Figure S2

MTS Secondary structure of mature protein (1-100 aa)
Length | (blue — alpha helix, yellow — beta strand, red — disorder prediction)

Os 0s08g32850.1 18

0s01g46070.1 19

0s07g09060.1 22

0s05g03480.2 23
0s11g01154.1 24

0s04g32330.1 66
0s04g44400.1 83

0s12g32986.1 92

0s12g41500.1 92

0s06g01630.1 117

At AT1G53240.1 22
AT3G61530.1 23

AT1G59900.1 24

AT2G35120.1 24

AT3G10920.1 27
AT1G51390.1 90
AT2G05710.1 90

AT5G52520.1 101

AT3G13930.1 102

AT3G59760.1 109
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Secondary structure of mature protein (1-100 aa)
(blue — alpha helix, yellow — beta strand, red — disorder
prediction)




