familiaris_NCX1.1 
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   I   F                     V          
F.catus_NCX1.1      

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   I   F                     V          

C.porcellus_NCX1.1  
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   L   F                     V          
B.taurus_NCX1.1     

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHF  TI LKDSVTAV FVAL TSVP                 W..N         L   L   F        A   A        V          

R.norvegicus_NCX1.1 
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   L   F                     V          
M.musculus_NCX1.1   

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   L   F                     V          

M.mulatta_NCX1.3    
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   L   F                     V          
O.cuniculus_NCX1.2  

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         L   L   F                     V          

S.tropicalis_NCX1   
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI M G LTA IGDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N         S   L   F                     V          
O.mossambicus_NCX1.1

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTIFWK LFAFV PTDY     WAC VVSI   G LTAVIGDLASHFG TVGLKDSVTAV FVAL TSVP      L          W..N         TV  M                         V          

O.mykiss_NCX1       
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWK LFAFV PTDY     WAC VVSI M G LTA IGDLASHFG TVGLKDSVTAV FVAL TSVP      L          W..N         S   L   F                     V          
D.rerio_NCX1a       

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFAFV PTDY     WAC IVSI M G LTA IGD ASHFG TIGLKDSVTAV FVAL TSVP                 W..N         M   V   F   I                 V          

H.sapiens_NCX3.3    
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFA V PTEY     WAC  VSI   G LTAIIGDLASHFG TIGLKDSVTAV FVA  TSVP          C      C..H     A   LI  M                         V   F      
R.norvegicus_NCX3.3 

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFA V PTEY     WAC VVSI   G LTAIIGDLASHFG TIGLKDSVTAV FVA  TSVP          C      C..H         LI  M                         V   F      

M.musculus_NCX3.1   
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFA V PTEY     WAC VVSI   G LTAIIGDLASHFG TIGLKDSVTAV FVA  TSVP          C      C..P         LI  M                         V   F      
G.gallus_NCX3       

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFA V PTEY     WAC VVSI   G LTAVIGDLASHFG TIGLKDSVTAV FVA  TSVP          C      C..N         LI  M                         V   F      

D.rerio_NCX4a       
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC IVSI L G LTAV GDLASHFG TVGLKD VTAV FVAL TSVP                 W..N         T   V    T               T    V          
T.nigroviridis_NCX4a

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFAFV PTEY     WAC  VSI L G LTAV GDLASHFG TIGLKDSVTAV FVAL TSVP                 W..N     F   S   V    T                    V          

H.sapiens_NCX2.1    
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFA V PTEY     WAC  VSI   G LTA IGDLASHFG TVGLKDSV AV FVAL TSIP          C      C..H     G   LV  L   L                  N  V          
R.norvegicus_NCX2.1 

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTVFWKVLFA   PTEY     WAC  V I   G LTA IGDLASHFG TVGLKDSV AV FVAL TSIP          CL     C..H     G C LV  L   L                  N  V          

M.musculus_NCX2.1   
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTVFWKVLFA V PTEY     WAC  V I   G LTA IGDLASHFG TVGLKDSV AV FVAL TSIP          C      C..N     G C LV  V   L                  N  V          
S.kowalevskii_3     

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    D IFWKILFAFV PTD      WAC  VSI M G LTAVIGDLASHFG TVGLKD VTAI FVAL TSVP S              IW..G     T   L   L                    T    S          

T.adhaerens_2       
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTIFWK  FA V PTE      WAC  VSI M G LT  IGDLASHFG TVGLKDSVTAI FVAL TS P      LI  L     IW..G     C   I   I  TF                     T       L  
L.opalescens_NCX    

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    D  FWKVLFAFV PTDY     WAC  VSI L G LTA IGDLA  FG TIGLKD VTAV FVAL TSVP CL              W..G     T   I   V   F     TY         A    S          

A.mellifera_NCX     
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTI WKVLFAFV PTD        C VVSI   G  TAVIGD AS FG T G KDSVTAV FVAL TSIP   L            IA..G YL      FG  VV      V  Y    L I       A          
D.melanogaster_NCX  

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    D  FWKVLFAFV PTD          VVSI   G  TAIIGD AS FG     KDSVTAI FVAL TSIP CL             IC..G YVT     FV  VI      A  Y   ALNI       L          

H.magnipapillata    
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    D  FWKVLFA V PTD      WAC   SI M G LTAI GD ASHFG TVGL DSV AI FVAL TS P SF       C     IW..G     TA  T   L    T  I          A   V  S       L  
C.elegans_NCX1      

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    D   WK LFA I PTDY     W C VV I M G LTA IGD A  FG TVGLKDSVTA   VAM TS P ALP  L   L      F..N  L    A A   L   F   I AA             LTL      L  

C.briggsae_NCX1     
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    D   WK LFA I PTDY     W C VV I M G LTA IGD A  FG TVGLKDSVTA   VAM TS P ALP  L   L      F..N  C    A I   V   F   I AA             LTL      L  
C.elegans_NCX2      

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    DTV WK  FA I PTDY     WA  VV I M G LTAVVGDLAS FG  VGLKD VTAI FVAL TSVP   P  LT  T      F..G   T   A F   V          Q   W     A    S          

C.briggsae_NCX2     
� � � � � � �	 � 	
� 	
� 	
�

           P        G   F      I               C                G    DTV WK  FA I PTDY     WA  VV I M G LTAVVGDLAS FG  VGLKD VTAI FVAL TSVP   P  LT  T      I..G   T   A F   V          Q   W     A    S          
T.spiralis          

� � � � � � �	 � 	
� 	
� 	
�
           P        G   F      I               C                G    D   WKV  AFV PT       W   IV   L G LTAIIGDLA  FG  VGLKDSVTAI FVAL TS P AFP   IA      TIF..G  LA   ALA   L         AI   L          T       L  
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