
1. BnPAL 

    AtPAL     (1) ------------------------------------------------------------ 
 BnPAL1-1     (1) ------------------------AACAACTCAAATTCCTTAAAACAACAAAAATAATAT 
 BnPAL1-2     (1) ----------------------AGGACCAAACTCCTAAAACAAACAAAAATATATATTAA 
 BnPAL2-1     (1) AGGAACACAAAA-CCAAACTCCTTCACCAACATTTCAA-AAGCTCTC---CTCTCTTTCA 
 BnPAL2-2     (1) AGGAACACAAACTCCAAATCACTTCACCTACAATTCAAGAAGCTCTCTCTCTATCTCGCT 
  BrPAL-1     (1) ------------------------------------------------------------ 
  BrPAL-2     (1) ------------------------------------------------------------ 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4     (1) ------------------------------------------------------------ 
  BoPAL-1     (1) ------------------------------------------------------------ 
  BoPAL-2     (1) ------------------------------------------------------------ 
  BoPAL-3     (1) ------------------------------------------------------------ 
    BjPAL     (1) ------------------------------------------------------------ 

 
    AtPAL     (1) ------------------------------------------------------------ 
 BnPAL1-1    (37) AAAAGATCTCTCTAGCTATAATCTTCTCCTTTTAATTTTTAATTCATAATCCCGATATTG 
 BnPAL1-2    (39) GACATCTCTCACCTTAGAGATCCCTCCATAATCTCCTACATTTTAATTAACTCAATATCC 
 BnPAL2-1    (56) TCCTTCACCAACAATTCAAAAGA-TCTGTTCC-TATTTATCAAACACTAAC-TCAAAAAC 
 BnPAL2-2    (61) TCCTTCACCTTTAATTCAAAAGAATCTGATCCCTATATATTAAACAGAAAGGTCAAATAC 
  BrPAL-1     (1) ------------------------------------------------------------ 
  BrPAL-2     (1) ------------------------------------------------------------ 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4     (1) ------------------------------------------------------------ 
  BoPAL-1     (1) ------------------------------------------------------------ 
  BoPAL-2     (1) ------------------------------------------------------------ 
  BoPAL-3     (1) ------------------------------------------------------------ 
    BjPAL     (1) ------------------------------------------------------------ 

 
    AtPAL     (1) --ATGGA---GATTAACGGGGCACACAAGAGCAACGGAGGAGGAGTGGACGCTATGTTAT 
 BnPAL1-1    (97) TAATGGA---GGTTAACGGATTA--TCAC----ACGGAGGAGAAGTCGACGCTATGTTAT 
 BnPAL1-2    (99) AAATGGA---GATTAACGGATCA--TCAT----ACA------AAGTCGACGCTATGTTAT 
 BnPAL2-1   (113) CAATGGATCAGATCAACGGATCAGTTCACCAAAACGGC--AAAA-CCGAAGCCATGTTGT 
 BnPAL2-2   (121) CTATGGATCAGACTAACGGTTCAGTTCACCAGAACGGC--AAGA-TCGAAGCCATGTTGT 
  BrPAL-1     (1) --ATGGA---GGTTAACGGATTA--TCAC----ACGGAGGAGAAGTCGACGCTATGTTAT 
  BrPAL-2     (1) --ATGGA---GGTTAACGGATTA--TCAC----ACGGAGGAGAAGTCGACGCTATGTTAT 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4     (1) --ATGGA---GGTTAACGGATTA--TCAC----ACGGAGGAGAAGTCGACGCTATGTTAT 
  BoPAL-1     (1) --ATGGATCAGACTAACGGTTCAGTTCACCAGAACGGC--AAGA-TCGAAGCCATGTTGT 
  BoPAL-2     (1) --ATGGA---GATTAACGGATCA--TCAT----ACA------AAGTCGACGCTATGTTAT 
  BoPAL-3     (1) --ATGGA---GGTTAACGGATTA--TCCC----ACGGAGGAGAAGTCGACGCTATGTTAT 
    BjPAL     (1) ------------------------------------------------------------ 

 
    AtPAL    (56) ---GCGGCGGAGACATCAAGACAAAGAACATGGTGATCAACGCGGAGGATCCTCTCAACT 
 BnPAL1-1   (148) ---GCGGCGGAGAGATCAAGAAGAATGCCACGGTGGTT---GGGGCTGATCCTCTCAACT 
 BnPAL1-2   (144) ---GCGGCGGAGAGACCAAGAA---TGTCACGGTGGCT---GCGGCGGATCCTCTGAACT 
 BnPAL2-1   (170) TGTGCGGCGGACTAGAGAAGACTAAAGTGACGGTG------GCGGCGGATCCGTTGAATT 
 BnPAL2-2   (178) ---GCGGTGGAGTAGAGAAGACAAAAGTGGCTGTG------GCGGCGGATCCGTTGAACT 
  BrPAL-1    (50) ---GCGGCGGAGAGATCAAGAAGAATGCCACGGTGGTT---GGGGCTGATCCTCTCAACT 
  BrPAL-2    (50) ---GCGGCGGAGAGATCAAGAAGAATGCCACGGTGGTT---GGGGCTGATCCTCTCAACT 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4    (50) ---GCGGCGGAGAGATCAAGAAGAATGCCACGGTGGTT---GGGGCTGATCCTCTCAACT 
  BoPAL-1    (56) ---GCGGTGGAGTAGAGAAGACAAAAGTGGCTGTG------GCGGCGGATCCGTTGAACT 
  BoPAL-2    (44) ---GCGGCGGAGAGACCAAGAA---TGTCACGGTGGCT---GCGGCGGATCCTCTGAACT 
  BoPAL-3    (50) ---GCGACGGAGAGATCAAGAAGAATGCCACGGTGGTT---GGGGCTGATCCTCTCAACT 
    BjPAL     (1) ------------------------------------------------------------ 

 
    AtPAL   (113) GGGGAGCTGCAGCGGAGCAAATGAAAGGTAGCCATTTGGATGAAGTGAAGAGAATGGTTG 
 BnPAL1-1   (202) GGGGAGCTGCAGCGGAGCAAATGAAAGGGAGCCATTTGGATGAGGTGAAGAGAATGGTGA 
 BnPAL1-2   (195) GGGGAGCTGCGGCGGATCAAATGAAAGGGAGCCATTTGGATGAAGTGAAGAGAATGGTTA 
 BnPAL2-1   (224) GGGGTGCTGCGGCGGAGCAGATGAAAGGGAGTCATTTGGATGAGGTGAAGAGGATGGTTG 
 BnPAL2-2   (229) GGGGTGCAGCAGCGGAACAGATGAAAGGGAGTCACTTGGATGAGTTGAAGAGGATGGTTG 



  BrPAL-1   (104) GGGGAGCTGCAGCGGAGCAAATGAAAGGGAGCCATTTGGATGAGGTGAAGAGAATGGTGA 
  BrPAL-2   (104) GGGGAGCTGCAGCGGAGCAAATGAAAGGGAGCCATTTGGATGAGGTGAAGAGAATGGTGA 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (104) GGGGAGCTGCAGCGGAGCAAATGAAAGGGAGCCATTTGGATGAGGTGAAGAGAATGGTGA 
  BoPAL-1   (107) GGGGTGCAGCAGCGGAGCAGATGAAAGGGAGTCACTTGGATGAGGTGAAGAGGATGGTTG 
  BoPAL-2    (95) GGGGAGCTGCGGCGGATCAAATGAAAGGGAGCCATTTGGATGAAGTGAAGAGAATGGTTA 
  BoPAL-3   (104) GGGGAGCTGCAGCGGAGCAAATGAAAGGGAGCCATTTGGATGAAGTGAAGAGAATGGTGA 
    BjPAL     (1) ------------------------------------------------------------ 

 
    AtPAL   (173) CTGAGTTTAGGAAGCCAGTTGTGAATCTTGGTGGTGAGACTCTGACCATTGGACAAGTGG 
 BnPAL1-1   (262) AGGAGTTTAGGAGGCCAGTGGTGAATCTCGGAGGCGAGACTCTCACGATCGGACAAGTGG 
 BnPAL1-2   (255) TGGAGTTTAGGAAGCCTGTGGTGAATCTCGGAGGAGAGACTCTGACGATCGGGCAAGTAG 
 BnPAL2-1   (284) AGGATTACCGTAAACCGGTGGTGAATCTCGGCGGAGAAACACTGACGATCGGACAAGTCG 
 BnPAL2-2   (289) AGGAGTACCGCAGACCGGTGGTGAATCTCGGGGGAGAGACGCTAACAATCGGACAAGTCG 
  BrPAL-1   (164) AGGAGTTTAGGAGGCCAGTGGTGAATCTCGGAGGCGAGACTCTCACGATCGGACAAGTGG 
  BrPAL-2   (164) AGGAGTTTAGGAGGCCAGTGGTGAATCTCGGAGGCGAGACTCTCACGATCGGACAAGTGG 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (164) AGGAGTTTAGGAGGCCAGTGGTGAATCTCGGAGGCGAGACTCTCACGATCGGACAAGTGG 
  BoPAL-1   (167) AGGAGTACCGCAGACCCGTGGTGAATCTCGGGGGAGAGACGCTAACAATCGGACAAGTCG 
  BoPAL-2   (155) TGGAGTTTAGGAAGCCTGTGGTGAATCTCGGAGGAGAGACTCTGACGATCGGGCAAGTAG 
  BoPAL-3   (164) AGGAGTTTAGGAGGCCAGTGGTGAATCTCGGAGGAGAGACTCTCACGATCGGACAAGTGG 
    BjPAL     (1) ---------------------------------------------------GACAAGTGG 

 
    AtPAL   (233) CTGCGATCTCAACTATTGGTAACAGTGTGAAGGTGGAGCTATCGGAGACAGCTAGAGCCG 
 BnPAL1-1   (322) CAGCAATCTCGACCCTTGGAAACGGTGTGAAGGTGGAGTTGTCGGAGACGGCGAGAGCCG 
 BnPAL1-2   (315) CAGCGATCTCGACCGTTGGAAATGGTGTGAAGGTGGAGCTGTTGGAGACGGCAAGAGCCG 
 BnPAL2-1   (344) CTGCGATCTCGAACGTAGGCGGTGGCGTTAAGGTTGAGCTAGCGGAGGCTTCAAGAGCCG 
 BnPAL2-2   (349) CGGCGATCTCCACCGCAGGCGGAGGTGTTAAGGTTGAGCTAGCGGAGGCTTCGAGAGCTG 
  BrPAL-1   (224) CAGCAATCTCGACCCTTGGAAACGGTGTGAAGGTGGAGTTGTCGGAGACGGCGAGAGCCG 
  BrPAL-2   (224) CAGCAATCTCGACCCTTGGAAACGGTGTGAAGGTGGAGTTGTCGGAGACGGCGAGAGCCG 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (224) CAGCAATCTCGACCCTTGGAAACGGTGTGAAGGTGGAGTTGTCGGAGACGGCGAGAGCCG 
  BoPAL-1   (227) CGGCGATCTCCACCGTAGGTGGAGGTGTTAAGGTTGAGCTAGCGGAGGCTTCGAGAGCTG 
  BoPAL-2   (215) CAGCGATCTCGACCGTTGGAAATGGTGTGAAGGTGGAGCTGTCGGAGACGGCAAGAGCCG 
  BoPAL-3   (224) CAGCAATCTCGACCCTTGGAAACGGTGTGAAGGTGGAGTTGTCGGAGACGGCGAGAGCCG 
    BjPAL    (10) CAGCAATCTCGACCCTTGGAAACGGTGTGAAGGTGGAGTTGTCGGAGACGGCGAGAGCCG 

 
    AtPAL   (293) GTGTGAATGCTAGTAGTGATTGGGTTATGGAGAGTATGAACAAAGGCACTGATAGTTATG 
 BnPAL1-1   (382) GTGTGAAAGCGAGTAGTGATTGGGTGATGGAGAGTATGGGCAAAGGAACCGATAGTTATG 
 BnPAL1-2   (375) GTGTGAAGGCGAGCAGTGATTGGGTGATGGAGAGTATGGGCAAAGGCACTGATAGTTATG 
 BnPAL2-1   (404) GCGTGAAAGCTAGCAGCGATTGGGTCATGGAGAGTATGGGTAAAGGTACTGACAGTTACG 
 BnPAL2-2   (409) GCGTGAAAGCTAGCAGTGATTGGGTTATGGAAAGTATGGGCAAAGGTACTGACAGTTACG 
  BrPAL-1   (284) GTGTGAAAGCGAGTAGTGATTGGGTGATGGAGAGTATGGGCAAAGGAACCGATAGTTATG 
  BrPAL-2   (284) GTGTGAAAGCGAGTAGTGATTGGGTGATGGAGAGTATGGGCAAAGGAACCGATAGTTATG 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (284) GTGTGAAAGCGAGTAGTGATTGGGTGATGGAGAGTATGGGCAAAGGAACCGATAGTTATG 
  BoPAL-1   (287) GCGTGAAAGCTAGCAGTGATTGGGTTATGGAAAGTATGGGCAAAGGTACTGACAGTTACG 
  BoPAL-2   (275) GTGTGAAGGCGAGCAGTGATTGGGTGATGGAGAGTATGGGCAAAGGCACTGATAGTTATG 
  BoPAL-3   (284) GTGTGAAAGCGAGTAGTGATTGGGTGATGGAGAGTATGGGCAAAGGCACCGATAGTTATG 
    BjPAL    (70) GTGTGAAAGCGAGTAGTGATTGGGTGATGGAGAGTATGGGCAAAGGAACCGATAGTTATG 

