SUPPLEMENTARY DATA

TABLE S1

PRIMERS USED FOR AMPLIFICATION OF MNV RNA SEQUENCES

Assay Pos/Orient Sequence (5'-3')

Region 1 PCR 1081F GCATGGCCTTCGGTCTGACATC
1121F GCTTGCCTCCACCAACTCGG
2500R TGGTGGTAGATAGAGAAGGCTGT
2650R CGCCCTCGGCCCTTCTTGTTCTTACCCTTCTTGC

Region 2 PCR 2902F GCAAGCCAATTGACTGGAATGTGGTTGGCCCC
2961F GACTACGGTGAGAAGATCAGCTTCG
4128R CGCGAATCATGGTGCCAAGGTCAGAGCC
4155R CACAGAAGGGGCCAAAAGCGCGAGC

Region 3 PCR 2342F CATGGTTGAGAAAGTCAAGGAGC
2412F GCCCGGCTCCGCTGTTATTGC
3099R CGGTGCCCTTGGGTGGCGCCACATG
3035R CCATCCCGTGCCGAACTGTACGACG
Reverse transcription 7350R AAAATGCATCTAAATACTACTAAAAGAAAAGAGC
Quantitative PCR  5380R GAACCTCCATGTTCCCAACCCAGCCGGTGTACATGG

5028S CCGCAGGAACGCTCAGCAGT
5177R GCAAGAGCCGCGCCAGCCACGGGCTGAATGGGGACGGCCT
5077R-Probe CTGCGCCATCACTCAT
18sS GTAACCCGTTGAACCCCATTC
18sR ACCATCCAATCGGTAGTAGCG
5275F ACCCCAGGTGAAATACTGTTTG
5452R TGGGAAAATAGGGTGGTACAAG

Allele-specific PCR  2141F TGCTGGCAAGGTTACCGCCTTC

(Region 1) 2650R CGCCCTCGGCCCTTCTTGTTCTTACCCTTCTTGC

2206F CAGCGATTGGCTACAAGGCCATGGGCTGCACCTG

2401R_F1 CGCCTGACGCAGTTCACCAGTG

Digest PCR (Region 1) 1081F GCATGGCCTTCGGTCTGACATC
1121F GCTTGCCTCCACCAACTCGG
1522R GGCCTGCCAGAGACCATAATCAC
2650R CGCCCTCGGCCCTTCTTGTTCTTACCCTTCTTGC
Allele-specific PCR  2902F GCAAGCCAATTGACTGGAATGTGGTTGGCCCC

(Region2) 4155R CACAGAAGGGGCCAAAAGCGCGAGC



3678F GCTTACCTGGGYTCCAAGGATGAGAG
3846R_F2 GGGCTCCAGCGTATTCTCAAGT

Digest PCR (region 2) 2902F GCAAGCCAATTGACTGGAATGTGGTTGGCCCC
3678F GCTTACCTGGGYTCCAAGGATGAGAG
4128R CGCGAATCATGGTGCCAAGGTCAGAGCC

4155R CACAGAAGGGGCCAAAAGCGCGAGC
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(A) Western blot detection of NS7 (viral RNA polymerase) expressed in BSRT-7
cells after transfection with WT and RNA-structure disrupted mutant cDNA.
Infected and non-infected RAW?264.7 lysates acted as an assay control. (B)
Infectivity to RNA ratios was measured by extracting RNA from equal amounts of

viral particles and quantifying viral copy numbers by gPCR.
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Influence of incubation temperature on the replicaion of WT and FL/F2 viruses.
Multistep growth curves (m.o.i of 0.01) were performed in RAW264.7 cells at (A)
33°C, (B) 37°C and (C) 39°C. Infectivity titres expressed as TCID50s/ ml were

determined at several time points post-infection..
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Low level induction of 1SGs 15, 54 and 56 and TNF-a in RAW264.7 infected with
MNV3 WT or F1/F2 mutants at an m.o.i. of 1 and assaying mRNA levels by gPCR at
8 hours. All assays were performed in triplicate (mean values and SEMs shown by

bars and error bars).



FIGURE S3B
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Replication relative to untreated control

Sensitvity of WT and FI/F2 variants of MNV to IFN-a and IFN-y shown as the
proportion of RNA levelsin IFN-treated cells compared to the untreated control. No
significant differences between replication rates of WT and F1/F2 variants were

detected (student T test, p > 0.05 for all comparisons)
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Change in weight of mice infected with F1, F2 and F1/F2 mutant viruses compared to

those infected with WT virus. Bars show means and SEMs for weight distributionsin

each category.
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Vira loadsin tissues collected 9 months post-infection with WT and F1/F2
mutant viruses. No significant differences in viral loads were detected in mice

infected mutant and WT virusesin any tissue.
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Sensitivity of mutant-specific PCR for different input proportions of WT and F1 or F2

mutant viruses (proportions indicated above gel images).
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Representative chromatograms of Sanger sequencing reactions of regions of F1
variable in sequence between WT and mutant viruses (genome position 2368-2381,
polymorphic sites shown in boxes). This compares sequence traces of WT and F1
sequences with the inoculum strain (50%/50% TCIDs ratio of WT and F1/F2) and

with viral RNA extracted from faecal samples of co-infected mice collected on days 1
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SEQUENCE SUPPLEMENT
Sequences of MNV recovered from mice infected with WT and F1/F2 mutants.
Region 1

>F1+2

GCCTCCACCAACT CGGECCCTCAAGECCGCGCAGGAGATGGEGAAGTTTGC
GATTGAGGTTTTCAAGCAAAT CATGGCCTGGATCTGGECCGT CCGAGGACC
CGGTACCCGCCCTGCT CTCAAACAT GGAGCAGCCT GT CATCAAGAACGAG
TGCCAGCT CGAGAACCAACT CACCACCAT GT TGAGGGACCGAAATGCAGG
AGCAGAGT TCTTGAAGCCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAATTCTGCCACCACCGGCACGACTAATGCTCTC
TTGECTAGGATCAGCAT GGCCCGCCCTGCCT TTGAGAAGGCACGAGCCGA
GCAGACCTCTCGCGT CCGCCCAGT TGTGATTATGGT CTCTGGECAGGCCAG
GCATTGCGAAAACTTGCTTCTGCCAGAACCT AGCAAAAAGGAT CGECGECC
TCGCTGGEECGACGAGACCT CAGT TGECATCATCCCGCGT GCGGACGT GGA
CCACTGGGACCGCT TACAAGGGECGCCAGGGT GGTACTGTGGGACGACTTTG
GGATGGACAAT GTAGT CAAGGAT GCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGT CACTCTTAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GITTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGT CAACCT TGAGGCCGT TTGCCGECGCATCGATTTCCTG
GTICTATCGCT GAGAGCCCCGT GGT CGACGCT GCGCGAGCCAGGT CCCCTGG
TGATGTGECCGCT GTGAAAGCCGCCAT GAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGECCCCCCAGGECGECT TTGACCGCCAGGGECAACACACCC
TATGGCAAGGEEGET CACGAAGAT CATCGGGGECCACT GCCCTCTGCGCCAG
GCCTGI TGCGCT TGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGCCT
GCTGATGCGGGECATCCCCT GGTATAAGAT GCCGECCATTGECTACAAGEC
GATGGGECTGCACT TCCGT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCT GCCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAAGCGGEGECCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GCGT CAGGCGGAT TAAGGAGGECCCGEECT CCCCT
GITATTGCAGGATGECCACAGACGT CATCACCT CCAT CCTGCAGECGECT
GGGACACGCCTTCTCTATCTACCACCA

>MV1

GCTTCCACCAACT CGGCT CTCAAGGECCGCCCAAGAGATGGGECAAGT TCEC
CATAGAGGT CTTCAAGCAAATTATGGCCT GGATCTGGECCCTCTGAGGACC
CAGTGCCAGCCCTCTTATCCAACATGGAGCAGGCCATCATTAAGAATGAG
TGTCAACTGGAGAACCAACT CACGGCCATGT TGCGGEGAT CGCAACGCAGG
GGCTGAATTCCTAAGGT CCCTTGAT GAGGAGGAGCAGGAAGT CCGCAAGA
TCGCAGCTAAGT GCGECAACT CGECCACCACT GGAACCACCAACCCTCTG
CTGGCCAGGATCAGCAT GECCCGCECGECCTTTGAGAAAGCTCGCCCTGA
ACAGACCT CCCGAGT CCGCCCTGT GGTGATCAT GGT CT CAGGCAGECCCG
GGATCGGGAAAACCTGCTTTTGCCAAAACCT GGCCAAGAGGATTGCTGCG
TCCCTGGGTGATGAGACCTCTGI TGECATCATACCACCCGCTGATGTCGA
CCACTGCGATCGCT TACAAGGGAGCCAGAGTI GGTTCTCTGGGATGATTTCG
GCATGGACAACGT GGTGAAGGATGCACTGAGGCTTCAGATGCT TGCCGAC
ACGT GCCCAGT GACACTCAATTGT GACAGGAT TGAGAACAAGGGAAAGAT
GITTGACTCTCAGGT CATTATCATCACCACAAATCAACAAACCCCCGTCC
CCCTGGACTATGT CAACCT GGAGGCGGT CTGCCGCCGCATAGATTTCCTG
GITTATGCTGAGAGCCCTGI TGT TGATGATGCTCGGECCAGAGCCCCTGG
CGATGT GAATGCAGT GAAAGCT GCCATGAGGCCCGATTACAGCCACATCA
ATTTCATCTTGGECACCGCAGGECGECT TTGACCGT CAGGGAAACACCCCC
TACGGTAAGGGECGT CACCAAGATCATTGGCGECCACTGCTCTTTGCGCGAG
AGCGGT TGCTCTTGT CCATGAGCGCCATGATGAT TTCGGECCTCCAGAACA
AGGTCTATGACT TTGATGCCGGCAAGAT CACCGCCT TCAAGNCCATGCECG
GCTGACGCCGGCATTCCATGGTACAAAAT GCCAGCTATTGGEGT GCAAAGC
AATGGEGTGCACCT GT GTAGAGGAGGCCATGCATTTACTTAAGGATTATG
AGGTGECTCCCTGI CAGGT GATCTACAATGGTGCCACCTATAATGTGAGC



