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Figure S-1: General flow chart of peak detection algorithm for each voltagram with identification 

of the corresponding peak from the chromatographic dimension 
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j = r 
 

Peak end (Vc dimension) 
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Figure S-2: Peak merging algorithm 

 

i = i + 1 

Kinit = Kinit + 1 

Peak detail table, Y 

(P × Q) 

yij – ycj ≤ Kinit 

where c = 1 

Overlapping ratio between 

yi and the average peak is ≥ 

0.7 from Vc nd RT 

dimensions? 

Input yc and yi into matrix W 

Discard yi from Y 

i < P? 

Determine the peak start, 

peak maximum and peak 

end for the peak in 

dimensions 

Discard yi from Y 

i = 2; j = 1; Kinit = 2 

Yes 

Yes 

Yes No 

No 

No 



 3 

 

 

Figure S-3: Example  illustrating the 2D features determined in a sample with the peak detail 

table examined from a) top to bottom and b) bottom to top direction. The dots refer to the peak 

maximum and the bolded lines indicate the peak border 

 