 
    AtPAL   (353) GTGTTACTACTGGTTTTGGTGCTACTTCTCATCGGAGAACCAAAAACGGTGTCGCACTTC 
 BnPAL1-1   (442) GTGTTACTACTGGTTTTGGTGCTACTTCTCACCGGAGAACCAAGAACGGTGTCGCTCTTC 
 BnPAL1-2   (435) GTGTTACAACTGGTTTTGGTGCTACTTCTCATCGTAGAACCAAAAATGGCGTCGCACTTC 
 BnPAL2-1   (464) GTGTAACCACCGGGTTTGGAGCTACCTCTCACCGGAGAACAAAAAACGGCACCGCTTTGC 
 BnPAL2-2   (469) GTGTCACCACCGGGTTTGGAGCGACCTCTCACCGGAGAACCAAAAACGGCACCGCATTGC 
  BrPAL-1   (344) GTGTTACTACTGGTTTTGGTGCTACTTCTCACCGGAGAACCAAGAACGGTGTCGCTCTTC 
  BrPAL-2   (344) GTGTTACTACTGGTTTTGGTGCTACTTCTCACCGGAGAACCAAGAACGGTGTCGCTCTTC 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (344) GTGTTACTACTGGTTTTGGTGCTACTTCTCACCGGAGAACCAAGAACGGTGTCGCTCTTC 
  BoPAL-1   (347) GTGTCACCGCCGGGTTTGGAGCGACCTCTCACCGGAGAACCAAAAACGGCACCGCATTGC 
  BoPAL-2   (335) GTGTTACTACTGGTTTTGGTGCTACTTCTCATCGTAGAACCAAAAATGGCGTCGCACTTC 
  BoPAL-3   (344) GTGTTACTACTGGTTTTGGTGCTACTTCTCACCGGAGAACCAAGAACGGTGTCGCTCTTC 



    BjPAL   (130) GTGTTACTACTGGTTTTGGTGCTACTTCTCACCGGAGAACCAAGAACGGTGTCGCTCTTC 
 

    AtPAL   (413) AGAAGGAACTTATTAGATTCCTTAACGCCGGAATATTCGGAAGCACGAAAGAAACAAGCC 
 BnPAL1-1   (502) AGAAAGAGCTTATAAGATTTCTGAACGCCGGAATATTCGGCAGCACGAAGGAAACATCCC 
 BnPAL1-2   (495) AGAAGGAGCTTATAAGATTCCTGAACGCCGGAATATTCGGCAGCACGAAAGAAACATGCC 
 BnPAL2-1   (524) AAACCGAACTCATCAGGTTTTTGAACGCCGGAATATTCGGGAACACGAAGGAGACATGCC 
 BnPAL2-2   (529) AAACGGAACTCATCAGATTTTTGAACGCCGGAATATTCGGTAACACGAAGGAGACATGCC 
  BrPAL-1   (404) AGAAAGAGCTTATAAGATTTCTGAACGCCGGAATATTCGGCAGCACGAAGGAAACATCCC 
  BrPAL-2   (404) AGAAAGAGCTTATAAGATTTCTGAACGCCGGAATATTCGGCAGCACGAAGGAAACATCCC 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (404) AGAAAGAGCTTATAAGATTTCTGAACGCCGGAATATTCGGCAGCACGAAGGAAACATCCC 
  BoPAL-1   (407) AAACGGAACTCATCAGATTTTTGAACGCCGGGATATTCGGTAACACGAAGGAGACATGCC 
  BoPAL-2   (395) AGAAGGAGCTTATAAGATTCCTGAACGCCGGAATATTCGGCAGCACGAAAGAAACATGCC 
  BoPAL-3   (404) AGAAAGAGCTTATAAGATTTCTGAACGCCGGAATATTCGGCAGCACGAAGGAAACATCCC 
    BjPAL   (190) AGAAAGAGCTTATAAGATTTCTGAACGCCGGAATATTCGGCAGCACGAAGGAAACATCCC 

 
    AtPAL   (473) ACACATTGCCACACTCCGCCACAAGAGCCGCCATGCTTGTACGAATCAACACTCTCCTCC 
 BnPAL1-1   (562) ACACATTACCACACTCCGCCACAAGAGCCGCCATGCTCGTACGCATCAACACTCTCCTCC 
 BnPAL1-2   (555) ACACACTGCCACACTCCGCCACAAGAGCTGCCATGCTCGTACGCATAAACACTCTCCTCC 
 BnPAL2-1   (584) ACACGCTACCGGAATCCGCCACGAGAGCCGCCATGCTCGTCCGAGTCAACACACTCCTCC 
 BnPAL2-2   (589) ACACGCTACCGGAATCCGCCACGAGAGCCGCCATGCTCGTCCGAGTCAACACTCTCCTCC 
  BrPAL-1   (464) ACACATTACCACACTCCGCCACAAGAGCCGCCATGCTCGTACGTATCAACACTCTCCTCC 
  BrPAL-2   (464) ACACATTACCACACTCCGCCACAAGAGCCGCCATGCTCGTACGTATCAACACTCTCCTCC 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (464) ACACATTACCACACTCCGCCACAAGAGCCGCCATGCTCGTACGTATCAACACTCTCCTCC 
  BoPAL-1   (467) ACACGCTACCGGAATCCGCCACGAGAGCCGCCATGCTCGTCCGAGTCAACACTCTCCTCC 
  BoPAL-2   (455) ACACACTGCCACACTCCGCCACAAGAGCTGCCATGCTCGTACGCATAAACACTCTCCTCC 
  BoPAL-3   (464) ACACATTACCACACTCCGCCACAAGAGCCGCCATGCTCGTACGCATCAACACCCTCCTCC 
    BjPAL   (250) ACACATTACCACACTCCGCCACAAGAGCCGCCATGCTCGTACGTATCAACACTCTCCTCC 

 
    AtPAL   (533) AAGGATTTTCCGGTATCCGATTTGAGATTCTCGAAGCAATTACCAGTTTCCTCAACAACA 
 BnPAL1-1   (622) AAGGCTACTCAGGCATACGTTTCGAGATCCTCGAGGCCATAACAAGTTTCCTCAACAACA 
 BnPAL1-2   (615) AAGGATACTCCGGCATCCGCTTCGAGATCCTCGAGGCCATAACCAGCTTCCTCAACACCA 
 BnPAL2-1   (644) AAGGATACTCCGGGATCCGATTCGAAATCCTCGAAGCGATCACCAGCCTCCTCAACCACA 
 BnPAL2-2   (649) AAGGATACTCCGGGATCCGATTCGAAATCCTCGAAGCGATCACCAGCTTCCTCAACCACA 
  BrPAL-1   (524) AAGGATACTCCGGCATACGTTTCGAGATCCTCGAGGCCATAACAAGTTTCCTCAACAACA 
  BrPAL-2   (524) AAGGATACTCCGGCATACGTTTCGAGATCCTCGAGGCCATAACAAGTTTCTTCAACAACA 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (524) AAGGATACTCCGGCATACGTTTCGAGATCCTCGAGGCCATAACAAGTTTCCTCAACAACA 
  BoPAL-1   (527) AAGGATACTCCGGGATCCGATTCGAAATCCTCGAAGCGATCACCAGCTTCCTCAACCACA 
  BoPAL-2   (515) AAGGATACTCCGGCATCCGCTTCGAGATCCTCGAGGCCATAACCAGCTTCCTCAACACCA 
  BoPAL-3   (524) AAGGCTACTCCGGCATACGTTTCGAGATCCTCGAGGCCATAACAAGCTTCCTCAACAGCA 
    BjPAL   (310) AAGGATACTCCGGCATACGTTTCGAGATCCTCGAGGCCATAACAAGTTTCCTCAACAACA 

 
    AtPAL   (593) ACATCACTCCATCTCTCCCCCTCCGTGGTACAATCACCGCCTCCGGAGATCTCGTTCCTC 
 BnPAL1-1   (682) ACATCACTCCTTCACTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 
 BnPAL1-2   (675) ACATCACTCCTTCCCTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 
 BnPAL2-1   (704) ACATCTCTCCGTCTCTCCCCCTCCGTGGAACCATAACCGCCTCCGGCGATCTCGTCCCCC 
 BnPAL2-2   (709) ACATCTCTCCATCTCTCCCCCTCCGTGGAACCATAACCGCCTCCGGCGATCTCGTCCCCC 
  BrPAL-1   (584) ACATCACTCCTTCCCTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 
  BrPAL-2   (584) ACATCACTCCTTCCCTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (584) ACATCACTCCTTCCCTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 
  BoPAL-1   (587) ACATCTCTCCATCTCTCCCCCTCCGTGGAACCATAACCGCCTCCGGCGATCTCGTCCCCC 
  BoPAL-2   (575) ACATCACTCCTTCCCTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 
  BoPAL-3   (584) ACATCACTCCTTCTCTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 
    BjPAL   (370) ACATCACTCCTTCCCTCCCTCTCCGCGGCACCATCACCGCCTCCGGAGACCTCGTCCCCC 

 
    AtPAL   (653) TCTCCTACATCGCCGGACTTCTCACCGGTCGTCCCAATTCCAAAGCTACTGGTCCCAACG 
 BnPAL1-1   (742) TCTCCTACATCGCCGGACTCTTAACCGGACGTCCCAACTCCAAAGCCACCGGTCCCAACG 
 BnPAL1-2   (735) TCTCCTACATCGCCGGCCTCCTCACCGGCCGTCCCAACTCCAAAGCCACCGGTCCCAACG 
 BnPAL2-1   (764) TCTCCTACATCGCCGGTCTCCTCACCGGCCGTCCAAACTCCAAAGCCACCGGTCCCAACG 
 BnPAL2-2   (769) TCTCCTACATCGCCGGCCTCCTCACCGGCCGTCCGAACTCCAAAGCCACAGGTCCCAACG 



  BrPAL-1   (644) TCTCCTACATCGCCGGACTCTTAACCGGACGTCCCAACTCCAAAGCCACCGGTCCCAACG 
  BrPAL-2   (644) TCTCCTACATCGCCGGACTCTTAACCGGACGTCCCAACTCCAAAGCCACCGGTCCCAACG 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (644) TCTCCTACATCGCCGGACTCTTAACCGGACGTCCCAACTCCAAAGCCACCGGTCCCAACG 
  BoPAL-1   (647) TCTCCTACATCGCCGGCCTCCTCACCGGCCGTCCGAACTCCAAAGCCACAGGTCCCAACG 
  BoPAL-2   (635) TCTCCTACATCGCCGGCCTCCTCACCGGCCGTCCCAACTCCAAAGCCACCGGTCCCAACG 
  BoPAL-3   (644) TCTCCTACATCGCCGGACTCTTAACCGGACGTCCCAACTCCAAAGCCACCGGTCCCAACG 
    BjPAL   (430) TCTCCTACATCGCCGGACTCTTAACCGGACGTCCCAACTCCAAAGCCACCGGTCCCAACG 

 
    AtPAL   (713) GTGAAGCTTTAACAGCAGAGGAAGCTTTCAAATTAGCAGGAATCAGCTCCGGATTCTTTG 
 BnPAL1-1   (802) GCGAAGCCTTGAACGCAGAGGAAGCCTTCAAAATGGCAGGAGTCACCTCCGGCTTCTTCG 
 BnPAL1-2   (795) GCGAAGCCTTGAACGCAGAGGAAGCCTTCAAGAAGGCCGGAATCCCCTCTGGGTTCTTTG 
 BnPAL2-1   (824) GCGAATCCCTAACCGCCGAGGAAGCCTTCAAGAAAGCGGGAATCACTTCCGGATTCTTCG 
 BnPAL2-2   (829) GCGAATCCCTAACCGCCGAAGAGGCCTTCAAACAAGCCGGAATCGCTTCCGGATTCTTCG 
  BrPAL-1   (704) GCGAAGCCCTAAACGCAGAGGAAGCCTTCAAAATGGCTGGAGTCACCTCCGGCTTCTTCG 
  BrPAL-2   (704) GCGAAGCCCTAAACGCAGAGGAAGCCTTCAAAATGGCTGGAGTCACCTCAGGCTTCTTTG 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (704) GCGAAGCCCTAAACGCAGAGGAAGCCTTCAAAATGGCTGGAGTCACCTCAGGCTTCTTTG 
  BoPAL-1   (707) GCGAATCCCTAACCGCCGAAGAGGCCTTCAAACAAGCCGGAATCGCTTCCGGATTCTTCG 
  BoPAL-2   (695) GCGAAGCCTTGAACGCAGAGGAAGCCTTCAAGAAGGCCGGAATCCCCTCTGGATTCTTTG 
  BoPAL-3   (704) GCGAAGCCTTGAACGCAGAGGAAGCCTTCAAAATGGCAGGAGTCACCTCCGGCTTCTTCG 
    BjPAL   (490) GCGAAGCCCTAAACGCAGAGGAAGCCTTCAAAATGGCTGGAGTCACCTCAGGCTTCTTTG 

 
    AtPAL   (773) ATCTCCAGCCTAAGGAAGGTCTCGCGCTAGTCAATGGCACGGCGGTTGGATCTGGAATGG 
 BnPAL1-1   (862) ACCTCCAGCCTAAAGAAAGCCTCGCTCTAGTCAACGGCACGGCCGTTGGCTCCGGCATGG 
 BnPAL1-2   (855) ACTTGCAGCCCAAGGAAGGTCTCGCCCTAGTCAACGGCACAGCCGTTGGCTCCGGCATGG 
 BnPAL2-1   (884) ATCTACAGCCTAAGGAAGGCTTAGCGCTCGTCAACGGCACGGCGGTTGGATCCGGCATGG 
 BnPAL2-2   (889) ATCTACAACCCAAGGAAGGCTTAGCGCTCGTTAACGGCACGGCGGTTGGATCCGGCATGG 
  BrPAL-1   (764) ACCTCCAGCCTAAAGAAGGCCTCGCCCTAGTCAACGGCACGGCCGTTGGCTCCGGCATGG 
  BrPAL-2   (764) ACCTCCAGCCTAAGGAAGGCCTCGCCCTAGTCAACGGCACGGCCGTTGGCTCCGGCATGG 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (764) ACCTCCAGCCTAAGGAAGGCCTCGCCCTAGTCAACGGCACGGCCGTTGGCTCCGGCATGG 
  BoPAL-1   (767) ATCTACAACCCAAGGAAGGCTTAGCACTCGTTAACGGCACGGCGGTTGGATCGGGCATGG 
  BoPAL-2   (755) ACTTGCAGCCCAAGGAAGGTCTCGCCCTGGTCAACGGCACAGCCGTTGGCTCCGGCATGG 
  BoPAL-3   (764) ATCTCCAGCCTAAGGAAGGCCTCGCCCTAGTCAACGGCACGGCCGTTGGCTCCGGCATGG 
    BjPAL   (550) ACCTCCAGCCTAAGGAAGGCCTCGCCCTAGTCAACGGCACGGCCGTTGGCTCCGGCATGG 