TGCATCAAGGGT GCCCCAATGGT TGAAAAGGT CAAGGAGCCTGAATTGCC
CAAAACACTTGTCAACT GT GT CAGAAGGAT AAAGGAGGCCCGCCTCCGCT
GCTACTGTAGGATGGCTGCTGACGT CATCACGT CCATTCTGCAGGECGECC
GGCACGGCCTTCTCTATTTACCACCA

>pT7: MW 3

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGGGECAAGTTTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGACCAT GT TGCGGGACCGCAACGCT GG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGGCACAACCAACGCCCTG
TTGGCCAGGATTAGCATGGCTCGCGCAGCCTTTGAGAAGGECTCGCGCTCGA
GCAGACTTCCCGGGT TCGCCCCGTAGT GATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGT TTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCATCATACCGCGCGCCGACGT GGA
CCACTGGGATGCCTACAAGGGECGCCAGGEGTGGTCCTCTGGEGATGATTTTG
GCATGGACAAT GT GGTGAAGGAT GCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GT GACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCT TGAGGCGGT CTGCCGCCGCATAGACTTCCTG
GTCTATGCCGAGAGCCCCGT GGT CGACGCT GCCCGAGCCAGGT CACCGEG
CGACGT GECCGCT GT CAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCTTTGACCGGCAGGGECAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CAT CGGCGECCACCGCGCTCTGTGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCT GECAAGGT TACCGCCT TCAAGACCATGCCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGATTGGECTACAAGEC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GECCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGT CAGC
TGCATCAAGGGGEGECGECCCAT GGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGAT GGCCACAGATGT CATCACCT CCAT CCTGCAGGCGECT
GGGACAGCCTTCTCTATCTACCACCA

>302_Cae

GCCTCCACCAACT CGECCCTCAAGGCCGCGCAGGAGATGGGEGAAGTTTGC
GATTGAGGT TTTCAAGCAAAT CATGGCCT GGAT CTGGCCGT CCGAGGACC
CGGTACCCGCCCT GCTCTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCACCAT GT TGAGGGACCGAAATGCAGG
AGCAGAGTTCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACTAATGCTCTC
TTGGCTAGGATCAGCAT GGCCCGCGCTGCCTTTGAGAAGGECACGAGCTGA
GCAGACCTCTCGCGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACTTGCTTCT GCCAGAACCTAGCAAAAAGGAT CGCGGECC
TCGCTGGGCGACGAGACCT CAGT TGGCATCAT CCCGCGTGCGGACGTGGA
CCACTGGGACGCT TACAAGGGECGCCAGGGTGGTACTGTGGGACGACTTTG
GGATGGACAAT GTAGT CAAGGAT GCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGT CACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGTCAACCTTGAGGCCGT TTGCCGGCGCATTGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGT CGAT GCT GCGCGAGCCAGGT CCCCTGG
TGATGTAGCCGCT GTGAAAGCCGCCATGAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGECGECT TTGACCGCCAGGEGCAACACACCC
TATGGCAAGGGGEGT CACGAAGAT CAT CGGGBECCACT GCCCTCTGCGCCAG
GGCTGTTGCGCT TGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGCCT
GCTGATGCGGGCATCCCCTGGTATAAGAT GGCGGCCATTGECTACAAGEC
GATGGGCTGCACT TGCGT GGAAGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCTGCCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAAGGGGGCCCCCATGGT TGAGAAAGCCAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GCGT CAGGCGGAT TAAGGAGGECCCEGECTCCCCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCT CCNINNNNNNNNNNNNNN



ININNNINNNNNNNNNNNNNNNNNNNNNN

>302_Col on

GCCTCCACCAACT CGGCCCTCAAGGCCGCGCAGGAGATGGGGAAGTTTGC
GATTGAGGT TTTCAAGCAAAT CATGGCCTGGATCTGGCCGTCCGAGGACC
CGGTACCCGCCCTGCTCTCAAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCGCCAT GT TGAGGGACCGAAAT GCAGG
AGCAGAGT TCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACCAATGCTCTC
TTGGCTAGGATCAGCATGGCCCGCGCTGCCTTTGAGAAGGCACGAGCCGA
GCAGACCTCTCGCGT CCGCCCGGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCTAGCAAAAAGGAT CGCGECC
TCGCTGGEGCGACGAGACCT CAGT TGGCATCATCCCGCGT GCGGACGT GGA
CCACTGGGACGCT TACAAGGGCGCCAGGGTGGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGATGCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGTCACTCTTAATTGT GACAGGATTGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGT CAACCTTGAGGCCGT TTGCCGGCGCATCGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGTCGAYGCTGCGCGAGCCAGGTCCCCTGG
TGATGTGGCCGCTGTGAAAGCCGCCAT GAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGCGGCT TTGACCGCCAGGEGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CATCGGGBGECCACT GCCCTCTGCGCCAG
GGCTGTTGCGCTTGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGGCT
GCTGATGCGGGCATCCCCTGGTATAAGAT GGCGGCCAT TGGCTACAAGGC
GATGGGCTGCACT TGT GT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCTGCCAGGT CATCTACAACGGT GCCACCTACAACGTCAGC
TGCATCAAGGGGGCCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGTGAACT GCGT CAGGCGGAT TAAGGAGGCCCGGCTCCGCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCTCCATCCTGCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

>302_M.N

GCCTCCACCAACT CGECCCTCAAGGCCGCGCAGGAGATGGBGGAAGTTTGC
GATTGAGGT TTTCAAGCAAAT CATGGCCTGGATCTGGCCGTCCGAGGACC
CGGTACCCGCCCTGCTCTCAAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCACCAT GT TGAGGGACCGAAAT GCAGG
AGCAGAGT TCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACTAATGCTCTC
TTGGCTAGGATCAGCATGGCCCGCGCTGCCTTTGAGAAGGCACGAGCTGA
GCAGACCTCTCGCGTCCGCCCGGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCTAGCAAAAAGGAT CGCGECC
TCGCTGGEGCGACGAGACCT CAGT TGGCATCATCCCGCGT GCGGACGT GGA
CCACTGGGACGCT TACAAGGGCGCCAGGGTGGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGATGCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGTTACTCTTAATTGTGACAGGATTGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGT CAACCTTGAGGCCGT TTGCCGGCGCATCGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGTCGATGCTGCGCGAGCCAGGTCCCCTGG
TGATGTGGCCGCTGTGAAAGCCGCCAT GAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGECGGCT TTGACCGCCAGGEGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CATCGGGGECCACT GCCCTCTGCGCCAG
GGCTGTTGCGCTTGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGGCT
GCTGATGCGGGTATCCCCTGGTATAAGAT GGCGGCCAT TGGCTACAAGGC
GATGGGCTGCACT TGCGT GGAAGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCTGCCAGGT CATCTACAACGGT GCCACCTACAACGTCAGC
TGCATCAAGGGGGCCCCCATGGT TGAGAAAGCCAAGGAGCCTGAACTCCC
AAAAACACT GGTGAACT GCGT CAGGCGGAT TAAGGAGGCCCGGCTCCGCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCTCCATCCTGCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

>303_MB

GCCTCCACCAACT CGECCCTCAAGGCCGCGCAGGAGATGGBGGAAGTTTGC



GATTGAGGT TTTCAAGCAAAT CATGGCCT GGAT CTGGCCGT CCGAGGACC
CGGTACCCGCCCT GCTCTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCGCCATGT TGAGGGACCGAAATGCAGG
AGCAGAGT TCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACCAATCGCTCTC
TTGGCTAGGATCAGCAT GGCCCGCGCTGCCTTTGAGAAGGECACGAGCCGA
GCAGACCTCTCGCGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACTTGCTTCT GCCAGAACCT AGCAAAAAGGAT CGCGGECC
TCGCTGGEGECGACGAGACCT CAGT TGGCATCAT CCCGCGTGCGGACGTGGA
CCACTGGGACGCT TACAAGGGCGCCAGGGTGGTATTGTGGGACGACTTTG
GGATGGACAAT GTAGT CAAGGAT GCCCTGCGCCTGCAGATGCTNGCAGAC
ACATGCCCCGTCACTNTTAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGTCAACCTTGAGGCCGT TTGCCGGCGCATCGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGT CGACGCT GCGCGAGCCAGGT CCCCTGG
TGATGT GGCCGCT GTGAAAGCCGCCATGAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGECGECT TTGACCGCCAGGGCAACACACCC
TATGGCAAGGGGEGT CACGAAGAT CAT CGGGBECCACTGCCCTCTGCGCCAG
GGCTGTTGCGCT TGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGCCT
GCTGATGCGGGCATCCCCTGGTATAAGAT GGCGGCCATTGECTACAAGEC
GATGGGCTGCACT TGTGT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCTGCCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAGGGGGEGCCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GCGT CAGGCGGAT TAAGGAGGECCCEGECTCCCCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCT CCATCCTGCANNNNNNN
INININNNNNNNNNNNNNNNNNNNNNNNN

>303_Cae

GCCTCCACCAACT CGECCCTCAAGGCCGCGCAGGAGATGGGEGAAGTTTGC
GATTGAGGT TTTCAAGCAAAT CATGGCCT GGAT CTGGECCGT CCGAGGACC
CGGTACCCGCCCT GCTCTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCT CGAGAACCAACT CACCGCCAT GT TGAGGGACCGAAAT GCAGG
AGCAGAGT TCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAATTCTGCCACCACCGGCACGACCAATGCTCTC
TTGGCTAGGATCAGCAT GECCCGCGCTGCCTTTGAGAAGGECACGAGCCGA
GCAGACCTCTCGCGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGAT CECGGECC
TCGCTGGEGECGACGAGACCT CAGT TGGCATCAT CCCGCGTGCGGACGTGGA
CCACTGGGACGCT TACAAGGGCGCCAGGGTGGTATTGTGGGACGACTTTG
GGATGGACAAT GTAGT CAAGGAT GCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGTCACTCTTAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAACAGACACCCGTCC
CCTTGGATTATGT CAACCTTGAGGCCGT TTGCCGBCGCATCGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGT CGAYGCT GCGCGAGCCAGGT CCCCTGG
TGATGT GGCCGCT GTGAAAGCCGCCATGAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGECGECT TTGACCGCCAGGGCAACACACCC
TATGGCAAGGEGEGT CACGAAGAT CAT CGGGECCACT GCCCTCTGCGCCAG
GGCTGTTGCGCT TGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGCCT
GCTGATGCGGGCATCCCCTGGTATAAGAT GGCGGCCATTGECTACAAGEC
GATGGGCTGCACT TGTGT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCT GCCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAGGGGGEGECCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GCGT CAGGCGGAT TAAGGAGGCCCGGECTCCCGCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCT CCAT CCTGCAGGECGECT
GGGACAGCCTTCTCTATCNNNNNNNN

