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total reads 3734688 4327776 1308952 1499324 1364358
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C

Band_1
Accession Entry Description mW (Da) Peptides Coverage (%)
IPI:IPI00118099.2 IPI:IPI00118099.2 Mov10l1 Uncharacterized protein 138643 14 10.9766

Band_2
Accession Entry Description mW (Da) Peptides Coverage (%)
IPI:IPI00461359.2 IPI:IPI00461359.2 Piwil2 Piwi like protein 2 109417 42 38.414

Band_3
Accession Entry Description mW (Da) Peptides Coverage (%)
IPI:IPI00889266.3 IPI:IPI00889266.3 Gpat2 Isoform 2 of Glycerol 3 phosphate acyltransferase 2 mitochondri 88658 13 20.7026
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