0618 3559
I OXIDATIVE PHOSPHORYLATION 7309 7966
2170 10429 2401
6918 Cornplex | Complex I1 / Corplex 111 Conlesi Complex ¥ (ATP synthase
7297 [ [ )} gammachain)
10792 2H+ 2+
(MADH dehydrogenase
laui NADH deh e
S ey ,

44

eeee®
INSnng 8 |
!’ ‘ﬁj{‘gi Forunit
UHNUR
..... ~
I v
F 3
1202 2H+ H0 Ffug
L Ngos 2H+ Cy-hclunrrgc;:xi:lm =
{1653 ) Ciockmge bol mples R B3s314)36310] !
16993016995 \ (3636 —
7297 NADHO | 8955 (ubiquinol
o4 2741 »0{ 3611 0O -
NAD+O OH+ cytochrome c reductase rrri L2741 PPi 3631 pADP O 00
i e iron sulfur subunit) SRt KRR
1711 2170
E ND2 | ND3 | ND4 | ND4L | ND5 | NDé | F-type ATPase (Bacteria) ??66
E | Ndufsi] Ndufs2 | Ndufs3 | Ndufs4 | Neufs5 | Netufs6 | Noufs? | Ndufs2 | Ndufr] | Ndufr2§ Neufi3 [Tbels | odpha | gamafa] dels [ epsion] ¢ | & | b |
B/t | Nuoh | NuoB | NuoC | MuoD | NuoE | NuoF | NuoG | NuoH | Nuol | NuoJ | MuoK | NuoL | NuoM [ NuoH | F.tyye ATPase (Eul ﬂ; 3599
BiA| NdhC | NdhK | NdW | NehH | Ndha | Nd | NahG | NdhE | NahF | NdhD | NohB | Ndhl | Ndh [ NdhN | HoxE | HoxF | HoxU | beta | alpha | garaaraJ OSCP | delta |epsilon| ¢ | a |
E [Ndufal | Naufa2 | Ndufa3 | Naufad | Naufas | Naufa6 | Naufa® | Nufa3 QNdufad NHufal0 [Naufabl|[Ndufal 1] E : ;‘5 ]f i £
E | Neufbl | Neufb2 | Ndufb3 |N&lﬁh@ldﬂhﬁ | Netufp?] Neufb8 | Ndufb9 Pdufb10| Neufel | Ndufe? |
7997 6918 3 ~ F-type ATPase (Prokaryotes)
Succinate dehydrogenase rechuctase Cytochrome ¢ reductase 10792 LA [ B | Cc|]DJETJF T |K ]
E |SDHC | SDHO{| SDHA JSDHB | E.mm Cytb | Cytl F-type A TPase (Eukaryotes) 2401
gia [ S&C | sa@D SaIE £ 8955 COR! | QCR2 [ QCR6 | QCR? [ QCRE | QCR? [QCRIO | A B C D E F F ] 6 [ H |
FrdA\| FdB | FdC | FrdD | I | AC3 [54D | S1 | lipd
8884 \
Cj,rh:l:::idase 10429 E/BIA
E Imxiu [ coxa | cOX1 | cox2 | cOX4 | cOX5a] COXSB|COXéA| COX6R| COX6C] COXTA| COXTR|COXTC| COXE COX11[ COXIS coxi?] | o ST P st 2
BiA [ CyoE | CyoD [CwC [CwB | Cyos ! :
CoxD | CoxC | Coxh | CoxB Cytochrorae ¢ oxidase , cbbi3-type Cytochrore bd coraplex S gene dow”relgt"?jt?d 2”; QLad
D c B ra I v it [ dgene upregulated in Z2La an
RoD | QerC [Cd | Qo EI : [ : l : l : I Ba[ ﬁ&| CﬁBl downregulated in 2La*
00190 22710

(c) Kanehisa Laboratones