>303_Col on

NNNNNNNNNNACT CGGCCCT CAAGGCCGCGCAGGAGATGGGEGAAGTTTGC
GATTGAGGT TTTCAAGCAAAT CATGGCCT GGAT CTGGCCGT CCGAGGACC
CGGTACCCGCCCT GCTCTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCT CGAGAACCAACT CACCGCCAT GT TGAGGGACCGAAAT GCAGG



AGCAGAGT TCTTGAAGGCT CTAGATGAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAATTCTGCCACCACCGGECACGACCAATCGCTCTC
TTGGCTAGGATCAGCAT GGCCCGCGCTGCCT TTGAGAAGGCACGAGCCGA
GCAGACCTCTCGCGT CCGCCCAGT TGTGATTATGGT CTCTGGECAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGATCECGECC
TCGCT GGECGACGAGACCT CAGT TGGECATCATCCCGCGT GCGGACGT GGA
CCACTGGGACGCT TACAAGGGECGCCAGCGTGGTATTGTGEGACGACTTTG
GGATGGACAAT GTAGT CAAGGAT GCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGTCACTCTTAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GITTGACTCTCAGGT CATCATCATCACCACCAACCAACAGACACCCGTCC
CCTTGGATTATGTCAACCT TGAGGECCGT TTGCCGGCGECATCGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGT CGATGCTGCGCGAGCCAGGTCCCCT GG
TGATGTGGCCGCT GTGAAAGCCGCCAT GAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGECCCCCCAGGGECGECT TTGACCGCCAGGGCAACACACCC
TATGGECAAGGEGEEGET CACGAAGAT CATCGGGEECCACT GCCCTCTGCGCCAG
GCCTGTTGCGCTTGT GCATGAGCGCCATGATGATTTCGGTCTGCAGAACA
AAGTCTATGATTTTGATGCT GGCAAGGT TACCGCATTCAAGACCAT GGCT
GCTGATGCGGGECATCCCCTGGTATAAGATGGCGGECCATTGECTACAAGEC
GATGGGCTGCACT TGT GT GGAGGAAGCCATGAACCT GCTCAAGGACTATG
AGGTAGCCCCCT GCCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCAT CAGGGEGGEECCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACT CCC
AAAAACACT GGT GAACT GCGT CAGGECGGAT TAAGGAGECCCGECT CCECT
GI TATTGCAGGATGGCCACAGACGT CATCACCT CCAT CCTGCAGECGECT
GGGACAGCCTTCTCTATCTACCACCA

>304_M8

GCCTCCACCAACT CGECCCT CAAGGCCGCGCAGGAGATGECGAAGTTTCC
GATTGAGGTTTTCAAGCAAAT CATGGCCTGGATCTGGECCGT CCGAGGACC
CGGTACCCGCCCTGCT CTCAAACAT GGAGCAGGCTGT CATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCACCATGT TGAGGGACCGAAATGCAGG
AGCAGAGT TCTTGAAGGCT CTAGATGAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAATTCTGCCACCACCGGECACGACTAATCGCTCTC
TTGGCTAGGATCAGCAT GGCCCGCGCT GCCT TTGAGAAGGCACGAGCCGA
GCAGACCTCCCGCGT CCGCCCAGT TGTGATTATGGT CTCTGGECAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGATCECGECC
TCGCT GGECGACGAGACCT CAGT TGGECATCATCCCGCGT GCGGACGT GGA
CCACTGGGACGCT TACAAGGGECGCCAGGGTGGTACTGTGEGACGACTTTG
GGATGGACAAT GTAGT CAAGGAT GCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGT CACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GITTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGTCAACCT TGAGGECCGT TTGCCGGCECATTGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGT CGATGCTGCGCGAGCCAGGTCCCCT GG
TGATATAGCCGCT GTGAAAGCCGCCAT GAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGECCCCCCAGGGECGECT TTGACCGCCAGGGCAACACACCC
TATGGTAAGGEGEGGET CACGAAGAT CATCGGGECCACT GCCCTCTGCGCCAG
GCCTGTTGCGCTTGT GCATGAGCGCCATGATGATTTCGGTCTGCAGAACA
AAGTCTATGATTTTGATGCT GGCAAGGT TACCGCATTCAAGACCAT GGCT
GCTGATGCGGGECATCCCCT GGTATAAGATGGCGGECCATTGECTACAAGCC
GATGGGECTGCACT TGCGT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCT GCCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAAGGGGGECCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GCGT CAGGCGGAT TAAGGAGECCCGECT CCECT
GITATTGCAGGATGGECCACAGACGT CATCACCT CCAT CCTGCAGECGECT
GGGACAGCCTTCTCTATCTACCACCA

>304_Cae

GCCTCCACCAACT CGECCCT CAAGGCCGCGCAGGAGATGECGAAGTTTCC
GATTGAGGTTTTCAAGCAAAT CATGGCCTGGATCTGGECCGT CCGAGGACC
CGGTACCCGCCCTGCT CTCAAACAT GGAGCAGCGCT GT CATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCACCATGT TGAGGGACCGAAAT GCAGG
AGCAGAGTTCTTGAAGGCT CTAGATGAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAATTCTGCCACCACCGGECACGACTAATCGCTCTC
TTGGCTAGGATCAGCAT GGCCCGCGCT GCCT TTGAGAAGGCACGAGCCGA



GCAGACT TCCCGOGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGAT CGOGGCC
TCGCT GGGCGACGAGACCT CAGT TGGCAT CATCCOGOGT GOGGACGT GGA
CCACT GGGACGCT TACAAGGGOGCCAGGGT GGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGAT GCCCT GCGCCTGCAGAT GCTCGCAGAC
ACATGCCCCGT CACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGTCAACCT TGAGGCCGT TTGCCGGOGCATTGATTTCCTG
GTTTATGCTGAGAGCCCCGT GGTCGAT GCT GCGOGAGCCAGGT CCCCTGG
TGATACAGCCGCT GTGAAAGCCGOCAT GAGGCCCGAT TACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGCGGCT TTGACCGCCAGGGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CATCGGGGCCACT GCCCT CTGCGCCAG
GGCTGTTGOGCT TGTGCAT GAGCGCCAT GATGAT TTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCT GGCAAGGT TACCGCAT TCAAGACCAT GGCT
GCTGATGCGGGCATCCCCT GGTATAAGAT GGCGGCCAT TGGCTACAAGEC
GATGGGCTGCACT TGCGT GGAGGAAGCCAT GAACCT GCTCAAGGACTATG
AGGTAGCCCCCTGOCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAAGGGGGCCCCCAT GGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GOGT CAGGCGGAT TAAGGAGGCCCGGCT CCGCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCT CCATCCT GCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

>304_M.N

GCCT CCACCAACT CGGCCCT CAAGGCCGCGCAGGAGAT GGGGAAGTTTGC
GATTGAGGTTTTCAAGCAAAT CATGGCCT GGATCTGGCCGT CCGAGGATC
CGGT ACCCGOCCTGCT CTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCT CGAGAACCAACT CACCACCAT GTTGAGGGACCGAAAT GCAGG
AGCAGAGTTCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGOGGCCAAGT GTGGCAAT TCTGOCACCACCGGCACGACTAATGCTCTC
TTGGCTAGGAT CAGCAT GGCCCGOGCT GOCT TTGAGAAGGCACGAGCCGA
GCAGACCTCCCGOGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGAT CGOGGCC
TCGCT GBGCGACGAGACCT CAGT TGGCAT CATCCCGOGT GOGGACGT GGA
CCACT GGGACGCT TACAAGGGOGCCAGGGT GGTACTGTGGGACGACTTTG
GGATGGACAAT GTAGT CAAGGAT GOCCT GCGCCTGCAGAT GCTCGCAGAC
ACATGCCCCGT CACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGTCAACCT TGAGGCCGT TTGCCGGOGCATTGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGTCGAT GCT GCGOGAGCCAT GTCCCCTGG
TGATGTAGCCGCT GTGAAAGCT GOCAT GAGGCCCGAT TACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGCGGCT TTGACCGCCAGGGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CATCGGGGCCACT GCCCT CTGCGCCAG
GGCTGTTGOGCTTGT GCATGAGCGCCAT GATGAT TTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCT GGCAAGGT TACCGCAT TCAAGACCAT GGCT
GCTGATGCGGGCATCCCCT GGTATAAGAT GGCGGCCAT TGGCTACAAGEC
GATGGGCTGCACT TGCGT GGAGGAAGCCAT GAACCT GCTCAAGGACTATG
AGGTAGCCCCCTGOCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAAGGGGGCCCCCAT GGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GOGT CAGGCGGAT TAAGGAGGCCCGGCT CCGCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCT CCATCCT GCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

>305_Cae
NNNNNNNNCAACT CGGCCCT CAAGGCCGCGCAGGAGAT GGGGAAGT TTGC
GATTGAGGTTTTCAAGCAAAT CATGGCCT GGATCTGGCCGT CCGAGGATC
CGGT ACCCGOCCT GCT CTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCT CGAGAACCAACT CACCACCAT GTTGAGGGACCGAAAT GCAGG
AGCAGAGTTCTTGAAGGCTCTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGOGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACTAATGCTCTC
TTGGCTAGGAT CAGCAT GGCCCGOGCT GOCT TTGAGAAGGCACGAGCCGA
GCAGACCTCCCGOGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGAT CGOGGCC
TCGCT GEGCGACGAGACCT CAGT TGGCAT CATCCCGOGT GOGGACGT GGA



