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Figure S1. Example flow cytometry histogram for determining 2C DNA content
of Cabomba caroliniana.
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Figure S2. Statistical parsimony haplotype network of atpF-atpH. The number of
representatives from each geogrphic region is provided. Black dots represent
missing haplotypes.
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Figure S3. Statistical parsimony haplotype network of trnH-psbA. The number of
representatives from each geogrphic region is provided. Black dots represent
missing haplotypes.
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Figure S4. Statistical parsimony haplotype network of trnL-trnF. The number of
representatives from each geogrphic region is provided. Black dots represent
missing haplotypes.



