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Fig.S2. Examples of H-NS binding signals categorized as “intergenic, “coding (single)”
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Fig. S2. Examples of the H-NS binding signals categorized as “intergenic,
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Representative examples of the H-NS binding signals categorized as “intergenic” (A and B),
“coding (single)” (C and D) and “coding (multiple)” (E and F).

Arrows indicate the H-NS binding peaks (determined by visual inspection) in
the “intergenic” and “coding (single)” H-NS binding regions.