 
    AtPAL   (833) CGTCAATGGTGTTATTCGAAACGAATGTTCTCTCTGTTTTGGCTGAGATTTTGTCGGCGG 
 BnPAL1-1   (922) CGTCGATGGTTCTCTTCGAAGCCAACGTCCTCTCGGTCCTGGCCGAGGTTTTATCAGCCG 
 BnPAL1-2   (915) CCTCGATGGTTCTCTTCGAGACAAACGTCCTCTCGGTTCTGGCCGAGGTTCTCTCAGCTG 
 BnPAL2-1   (944) CGTCGATGGTTCTCTTCGAAGCGAATGTTCAATCGGTCCTCGCCGAGGTTTTATCCGCGA 
 BnPAL2-2   (949) CGTCGATGGTTCTATTCGAAGCGAACGTTCAATCGGTGTTAGCGGAGGTCTTATCCGCGA 
  BrPAL-1   (824) CGTCGATGGTTCTCTTCGAAGCCAACGTCCTCTCGGTCCTGGCCGAGGTTTTATCAGCCG 
  BrPAL-2   (824) CGTCGATGGTTCTCTTCGAAGCCAACGTCCTCTCGGTCCTGGCCGAGGTTTTATCAGCCG 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (824) CGTCGATGGTTCTCTTCGAAGCCAACGTCCTCTCGGTCCTGGCCGAGGTTTTATCAGCCG 
  BoPAL-1   (827) CGTCGATGGTTCTATTCGAAGCGAACGTTCAATCGGTGTTAGCGGAGGTCTTATCCGCGA 
  BoPAL-2   (815) CCTCGATGGTTCTCTTCGAGACAAACGTCCTCTCGGTTCTGGCCGAGGTTCTCTCAGCTG 
  BoPAL-3   (824) CCTCGATGGTTCTCTTCGAAGCCAACGTCCTCTCGGTCCTGGCCGAGGTTTTATCAGCCG 
    BjPAL   (610) CGTCGATGGTTCTCTTCGAAGCCAACGTCCTCTCGGTCCTGGCCGAGGTTTTATCAGCCG 

 
    AtPAL   (893) TTTTCGCAGAGGTGATGAGTGGTAAGCCTGAGTTCACCGATCATCTCACTCACAGACTTA 
 BnPAL1-1   (982) TCTTCGCCGAGGTGATGAGCGGGAAGCCGGAGTTCACCGATCATTTGACTCACCGGCTGA 
 BnPAL1-2   (975) TCTTCGCCGAGGTGATGAGCGGCAAGCCGGAGTTCACCGACCATTTAACCCACAGGCTGA 
 BnPAL2-1  (1004) TCTTCGCGGAGGTGATGAGCGGGAAGCCGGAGTTCACCGATCATTTGACTCACCGACTCA 
 BnPAL2-2  (1009) TCTTCGCGGAGGTGATGAGCGGGAAGCCTGAGTTCACCGATCATCTAACGCACAGGCTGA 
  BrPAL-1   (884) TCTTCGCCGAGGTGATGAGCGGGAAGCCGGAGTTCACCGATCATTTGACTCACCGGCTGA 
  BrPAL-2   (884) TCTTCGCCGAGGTGATGAGCGGGAAGCCGGAGTTCACCGATCATTTGACTCACCGGCTGA 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (884) TCTTCGCCGAGGTGATGAGCGGGAAGCCGGAGTTCACCGATCATTTGACTCACCGGCTGA 
  BoPAL-1   (887) TCTTCGCGGAGGTGATGAGCGGGAAGCCTGAGTTCACCGATCATCTAACGCACAGGCTGA 
  BoPAL-2   (875) TCTTCGCCGAGGTGATGAGCGGCAAGCCGGAGTTCACCGACCATTTAACCCACAGGCTGA 
  BoPAL-3   (884) TCTTCGCCGAGGTGATGAGCGGGAAGCCGGAGTTCACCGATCATTTAACTCACCGGCTGA 



    BjPAL   (670) TCTTCGCCGAGGTGATGAGCGGGAAGCCGGAGTTCACCGATCATTTGACTCACCGGCTGA 
 

    AtPAL   (953) AACATCATCCCGGTCAAATCGAAGCGGCGGCGATAATGGAGCATATCCTCGACGGAAGCT 
 BnPAL1-1  (1042) AGCACCACCCCGGGCAGATAGAAGCCGCGGCTATAATGGAACACATTCTCGACGGGAGCT 
 BnPAL1-2  (1035) AGCACCACCCCGGCCAGATCGAAGCCGCGGCGATAATGGAGCACATCCTCGACGGGAGCT 
 BnPAL2-1  (1064) AACACCACCCCGGACAAATCGAGGCGGCGGCGATCATGGAGCACATCCTCGACGGAAGCT 
 BnPAL2-2  (1069) AGCACCACCCCGGGCAAATCGAAGCGGCGGCGATCATGGAGCACATCCTCGACGGAAGCT 
  BrPAL-1   (944) AGCACCACCCCGGGCAGATAGAAGCCGCGGCTATAATGGAACACATTCTCGACGGGAGCT 
  BrPAL-2   (944) AGCACCACCCCGGGCAGATAGAAGCCGCGGCTATAATGGAACACATTCTCGACGGGAGCT 
  BrPAL-3     (1) ------------------------------------------------------------ 
  BrPAL-4   (944) AGCACCACCCCGGGCAGATAGAAGCCGCGGCTATAATGGAACACATTCTCGACGGGAGCT 
  BoPAL-1   (947) AGCACCACCCCGGGCAAATCGAAGCGGCGGCGATCATGGAGCACATCCTCGACGGAAGCT 
  BoPAL-2   (935) AGCACCACCCCGGCCAGATCGAAGCCGCGGCGATAATGGAGCACATCCTCGACGGGAGCT 
  BoPAL-3   (944) AGCACCACCCCGGCCAGATCGAAGCCGCGGCTATAATGGAACACATTCTCGACGGGAGCT 
    BjPAL   (730) AGCACCACCCCGGGCAGATAGAAGCCGCGGCTATAATGGAACACATTCTCGACGGGAGCT 

 
    AtPAL  (1013) CGTACATGAAATTAGCTCAGAAGCTTCACGAGATGGATCCGTTACAGAAACCTAAACAAG 
 BnPAL1-1  (1102) CGTACATGAAGCTAGCTCAGAAGCTTCACGAGATGGATCCGTTACAAAAACCCAAACAAG 
 BnPAL1-2  (1095) CGTACATGAAGCTAGCTCAGAAGCTACACGAGATGGATCCGTTACAGAAACCTAAACAAG 
 BnPAL2-1  (1124) CGTACATGAAGCTAGCGGCAAAGCTCCACGAGATGGATCCGTTACAAAAACCGAAACAAG 
 BnPAL2-2  (1129) CGTACATGAAGCTAGCGCAGAAGCTTCACGAGATGGATCCGTTACAAAAGCCGAAACAAG 
  BrPAL-1  (1004) CGTACATGAAGCTAGCTCAGAAGCTTCACGAGATGGATCCGTTACAAAAACCCAAACAAG 
  BrPAL-2  (1004) CGTACATGAAGCTAGCTCAGAAGCTTCACGAGATGGATCCGTTACAAAAACCCAAACAAG 
  BrPAL-3     (1) ---ATGTTATGCG-GCGCAGAGA--TCAAGA-ATGTCACGGTGGCTGCGGCGGATCCTCT 
  BrPAL-4  (1004) CGTACATGAAGCTAGCTCAGAAGCTTCACGAGATGGATCCGTTACAAAAACCCAAACAAG 
  BoPAL-1  (1007) CGTACATGAAGCTAGCGCAGAAGCTTCACGAGATGGATCCGTTACAAAAGCCGAAACAAG 
  BoPAL-2   (995) CGTACATGAAGCTAGCTCAGAAGCTACACGAGATGGATCCGTTACAGAAACCTAAACAAG 
  BoPAL-3  (1004) CGTACATGAAGCTAGCTCAGAAGCTTCACGAGATGGATCCGTTACAAAAACCCAAACAAG 
    BjPAL   (790) CGTACATGAAGCTAGCTCAGAAGCTTCACGAGATGGATCCGTTACAAAAACCCAAACAAG 

 
    AtPAL  (1073) ATCGTTACGCTCTTCG-TACTTCTCCTCAATGGTTAGGTCCTCAAATCGAAGTGATCCGT 
 BnPAL1-1  (1162) ACCGTTACGCTCTACG-TACCTCTCCCCAATGGCTAGGTCCTCAGATAGAAGTGATCCGT 
 BnPAL1-2  (1155) ACCGTTACGCGCTCCG-CACATCACCTCAATGGCTAGGTCCTCAGATAGAAGTGATCCGT 
 BnPAL2-1  (1184) ACCGTTACGCGCTCCG-CACGTCTCCTCAGTGGCTCGGCCCTCAGATCGAAGTGATCCGT 
 BnPAL2-2  (1189) ACCGTTACGCTCTCCG-TACCTCTCCTCAGTGGCTCGGCCCTCAGATCGAAGTGATCCGT 
  BrPAL-1  (1064) ACCGTTACGCTCTACG-TACCTCTCCCCAATGGCTAGGTCCTCAGATAGAAGTGATCCGT 
  BrPAL-2  (1064) ACCGTTACGCTCTACG-TACCTCTCCCCAATGGCTAGGTCCTCAGATAGAAGTGATCCGT 
  BrPAL-3    (54) CAACTGGGGGGCTGCGGCGGAGCAAATGAAAGGGA--GCCATTTGGATGAAGTGAAGAGA 
  BrPAL-4  (1064) ACCGTTACGCTCTACG-TACCTCTCCCCAATGGCTAGGTCCTCAGATAGAAGTGATCCGT 
  BoPAL-1  (1067) ACCGTTACGCTCTCCG-TACCTCTCCTCAGTGGCTCGGTCCTCAGATCAAAGTGATCCGT 
  BoPAL-2  (1055) ACCGTTACGCGCTCCG-CACATCACCTCAATGGCTAGGTCCTCAGATAGAAGTGATCCGT 
  BoPAL-3  (1064) ACCGTTACGCGCTACG-TACCTCTCCTCAATGGCTAGGCCCTCAGGTAGAAGTGATCCGT 
    BjPAL   (850) ACCGTTACGCTCTACG-TACCTCTCCCCAATGGCTAGGTCCTCAGATAGAAGTGATCCGT 

 
    AtPAL  (1132) TACGCAACGAAATCGATCGAGCGTGAGATTAACTCCGTCAACGATAATCCGTTGATCGAT 
 BnPAL1-1  (1221) TACGCGACCAAGTCCATCGAGCGTGAGATAAACTCCGTCAACGACAACCCTTTGATCGAT 
 BnPAL1-2  (1214) TACGCCACCAAGTCCATCGAGCGTGAGATAAACTCCGTCAACGACAACCCTTTGATCGAC 
 BnPAL2-1  (1243) CACGCCACGAAGTCAATCGAGCGTGAGATCAACTCCGTTAACGACAATCCGTTAATCGAC 
 BnPAL2-2  (1248) CACGCAACGAAGTCGATCGAGCGTGAGATCAACTCCGTTAACGATAATCCGTTGATCGAT 
  BrPAL-1  (1123) TACGCGACCAAGTCCATCGAGCGTGAGATAAACTCCGTCAACGACAACCCTTTGATCGAT 
  BrPAL-2  (1123) TACGCGACCAAGTCCATCGAGCGTGAGATAAACTCCGTCAACGACAACCCTTTGATCGAT 
  BrPAL-3   (112) ATGGTTATGGAGTTTAGGAAGCCTGTGGTGAATCTCGGAGGAGAGACTCTGACGATCGGA 
  BrPAL-4  (1123) TACGCGACCAAGTCCATCGAGCGTGAGATAAACTCCGTCAACGACAACCCTTTGATCGAT 
  BoPAL-1  (1126) CACGCCACGAAGTCGATCGAGCGTGAGATCAACTCCGTTAACGATAATCCGTTGATCGAT 
  BoPAL-2  (1114) TACGCCACCAAGTCCATCGAGCGTGAGATAAACTCCGTCAACGACAACCCTTTGATCGAC 
  BoPAL-3  (1123) TACGCGACCAAGTCCATCGAACGTGAGATAAACTCCGTCAACGACAACCCGTTGATCGAC 
    BjPAL   (909) TACGCGACCAAGTCCATCGAGCGTGAGATAAACTCCGTCAACGACAACCCTTTGATCGAT 

 
    AtPAL  (1192) GTTTCGAGGAACAAGGCGATTCACGGTGGTAACTTCC---AAGGAACACCAATCGGAGTT 
 BnPAL1-1  (1281) GTCTCGAGAAATAAAGCCATTCACGGTGGTAACTTCC---AGGGAACACCCATCGGTGTG 
 BnPAL1-2  (1274) GTTTCAAGAAACAAAGCGATTCACGGAGGTAACTTCC---AGGGGACACCCATCGGTGTC 
 BnPAL2-1  (1303) GTTTCGAGGAACAAGGCGATTCACGGTGGTAACTTCC---AGGGGACTCCGATAGGAGTC 
 BnPAL2-2  (1308) GTTTCTAGAAACAAAGCGATTCACGGTGGTAACTTCC---AGGGGACTCCAATCGGAGTC 



  BrPAL-1  (1183) GTCTCGAGAAACAAAGCCATTCACGGTGGTAACTTCC---AGGGAACACCCATCGGTGTG 
  BrPAL-2  (1183) GTCTCGAGAAACAAAGCCATTCACGGTGGTAACTTCC---AGGGAACACCCATCGGTGTG 
  BrPAL-3   (172) ----CAAGTAGCAGCGATCTCGACCGTTGGAAATGGTGTGAAGGTGGAGCTGTCGGAGAC 
  BrPAL-4  (1183) GTCTCGAGAAACAAAGCCATTCACGGTGGTAACTTCC---AGGGAACACCCATCGGTGTG 
  BoPAL-1  (1186) GTTTCTAGAAACAAAGCGATTCACGGTGGTAACTTCC---AGGGGACTCCGATCGGAGTC 
  BoPAL-2  (1174) GTTTCAAGAAACAAAGCGATTCACGGAGGTAACTTCC---AGGGGACACCCATCGGTGTC 
  BoPAL-3  (1183) GTTTCGAGAAACAAAGCCATTCACGGTGGTAACTTCC---AGGGAACACCCATCGGTGTG 
    BjPAL   (969) GTCTCGAGAAACAAAGCCATTCACGGTGGTAACTTCC---AGGGAACACCCATCGGTGTG 

