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Suppl. Figure 1.

Bar Chart of Chromosomel Mean Values with Respect to Genes
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Suppl. Figure 2.

Bar Chart of Chromosomel1 Mean Values with Respect to Genes
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Suppl. Fig. 3

Chromosome2Pearsons correlations (controls) Chromosome4Pearsons correlations (controls) ChromosomeSPearsons correlations (controls)




Suppl. Fig. 4
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Suppl. Fig. 5

K-Means Clustering of Chromosome 1: Centroids
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Suppl. Fig. 6
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Suppl. Fig. 7
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Suppl. Fig. 8

K-Means Clustering of SAMPLE 1: Centroids
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Suppl. Fig. 9
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Suppl. Fig. 10
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