CCACT GGGACGCT TACAAGGGCGCCAGGGT GGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGAT GCCCT GCGCCTGCAGAT GCTCGCAGAC
ACATGCCCCGT CACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGTCAACCT TGAGGCCGT TTGCCGGOGCATTGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGTCGAT GCT GCGCGAGCCAGGT CCCCTGG
TGATGTAGCCGCTGTGAAAGCT GOCAT GAGGCCCGAT TACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGCGECT TTGACCGCCAGGGCAACACACCC
TATGGCAAGGGGEGT CACGAAGAT CAT CGGGGCCACT GCCCT CTGCGOCAG
GGCTGTTGOGCTTGT GCATGAGCGCCAT GATGAT TTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCT GGCAAGGT TACCGCAT TCAAGACCATGGCT
GCTGATGCGGGCATCCCCT GGTATAAGAT GGCGGCCAT TGGCTACAAGEC
GATGGGCTGCACT TGCGT GGAGGAAGCCAT GAACCT GCTCAAGGACTATG
AGGTAGCCCCCTGOCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCAT CAAGGGGGCCCCCAT GGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GOGT CAGGCGGAT TAAGGAGGCCCGGCT CCGCT
GTTATTGCAGGATGGCCACAGACGT CATCACCT CCATCCT GCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

>306_MNb

GCCT CCACCAACT CGGCCCT CAAGGCCGCGCAGGAGAT GBGGAAGTTTGC
GATTGAGGTTTTCAAGCAAAT CATGGCCT GGATCTGGECCGT CCGAGGACC
CGGT ACCCGOCCTGCT CTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGOCAGCT CGAGAACCAACT CACCACCAT GTTGAGGGACCGAAAT GCAGG
AGCAGAGTTCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGOGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACTAATGCTCTC
TTGGCTAGGAT CAGCAT GGCCCGOGCTGCCT TTGAGAAGGCACGAGCCGA
GCAGACCTCTCGOGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGAT CGOGGCC
TCGCT GGGCGACGAGACCT CAGT TGGCAT CATCCOGOGT GOGGACGT GGA
CCACT GGGACGCT TACAAGGGCGCCAGGGT GGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGAT GCCCT GCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGT CACTCTTAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGTCAACCT TGAGGCCGT TTGCCGGOGCATCGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGTCGACGCT GCGCGAGCCAGGT CCCCTGG
TGATGT GGCCGCT GTGAAAGCCGOCAT GAGGCCCGAT TACAGT CACATCA
ACTTCATTTTGGCCCCCCAGGGCGGCT TTGACCGCCAGGGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CAT CGGGGCCACT GOCCT CTGCGOCAG
GGCTGTTGOGCT TGTGCAT GAGCGCCAT GATGAT TTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCT GGCAAGGT TACCGCAT TCAAGACCATGGCT
GCTGATGCGGGCATCCCCT GGTATAAGAT GGCGGCCAT TGGCTACAAGEC
GATGGGCTGCACT TGCGT GGAGGAAGCCAT GAACCT GCTCAAGGACTATG
AGGTAGCCCCCTGOCAGGT CATCTACAACGGT GCCACCTACAACGT CAGC
TGCATCAAGGGGGCCCCCAT GGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GOGT CAGGCGGAT TAAGGAGGCCCGGCT CCGCT
GTTATTGCAGGATGGCCACAGACGT CATCACCT CCATCCT GCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

>306_MB

NINNNNNNNNNNNNNGGCCOCT CAAGGCCGCGCAGGAGAT GGGGAAGT TTGC
GATTGAGGTTTTCAAGCAAAT CATGGCCT GGATCTGGCCGT CCGAGGACC
CGGT ACCCGOCCTGCT CTCAAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCT CGAGAACCAACT CACCACCAT GTTGAGGGACCGAAAT GCAGG
AGCAGAGTTCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGOGGCCAAGT GTGGCAAT TCTGOCACCAT CGGCACGACTAATGCTCTC
TTGGCTAGGAT CAGCAT GGCCCGOGCTGOCT TTGAGAAGGCACGAGCCGA
GCAGACCTCCCGOGT CCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCT AGCAAAAAGGAT CGOGGCC
TCGCT GGGCGACGAGACCT CAGT TGGCAT CATCCOGOGT GOGGACGT GGA
CCACT GGGACGCT TACAAGGGOGCCAGGGT GGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGAT GCCCT GCGCCTGCAGAT GCTCGCAGAC
ACATGCCCCGT CACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT



GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGT CAACCTTGAGGCCGT TTGCCGGCGCATTGATTTCCTG
GTTTATGCTGAGAGCCCCGT GGTCGATGCTGCGCGAGCCAGGTCCCCTGG
TGATACAGCCGCTGTGAAAGCCGCCAT GAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGECGGCT TTGACCGCCAGGEGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CATCGGGGECCACT GCCCTCTGCGCCAG
GGCTGTTGCGCTTGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGGCT
GCTGATGCGGGCATCCCCTGGTATAAGAT GGCGGCCAT TGGCTACAAGGC
GATGGGCTGCACT TGCGT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCTGCCAGGT CATCTACAACGGT GCCACCTACAACGTCAGC
TGCATCAAGGGGGCCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGT GAACT GCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
INININNINNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
ININNNINNNNNNNNNNNNNNNNNNNNNN

>306_Cae

GCCTCCACCAACT CGECCCTCAAGGCCGCGCAGGAGATGGGGAAGTTTGC
GATTGAGGT TTTCAAGCAAATCATGGCCTGGATCTGGCCGTCCGAGGAYC
CGGTACCCGCCCTGCTCTCAAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCACCAT GT TGAGGGACCGAAAT GCAGG
AGCAGAGT TCTTGAAGCCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACTAATGCTCTC
TTGGCTAGGATCAGCATGGCCCGCGCTGCCTTTGAGAAGGCACGAGCCGA
GCAGACCTCCCGCGTCCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCTAGCAAAAAGGAT CGCGECC
TCGCTGGEGCGACGAGACCT CAGT TGGCATCATCCCGCGT GCGGACGT GGA
CCACTGGGACGCT TACAAGGGCGCCAGGGTGGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGATGCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGTCACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGT CATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGT CAACCTTGAGGCCGT TTGCCGGCGCATTGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGTCGATGCTGCGCGAGCCAGGTCCCCTGG
TGATGTAGCCGCTGTGAAAGCTGCCATGAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGECGGCT TTGACCGCCAGGEGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CATCGGGGECCACT GCCCTCTGCGCCAG
GGCTGTTGCGCTTGTGCATGAGCGCCATGATGATTTCGGT CTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCATTCAAGACCATGGCT
GCTGATGCGGGCATCCCCTGGTATAAGAT GGCGGCCAT TGGCTACAAGGC
GATGGGCTGCACT TGCGT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCTGCCAGGT CATCTACAACGGT GCCACCTACAACGTCAGC
TGCATCAAGGGGGCCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGTGAACT GCGT CAGGCGGAT TAAGGAGGCCCGGCTCCGCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCT CCATCCNNNNNNNNNNN
INNNNNNNNNNNNNNNNNNNNNNNNNN

>306_Col on

GCCTCCACCAACT CGECCCTCAAGGCCGCGCAGGAGATGGBGGAAGTTTGC
GATTGAGGT TTTCAAGCAAAT CATGGCCTGGATCTGGCCGT CCGAGGATC
CGGTACCCGCCCTGCTCTCAAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTCGAGAACCAACT CACCACCATGT TGAGGGACCGAAAT GCAGG
AGCAGAGT TCTTGAAGGCT CTAGAT GAAGAAGAGCAGGAGGT TCGCAAGA
TTGCGGCCAAGT GTGGCAAT TCTGCCACCACCGGCACGACTAATGCTCTC
TTGGCTAGGAT CAGCATGGCCCGCGCTGCCTTTGAGAAGGCACGAGCCGA
GCAGACCTCCCGCGTCCGCCCAGT TGTGATTATGGT CTCTGGCAGGCCAG
GCATTGGGAAAACT TGCTTCTGCCAGAACCTAGCAAAAAGGATCGCGGECC
TCGCTGGEGCGACGAGACCT CAGT TGGCATCATCCCGCGT GCGGACGT GGA
CCACTGGGACGCT TACAAGGGCGCCAGGGTGGTACTGTGGGACGACTTTG
GGATGGACAATGTAGT CAAGGAT GCCCTGCGCCTGCAGATGCTCGCAGAC
ACATGCCCCGTCACTCTCAATTGT GACAGGAT TGAGAACAAAGGAAAGAT
GTTTGACTCTCAGGTCATCATCATCACCACCAACCAGCAGACACCCGTCC
CCTTGGATTATGT CAACCTTGAGGCCGT TTGCCGGCGCATTGATTTCCTG
GTCTATGCTGAGAGCCCCGT GGTCGATGCTGCGCGAGCCAGGTCCCCTGG



TGATGTAGCCGCTGTGAAAGCT GCCAT GAGGCCCGATTACAGCCACATCA
ACTTCATTTTGGCCCCCCAGGGECGGCT TTGACCGCCAGGEGCAACACACCC
TATGGCAAGGGGGT CACGAAGAT CATCGGGGCCACTGCCCTCTGCGCCAG
GGCTGT TGCGCTTGTGCATGAGCGCCATGATGATTTCGGTCTGCAGAACA
AAGTCTATGATTTTGATGCTGGCAAGGT TACCGCAT TCAAGACCATGGCT
GCTGATGCGGGCATCCCCTGGTATAAGAT GGCGGCCAT TGGCTACAAGGC
GATGGGCTGCACT TGCGT GGAGGAAGCCATGAACCTGCTCAAGGACTATG
AGGTAGCCCCCTGCCAGGT CATCTACAACGGT GCCACCTACAACGTCAGC
TGCATCAAGGGGGCCCCCATGGT TGAGAAAGT CAAGGAGCCTGAACTCCC
AAAAACACT GGTGAACT GCGT CAGGCGGAT TAAGGAGGCCCGGCTCCGCT
GTTATTGCAGGAT GGCCACAGACGT CATCACCTCCATCCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>307_Mb

GCCTCCACCAACT CGGCCCTCAAGGCCGCCCAGGAGATGGGCAAGTTTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGACCAT GT TGCGGGACCGCAACCCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGEGCACAACCAACGCCCTG
TTGGCCAGGATTAGCATGGCTCGCGCAGCCT TTGAGAAGGCTCGCGCTGA
GCAGACTTCCCGGGT TCGCCCCGTAGTGATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGTTTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGCGCCAGGGTGGTCCTCTGGGATGATTTTG
GCATGGACAAT GT GGTGAAGGATGCACT GCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GTGACAGGAT TGAGAACAAGGGNAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCTTGAGGCGGT CTGCCGCCGCATAGACTTCCTG
GTCTATGCCGAGAGCCCCGT GGTCGACGCT GCCCGAGCCAGGT CACCGGEG
CGACGT GGCCGCT GTCAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT TTGACCGGCAGGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CATCGGCGCCACCGCGCTCTGTGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCTGGECAAGGT TACCGCCTTCAAGACCATGGCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGAT TGGCTACAAGGC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GGCCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCGI CCGCT
GCTATTGCAGGAT GGCCACAGATGT CATCACCT CCATCCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>307_M8