 
    AtPAL  (1249) TCAATGGATAACACGAGATTGGCGATAGCAGCGATTGGT--AAACTCATGTTTGCTCAAT 
 BnPAL1-1  (1338) TCTATGGACAACACACGTTTAGCTATCGCGGCCATAGGG--AAGCTCATGTTCGCTCAGT 
 BnPAL1-2  (1331) TCCATGGACAACACGCGTCTCGCTATAGCATCGATAGGG--AAGCTCATGTTCGCTCAGT 
 BnPAL2-1  (1360) TCTATGGACAACACACGTTTAGCGGTTGCAGCTATTGGG--AAGCTCATGTTCGCTCAGT 
 BnPAL2-2  (1365) TCCATGGATAACACTCGTTTAGCGATTGCTTCGATAGGG--AAGCTCATGTTCGCTCAAT 
  BrPAL-1  (1240) TCTATGGACAACACACGTTTAGCTATCGCGGCCATAGGG--AAGCTCATGTTCGCTCAGT 
  BrPAL-2  (1240) TCTATGGACAACACACGTTTAGCTATCGCGGCCATAGGG--AAGCTCATGTTCGCTCAGT 
  BrPAL-3   (228) GGCA---AGAGCCGGTGTGAAG-GCGAGCAGTGATTGGGTGATGGAGAGTATGGGCAAAG 
  BrPAL-4  (1240) TCTATGGACAACACACGTTTAGCTATCGCGGCCATAGGG--AAGCTCATGTTCGCTCAGT 
  BoPAL-1  (1243) TCGATGGATAACACTCGTTTAGCGATTGCTTCGATAGGG--AAGCTCATGTTCGCTCAAT 
  BoPAL-2  (1231) TCCATGGACAACACGCGTCTCGCTATAGCATCGATAGGG--AAGCTCATGTTCGCTCAGT 
  BoPAL-3  (1240) TCGATGGACAACACACGTTTAGCTATAGCAGCGATAGGG--AAGCTCATGTTCGCTCAGT 
    BjPAL  (1026) TCTATGGACAACACACGTTTAGCTATCGCGGCCATAGGG--AAGCTCATGTTCGCTCAGT 

 
    AtPAL  (1307) TCTCAGAGCTTGTGAATGATTTCTACAACAATGGTTTACCCTCGAATCTAACCGCTTCGA 
 BnPAL1-1  (1396) TCTCCGAGCTGGTCAACGATTATTACAACAACGGTCTTCCTTCGAACCTAACCGCTTCGA 
 BnPAL1-2  (1389) TCTCCGAGCTTGTTAACGACTTCTACAACAACGGTCTTCCTTCTAACCTAACCGCTTCGA 
 BnPAL2-1  (1418) TCTCGGAGCTTGTTAACGACTTCTACAACAACGGTCTTCCTTCGAATCTAACGGCTTCCA 
 BnPAL2-2  (1423) TCTCGGAGCTTGTTAACGATTTCTACAACAACGGTCTTCCTTCGAATCTAACGGCTTCGA 
  BrPAL-1  (1298) TCTCCGAGCTGGTCAACGATTATTACAACAACGGTCTTCCTTCGAACCTAACCGCTTCGA 
  BrPAL-2  (1298) TCTCCGAGCTGGTCAACGATTATTACAACAACGGTCTTCCTTCGAACCTAACCGCTTCGA 
  BrPAL-3   (284) GCACTGA--TAGTTATGG--TGTTACTAC--TGGTTTTGGTGCTACTT----CTCATCGT 
  BrPAL-4  (1298) TCTCCGAGCTGGTCAACGATTATTACAACAACGGTCTTCCTTCGAACCTAACCGCTTCGA 
  BoPAL-1  (1301) TCTCGGAGCTTGTTAACGATTTCTACAACAATGGACTTCCTTCGAATCTAACGGCTTCGA 
  BoPAL-2  (1289) TCTCCGAGCTTGTTAACGACTTCTACAACAACGGTCTTCCTTCTAACCTAACCGCTTCGA 
  BoPAL-3  (1298) TCTCCGAGCTGGTCAACGATTATTACAACAACGGTCTTCCTTCGAACCTAACTGCTTCGA 
    BjPAL  (1084) TCTCCGAGCTGGTCAACGATTATTACAACAACGGTCTTCCTTCGAACCTAACCGCTTCGA 

 
    AtPAL  (1367) GGAATCCAAGTTTGGATTATGGATTCA-AGGGAGCTGAGATTGCAATGGCTTCTTATTGT 
 BnPAL1-1  (1456) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCGATGGCTTCGTACTGT 
 BnPAL1-2  (1449) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCTATGGCTTCCTACTGT 
 BnPAL2-1  (1478) ACAACCCAAGCTTGGATTATGGATTCA-AAGGAGCGGAGATCGCTATGGCTTCTTACTGC 
 BnPAL2-2  (1483) ACAATCCAAGCTTGGATTACGGATTCA-AAGGAGCTGAGGTCGCTATGGCTTCGTATTGC 
  BrPAL-1  (1358) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCGATGGCTTCGTACTGT 
  BrPAL-2  (1358) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCGATGGCTTCGTACTGT 
  BrPAL-3   (334) AGAA-CCAAAAATGGCGTCGCACTTCAGAAGGAGCTTA------TAAGATTCCTGAACGC 
  BrPAL-4  (1358) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCGATGGCTTCGTACTGT 
  BoPAL-1  (1361) ACAATCCAAGTTTGGATTATGGATTCA-AAGGAGCTGAGATCGCTATGGCTTCGTATTGC 
  BoPAL-2  (1349) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCTATGGCTTCCTACTGT 
  BoPAL-3  (1358) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCGATGGCTTCGTACTGT 
    BjPAL  (1144) GGAACCCTAGTTTGGACTACGGTTTCA-AAGGAGCGGAGATCGCGATGGCTTCGTACTGT 

 
    AtPAL  (1426) TCAGAGCTTCAATACTTAGCTAATCCTGTGACTAGCCATGTTCAATCAGCAGAGCAACAT 
 BnPAL1-1  (1515) TCAGAGCTTCAGTACTTGGCCAACCCCGTGACTAGCCATGTTCAATCAGCAGAGCAACAC 
 BnPAL1-2  (1508) TCAGAGCTTCAGTACTTGGCCAATCCAGTTACAACCCATGTTCAGTCAGCAGAGCAACAC 
 BnPAL2-1  (1537) TCTGAGCTTCAGTACCTTGCGAATCCGGTTACAACCCATGTTCAATCAGCTGAGCAGCAT 
 BnPAL2-2  (1542) TCTGAGCTTCAGTACTTGGCGAATCCAGTTACAAGCCATGTTCAATCAGCTGAGCAACAT 
  BrPAL-1  (1417) TCAGAGCTTCAGTACTTGGCCAACCCCGTGACTAGCCATGTTCAATCAGCAGAGCAACAC 
  BrPAL-2  (1417) TCAGAGCTTCAGTACTTGGCCAACCCCGTGACTAGCCATGTTCAATCAGCTGAGCAACAC 
  BrPAL-3   (387) CGGAATATTCGGCAGC--ACGAA---AGAAACATGCCACACACTACCAC------A-CTC 
  BrPAL-4  (1417) TCAGAGCTTCAGTACTTGGCCAACCCCGTGACTAGCCATGTTCAATCAGCTGAGCAACAC 
  BoPAL-1  (1420) TCTGAGCTTCAGTACTTGGCGAATCCTGTTACAAGCCATGTTCAATCAGCTGAGCAACAT 
  BoPAL-2  (1408) TCAGAGCTTCAGTACTTGGCCAATCCAGTTACAACCCATGTTCAGTCAGCAGAGCAACAC 
  BoPAL-3  (1417) TCAGAGCTTCAGTACTTGGCCAACCCAGTGACTAGCCATGTTCAATCAGCAGAGCAACAC 



    BjPAL  (1203) TCAGAGCTTCAGTACTTGGCCAACCCCGTGACTAGCCATGTTCAATCAGCTGAGCAACAC 
 

    AtPAL  (1486) AACCAAGATGTCAACTCTTTGGGACTAATCTCGTCTCGCAAAACTTCTGAAGCTGTTGAT 
 BnPAL1-1  (1575) AACCAAGACGTGAACTCTTTAGGACTAATCTCATCTCGCAAGACATCAGAAGCTGTAGAC 
 BnPAL1-2  (1568) AACCAAGACGTGAACTCTTTAGGACTAATCTCATCACGGAAGACGGCAGAAGCTGTCGAC 
 BnPAL2-1  (1597) AACCAAGATGTTAACTCTTTAGGACTCATCTCGTCTCGTAAGACGTCAGAAGCTGTTGAC 
 BnPAL2-2  (1602) AACCAAGATGTGAACTCTTTGGGACTCATCTCGTCTCGCAAAACGTCAGAAGCTGTTGAC 
  BrPAL-1  (1477) AACCAAGACGTGAACTCTTTAGGACTAATCTCATCTCGCAAGACATCAGAAGCTGTAGAC 
  BrPAL-2  (1477) AACCAAGACGTGAACTCTTTAGGACTAATCTCATCTCGCAAGACATCAGAAGCTGTAGAC 
  BrPAL-3   (435) CGCCACGA---G--------AGCCGCCATGCTCTCTCGCAAGACGGCAGAAGCTGTTGAC 
  BrPAL-4  (1477) AACCAAGACGTGAACTCTTTAGGACTAATCTCATCTCGCAAGACATCAGAAGCTGTAGAC 
  BoPAL-1  (1480) AACCAAGATGTTAACTCTTTGGGACTCATCTCGTCTCGCAAAACGTCAGAAGCTGTTGAC 
  BoPAL-2  (1468) AACCAAGACGTGAACTCTTTAGGACTAATCTCATCACGCAAGACGGCAGAAGCTGTCGAC 
  BoPAL-3  (1477) AACCAAGACGTGAACTCTTTAGGACTAATCTCGTCTCGCAAGACGGCGGAAGCTGTCGAC 
    BjPAL  (1263) AACCAAGACGCGAACTCTTTAGGACTAATCTCATCTCGCAAGACATCAGAAGCTGTAGAC 

 
    AtPAL  (1546) ATTCTCAAGCTTATGTCAACAACGTTCCTCGTTGCGATTTGTCAAGCTGTGGATTTGAGA 
 BnPAL1-1  (1635) ATACTCAAACTCATGTCGACAACGTTCCTTGTCGGAATCTGCCAAGCCATCGATCTAAGA 
 BnPAL1-2  (1628) ATACTCAAACTCATGTCGACAACGTTCCTCGTCGCAATCTGCCAAGCTGTGGATCTAAGA 
 BnPAL2-1  (1657) ATTCTCAAGCTCATGTCTACAACGTTCCTCGTAGCGATTTGTCAAGCTGTTGATTTGAGA 
 BnPAL2-2  (1662) ATCCTCAAGCTTATGTCGGCAACGTTCCTTGTGGCTATATGCCAAGCTGTTGATTTGAGA 
  BrPAL-1  (1537) ATACTCAAACTCATGTCGACAACGTTCCTTGTCGGAATCTGCCAAGCCATCGATCTACGA 
  BrPAL-2  (1537) ATACTCAAACTCATGTCGACAACGTTCCCTGTCGGAATCTGCCAAGCCATCGATCTAAGA 
  BrPAL-3   (484) ATTCTCAAACTCATGTCGACGACGTTCCTTGTCGCAATCTGCCAAGCTGTAGATCTAAGA 
  BrPAL-4  (1537) ATACTCAAACTCATGTCGACAACGTTCCTTGTCGGAATCTGCCAAGCCATCGATCTAAGA 
  BoPAL-1  (1540) ATCCTCAAGCTGATGTCGTCAACGTTCCTTGTTGCTATATGCCAAGCTGTTGATTTGAGA 
  BoPAL-2  (1528) ATACTCAAACTCATGTCGACAACGTTCCTCGTCGCAATCTGCCAAGCTGTGGATCTAAGA 
  BoPAL-3  (1537) ATACTCAAACTCATGTCGACAACATTCCTTGTCGGAATCTGCCAAGCCATCGATCTACGA 
    BjPAL  (1323) ATACTCAAACTCATGTCGACAACGTTCCTTGTCGGAATCTGCCAAGCCATCGATCTAAGA 

 
    AtPAL  (1606) CATTTGGAGGAGAATTTGAGACAGACTGTGAAGAACACTGTCTCTCAAGTGGCGAAGAAA 
 BnPAL1-1  (1695) CACTTGGAGGAGAATCTAAAACAAACGGTCAAGAACACAGTCTCTCAAGTCGCCAAGAAA 
 BnPAL1-2  (1688) CACTTGGAGGAGAATCTAAAACAAACCGTGAAGAACACTGTCTCTCAAGTGGCCAAGAAA 
 BnPAL2-1  (1717) CATCTCGAGGAGAATCTGAGACAGACCGTGAAGAACACGGTTTCTCAAGTGGCGAAGAAA 
 BnPAL2-2  (1722) CATCTTGAGGAGAATCTGAGACAAACGGTGAAGAACACAGTTTCTCAAGTGGCGAAGAAA 
  BrPAL-1  (1597) CACTTGGAGGAGAATCTAAAACAAACGGTCAAGAACACAGTCTCTCAAGTCGCCAAGAAA 
  BrPAL-2  (1597) CACTTGGAGGAGAATCTAAAACAAACGGTCAAGAACACAGTCTCTCAAGTCGCCAAGAAA 
  BrPAL-3   (544) CACTTGGAGGAGAATCTAAAACAAACCGTGAAGAACACGGTCTCTCAAGTGGCTAAGAAA 
  BrPAL-4  (1597) CACTTGGAGGAGAATCTAAAACAAACGGTCAAGAACACAGTCTCTCAAGTCGCCAAGAAA 
  BoPAL-1  (1600) CATCTTGAGGAGAATCTGAGACAAACGGTGAAGAACACAGTTTCTCAAGTGGCGAAGAAA 
  BoPAL-2  (1588) CACTTGGAGGAGAATCTAAAACAAACCGTGAAGAACACTGTCTCTCAAGTGGCCAAGAAA 
  BoPAL-3  (1597) CACTTGGAGGAGAATCTAAAACAAACGGTCAAGAACACAGTCTCTCAAGTGGCCAAGAAA 
    BjPAL  (1383) CACTTGGAGGAGAATCTAAAACAAACGGTCAAGAACACAGTCTCTCAAGTCGCCAAGAAA 

