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Table S1: Information about the examined colonies (N=100): sex (M = male, F= female, I=
Indeterminate); size (maximum height in cm); colonies’ stage class for kinship relationship
(CO=<15 cm, C1=15-30 cm, C2=31-50 cm, C3=>51 cm); estimated reproductive output
[computed on the basis of the biometry and gonadal production of the colonies (Coma ef al.
1995 a, b, 1998)]; male reproductive success (i.c., the number of larvae that each male sired)

Stage class

Colony Sex Size for k!nship Eset;)r:)?jtjgtive output Reproductive success
relationship

A1 M 18 C1 53398 3
A3 F 30 C1 70730 /
A4 F 36 Cc2 183430 /
A5 M 16 C1 43760 3
A6 F 27 C1 59194 /
A7 F 43 Cc2 308933 /
A8 F 22 C1 44926 /
A9 M 21 C1 106817 0
A10 F 23 C1 48431 /
A11 I 12 co / /
A12 I 8 co / /
A13 I 6 co / /
A14 I 8 co / /
A15 I 5 co / /
B1 M 40 Cc2 451962 7
B2 F 17 C1 5719 /
B3 F 41 C2 285041 /
B4 F 72 C3 713129 /
B5 M 20 C1 63805 3
B6 M 22 C1 115553 0
B7 F 20 C1 7527 /
B8 M 19 C1 58507 0
B9 M 35 C2 359369 3
B10 M 17 C1 48481 0
B11 I 6 co / /
B12 I 5 co / /
B13 I 14 co / /
B14 I 6 co / /
B16 I 4 co / /
B17 I 4 co / /
C1 M 26 C1 138517 5
C2 M 16 C1 43760 3
C3 F 19 C1 6902 /
c4 M 20 C1 63805 0
C5 F 40 C2 219179 /
C6 M 30 C1 176415 11
Cc7 F 29 C1 66792 /
C8 M 15 C1 40361 0
C9 I 8 co / /
C10 I 12 co / /
C11 I 13 co / /
D1 F 34 Cc2 166545 /
D2 M 18 C1 53398 0
D3 M 46 C2 662358 10
D4 M 40 C2 451962 15
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Table S2. (a) f estimator of Fig for the larval pool, the larval pool combined with parental
population and all the colonies (in bold significant values after FDR); (b) null allele frequency
per locus for all the colonies

(a) Fis
samole locus Parcla Parcla Parcla Parcla Parcla Par d Over all

P ! 09 10 12 14 17 -4 oci
Based on 5 loci:
Larval pool 0.08 / 0.13 -0.02 -0.06 0.05 0.04
Larval pool and parental population  0.06 / 0.13 -0.02 -0.05 0.05 0.04
Based on 6 loci
Whole colonies -0.04 -0.07 0.14 -0.04 0 0 0
(b) Null allele frequencies

Parcla Parcla Parcla Parcla Parcla Over all

sample locus 09 10 12 14 17 Par_d loci

Based on 6 loci:
Whole colonies 0 0 0.06 0 0.03 0 0.02




Table S3. (a) f estimator of Fig for the larval pool, the larval pool combined with parental
population and all the colonies (in bold significant values after FDR); (b) null allele frequency
per locus for the all the colonies

(a) Fis
samole locus Parcla Parcla Parcla Parcla Parcla Par d Over all

P ! 09 10 12 14 17 -4 oci
Based on 5 loci:
Larval pool 0.08 / 0.13 -0.02 -0.06 0.05 0.04
Larval pool and parental population  0.06 / 0.13 -0.02 -0.05 0.05 0.04
Based on 6 loci
Whole colonies -0.04 -0.07 0.14 -0.04 0 0 0
(b) Null allele frequencies

Parcla Parcla Parcla Parcla Parcla Over all

sample locus 09 10 12 14 17 Par_d loci

Based on 6 loci:
Whole colonies 0 0 0.06 0 0.03 0 0.02
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Figure S1. Plot of LnP(D) as a function of the number of clusters (K) across the 20 runs
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