GCCTCCACCAACT CGGCCCTCAAGGCCGCCCAGGAGATGGGCAAGTTTGC
GATTGAGGT TTTCAAACAAATCATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGACCAT GT TGCGGGACCGCAACCCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGEGCACAACCAACGCCCTG
TTGGCCAGGAT TAGCATGGCTCGCGCAGCCT TTGAGAAGGCTCGCGCTGA
GCAGACTTCCCGGGT TCGCCCCGTAGTGATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGTTTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCAT CATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGCGCCAGGGTGGTCCTCTGGGATGATTTTG
GCATGGACAATGT GGTGAAGGATGCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GTGACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCTTGAGGCGGT CTGCCGCCGCATAGACTTCCTG
GTCTATGCCGAGAGCCCCGT GGTCGACGCT GCCCGAGCCAGGT CACCGGEG
CGACGTGGCCGCTGTCAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT TTGACCGGCAGGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CATCGGCGCCACCGCGCTCTGTGCAAG



GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCT GECAAGGT TACCGCCT TCAAGACCATGCCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GBCAGCGATTGGCTACAAGEC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GECCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGT CAGC
TGCATCAAGGGGEGECGCCCAT GGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGAT GGCCACAGAT GT CATCACCT CCAT CCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>308_Mb

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGGGECAAGTTTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGACCAT GT TGCGGGACCGCAACGCT GG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGGCACAACCAACGCCCTG
TTGGCCAGGATTAGCATGGCTCGCGCAGCCTTTGAGAAGGCTCGCGCTGA
GCAGACT TCCCGGGT TCGCCCCGTAGTGATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGT TTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGGCCTCAGT CGGCATCATACCGCGCGCCGACGT GGA
CCACTGGGATGCCTACAAGGGECGCCAGGEGTGGTCCTCTGGEGATGATTTTG
GCATGGACAAT GT GGTGAAGGAT GCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GT GACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCT TGAGGCGGT CTGCCGCCGCATAGACTTCCTG
GTCTATGCCGAGAGCCCCGT GGT CGACGCT GCCCGAGCCAGGT CACCGEG
CGACGT GECCGCT GT CAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCTTTGACCGGECAGGEGECAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CAT CGGBCGECCACCGCGCTCTGTGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCT GECAAGGT TACCGCCT TCAAGACCATGCCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGATTGGECTACAAGEC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GECCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGEGECGCCCAT GGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGAT GGCCACAGATGT CATCACCT CCAT CCTGCAGGCGECT
GGGACAGCCTTCTCTATCTACCACCA

>308_ Col on

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGGGECAAGTTTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCT TTCCAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGGCCAT GT TGCGGGACCGCAACGCT GG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGGTACAACCAACGCCCTG
TTGGCCAGGATTAGCATGGCTCGCGCAGCCTTTGAGAAGGCTCGCGCTCGA
GCAGACT TCCCGGGT TCGCCCCGTAGT GATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGTTTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGGCCTCAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGECGCCAGGEGTGGTCCTCTGGEGATGATTTTG
GCATGGACAAT GT GGTGAAGGAT GCACTGCGGCTACAGATGCTTGCTGAC
ACATGCCCCGT CACGCT CAACT GT GACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCT TGAGGCGGT CTGCCGCCGCATAGACTTCCTG
GTCTATGCCGAGAGCCCCGT GGT CGACGCT GCCCGAGCCAGGT CACCGEG
CGACGT GECCGCT GT CAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT T TGACCGGECAGGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CAT CGGBCGECCACCGCGCTCTGT GCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCT GECAAGGT TACCGCCT TCAAGACCATGCCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGATTGGCTACAAGEC



CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GGCCCCGT GCCAGGT GATCTACAATGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGTAGGAT GGCCACAGATGT CATCACCT CCATCCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>308_M.N

GCCTCCACCAACT CGGCCCTCAAGGCCGCCCAGGAGATGGGCAAGTTTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGGCCAT GT TGCGGGACCGCAACCCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGGTACAACCAACGCCCTG
TTGGCCAGGAT TAGCATGGCTCGCGCAGCCT TTGAGAAGGCTCGCGCTGA
GCAGACTTCCCGGGT TCGCCCCGTAGTGATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGTTTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGGCCT CAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGCGCCAGGGTGGTCCTCTGGGATGATTTTG
GCATGGACAATGT GGTGAAGGATGCACTGCGGCTACAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GTGACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCTTGAGGCGGT CTGCCGCCGCATAGACTTCCTG
GTCTATGCCGAGAGCCCCGT GGTCGACGCT GCCCGAGCCAGGT CACCGGEG
CGACGTGGCCGCTGTCAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT TTGACCGGCAGGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CATCGGCGCCACCGCGCTCTGTGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCTGGECAAGGT TACCGCCTTCAAGACCATGGCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGAT TGGCTACAAGGC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GGCCCCGT GCCAGGT GATCTACAATGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGTAGGATGGCCACAGATGT CATCACCTCCATCCTGCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

>309_Mb

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGGGCAAGTTTGC
GATTGAGGT TTTCAAACAAATCATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAAT CAACT CACGGCCAT GT TGCGGGACCGCAACCCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TAGCAGCCAAGT GTGGAAACT CTGCCACCACGGGCACAACCAACGCCCTG
TTGGCCAGGAT TAGCATGGCTCGCGCAGCCT TTGAGAAGGCTCGCGCTGA
GCAGACTTCCCGGGT TCGCCCCGTAGTGATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGTTTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGCGCCAGGGTGGTCCTCTGGGATGATTTTG
GCATGGACAATGT GGTGAAGGATGCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GTGACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCTTGAGGCGGT CTGCCGCCGCATAGACTTTCTG
GTCTATGCCGAGAGCCCCGT GGTCGACGCT GCCCGAGCCAGGT CACCGGEG
CGACGTGGCCGCTGTCAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT TTGACCGGCAGGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CATCGGCGCCACCGCGCTCTGTGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCTGGECAAGGT TACCGCCTTCAAGACCATGGCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGAT TGGCTACAAGGC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GGCCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC



CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGAT GGCCACAGATGT CATCACCT CCAT CCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>309_MB

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGGGECAAGTTTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCTTGAGAATCAACT CACGGCCAT GT TGCGGGACCGCAACGCT GG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGGCACAACCAACCCCCTG
TTGGCCAGGATTAGCATGGCTCGCGCAGCCTTTGAGAAGGCTCGCGCTCGA
GCAGACT TCCCGGGT TCGCCCCGTAGT GATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGT TTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGECGCCAGGEGTGGTCCTCTGGEGATGATTTTG
GCATGGACAAT GT GGTGAAGGAT GCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCT CAACT GT GACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCT TGAGGCGGT CTGCCGCCGCATAGACTTTCTG
GTCTATGCCGAGAGCCCCGT GGT CGACGCT GCCCGAGCCAGGT CACCGEG
CGACGT GECCGCT GT CAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT T TGACCGGECAGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CAT CGGBCGECCACCGCGCTCTGT GCAAG
GNCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCT GECAAGGT TACCGCCT TCANGACCATGGCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGATTGGECTACAAGEC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GECCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGEGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGAT GGCCACAGATGT CATCACCT CCAT CCTGCAGGCGECT
GGGACAGCCTTCTCTATCTACCACCA

>309_Cae

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGGGECAAGTTTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCT TTCCAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCT TGAGAATCAACT CACGGCCAT GT TGCGEGACCGCAACGCT GG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGGCACAACCAACGCCCTG
TTGGCCAGGATTAGCATGGCTCGCGCAGCCTTTGAGAAGGCTCGCGCTGA
GCAGACT TCCCGGGT TCGCCCCGTAGT GATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGT TTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGCGCCAGGGTGGTCCTCTGGGATGATTTTG
GCATGGACAAT GT GGTGAAGGAT GCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCT CAACT GT GACAGGAT TGAGAACAAGGGGAAGAT
GITTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCT TGAGGCGGT CTGCCGCCGCATAGACTTTCTG
GTCTATGCCGAGAGCCCCGT GGT CGACGCT GCCCGAGCCAGGT CACCGEG
CGACGT GECCGCT GT CAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT T TGACCGGECAGGEECAACACCCCC
TACGGCAAGGGECGT CACTAAGAT CAT CGGCGCCACCGCGCTCTGT GCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCANAACA
AAGTCTATGATTTTGATGCTGECAAGGT TACCGCCTTCAAGACCATGGCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGATTGGECTACAAGEC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GECCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGT CAGC
TGCATCAAGGGGGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGAT GGCCACAGATGT CATCACCT CCAT CCTGCAGGCGECT
GGGACAGCCTTCTCTATCTACCACCA



>309 Col on

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGEGECAAGITTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGAT CTGECCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGACCATGT TGCGGEGACCGCAACGCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CT GCCACCACGGGECACAACCAACGCCCTG
TTGGCCAGGATTAGCAT GGCT CGCGCAGCCTTTGAGAAGGCTCGCGCTGA
GCAGACT TCCCGGGT TCGCCCCGTAGT GATTAT GGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGT TTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGATGAGACCT CAGT CGGCATCATACCGCGCGCCGACGT GGA
CCACTGGGAT GCCTACAAGGGCGCCAGGGTGGTCCTCTGEGATGATTTTG
GCATGGACAAT GT GGT GAAGGAT GCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GT GACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGIGC
CTTTGGATTATGI CAACCT TGAGGBCGGTCTGCCGCCGCATAGACTTCCTG
GTCTAT GCCGAGAGCCCCGT GGTCGACGCTGCCCGAGCCAGGT CACCGGG
CGACGT GGCCGCT G CAAGGCCGCTAT GAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCTTTGACCGECAGGGCAACACCCCC
TACGGCAAGGGCGTCACTAAGAT CATCGBCGCCACCGCGCTCTGTIGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGBCCTCCAGAACA
AAGTCTATGATTTTGATGCTGGECAAGGT TACCGCCTTCAAGACCATGGECG
GCTGAT GCCGGCATCCCCT GGTACAAGAT GGCAGCGAT TGGCTACAAGGC
CATGGGECT GCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGTGGECCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGEGECGECCCATGGT TGAGAAAGT CAAGGAGCCT GAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGATGGCCACAGATGT CATCACCT CCAT CCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>310 Mo