 
    AtPAL  (1666) GTTCTTACTACTGGAGTCAATGGTGAGCTTCATCCTTCTCGCTTCTGCGAAAAGGATTTA 
 BnPAL1-1  (1755) GTTCTCACCACTGGAGTCAACGGTGAGCTTCACCCATCACGCTTCTGCGAGAAAGACCTA 
 BnPAL1-2  (1748) GTTCTAACCACTGGAGTCAACGGTGAGCTTCACCCATCTCGCTTCTGCGAGAAAGATTTA 
 BnPAL2-1  (1777) GTGTTGACTACTGGAGTCAACGGGGAGTTGCATCCATCGCGGTTCTGTGAGAAAGACTTG 
 BnPAL2-2  (1782) GTTTTAACCACTGGAGTCTACGGTGAGCTGCATCCGTCGCGGTTCTGCGAGAAGGACTTG 
  BrPAL-1  (1657) GTTCTCACCACTGGAGTCAACGGTGAGCTTCACCCATCACGCTTCTGCGAGAAAGACTTA 
  BrPAL-2  (1657) GTTCTCACCACTGGAGTCAACGGTGAGCTTCACCCATCACGCTTCTGCGAGAAAGACTTA 
  BrPAL-3   (604) GTTCTAACCACTGGAGTCAACGGTGAGCTTCACCCATCTCGCTTCTGCGAGAAAGATTTA 
  BrPAL-4  (1657) GTTCTCACCACTGGAGTCAACGGTGAGCTTCACCCATCACGCTTCTGCGAGAAAGACTTA 
  BoPAL-1  (1660) GTGCTAACCACTGGAGTCAACGGTGAGCTGCATCCGTCGCGGTTCTGCGAGAAGGACTTG 
  BoPAL-2  (1648) GTTCTAACCACTGGAGTCAACGGTGAGCTTCACCCATCTCGCTTCTGCGAGAAAGATTTA 
  BoPAL-3  (1657) GTTCTCACCACTGGAGTCAACGGTGAGCTTCACCCATCACGCTTCTGCGAGAAAGACTTA 
    BjPAL  (1443) GTTCTCACCACTGGAGTCAACGGTGAGCTTCACCCATCACGCTTCTGCGAGAAAGACTTA 

 
    AtPAL  (1726) CTCAAAGTTGTAGACCGTGAACAAGTCTACACATACGCGGATGATCCTTGTAGCGCAACG 
 BnPAL1-1  (1815) CTCAAAGTCGTCGACCGTGAGCAAGTCTACACGTACGCGGACGACCCATGCAGCGCCACG 
 BnPAL1-2  (1808) CTCAAAATCGTTGACCGTGAACAAGTCTACACGTACGCGGACGATCCATGCAGCGCCACG 
 BnPAL2-1  (1837) CTTAAGGTCGTTGATCGTGAACAAGTGTTTACATACGTTGACGATCCTTGTAGCGCTACG 
 BnPAL2-2  (1842) CTTAAGGTCGTTGATCGCGAGCAAGTGTTCACGTACGTGGATGATCCTTGTAGCGCTACG 



  BrPAL-1  (1717) CTCAAAGTCGTCGACCGTGAGCAAGTCTACACGTACGCGGACGACCCATGCAGCGCCACG 
  BrPAL-2  (1717) CTCAAAGTCGTCGACCGTGAGCAAGTCTACACGTACGCGGACGACCCATGCAGCGCCACG 
  BrPAL-3   (664) CTCAAAGTCGTTGACCGTGAACAAGTCTACACGTACGCGGACGATCCATGCAGCGCCACG 
  BrPAL-4  (1717) CTCAAAGTCGTCGACCGTGAGCAAGTCTACACGTACGCGGACGACCCATGCAGCGCCACG 
  BoPAL-1  (1720) CTTAAGGTCGTTGATCGCGAGCAAGTGTTCACGTACGTGGATGATCCTTGTAGCGCTACG 
  BoPAL-2  (1708) CTCAAAGTCGTTGACCGTGAACAAGTCTACACGTACGCGGACGATCCATGCAGCGCCACG 
  BoPAL-3  (1717) CTCAAAGTCGTCGACCGTGAGCAAGTCTACACGTACGCGGACGACCCATGCAGCGCCACG 
    BjPAL  (1503) CTCAAAGTCGTCGACCGTGAGCAAGTCTACACGTACGCGGACGACCCATGCAGCGCCACG 

 
    AtPAL  (1786) TACCCGTTGATTCAGAAGCTGAGACAAGTTATTGTTGACCATGCTTTGATCAATGGTGAG 
 BnPAL1-1  (1875) TACCCGTTGATCCAGAAGCTGAGGCAAGTCATCGTTGACCATGCTTTGGTCAACGGTGAG 
 BnPAL1-2  (1868) TACCCGTTGATCCAGAAGCTAAGGCAAGTTATCGTTGACCATGCTTTGGTCAACGGTGAG 
 BnPAL2-1  (1897) TACCCATTGATGCAGAAGCTAAGACAAGTTATCGTTGATCACGCGTTATCCAATGGTGAG 
 BnPAL2-2  (1902) TACCCGTTGATGCAGAAACTGAGACAAGTTATTGTTGATCATGCTTTGTCTAACGGTGAG 
  BrPAL-1  (1777) TACCCGTTGATCCAGAAGCTGAGGCAAGTCATCGTTGACCATGCTTTGGTCAACGGTGAG 
  BrPAL-2  (1777) TACCCGTTGATCCAGAAGCTGAGGCAAGTCATCGTTGACCATGCTTTGGTCAACGGTGAG 
  BrPAL-3   (724) TACCCGTTGATCCAGAAGCTAAGGCAAGTTATCGTTGACCATGCTTTGGTCAACGGTGAG 
  BrPAL-4  (1777) TACCCGTTGATCCAGAAGCTGAGGCAAGTCATCGTTGACCATGCTTTGGTCAACGGTGAG 
  BoPAL-1  (1780) TACCCGTTGATGCAGAAACTGAGACAAGTTATTGTTGATCATGCTTTGTCTAACGGTGAG 
  BoPAL-2  (1768) TACCCGTTGATCCAGAAGCTAAGGCAAGTTATCGTTGACCATGCTTTGGTCAACGGTGAG 
  BoPAL-3  (1777) TACCCGCTGATTCAGAAGCTGAGGCAAGTCATCGTTGACCATGCCTTGGTCAACGGTGAG 
    BjPAL  (1563) TACCCGTTGATCCAGAAGCTGAGGCAAGTCATCGTTGACCATGCTTTGGTCAACGGTGAG 

 
    AtPAL  (1846) AGTGAGAAGAATGCAGTGACTTCAATCTTCCATAAGATTGGAGCTTTCGAGGAGGAGCTT 
 BnPAL1-1  (1935) AGCGAGAAGAATGCAATGACTTCGATCTTCCATAAGATTGGAGCCTTCGAGGAGGAGCTC 
 BnPAL1-2  (1928) AGCGAGAAGAACGCTATGACTTCGATCTTCCACAAGATTGGTGCTTTCGGGGAGGAGCTC 
 BnPAL2-1  (1957) ACTGAGAAGAACGCAGTGACTTCGATCTTTCAAAAGATTGGAGCTTTTGAGGAGGAGCTT 
 BnPAL2-2  (1962) ACTGAGAAGAACGCAGTGACTTCGATCTTTCAAAAGATCGGAGCTTTCGAGGAAGAGCTC 
  BrPAL-1  (1837) AGCGAGAAGAATGCAATGACTTCGATCTTCCATAAGATTGGAGCCTTCGAGGAGGAGCTC 
  BrPAL-2  (1837) AGCGAGAAGAATGCAATGACTTCGATCTTCCATAAGATTGGAGCCTTCGAGGAGGAGCTC 
  BrPAL-3   (784) AGCGAGAAGAACGCTATGACTTCGATCTTCCACAAGATTGGTGCTTTCGAGGAGGAGCTC 
  BrPAL-4  (1837) AGCGAGAAGAATGCAATGACTTCGATCTTCCATAAGATTGGAGCCTTCGAGGAGGAGCTC 
  BoPAL-1  (1840) ACTGAGAAGAACGCAGTGACTTCGATCTTTCAAAAGATCGGAGCTTTCGAGGAAGAGCTC 
  BoPAL-2  (1828) AGCGAGAAGAACGCTATGACTTCGATCTTCCACAAGATTGGTGCTTTCGAGGAGGAGCTC 
  BoPAL-3  (1837) AGCGAGAAGAATGCGATGACTTCGATCTTCCATAAGATTGGGGCCTTCGAGGAGGAGCTC 
    BjPAL  (1623) AGCGAGAAGAATGCAATGACTTCGATCTTCCATAAGATTGGAGCCTTCGAGGAGGAGCTC 

 
    AtPAL  (1906) AAGGCAGTGCTACCGAAAGAAGTGGAAGCAGCAAGAGCAGCCTACGATAACGGAACATCG 
 BnPAL1-1  (1995) AAGGCGGTGCTACCTAAAGAAGTGGAGGCAGCTAGAGCGGCGTATGATAACGGAACAGCT 
 BnPAL1-2  (1988) AAGGCGGTGCTTCCTGACGAAGTGGAGGCAGCTCGAGTGGCGTATGATAACGGGACATCT 
 BnPAL2-1  (2017) AAGATGGTGCTTCCTAAGGAAGTGGATGCGACTAGAGAGGCTTACGGTAATGGAACGGCG 
 BnPAL2-2  (2022) AAGATGGTGCTCCCTAAAGAAGTGGATGCGGCTAGAGAGGCTTACGGTAACGGAACGGCG 
  BrPAL-1  (1897) AAGGCGGTGCTACCTAAAGAAGTGGAGGCAGCTAGAGCGGCGTATGATAACGGAACAGCT 
  BrPAL-2  (1897) AAGGCGGTGCTACCTAAAGAAGTGGAGGCAGCTAGAGCGGCGTATGATAACGGAACAGCT 
  BrPAL-3   (844) AAGGCGGTGCTTCCTGATGAAGTGGAGGCAGCTAGAGTGGCGTACGATAACGGGACATCT 
  BrPAL-4  (1897) AAGGCGGTGCTACCTAAAGAAGTGGAGGCAGCTAGAGCGGCGTATGATAACGGAACAGCT 
  BoPAL-1  (1900) AAGATGGTGCTCCCTAAAGAAGTGGATGCGGCTAGAGAGGCTTACGGTAACGGAACGGCG 
  BoPAL-2  (1888) AAGGCGGTGCTTCCTGACGAAGTGGAGGCAGCTCGAGTGGCGTATGATAACGGGACATCT 
  BoPAL-3  (1897) AAGGCGGTGCTACCTAAAGAAGTGGAGGCAGCTAGAGCGGCGTATGATAACGGAACAGCT 
    BjPAL  (1683) AAGGCGGTGCTACCTAAAGAAGTGGAGGCAGCTAGAGCGGCGTATGATAACGGAACAGCT 

 
    AtPAL  (1966) GCTATCCCGAACAGGATCAAGGAATGTAGGTCGTATCCATTGTATAGATTCGTGAGGGAA 
 BnPAL1-1  (2055) GCGATACCGAACAGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTTGTGAGGGAG 
 BnPAL1-2  (2048) GCTATACCGAACCGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTCGTGAGGGAG 
 BnPAL2-1  (2077) GCGATTCCGAACAGGATTAAGGAATGTCGGTCTTATCCATTATATAAGTTTGTGAGGGAA 
 BnPAL2-2  (2082) GCGATTCCGAACAGGATTAAGGAATGTCGGTCTTACCCGTTGTATAAGTTCGTGAGGGAA 
  BrPAL-1  (1957) GCGATACCGAACAGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTTGTGAGGGAG 
  BrPAL-2  (1957) GCGATACCGAACAGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTTGTGAGGGAG 
  BrPAL-3   (904) GCTATACCGAACCGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTCGTGAGGGAG 
  BrPAL-4  (1957) GCGATACCGAACAGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTTGTGAGGGAG 
  BoPAL-1  (1960) GCGATTCCGAACAGGATTAAGGAATGTCGGTCTTACCCGTTGTATAAGTTCGTGAGGGAA 
  BoPAL-2  (1948) GCTATACCGAACCGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTCGTGAGGGAG 
  BoPAL-3  (1957) GCGATACCGAACAGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTTGTGAGGGAG 



    BjPAL  (1743) GCGATACCGAACAGGATCAAGGAGTGTAGGTCGTATCCTTTGTATAGGTTTGTGAGGGAG 
 

    AtPAL  (2026) GAGCTTGGAACAGAGCTTTTGACCGGAGAGAAAGTGACGTCGCCTGGAGAAGAGTTCGAC 
 BnPAL1-1  (2115) GAGCTTGGAACAGAGCTTTTGACCGGAGAGAAAGCGACGTCGCCCGGAGAAGAGTTTGAT 
 BnPAL1-2  (2108) GAGCTTGGAACTGAGCTTTTGACCGGAGAGAAGGTGACGTCGCCGGGAGAAGAGTTTGAT 
 BnPAL2-1  (2137) GAGCTCGGGACGAAGTTGCTGACCGGAGAAAAGGTTGTCTCTCCGGGAGAGGAGTTTGAT 
 BnPAL2-2  (2142) GAGCTTGGAACGAAGCTGTTGACCGGAGAAAAGGTTGTGTCTCCGGGAGAGGAGTTTGAT 
  BrPAL-1  (2017) GAGCTTGGAACAGAGCTTTTGACCGGAGAGAAAGCGACGTCGCCCGGAGAAGAGTTTGAT 
  BrPAL-2  (2017) GAGCTTGGAACAGAGCTTTTGACCGGAGAGAAAGCGACGTCGCCCGGAGAAGAGTTTGAT 
  BrPAL-3   (964) GAGCTTGGAACAGAGCTTTTGACCGGAGAGAAGGTGACGTCGCCGGGAGAAGAGTTTGAT 
  BrPAL-4  (2017) GAGCTTGGAACAGAGCTTTTGACCGGAGAGAAAGCGACGTCGCCCGGAGAAGAGTTTGAT 
  BoPAL-1  (2020) GAGCTTGGAACGAAGCTGTTGACCGGAGAAAAGGTCGTGTCTCCGGGAGAGGAGTTTGAT 
  BoPAL-2  (2008) GAGCTTGGAACTGAGCTTTTGACCGGAGAGAAGGTGACGTCGCCGGGAGAAGAGTTTGAT 
  BoPAL-3  (2017) GAGCTTGGAACAAAGCTTTTGACCGGAGAGAAAGCGACGTCGCCCGGAGAAGAGTTTGAT 
    BjPAL  (1803) GAGCTTGGAACAGAGCTTTTGACCGGAGAGAAAGCGACGTCGCCCGGAGAAGAGTTTGAT 

 
    AtPAL  (2086) AAGGTTTTCACGGCGATTTGTGAAGGTAAAATCATTGATCCGATGATGGAATGTCTCAAC 
 BnPAL1-1  (2175) AAGGTTTTCACGGCGATTTGTGAAGGGAAGATTATTGATCCGTTGATGGAGTGTCTCGAT 
 BnPAL1-2  (2168) AAGGTTTTCACGGCGATATGTGAAGGGAAGATCATTGATCCGTTGATGGAGTGTCTCAGT 
 BnPAL2-1  (2197) AAGGTGTTCACTGCAATGTGTGAAGGTAAGATTATTGATCCATTGATGGATTGTCTCAAG 
 BnPAL2-2  (2202) AAGGTGTTCACTGCAATGTGTGAAGGTAAGATCATTGATCCGTTGATGGAGTGCCTCAAG 
  BrPAL-1  (2077) AAGGTTTTCACGGCGATTTGTGAAGGGAAGATTATTGGTCCGTTGATGGAGTGTCTCGAT 
  BrPAL-2  (2077) AAGGTTTTCACGGCGATCTGTGAAGGGAAGATTATTGATCCGTTGATGGAGTGTCTCGAT 
  BrPAL-3  (1024) AAGGTTTTCACGGCGATATGTGAAGGGAAGATCATTGATCCGTTGATGGAGTGTCTCAGT 
  BrPAL-4  (2077) AAGGTTTTCACGGCGATATGTGAAGGGAAGATTATTGATCCGTTGATGGAGTGTCTCGAT 
  BoPAL-1  (2080) AAGGTGTTCACTGCAATGTGTGAAGGTAAGATCATTGATCCGTTGATGGAGTGCCTCAAG 
  BoPAL-2  (2068) AAGGTTTTCACGGCGATATGTGAAGGGAAGATCATTGATCCGTTGATGGAGTGTCTCAGT 
  BoPAL-3  (2077) AAGGTTTTCACGGCGATTTGTGAAGGGAAGATTATTGATCCGTTGATGGAGTGTCTCGAT 
    BjPAL  (1863) AAGGTTTTCACGGCGATCTGTGAAGGGAAGATTATTGGTCCGTTGA-------------- 

 
    AtPAL  (2146) GAGTGGAACGGAGCTCCCATTCCAATATGTTAA--------------------------- 
 BnPAL1-1  (2235) GAGTGGAACGGAGCTCCCATTCCTATATGTTAAGAGTGATTAAAGGTTCTCTGTTTTTTT 
 BnPAL1-2  (2228) GAGTGGAACGGAGCTCCCATTCCAATATGCTAAGAGTGAAGGGTTTCTGTTTTTTTTTTA 
 BnPAL2-1  (2257) GAATGGAACGGAGCTCCCATTCCCATATGTTAAGAGAGCCTTCCTCTGTTATGCTCTGTT 
 BnPAL2-2  (2262) GAATGGAACGGAGCTCCGATTCCGATATGCTAAGACATCATTCCTCTGTTTT--TTTGTT 
  BrPAL-1  (2137) GAGTGGAACGGAGCTCCCATTCCTATATGTTAA--------------------------- 
  BrPAL-2  (2137) GAGTGGAACGGAGCTCCCATTCCTATATGTTAA--------------------------- 
  BrPAL-3  (1084) GAGTGGAACGGAGCTCCCATTCCAATCTGCTAA--------------------------- 
  BrPAL-4  (2137) GAGTGGAACGGAGCTCCCATTCCTATATGTTAA--------------------------- 
  BoPAL-1  (2140) GAATGGAACGGAGCTCCCATTCCGATATGTTAA--------------------------- 
  BoPAL-2  (2128) GAGTGGAACGGAGCTCCCATTCCAATATGCTAA--------------------------- 
  BoPAL-3  (2137) GAGTGGAACGGAGCTCCCATTCCTATATGTTAA--------------------------- 
    BjPAL  (1909) ------------------------------------------------------------ 

 
    AtPAL  (2179) ------------------------------------------------------------ 
 BnPAL1-1  (2295) TTTTTACTATAAAGTTTTATTTTTTAAATGTCTGAATAATTTTACCAAATGATTGCCTGT 
 BnPAL1-2  (2288) CTACAAAAGTTCTTTTTTTTTTCCCTTTAAATATCTGAATAATTTGTACTAAATGGTACT 
 BnPAL2-1  (2317) CTGTTTTGTCCAGCTTCAGTTTTGTTGCTTTTGCTTGTTTGAAATTTGAGTGTAATGTCA 
 BnPAL2-2  (2320) GC-TTTTACCTTTTTATATGTTTGAATTGAGTGTTTTATCAGTGAGTAATTGTAATGTGA 
  BrPAL-1  (2170) ------------------------------------------------------------ 
  BrPAL-2  (2170) ------------------------------------------------------------ 
  BrPAL-3  (1117) ------------------------------------------------------------ 
  BrPAL-4  (2170) ------------------------------------------------------------ 
  BoPAL-1  (2173) ------------------------------------------------------------ 
  BoPAL-2  (2161) ------------------------------------------------------------ 
  BoPAL-3  (2170) ------------------------------------------------------------ 
    BjPAL  (1909) ------------------------------------------------------------ 

 
    AtPAL  (2179) ------------------------------------------------------------ 
 BnPAL1-1  (2355) GAAGTGGTTTCTGTCTTTGTCTAGTTTATAAATTCTGTAAAACTCATTGTAAGTTCTCAA 
 BnPAL1-2  (2348) CTGTGAAGTCCTTTTTATTTGTCTAATTCCAAAGTTGTTTTATAAAACTAAAAAAAAAAA 
 BnPAL2-1  (2377) ATGGTGTCACTTTGTATAATATATATGAAAATTACGTGTAATTCTCAAAAAAAAAAAAAA 
 BnPAL2-2  (2379) ATGGTGTCACTTTGTATGATATATATGAAAATCACGTGTAACTAAAAAAAAAAAAAAAAA 



  BrPAL-1  (2170) ------------------------------------------------------------ 
  BrPAL-2  (2170) ------------------------------------------------------------ 
  BrPAL-3  (1117) ------------------------------------------------------------ 
  BrPAL-4  (2170) ------------------------------------------------------------ 
  BoPAL-1  (2173) ------------------------------------------------------------ 
  BoPAL-2  (2161) ------------------------------------------------------------ 
  BoPAL-3  (2170) ------------------------------------------------------------ 
    BjPAL  (1909) ------------------------------------------------------------ 

 
    AtPAL  (2179) ------------------------------------------------------------ 
 BnPAL1-1  (2415) ATGAACATTTTTTTCTTGTTACAAGTGTGAAATGATACATTTTGTCAAAAAAAAAAAAAA 
 BnPAL1-2  (2408) AAAAAAAAAAAAAA---------------------------------------------- 
 BnPAL2-1  (2437) AAAAAAAA---------------------------------------------------- 
 BnPAL2-2  (2439) AAAAAAAA---------------------------------------------------- 
  BrPAL-1  (2170) ------------------------------------------------------------ 
  BrPAL-2  (2170) ------------------------------------------------------------ 
  BrPAL-3  (1117) ------------------------------------------------------------ 
  BrPAL-4  (2170) ------------------------------------------------------------ 
  BoPAL-1  (2173) ------------------------------------------------------------ 
  BoPAL-2  (2161) ------------------------------------------------------------ 
  BoPAL-3  (2170) ------------------------------------------------------------ 
    BjPAL  (1909) ------------------------------------------------------------ 

 
    AtPAL  (2179) ------------ 
 BnPAL1-1  (2475) AAAAAAAAAAAA 
 BnPAL1-2  (2422) ------------ 
 BnPAL2-1  (2445) ------------ 
 BnPAL2-2  (2447) ------------ 
  BrPAL-1  (2170) ------------ 
  BrPAL-2  (2170) ------------ 
  BrPAL-3  (1117) ------------ 
  BrPAL-4  (2170) ------------ 
  BoPAL-1  (2173) ------------ 
  BoPAL-2  (2161) ------------ 
  BoPAL-3  (2170) ------------ 
    BjPAL  (1909) ------------ 

2. BnC4H 

          AtC4H     (1) ------------------------------------------------------------ 
         BnC4HA     (1) -----------------------------------------AGCAGCTCCTTCTGCTT-T 
         BnC4HB     (1) ---------------------------------------TCAGCAGCTCCTTCTGCTT-T 
     Br-cr-C4HL     (1) ------------------------------------------------------------ 
       BrA-C4HL     (1) ------------------------------------------------------------ 
     Br-sk-C4HL     (1) ------------------------------------------------------------ 
   BcCyp450_C4H     (1) CCTTATTTAACTCATCTAGAGGCCAATCGGCCATCACGCTCAGCAGCTTCTTCTGCTTCT 
BrC4H(DQ457008)     (1) ------------------------------------------------------------ 
        BrC4H-1     (1) ------------------------------------------------------------ 
        BrC4H-2     (1) ------------------------------------------------------------ 
        BrC4H-3     (1) ------------------------------------------------------------ 
        BrC4H-4     (1) ------------------------------------------------------------ 
        BrC4H-5     (1) ------------------------------------------------------------ 
        BoC4H-1     (1) ------------------------------------------------------------ 
        BoC4H-2     (1) ------------------------------------------------------------ 
        BoC4H-3     (1) ------------------------------------------------------------ 
        BoC4H-4     (1) ------------------------------------------------------------ 
        BoC4H-5     (1) ------------------------------------------------------------ 

 
          AtC4H     (1) ------------------------------------------------------------ 
         BnC4HA    (19) CTCTCACATTTGCCTGAAAATCAA--------TCAATCACTGTAACAACAAAGAAAA-TC 
         BnC4HB    (21) CTCTCACATTTGCCTGAAAATCAA--------TCAATCACTGTAACAACAAAGAAAA-TC 
     Br-cr-C4HL     (1) --CTCACATTTGCCTGAAAATCAACCAATCAATCAATCACTGTAATAACAAAAAAAAATC 
       BrA-C4HL     (1) --CTCACATTTGCCTGAAAATCAACCAATCAATCAATCACTGTAATAACAAAAAAA--TC 
     Br-sk-C4HL     (1) --CTCACATTTGCCTGAAAATCAACCAATCAATCAATCACTGTAATAACAAAAAAA--TC 



   BcCyp450_C4H    (61) CTCTCACATTTGCCTGAAAATCAACCAATCAATCAATCACTGTAATAACAAAAAAA--TC 
BrC4H(DQ457008)     (1) ----CACATTTGCCTGAAAATCAATCAATCAATCAATCACTGTAATAACAAAAAAAAATC 
        BrC4H-1     (1) ------------------------------------------------------------ 
        BrC4H-2     (1) ------------------------------------------------------------ 
        BrC4H-3     (1) ------------------------------------------------------------ 
        BrC4H-4     (1) ------------------------------------------------------------ 
        BrC4H-5     (1) ------------------------------------------------------------ 
        BoC4H-1     (1) ------------------------------------------------------------ 
        BoC4H-2     (1) ------------------------------------------------------------ 
        BoC4H-3     (1) ------------------------------------------------------------ 
        BoC4H-4     (1) ------------------------------------------------------------ 
        BoC4H-5     (1) ------------------------------------------------------------ 

 
          AtC4H     (1) --------------------------------ATGGACCTCCTCTTGCTGGAGAAGTCTT 
         BnC4HA    (70) GAAACCGAGAGTGAA-------GTGTA-AGCAATGGATCTTCTGTTGTTGGAGAAGTCTC 
         BnC4HB    (72) GAAACCGAGAGTGAA-------GTGTA-AGCAATGGATCTTCTCTTGTTGGAAAAGTCTC 
     Br-cr-C4HL    (59) GAAACCGACTGTTAATAAATAAGTCTG-AGCAATGGATCTTCTCTTGCTGGAGAAGTCTC 
       BrA-C4HL    (57) GAAACCGACTGTTAATAAATAAGTCTG-AGCAATGGATCTTCTCTTGCTGGAGAAGTCTC 
     Br-sk-C4HL    (57) GAAACCGACTGTTAATAAATAAGTCTG-AGCAATGGATCTTCTCTTGCTGGAGAAGTCTC 
   BcCyp450_C4H   (119) GAAACCGACTGTTAATAAATAAGTCTG-AGCAATGGATCTTCTCTTGCTGGAGAAGTCTC 
BrC4H(DQ457008)    (57) GAAACCGACTGTTAATAAATAAGTCTAGAGCAATGGATCTTCTCTTGCTGGAGAAGTCTC 
        BrC4H-1     (1) --------------------------------ATGGATCTTCTCTTGCTGGAGAAGTCTC 
        BrC4H-2     (1) --------------------------------ATGGACCTACTCTTAGTGGAGAAGTCTC 
        BrC4H-3     (1) --------------------------------ATGGATCTTCTCTTGTTGGAAAAGTCTC 
        BrC4H-4     (1) --------------------------------ATGGACCTTCTCTTGTTGGAGAAACCTC 
        BrC4H-5     (1) --------------------------------ATGGATCTCCTCTTGTTGGAGAAGTCTC 
        BoC4H-1     (1) --------------------------------ATGGACCTTCTCTTGTCGGAGAAACCTC 
        BoC4H-2     (1) --------------------------------ATGGATCTTCTCTTGTTGGAGAAGTCTC 
        BoC4H-3     (1) --------------------------------ATGGATCTTCTCTTGTTGGAGAAGTCTC 
        BoC4H-4     (1) --------------------------------ATGGACCTTCTCTTGGTGGAGAAGTCTC 
        BoC4H-5     (1) --------------------------------ATGGATCTTCTCTTGTTGGAAAAGTCTC 