INNNNNNNNNNNNNNNNNNNT CAAGGCCGCCCAGGAGATGEGECAAGTI TTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGAT CTGGECCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCT GTCATCAAGAACGAG
TGCCAGCTTGAGAAT CAACT CACGGCCATGT TGCGGEGACCGCAACGCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGNGT GGAAACT CT GCCACCACGGGECACAACCAACGCCCTG
TTGGCCAGGAT TAGCAT GGCTCGCGCAGCCTTTGAGAAGGCTCGCGCTGA
GCAGACTTCCCGGGT TCGCCCCGTAGT GATTAT GGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGT TTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGATGAGACCT CAGT CGGCATCATACCGCGCGCCGACGT GGA
CCACTGGGAT GCCTACAAGGGCGCCAGGGTGGTCCTCTGEGATGATTTTG
GCATGGACAATGT GGT GAAGGATGCACTGCGECTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GT GACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGICAACCT TGAGGBCGGTCTGCCGCCGCATAGACTTTCTG
GTCTAT GCCGAGAGCCCCGT GGTCGACGCT GCCCGAGCCAGGT CACCGGG
CGACGT GGCCGCTGICAAGGCCGCTAT GAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCTTTGACCGGECAGGGCAACACCCCC
TACGGCAAGGGCGT CACT AAGAT CAT CGGCGCCACCGCGCTCTGTI GCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGAT TTTGBCCTCCAGAACA
AAGTCTATGATTTTGATGCTGECAAGGT TACCGCCTTCAAGACCATGGECG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGAT TGGCTACAAGGC
CATGGGECT GCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGTGGCCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGEGECGECCCATGGT TGAGAAAGT CAAGGAGCCT GAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGATGGCCACAGATGT CATCACCT CCATCCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>310_MB

GCCTCCACCAACT CGECCCTCAAGGCCGCCCAGGAGATGEGECAAGITTGC
GATTGAGGT TTTCAAACAAAT CATGGCATGGATCTGGECCCTCTGAGGACC



CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAAT CAACT CACGGCCAT GT TGCGGGACCGCAACCCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGEGCACAACCAACGCCCTG
TTGGCCAGGATTAGCATGGCTCGCGCAGCCTTTGAGAAGGCTCGCGCTGA
GCAGACTTCCCGGGT TCGCCCCGTAGTGATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGTTTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGCGCCAGGGTGGTCCTCTGGGATGATTTTG
GCATGGACAATGT GGT GAAGGATGCACT GCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GTGACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCTTGAGGCGGTCTGTCGCCGCATAGACTTTCTG
GTCTATGCCGAGAGCCCCGT GGTCGACGCT GCCCGAGCCAGGT CACCGGEG
CGACGT GGCCGCT GTCAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT TTGACCGGCAGGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CATCGGCGCCACCGCGCTCTGTGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCTGGECAAGGT TACCGCCTTCAAGACCATGGCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGAT TGGCTACAAGGC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GGCCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGAT GGCCACAGATGT CATCACCT CCATCCTGCAGGCGGECT
GGGACAGCCTTCTCTATCTACCACCA

>310_Col on

GCCTCCACCAACT CGGCCCTCAAGGCCGCCCAGGAGATGGGCAAGTTTGC
GATTGAGGT TTTCAAACAAATCATGGCATGGATCTGGCCCTCTGAGGACC
CGGTGCCCGCTCTGCTTTCCAACAT GGAGCAGGCTGTCATCAAGAACGAG
TGCCAGCTTGAGAACCAACT CACGACCAT GT TGCGGGACCGCAACCCTGG
AGCTGAGT TCTTGAAGGCACT CGACGAAGAAGAGCAAGAGGT CCGGAAAA
TTGCAGCCAAGT GTGGAAACT CTGCCACCACGGEGCACAACCAACGCCCTG
TTGGCCAGGAT TAGCATGGCTCGCGCAGCCT TTGAGAAGGCTCGCGCTGA
GCAGACTTCCCGGGT TCGCCCCGTAGTGATTATGGT CTCTGGCAGGCCCG
GGATCGGGAAAACTTGTTTTTGCCAGAACCTAGCAAAGAGAATTGCTGCC
TCCCTCGGGGAT GAGACCT CAGT CGGCATCATACCGCGCGCCGACGTGGA
CCACTGGGATGCCTACAAGGGCGCCAGGGTGGTCCTCTGGGATGATTTTG
GCATGGACAATGT GGTGAAGGATGCACTGCGGCTGCAGATGCTTGCTGAC
ACATGCCCCGT CACGCTCAACT GTGACAGGAT TGAGAACAAGGGGAAGAT
GTTTGATTCTCAAGT TATCATCATCACCACGAACCAGCAGACCCCAGTGC
CTTTGGATTATGT CAACCTTGAGGCGGT CTGCCGCCGCATAGACTTCCTG
GTCTATGCCGAGAGCCCCGT GGTCGACGCT GCCCGAGCCAGGT CACCGGEG
CGACGTGGCCGCTGTCAAGGCCGCTATGAGGCCAGACTACAGCCATATCA
ATTTCATCTTGGCACCGCAGGGT GGCT TTGACCGGCAGGEGCAACACCCCC
TACGGCAAGGGCGT CACTAAGAT CATCGGCGCCACCGCGCTCTGTGCAAG
GGCGGTCGCTCTTGTCCATGAGCGT CATGATGATTTTGGCCTCCAGAACA
AAGTCTATGATTTTGATGCTGGECAAGGT TACCGCCTTCAAGACCATGGCG
GCTGATGCCGGCATCCCCTGGTACAAGAT GGCAGCGAT TGGCTACAAGGC
CATGGGCTGCACCT GCGT GGAGGAAGCCATGAACCTACTCAAGGACTATG
AGGT GGCCCCGT GCCAGGT GATCTACAACGGAGCCACCTACAATGTCAGC
TGCATCAAGGGGGCGCCCATGGT TGAGAAAGT CAAGGAGCCTGAGCTGCC
CAAAACCCTAGT CAATTGT GT CAGGAGGAT CAAGGAGGCCCGCCTCCGCT
GCTATTGCAGGATGGCCACAGATGT CATCACCTCCATCCTGCAGGCGGCT
GGGACAGCCTTCTCTATCTACCACCA

Region 2

>F1+2
TTCGGCACGCGATGEECCT TTTGGEGT TAGCGECCATGI GT TCATCACCGC
TAAACAT GT GGCECCACCCAAGGGCACCGAGGT GT TCGEECGCAAGCCCG



AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GGCGGT GAGGAT GGGT TCTCAGGCCGCCATCAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGNNT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGTGATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
TTACTCCCCCOGCAGGAGAT TTTGGACGCAGT TTGTGATGCCAT CGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>MNVL
TTCGGCACGGGGT GGGGCT TTTGEGT GAGCGGCCACGT CTTCATCACCGL
CAAGCAT GT GGCGCCCCCCAAGGGCACGGAGAT CTTTGGGCGCAAGCCCG
GGGACTTCACTGTCACTTCCAGCGGGGACT TCTTGAAGTACTACTTCACC
AGCGCCGT CAGGCCTGACAT TCCCGOCAT GGTCCT GGAGAAT GGGT GCCA
GGAGGGCGTCGTCGCCT CGGTCCT TGT CAAGAGAGCCT CCGGCGAGATGC
TTGCCCT GGCTGT CAGGAT GGGT TCACAGGCCGCCATCAAGATTGGTAGT
GCCGTTGTGCATGGGCAAACT GGCAT GCT CCTGACT GGCTCTAATGCCAA
GGCCCAGGACCT CGGGACCAT CCCGGEGRCGACT GTGECTGTCCCTATGTTT
ATAAGAAGGGT AACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGGTCTGGT AACACAGT CATTGCCGCCACT CACGGAGAACCCACACTTGA
GGCTCTGGAGT TCCAGGGACCCCCCAT GCTTCCCOGCCCCT CAGGCACCT
ATGCAGGCCT CCCCATCGCCGAT TACGGCGACGCT CCCCCCTTGAGCACC
AAGACCATGTTCTGGOGTACCT CGCCAGAGAAGCT TCCCCCTGRGGCTTG
GGAGCCAGCCTATCTCGGCT CTAAAGAT GAGAGGGT GGACGGTCCTTCCC
TTCAGCAGGT CATGOGAGAT CAGCT TAAGCCCTATTCAGAACCACGCGGT
CTGCTTCCCCCTCAAGAAAT CCT TGATGCAGT CTGOGACGCCATTGAGAA
COGCCTTGAGAACACCCT TGAACCACAGAAGCCCTGGACATTTAAGAAGG
CTTGTGAGAGCT TGGACAAGAACACCAGT AGT GGGTATCCCTATCACAAG
CAGAAGAGCAAGGACT GGACGGGGAGCGCT TTTATTGGCGATCTTGGTGA
CCAGGCCACCCACGCCAACAAC

>pT7: MW\ 3
TTOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGTAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECT TG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCOCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCCCCAGGAGATTTTGGATGOGGT TTGTGATGCCATCGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACATTTAAGAAGG
CCTGCGAGAGT CTGGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAGGGACT GGACAGGGACT GCCT TCAT TGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>307_MBF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAGCAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCTCGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT



ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGTCTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCOCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGAT TTTGGATGOGGT TTGTGATGCCATCGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTAGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>307_M/F2
TTCOGGCACGGGAT GGGGCT TTTGEGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECT TG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGAT TTTGGATGCGGT TTGTGATGCCAT CGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTAGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>307_MBF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCTGCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GGCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCCCCAGGAGAT TTTGGATGOGGT TTGTGATGCCAT CGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTAGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>307_CaeF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGT GATTGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACYCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGCCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCCTCCC



TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCCCCAGGAGATTTTGGATGOGGT TTGT GATGCCATCGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACATTTAAGAAGG
CCTGCGAGAGT CTAGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>307_Col F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GGCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGT GATTGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRRCTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGAT TTTGGATGOGGT TTGTGATGCCAT CGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTAGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>308_MGF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRRCTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGATTTTGGATGOGGT TTGT GATGCCAT CGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACATTTAAGAAGG
CCTGCGAGAGT CTGGATAAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGT GAGCTCGGTGA
TCAGGCCACCCATGCCAACAAC

>308_M/F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT TGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCTACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECTTG
GGAGCCAGCT TACCTAGGCT CCAAGGAT GAGAGAGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCCCCAGGAGATTTTGGATGOGGT TTGT GATGCCAT CGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTGGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGT GAGCTCGGTGA
TCAGGCCACCCATGCCAACAAC



>308_Col F2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCTCTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT TGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCTACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRRCTTG
GGAGCCAGCT TACCTAGGCT CCAAGGAT GAGAGAGT GGACGGCCCOCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGAT T TTGGATGOGGT TTGTGATGCCATCGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACATTTAAGAAGG
CCTGCGAGAGT CTGGATAAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGT GAGCTCGGTGA
TCAGGCCACCCATGCCAACAAC

>308_M_NF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACYACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCTCGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GGCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT TGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCTACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECT TG
GGAGCCAGCT TACCTAGGCT CCAAGGAT GAGAGAGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGAT TTTGGATGCGGT TTGT GATGCCAT CGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTGGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCARGGACT GGACAGGGGCT GCCT TCAT TGGT GAGCTCGGTGA
TCAGGCCACCCATGCCAACAAC

>309_M/F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCAT CCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRRCTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGAGT GGACGGCCCOCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCCCCAGGAGATTTTGGATGOGGT TTGTGATGCCATCGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTAGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAAGGACT GGACAGGGGCT GCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>309_CaeF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACTACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC



TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGGAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGGGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGAT TTTGGATGOGGT TTGTGATGCCATCGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTGGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAGGGACT GGACAGGGGCT GCCT TCAT TGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>309_Col F2
TTCOGGCACGGGAT GGGGCT TTTGEGT TAGCGGCCATGT GT TCATCACCGY
TAAACAT GT GGCGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACTACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCTCGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GGCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGGAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGTCTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRECTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGGGT GGACGGCCCOCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCOCCAGGAGAT TTTGGATGOGGT TTGTGATGCCAT CGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACAT TTAAGAAGG
CCTGCGAGAGT CTGGAT AAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAGGGACT GGACAGGGGCT GCCT TCAT TGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>310_MBF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGCGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACT TCCTGAAATACTACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GGCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGGAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT
ATGCAGGT CTCCCCATTGCCGACT ACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGTTCTGGOGCACCT CGCCAGAGAAGCT CCCCCCCGRRRCTTG
GGAGCCAGCT TACCT GGGCT CCAAGGAT GAGAGGGT GGACGGCCCCTCCC
TGCAACAGGT CATGCGGGACCAGCT CAAGCCCT ACT CAGAGCCGCGT GGC
TTACTCCCCCCCCAGGAGATTTTGGATGOGGT TTGTGATGCCATCGAGAA
COGCCT TGAGAACACCCT TGAACCGCAGAAGCCCTGGACATTTAAGAAGG
CCTGCGAGAGT CTGGATAAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAGGGACT GGACAGGGGCT GCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>310_M/F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACTACTTCACC
AGTGCOGT CAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCT CGGTCCTOGT TAAGAGGGCCT CTGGT GAGATGC
TCGCCCT GRCGGT CAGGAT GBGCT CGCAGGCAGCCAT CAAGAT CGGCAAC
GCTGTGGTGCACGGACAGACT GGCATGCT TCTGACT GGT TCCAATGCCAA
AGCCCAAGACCT CGGGACCAT CCCGGGOGAT TGTGGT TGCCCCTATGTCT
ACAAGAAAGGGAACACCT GGGT TGT GAT TGGGGT GCACGT GGOGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGAGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCT CCCATGCT CCCTCGOCCCT CCGGCACCT



ATGCAGGTCTCCCCATTGCCGACTACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGT TCTGGCGCACCT CGCCAGAGAAGCTCCCCCCCGEEECTTG
GGAGCCAGCTTACCT GGGCTCCAAGGAT GAGAGGGT GGACGGECCCCTCCC
TGCAACAGGT CAT GCGGGACCAGCT CAAGCCCTACT CAGAGCCGCGTGEC
TTACTCCCCCCCCAGGAGATTTTGGATGCGGT TTGT GATGCCATCGAGAA
CCGCCTTGAGAACACCCT TGAACCGCAGAAGCCCTGGACATTTAAGAAGG
CCTGCGAGAGT CTGGAYAAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAGGGACTGGACAGGGEECTGCCTTCATTGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>Hsu

TTCGGCACGGGATGGEECECT TTTGGEGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGCGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACTTCCTGAAATACCACTTCACC
AGTGCCGT CAGGCCTGACATCCCTGCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGCGT TGT TGCCTCGGT CCTCGT TAAGAGGGCCTCTGGTGAGATGC
TCGCCCT GGECGGT CAGGAT GGGECT CGCAGGCAGCCATCAAGATCGGCAAC
GCTGT GGTGCACGGACAGACT GGCATGCTTCTGACTGGT TCCAATGCCAA
AGCCCAAGACCTCGGGACCATTCCGGGECGATTGTGGT TGCCCCTATGTCT
ACAAGAAAGGAAACACCT GGGT TGT GAT TGGGGT GCACGT GGCGGCCACT
AGATCGGGCAACACCGT GATCGCCGCCACT CATGGGGAGCCCACCCTTGA
GGCTCTGGAGT TCCAGGGACCTCCCATGCT TCCTCGCCCCTCCGGCACCT
ATGCAGGTCTCCCCATTGCCGACTACGGT GATGCCCCTCCCCTGAGTACT
AAGACCATGT TCTGGCGCACCT CGCCAGAGAAGCTCCCTCCCGEEECTTG
GGAGCCAGCTTACCT GGGCTCCAAGGAT GAGAGAGT GGACGGECCCCTCCC
TGCAACAGGT CAT GCGGGACCAGCT CAAGCCCTACT CAGAGCCGCGTGEC
TTACTCCCCCCCCAGGAGATTTTGGATGCGGT TTGT GATGCCATCGAGAA
CCGCCTTGAGAACACCCT TGAACCGCAGAAGCCCTGGACATTTAAGAAGG
CCTGCGAGAGT CTGGATAAGAACACCAGCAGT GGGTATCCTTACCATAAG
CAAAAGAGCAGGGACTGGACAGGGACT GCCTTCATTGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>302_M/F2

NNNGGCACGGGATGGGECTTTTGGEGT TAGCGGECCATGTI GT TCATCACCGC
TAAACAT GT GGCGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGYGGGGACTTCCTGAAATACCACTTCACC
AGTGCTGTIGAGGCCTGACATTCCTGCCATGGT TCTTGAGAATGGCT GCCA
GGAGGGTGI TGT TGCTTCGGT CCTCGT CAAGAGGGCCTCCGGAGAGATGC
TCGCCCTGGECGGT GAGGATGGGT TCTCAGGCCGCCATCAAGATCGGCAAC
GCAGT GGT GCACGGCCAGACT GGGATGCTTCTCACAGGCTCCAATGCCAA
AGCCCAGGACCTCGGAACCATCCCCGGECGAT TGCGGECTGCCCCTATGTICT
ACAAAAAGGGCAACACCTGGGT TGT GAT TGGT GT GCACGT GGCGGCCACC
AGGT CGGGGAACACGGT GATCGCTGCTACCCATGGGGAACCCACCCTTGA
GGCGCTGGAGT TCCAAGGACCCCCCATGCTCCCTCGTCCCTCTGGCACCT
ATGTAGGCCTCCCCATTGCAGACTATGGT GATGCCCCTCCCCTCAGCACC
AAGACCATGT TCTGGCGCACTTCTCCAGAGAAGCT GCCGCCTGEGEGECATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGTCCCTCCC
TCCAGCAGGT TATGCGAGACCAGCTCAAGCCCTACT CCGAGCCTCGTGGA
TTACTCCCCCCGCAGGAGATTTTGGACGCAGTI TTGT GATGCCATCGAGAA
CCGACTTGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCTTTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACTAGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGECACCGCCTTCATTGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>302_Col F2

TTCGGCACGGGATGGEECECT TTTGGEGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGCGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACTTCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACATTCCTGCCATGGT TCTTGAGAATGGCT GCCA
GGAGGGTATTGI TGCTTCGGT CCTCGT CAAGAGGGCCTCCGGAGAGATGC
TCGCCCT GGECGGET GAGGAT GGGT TCCCAGGCCGCCATCAAGATCGGCAAC
GCAGT GGT GCACGGCCAGACT GGGATGCTTCTCACAGGCTCCAATGCCAA
AGCCCAGGACCTCGGAACCATCCCCGGECGAT TGCGECTGCCCCTATGTICT
ACAAAAAGGGCAACACCTGGGT TGT GAT TGGT GT GCACGT GGCGGCCACC
AGGT CGGGGAACACGGT GATCGCTGCTACCCATGGGGAACCCACCCTTGA
GGCGCTGGAGT TCCAAGGACCCCCCATGCTCCCTCGTCCCTCTGGCACCT
ATGTAGGCCTCCCCATTGCAGACTATGGT GATGCCCCTCCCCTCAGCACC
AAGACCATGT TCTGGCGCACTTCTCCAGAGAAGCT GCCGCCTGEGEGECATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGTCCCTCCC
TCCAGCAGGT TATGCGAGACCAGCTCAAGCCCTACT CCGAGCCTCGTGGA
CTACTCCCCCCGCAGGAGATTTTGGATGCAGT TTGTGATGCCATCGAGAA
CCGACTTGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCTTTAAGAAAG



CCTGOGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGOCT TCATTGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>302_M.F2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCAT GTGT TCATCACCGC
TAAACAT GTGGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCOG
AGGAAT TCACCGT CACCT CCAGT GGGGACT TCCTGAAATACCACT TCACC
AGTGCTGTGAGGCCTGACATTCCTGOCATGGTTCT TGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GECGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGATCGGCAAC
GCAGT GGTGCACGGCCAGACT GGGATGCTTCTCACAGGCT CCAATGCOCAA
AGOCCAGGACCT CGGAACCAT CCCOGGEOGAT TGOGGCTGOCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GAT TGGT GTGCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCATGCTCOCT CGTCCCT CTGGCACCT
ATGTAGGOCT CCOCATTGCAGACT ATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCTCCAGAGAAGCT GCOGCCTGGGGCATG
GGAGCCCGCT TACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGCGAGACCAGCT CAAGCCCTACT COGAGCCTCGT GGA
CTACTCCCCCOGCAGGAGAT TTTGGATGCAGT TTGTGATGOCATCGAGAA
CCGACT TGAGAATACGCT GGAGCCCCAGAAGCCCT GGACCT TTAAGAAAG
CCTGOGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGOCT TCATTGGT GAGCTCGGTGA
TCAAGOCACCCATGCCAACAAC

>303_M7F2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCAT GTGT TCATCACCGC
TAAACAT GTGGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCOG
AGGAAT TCACCGT CACCT CCAGT GGGGACT TCCTGAAATACCACT TCACC
AGTGCTGTGAGGCCTGACATTCCTGOCATGGTTCT TGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GECGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGATCGGCAAC
GCAGT GGTGCACGGCCAGACT GGGATGCTTCTCACAGGCT CCAATGCOCAA
AGOCCAGGACCT CGGAACCAT CCCOGGEOGAT TGOGGCTGOCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GAT TGGT GT GCACGT GGCGGCCACC
AGGTCGGEGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCATGCTCOCT CGTCCCT CTGGCACCT
ATGTAGGOCT CCOCATTGCAGACT ATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCTCCAGAGAAGCT GCOGCCTGGGGCATG
GGAGCCCGCT TACCT GGGT TCCAAGGAT GAGAGGGT GGATGGTCCCTCCC
TCCAGCAGGT TATGCGAGACCAGCT CAAGCCCTACT COGAGCCTCGT GGA
YT ACTCCCCCOGCAGGAGAT TTTGGACGCAGT TTGTGATGOCATCGAGAA
CCGACT TGAGAATACGCT GGAGCCCCAGAAGCCCT GGACCT TTAAGAAAG
CCTGOGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCRCCGOCT TCATTGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>303_MBF2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCAT GTGT TCATCACCGC
TAAACAT GTGGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCOG
AGGAAT TCACCGT CACCT CCAGT GGGGACT TCCTGAAATACCACT TCACC
AGTGCTGTGAGGCCTGACATTCCTGOCATGGTTCT TGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GECGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGATCGGCAAC
GCAGT GGTGCACGGCCAGACT GGGATGCTTCTCACAGGCT CCAATGCOCAA
AGCCCAGGACCT CGGAACCAT CCCOGGEOGAT TGOGGECTGOCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GAT TGGT GT GCACGT GGCGGCCACC
AGGTCGGEGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCATGCTCOCT CGTCCCT CTGGCACCT
ATGTAGGOCTCCOCATTGCAGAY TATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCTCCAGAGAAGCT GCOGCCTGGGGCATG
GGAGCCCGCT TACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGCGAGACCAGCT CAAGCCCTACT COGAGCCTCGT GGA
CTACTCCCCCOGCAGGAGAT TTTGGATGCAGT TTGTGATGOCATCGAGAA
CCGACT TGAGAATACGCT GGAGCCCCAGAAGCCCT GGACCT TTAAGAAAG
CCTGOGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGOCT TCATTGGTGAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>303_CaeF2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCAT GTGT TCATCACCGC
TAAACAT GTGGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCOG



AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GGCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGATCGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGTGATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGATGGTCCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
YTACTCCCOCCGCAGGAGAT TTTGGACGCAGT TTGTGATGCCATCGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>303_Col F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCTGCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCTTCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GGCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGATGCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGTGATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGOCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACT CCGAGCCT CGTGGA
TTACTCCCCCOGCAGGAGATTTTGGACGCAGT TTGTGATGCCAT CGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>303_M.F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCTGCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCTTCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GGCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGATGCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGTGATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACT CCGAGCCT CGTGGA
TTACTCCCCCOGCAGGAGAT TTTGGACGCAGT TTGTGATGCCAT CGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>304_M/F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCTTCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GRCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT



ACAAAAAGGGCAACACCT GGGT TGT GATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
CTACTCCCOCCGCAGGAGAT TTTGGATGCAGT TTGTGATGCCATCGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>304_CaeF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GACGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGAYCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
CTACTCCCOCCGCAGGAGATTTTGGATGCAGT TTGTGATGCCATCGAGAA
CCGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>305_M/F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGCGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCTGCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTATTGT TGCTTCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GGCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGTGATTGGT GT GCACGT GGCRGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
CTACTCCCOCCGCAGGAGATTTTGGACGCAGT TTGTGATGCCATTGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>305_Col F2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTATTGT TGCTTCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GGCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCTCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GATTGGT GT GCACGT GGCRGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC



TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
CTACTCCCOCCGCAGGAGAT TTTGGACGCAGT TTGTGATGCCATTGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGT CTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>306_NBF2
TTCOGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GTTCGGGECGCAAGCCCG
AGGAATTCACCGT CACCTCCAGYGGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCTGCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCTTCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GRCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGTGATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
YTACT CCCOCCGCAGGAGAT TTTGGACGCAGT TTGTGATGCCATCGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>306_M/F2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCTGCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCTTCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GACGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGTGAT TGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGTGATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACTCCGAGCCT CGTGGA
CTACTCCCOCCGCAGGAGAT TTTGGATGCAGT TTGTGATGCCATCGAGAA
COGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC

>306_MBF2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCATGTGT TCATCACCGC
TAAACAT GT GGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCCG
AGGAATTCACCGTCACCTCCAGT GGGGACT TCCTGAAATACCACTTCACC
AGTGCTGTGAGGCCTGACAT TCCT GCCATGGT TCTTGAGAATGGCTGCCA
GGAGGGTGTTGT TGCTTCGGTCCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GRCGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGAT CGGCAAC
GCAGT GGT GCACGGCCAGACT GGGAT GCT TCTCACAGGCT CCAATGCCAA
AGCCCAGGACCT CGGAACCAT CCCCGGOGAT TGCGGCTGCCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGTGATTGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCAT GCT CCCTCGT COCT CTGGCACCT
ATGTAGGCCT CCCCATTGCAGACTATGGTGATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCT CCAGAGAAGCT GCCGCCT GGGGCATG
GGAGCCCGCTTACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGOGAGACCAGCT CAAGCCCT ACT CCGAGCCT CGTGGA
CTACTCCCOCCGCAGGAGAT TTTGGATGCAGT TTGTGATGCCATCGAGAA
CCGACT TGAGAATACGCT GGAGCCCCAGAAGCCCTGGACCT TTAAGAAAG
CCTGCGAGAGCCTTGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGCCT TCAT TGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC



>306_CaeF2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCAT GTGT TCATCACCGC
TAAACAT GTGGOGOCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCOG
AGGAAT TCACCGT CACCT CCAGT GGGGACT TCCTGAAATACCACT TCACC
AGTGCTGTGAGGCCTGACATTCCTGOCATGGTTCT TGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GECGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGATCGGCAAC
GCAGT GGTGCACGGCCAGACT GGGATGCTTCTCACAGGCT CCAATGCOCAA
AGOCCCAGGACCT CGGAACCAT CCCOGGEOGAT TGOGGECTGOCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GAT TGGT GT GCACGT GGCGGCCACC
AGGTCGGGGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCTGGAGT TCCAAGGACCCCCCATGCTCOCT CGTCCCT CTGGCACCT
ATGTAGGOCT CCOCATTGCAGACT ATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCTCCAGAGAAGCT GCOGCCTGGGGCATG
GGAGCCCGCT TACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGCGAGACCAGCT CAAGCCCTACT COGAGCCTCGT GGA
CTACTCCCCCOGCAGGAGAT TTTGGATGCAGT TTGTGATGOCATCGAGAA
CCGACT TGAGAATACGCT GGAGCCCCAGAAGCCCT GGACCT TTAAGAAAG
CCTGOGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCACCGOCT TCATTGGT GAGCT CGGTGA
TCAAGCCACCCATGCCAACAAC

>306_Col F2
TTCGGCACGGGAT GGGGCT TTTGGGT TAGCGGCCAT GTGT TCATCACCGC
TAAACAT GTGGOGCCACCCAAGGGCACCGAGGT GT TCGGGECGCAAGCCOG
AGGAAT TCACCGT CACCT CCAGT GGGGACT TCCTGAAATACCACT TCACC
AGTGCTGTGAGGCCTGACATTCCTGOCATGGTTCT TGAGAATGGCTGCCA
GGAGGGTGTTGT TGCT TCGGT CCTOGT CAAGAGGGCCT CCGGAGAGATGC
TCGCCCT GECGGT GAGGAT GGGT TCTCAGGCCGCCAT CAAGATCGGCAAC
GCAGT GGTGCACGGCCAGACT GGGATGCTTCTCACAGGCT CCAATGCOCAA
AGOCCCAGGACCT CGGAACCAT CCCOGGEOGAT TGOGGECT GOCCCTATGTCT
ACAAAAAGGGCAACACCT GGGT TGT GAT TGGT GT GCACGT GGCGGCCACC
AGGTCGGEGAACACGGT GATCGCT GCTACCCAT GGGGAACCCACCCTTGA
GGCGCT GGAGT TCCAAGGACCCCCCATGCTCOCT CGTCCCT CTGGCACCT
ATGTAGGOCT CCOCATTGCAGACT ATGGT GATGCCCCTCCCCT CAGCACC
AAGACCATGTTCTGGOGCACT TCTCCAGAGAAGCT GCOGCCTGGGGCATG
GGAGCCCGCT TACCT GGGT TCCAAGGAT GAGAGGGT GGACGGT CCCTCCC
TCCAGCAGGT TATGCGAGACCAGCT CAAGCCCTACT COGAGCCTCGT GGA
CTACTCCCCCOGCAGGAGAT TTTGGATGCAGT TTGTGATGOCATCGAGAA
CCGACT TGAGAATACGCT GGAGCCCCAGAAGCCCT GGACCT TTAAGAAAG
CCTGOGAGAGCCT TGATAAGAACACT AGCAGT GGCTATCCCTACCACAAA
CAGAAGAGT AGGGACT GGACGGGCRCCGOCT TCATTGGT GAGCTCGGTGA
TCAAGCCACCCATGCCAACAAC