 
          AtC4H    (29) TAATCGCCGTCTTCGTGGCGGTGATTCTCGCCACGGTGATTTCAAAGCTCCGCGGCAAGA 
         BnC4HA   (122) TAATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACAGTCATCTCCAAGCTCCGCGGCAAGA 
         BnC4HB   (124) TCATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTGATCTCCAAGCTCCGCGGCAAGA 
     Br-cr-C4HL   (118) TAATCGCGGTCTTCGCTGCGGTGGTTCTCGCCACCGTCATCTCCAAGCTCCGCGGCAAGA 
       BrA-C4HL   (116) TAATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTCATCTCCAAGCTCCGCGGTAAGA 
     Br-sk-C4HL   (116) TAATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTCATCTCCAAGCTCCGCGGCAAGA 
   BcCyp450_C4H   (178) TAATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTCATCTCCAAGCTCCGCGGCAAGA 
BrC4H(DQ457008)   (117) TAATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTCATCTCCAAGCTCCGCGGCAAGA 
        BrC4H-1    (29) TAATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTCATCTCCAAGCTCCGCGGCAAGA 
        BrC4H-2    (29) TCATCGCCGTCTTCTTGGCGGTGGTTCTAGCCACAGTGGTTTCCAAGCTCCGCGGCAAGA 
        BrC4H-3    (29) TCATCGCCGTCTTCCCGGCGGTGGTTCTCGCCACCGTGATCTCCAAGCTCCGCGGCAAGA 
        BrC4H-4    (29) TAATCGCCGTCTTCTTGGCGGTGGTTCTCGCCAAAATGATCTCCAAGCTCTGCAGCAAGA 
        BrC4H-5    (29) TAATAGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTGATCTCCAAGCTCCGCGGCAAGA 
        BoC4H-1    (29) TAATTGCCGTCTTCTTGGCGGTGGTTCTCGCCACAATGATCTCGAAGCTCCGCGGCAAGA 
        BoC4H-2    (29) TAATCGCCGTTTTCGCGGCGGTGGTTCTCGCCACCGTGATCTCCAAGCTCCGCGGCAAGA 
        BoC4H-3    (29) TAATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTCATCTCCAAGCTCCGCGGCAAGA 
        BoC4H-4    (29) TCATCGCCGTCTTCGTGGCGGTGGTTCTAGCCACAGTGGTTTCCAAGCTCCGCGGCAAGA 
        BoC4H-5    (29) TCATCGCCGTCTTCGCGGCGGTGGTTCTCGCCACCGTGATCTCCAAGCTCCGCGGCAAGA 

 
          AtC4H    (89) AATTGAAGCTACCTCCAGGTCCTATACCAATTCCGATCTTCGGAAACTGGCTTCAAGTCG 
         BnC4HA   (182) AGCTGAAGCTCCCTCCAGGTCCTATGCCGATTCCAATCTTCGGAAACTGGCTCCAAGTCG 
         BnC4HB   (184) AACTAAACCTACCTCCTGGTCCTATCCCCATTCCCATCTTCGGAAACTGGCTCCAAGTCG 
     Br-cr-C4HL   (178) AGCTGAAGCTCCCTCCCGGTCCTATGCCGATTCCAATCTTCGGAAACTGGCTCCAAGTCG 
       BrA-C4HL   (176) AGCTGAAGCTCCCTCCCGGTCCTATGCCGATTCCAATCTTCGGAAACTGGCTCCAAGTCG 
     Br-sk-C4HL   (176) AGCTGAAGCTCCCTCCCGGTCCTATGCCGATTCCAATCTTCGGAAACTGGCTCCAAGTCG 
   BcCyp450_C4H   (238) AGCTGAAGCTCCCTCCCGGTCCTATGCCGATTCCAATCTTCGGAAACTGGCTCCAAGTCG 
BrC4H(DQ457008)   (177) AGCTGAAGCTCCCTCCCGGTCCTATGCCGATTCCAATCTTCGGAAACTGGCTCCAAGTCG 
        BrC4H-1    (89) AGCTGAAGCTCCCTCCCGGTCCTATGCCGATTCCAATCTTCGGAAACTGGCTCCAAGTCG 
        BrC4H-2    (89) AGCTGAAGCTACCTCCTGGTCCTATACCTATTCCTATCTTCGGAAACTGGCTCCAGGTCG 
        BrC4H-3    (89) AACTAAACCTACCTCCTGGTCCTATCCCCATTCCCATCTTCGGAAACTGGCTCCAAGTCG 
        BrC4H-4    (89) AACTGAAGCTACCTCCTGGTCCTATACCAATCCCGGTCTTCGGAAACTGGCTTGAAGTCG 



        BrC4H-5    (89) TACTAAAACTACCTCCCGGTCCTATACCGATACCAATCTTCGGAAACTGGCTCCAGGTCG 
        BoC4H-1    (89) AACTGAAGCTACCTCCTGGTCCTATACCGGTTCCGGTCTTCGGAAACTGGCTCCAAGTCG 
        BoC4H-2    (89) AACTGAAACTACCTCCCGGTCCTATACCGATACCAATCTTCGGAAACTGGCTCCAGGTCG 
        BoC4H-3    (89) AGCTGAAGCTCCCTCCAGGTCCTATGCCGATTCCAATATTCGGAAACTGGCTCCAAGTCG 
        BoC4H-4    (89) AACTGAAGCTACCTCCTAGTCCTATACCTATTCCTATCTTCGGAAACTGGCTCCAGGTCG 
        BoC4H-5    (89) AACTAAACCTACCTCCTGGTCCTATCCCCATTCCCATCTTCGGAAACTGGCTCCAAGTCG 

 
          AtC4H   (149) GAGATGATCTCAACCACCGTAATCTCGTCGATTACGCTAAGAAATTCGGCGATCTCTTCC 
         BnC4HA   (242) GAGACGATCTAAACCACCGCAACCTCGTCGACTACGCTAAAAAATTCGGCGACCTCTTCC 
         BnC4HB   (244) GAGATGATCTCAACCACCGTAACCTCGTCGACTACGCCAAGAAGTTCGGAGACCTCTTCC 
     Br-cr-C4HL   (238) GAGACGATCTAAACCACCGTAACCTCGTCGACTACGCTAAGAAATTCGGAGACCTCTTCC 
       BrA-C4HL   (236) GAGACGATCTAAACCACCGTAACCTCGTCGACTACGCTAAAAAATTCGGAGACCTCTTCC 
     Br-sk-C4HL   (236) GAGACGATCTAAACCACCGTAACCTCGTCGACTACGCTAAAAAATTCGGAGACCTCTTCC 
   BcCyp450_C4H   (298) GAGACGATCTAAACCACCGTAACCTCGTCGACTACGCTAAAAAATTCGGAGACCTCTTCC 
BrC4H(DQ457008)   (237) GAGACGATCTAAACCACCGTAACCTCGTCGACTACGCTAAGAAATTCGGAGACCTCTTCC 
        BrC4H-1   (149) GAGACGATCTAAACCACCGTAACCTCGTCGACTACGCTAAAAAATTCGGAGACCTCTTCC 
        BrC4H-2   (149) GAGATGATCTCAACCACCGTAAACTCGTGGACTACGCTAAAAAGTTCGGAGACCTCTTCC 
        BrC4H-3   (149) GAGATGATCTCAACCACCGTAACCTCGTCGACTACGCCAAGAAGTTCGGAGACCTCTTCC 
        BrC4H-4   (149) GAAATGATCTAAATCACCGTAACCTCGTGGACTACGCTAAGAAGTTCGGAGACCTTTTCC 
        BrC4H-5   (149) GAGACGATCTCAACCACCGTAACCTCGTCGACTACGCCAAAAAGTTCGGAGACCTCTTCC 
        BoC4H-1   (149) GAGATGATCTAAACCACCGTAACCTCGTAGACTACGCTAAGAAGTTCGGAGACCTTTTCC 
        BoC4H-2   (149) GAGACGATCTCAACCACCGTAACCTCGTCGACTACGCCAAAAAGTTCGGAGACCTCTTCC 
        BoC4H-3   (149) GAGACGATCTAAACCACCGCAACCTCGTCGACTACGCTAAAAAATTCGGCGACCTCTTCC 
        BoC4H-4   (149) GAGATGATCTCAACCACCGTAAACTCGTGGACTACGCTAAAAAGTTCGGAGAACTCTTCC 
        BoC4H-5   (149) GAGATGATCTCAACCACCGCAACCTCGTCGACTACGCCAAGAAGTTCGGAGACCTCTTCC 

 
          AtC4H   (209) TCCTCCGTATGGGTCAGCGAAACCTAGTCGTCGTCTCCTCACCGGATCTAACAAAGGAAG 
         BnC4HA   (302) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCGAACCTCACCAAAGAAG 
         BnC4HB   (304) TCCTCCGTATGGGCCAGCGAAACCTAGTCGTCGTCTCTTCTCCCAATCTTACCAAAGAAG 
     Br-cr-C4HL   (298) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCCAACCTCACTAAGGAAG 
       BrA-C4HL   (296) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCCAACCTCACCAAGGAAG 
     Br-sk-C4HL   (296) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCCAACCTCACCAAGGAAG 
   BcCyp450_C4H   (358) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCCAACCTCACCAAGGAAG 
BrC4H(DQ457008)   (297) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCCAACCTCACCAAGGAAG 
        BrC4H-1   (209) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCCAACCTCACCAAGGAAG 
        BrC4H-2   (209) TTTTCAAGATGGGTCAGCGAAACATAGTGGTCGTCTCTTCCCCCGATCTAACCAAGGAAG 
        BrC4H-3   (209) TCCTCCGTATGGGCCAGAGAAACCTAGTCGTCGTCTCTTCACCAAACCTAACCAAAGAAG 
        BrC4H-4   (209) ACCTAAGGATGGGTCAACGAGACATAGTCGTCATCTCTTCACCGGATCTAGCCAAGGAAG 
        BrC4H-5   (209) TCCTCAGGATGGGACAGCGAAACCTAGTGGTCGTCTCTTCCCCAAACCTAACCAAAGAAG 
        BoC4H-1   (209) ACTTACGGATGGGTCAACGAGACCTAGTTGTTATCTCTTCACCGGATCTAGCCAAGGAAG 
        BoC4H-2   (209) TCCTCAGGATGGGACAGCGAAACCTAGTGGTCGTCTCATCGCCAAACCTAACCAAAGAAG 
        BoC4H-3   (209) TCCTCAGGATGGGCCAGCGAAACCTAGTCGTCGTCTCCTCCCCCAACCTCACCAAGGAAG 
        BoC4H-4   (209) TTTTCAAGATGGGTCAGCGAAACATAGTGGTCGTCTCTTCGCCTGATCTAACCAAGGAAG 
        BoC4H-5   (209) TCCTCCGTATGGGACAGAGGAACCTAGTCGTCGTCTCTTCTCCCAATCTCACCAAAGAAG 

 
          AtC4H   (269) TGCTCCTCACTCAAGGCGTTGAGTTTGGATCCAGAACGAGAAACGTCGTGTTCGACATTT 
         BnC4HA   (362) TCCTCCACACGCAGGGAGTCGAGTTCGGATCTCGAACGAGAAACGTCGTCTTCGACATCT 
         BnC4HB   (364) TGCTCCACACGCAAGGCGTAGAGTTCGGATCTCGGACAAGAAACGTCGTCTTCGACATCT 
     Br-cr-C4HL   (358) TCCTCCACACGCAGGGGGTCGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
       BrA-C4HL   (356) TCCTCCACACGCAGGGCGTCGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
     Br-sk-C4HL   (356) TCCTCCACACGCAGGGCGTCGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
   BcCyp450_C4H   (418) TCCTCCACACGCAGGGCGTCGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
BrC4H(DQ457008)   (357) TCCTCCACACGCAGGGCGTCGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
        BrC4H-1   (269) TCCTCCACACGCAGGGCGTCGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
        BrC4H-2   (269) TACTCCACACACAAGGCGTAGAGTTTGGTTCCCGACACAGAAACATGGTGTACGATATCT 
        BrC4H-3   (269) TGCTCCACACGCAAGGCGTGGAGTTCGGATCTCGAACGAGAAACGTCGTCTTCGACATCT 
        BrC4H-4   (269) TGCTCCAAACGCAAGGTGTAGAGTTTGGATCCAGATACAGAAACATCGTCTACGACATCT 
        BrC4H-5   (269) TGCTCCACACGCAAGGCGTGGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
        BoC4H-1   (269) TGCTCCAAACACAAGGTGTAGAGTTTGGATCCAGATACAGAAACATCGTCTACGACATCT 
        BoC4H-2   (269) TGCTCCACACGCAAGGCGTGGAGTTCGGATCTCGGACGAGAAACGTCGTCTTCGACATCT 
        BoC4H-3   (269) TCCTCCACACGCAGGGCGTCGAGTTCGGATCTCGAACGAGAAACGTCGTCTTCGACATCT 
        BoC4H-4   (269) TGCTCCACACACAAGGCGTAGAGTTTGGTTCCCGACACAGAAACATGGTGTACGATATCT 
        BoC4H-5   (269) TGCTCCACACGCAAGGCGTGGAGTTCGGATCTCGAACGAGAAACGTCGTCTTCGACATCT 



 
          AtC4H   (329) TCACCGGGAAAGGTCAAGATATGGTGTTCACTGTTTACGGCGAGCATTGGAGGAAGATGA 
         BnC4HA   (422) TCACGGGCAAAGGGCAGGACATGGTGTTCACCGTCTACGGAGAGCACTGGCGCAAGATGA 
         BnC4HB   (424) TCACAGGCAAAGGACAGGACATGGTGTTCACTGTCTACGGCGAACACTGGCGTAAGATGA 
     Br-cr-C4HL   (418) TCACGGGGAAAGGACAGGACATGGTGTTCACCGTCTACGGAGAGCACTGGCGCAAGATGA 
       BrA-C4HL   (416) TCACGGGCAAAGGGCAGGACATGGTGTTCACCGTCTACGGAGAGCACTGGCGCAAGATGA 
     Br-sk-C4HL   (416) TCACGGGCAAAGGGCAGGACATGGTGTTCACCGTCTACGGAGAGCACTGGCGCAAGATGA 
   BcCyp450_C4H   (478) TCACGGGCAAAGGGCAGGACATGGTGTTCACCGTCTACGGAGAGCACTGGCGCAAGATGA 
BrC4H(DQ457008)   (417) TCACCGGGAAAGGACAGGACATGGTGTTCACCGTCTACGGTGAGCACTGGAGGAAGATGC 
        BrC4H-1   (329) TCACGGGCAAAGGGCAGGACATGGTGTTCACCGTCTACGGAGAGCACTGGCGCAAGATGA 
        BrC4H-2   (329) TCACCGGGAAGGGACAAGACATGGTGTTCACCGTGTATGGTGAGCACTGGAGGAAGATGC 
        BrC4H-3   (329) TCACAGGCAAAGGACAGGACATGGTGTTCACCGTGTACGGCGAACACTGGCGTAAGATGC 
        BrC4H-4   (329) TCACTGGGAAAGGACAAGACATGGTGTTCACTGTCTACGGTGAGCACTGGAGGAAGATGA 
        BrC4H-5   (329) TCACGGGCAAGGGACAGGACATGGTGTTCACGGTCTACGGAGAGCACTGGAGGAAGATGA 
        BoC4H-1   (329) TCACTGGGAAAGGACAAGACATGGTGTTCACTGTCTACGGTGAGCACTGGAGGAAGATGC 
        BoC4H-2   (329) TCACGGGCAAGGGACAGGACATGGTGTTCACCGTCTACGGCGAGCACTGGAGGAAGATGA 
        BoC4H-3   (329) TCACGGGCAAAGGGCAGGACATGGTGTTCACCGTATACGGAGAGCACTGGCGCAAGATGA 
        BoC4H-4   (329) TCACCGGGAAGGGACAAGACATGGTGTTCACCGTGTACGGCGAGCACTGGAGGAAGATGC 
        BoC4H-5   (329) TCACAGGCAAAGGACAGGACATGGTGTTCACCGTCTACGGTGAGCACTGGCGTAAGATGA 

 
          AtC4H   (389) GAAGAATCATGACGGTTCCTTTCTTCACCAACAAAGTTGTTCAACAGAATCGTGAAGGTT 
         BnC4HA   (482) GGAGGATCATGACGGTTCCGTTCTTCACCAACAAGGTGGTTCAGCAGAACAGAGAAGGAT 
         BnC4HB   (484) GAAGGATCATGACGGTTCCGTTTTTCACCAACAAGGTTGTGCAACGGAACAGAGAAGGAT 
     Br-cr-C4HL   (478) GACGGATCATGACGGTTCCTTTCTTCACCAACAAGGTGGTTCAGCAGAACAGAGAAGGAT 
       BrA-C4HL   (476) GACGGATCATGACGGTTCCTTTCTTCACCAACAAGGTGGTTCAGCAGAACAGAGAAGGAT 
     Br-sk-C4HL   (476) GACGGATCATGACGGTTCCTTTCTTCACCAACAAGGTGGTTCAGCAGAACAGAGAAGGAT 
   BcCyp450_C4H   (538) GACGGATCATGACGGTTCCTTTCTTCACCAACAAGGTGGTTCAGCAGAACAGAGAAGGAT 
BrC4H(DQ457008)   (477) GACGTATCATGACGGTTCCCTTCTTCACCAACAAAGTGGTTCAGCAGAATCATGAAGGGT 
        BrC4H-1   (389) GACGGATCATGACGGTTCCTTTCTTCACCAACAAGGTGGTTCAGCAGAACAGAGAAGGAT 
        BrC4H-2   (389) GACGTATCATGACGGTTCCCTTCTTCACCAACAAAGTGGTTCAGCAGAATCATGAAGGGT 
        BrC4H-3   (389) GTCGGATCATGACGGTTCCGTTTTTCACCAACAAGGTTGTGCAGCGGAACAGGGAAGGGT 
        BrC4H-4   (389) GACGTATCATGACGGTTCCCTTCTTCACCAACAAGGTGGTCCAGCAGAACCGGGAAGGAT 
        BrC4H-5   (389) GGAGGATCATGACGGCTCCTTTCTTCACCAACAAGGTTGTGCAGCGGAACAGAGAAGGCT 
        BoC4H-1   (389) GACGTATCATGACGGTTCCCTTCTTCACCAACAAGGTGGTCCAGCAGAACCGGGAAGGAT 
        BoC4H-2   (389) GAAGGATCATGACGGTTCCTTTCTTCACCAACAAGGTTGTGCAGCGGAACAGAGAAGGAT 
        BoC4H-3   (389) GACGGATCATGACGGTTCCGTTCTTCACCAACAAGGTGGTTCAGCAGAACAGAGAAGGAT 
        BoC4H-4   (389) GACGTATCATGACGGTTCCCTTCTTCACCAACAAAGTGGTTCAGCAGAATCATGAAGGAT 
        BoC4H-5   (389) GAAGGATCATGACGGTTCCTTTTTTCACCAACAAAGTTGTGCAGCGGAACAGGGAAGGTT 

 
          AtC4H   (449) GGGAGTTTGAAGCAGCTAGTGTTGTTGAAGATGTTAAGAAGAATCCAGATTCTGCTACGA 
         BnC4HA   (542) GGGAGTTCGAAGCCGCGAGCGTGGTGGAGGATGTCAAGAAGAATCCTGACTCCGCGACCA 
         BnC4HB   (544) GGGAGTTCGAAGCTGCGAGTGTCGTGGAGGACGTGAAGAAGAATCTTGATTCGGCCACGA 
     Br-cr-C4HL   (538) GGGAGTTCGAAGCCGCGAGCGTGGTGGAGGATGTGAAGAAGAATCCTGACTCCGCGACCA 
       BrA-C4HL   (536) GGGAGTTCGAAGCCGCGAGCGTGGTGGAGGATGTGAAGAAGAACCCTGACTCCGCCACGA 
     Br-sk-C4HL   (536) GGGAGTTCGAAGCCGCGAGCGTGGTGGAGGATGTGAAGAAGAACCCTGACTCCGCCACGA 
   BcCyp450_C4H   (598) GGGAGTTCGAAGCCGCGAGCGTGGTGGAGGATGTGAAGAAGAACCCTGACTCCGCCACGA 
BrC4H(DQ457008)   (537) GGGAGTTCGAAGCCGCGAGCGTTGTGGAGGATGTGAAGAAGAATCCTGACGCAGCTACGA 
        BrC4H-1   (449) GGGAGTTCGAAGCCGCGAGCGTGGTGGAGGATGTGAAGAAGAACCCTGACTCCGCCACGA 
        BrC4H-2   (449) GGGAGTTCGAAGCCGCGAGCGTTGTGGAGGATGTGAAGAAGAATCCTGACGCAGCTACGA 
        BrC4H-3   (449) GGGAGTTCGAAGCCGCGAGTGTCGTGGAGGACGTGAAGAAGAATCTTGATTCCGCCACGA 
        BrC4H-4   (449) GGGAGTTCGAAGCTGCGAGCGTTGTGGAGGAAGTGAAGAAGAACCCTGACGCGGCCACGA 
        BrC4H-5   (449) GGGAGCTCGAAGCCGCGAGCGTGGTCGAGGACGTGAAGAAGAATCCAGACTCCGCGACCA 
        BoC4H-1   (449) GGGAGTTCGAAGCTGCGAGCGTTGTGGAGGAAGTGAAGAAGAACCCTGACGCGGCCACGA 
        BoC4H-2   (449) GGGAGTTCGAAGCCGCGAGCGTGATCGATGACGTGAAGAAGAATCCAGACTCTGCGACCA 
        BoC4H-3   (449) GGGAGTTCGAAGCCGCGAGCGTGGTGGAGGATGTGAAGAAGAATCCTGACTCCGCGACCA 
        BoC4H-4   (449) GGGAGTTCGAAGCCGCGAGCGTTGTGGAGGATGTGAAGAAGAATCCTGACGCAGCTACGA 
        BoC4H-5   (449) GGGAGTTCGAAGCTGCGAGCGTTGTGGAGGACGTGAAGAAGAATCTTGATTCCGCCACGA 

 
          AtC4H   (509) AAGGAATCGTGTTGAGGAAACGTTTGCAATTGATGATGTATAACAATATGTTCCGTATCA 
         BnC4HA   (602) AAGGGATCGTGTTGAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
         BnC4HB   (604) AAGGGATTGTGTTGAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
     Br-cr-C4HL   (598) AAGGGATCGTGTTGAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
       BrA-C4HL   (596) AAGGGATCGTGTTGAGGAAGCGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 



     Br-sk-C4HL   (596) AAGGGATCGTGTTGAGGAAGCGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
   BcCyp450_C4H   (658) AAGGGATCGTGTTGAGGAAGCGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
BrC4H(DQ457008)   (597) AAGGGATCGTGGTGAGGAAGCGTTTGCAGTTGATGGTGTATAACAACATGTTCGGTATCA 
        BrC4H-1   (509) AAGGGATCGTGTTGAGGAAGCGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
        BrC4H-2   (509) AAGGGATCGTGGTGAGGAAGCGTTTGCAGTTGATGGTGTATAACAACATGTTCGGTATCA 
        BrC4H-3   (509) AAGGGATTGTATTGAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
        BrC4H-4   (509) AAGGGATCGTGGCGAGGAAGCGTTTGCAGTTGATGATGTACAACAACATGTTCCGTGTTA 
        BrC4H-5   (509) AAGGGATCGTGTTGAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
        BoC4H-1   (509) AAGGGATCGTGGTGAGGAAGCGTTTGCAGTTGATGATGTACAACAACATGTTCCGTGTTA 
        BoC4H-2   (509) AAGGGATCGTGTTGAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
        BoC4H-3   (509) AAGGGATCGTGTTGAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 
        BoC4H-4   (509) AAGGGATCGTGGTGAGGAAGCGTTTGCAGTTGATGGTGTATAACAACATGTTCGGTATCA 
        BoC4H-5   (509) AAGGGATTGTGTTAAGGAAACGCTTGCAGTTGATGATGTACAACAACATGTTCCGTATCA 

 
          AtC4H   (569) TGTTCGATAGAAGATTTGAGAGTGAGGATGATCCTCTTTTCCTTAGGCTTAAGGCTTTGA 
         BnC4HA   (662) TGTTCGATAGGAGGTTTGATAGTGAGGATGATCCGCTGTTTATAAGGCTTAAGGCCTTGA 
         BnC4HB   (664) TGTTCGATAGAAGGTTCGAGAGTGAGGATGATCCTCTGTTCCTCAGGCTCAAAGCCTTGA 
     Br-cr-C4HL   (658) TGTTCGATAGGAGGTTTGATAGTGAGGATGATCCTCTGTTTATAAGGCTTAAGGCCTTGA 
       BrA-C4HL   (656) TGTTCGATAGGAGGTTTGATAGTGAGGATGATCCTCTGTTTATAAGGCTTAAGGCCTTGA 
     Br-sk-C4HL   (656) TGTTCGATAGGAGGTTTGATAGTGAGGATGATCCTCTGTTTATAAGGCTTAAGGCCTTGA 
   BcCyp450_C4H   (718) TGTTCGATAGGAGGTTTGATAGTGAGGATGATCCTCTGTTTATAAGGCTTAAGGCCTTGA 
BrC4H(DQ457008)   (657) TGTTCGGTAAGAGGTTTGAGAGTGAAGATGATCCTCTCTTCCTTAGGCTCAAGTTCTTGA 
        BrC4H-1   (569) TGTTCGATAGGAGGTTTGATAGTGAGGATGATCCTCTGTTTATAAGGCTTAAGGCCTTGA 
        BrC4H-2   (569) TGTTCGGTAAGAGGTTTGAGAGTGAAGATGATCCTCTCTTCCTTAGGCTCAAGTTCTTGA 
        BrC4H-3   (569) TGTTCGATAGAAGGTTCGAGAGTGAGGATGATCCTCTGTTTCTAAGGCTTAAAGCCTTGA 
        BrC4H-4   (569) TGTTCGGTAAAAGGTTCGAGAGTGAAGATGATCCTCTTCTCCTCCGGCTCAAGTTCTTGA 
        BrC4H-5   (569) TGTTCGATAGAAGGTTCGAGAGTGAAGATGATCCTCTCTTCCTTAGGCTTAAAGCCTTGA 
        BoC4H-1   (569) TGTTCGGTAAAAGGTTCGAGAGTGAAGATGATCCTCTTCTCCTCCGGCTCAAGTTCTTGA 
        BoC4H-2   (569) TGTTTGATAGAAGGTTCGAGAGTGAAGGTGATCCTCTCTTCCTCAGGCTTAAAGCCTTGA 
        BoC4H-3   (569) TGTTCGATAGGAGGTTTGATAGTGAGGATGATCCGCTGTTTATAAGGCTTAAGGCCTTGA 
        BoC4H-4   (569) TGTTTGGTAAGAGGTTTGAGAGTGAAGATGATCCTCTTTTTCTCAGGCTCAAGTTCTTGA 
        BoC4H-5   (569) TGTTTGATAGAAGGTTCGAGAGTGAGGATGATCCTCTGTTTCTACGGCTTAAGGCCTTGA 

 
          AtC4H   (629) ATGGTGAGAGAAGTCGATTAGCTCAGAGCTTTGAGTATAACTATGGAGATTTCATTCCTA 
         BnC4HA   (722) ACGGAGAGAGGAGCAGGTTGGCTCAGAGCTTTGAGTATAACTACGGAGACTTCATCCCTA 
         BnC4HB   (724) ACGGAGAGAGAAGTAGGTTGGCTCAGAGCTTTGAGTACAACTATGGTGACTTCATCCCTA 
     Br-cr-C4HL   (718) ACGGAGAGAGGAGCAGGTTGGCTCAGAGCTTTGAGTATAACTACGGAGACTTCATCCCTA 
       BrA-C4HL   (716) ACGGAGAGAGGAGCAGGTTGGCTCAGAGCTTTGAGTATAACTACGGAGACTTCATCCCTA 
     Br-sk-C4HL   (716) ACGGAGAGAGGAGCAGGTTGGCTCAGAGCTTTGAGTATAACTACGGAGACTTCATCCCTA 
   BcCyp450_C4H   (778) ACGGAGAGAGGAGCAGGTTGGCTCAGAGCTTTGAGTATAACTACGGAGACTTCATCCCTA 
BrC4H(DQ457008)   (717) ACGGAGAGAGAGGCAGGTTGACTCAGAGCTTTGAGTATAACTATGGAGATTTCATCCCTA 
        BrC4H-1   (629) ACGGAGAGAGGAGCAGGTTGGCTCAGAGCTTTGAGTATAACTACGGAGACTTCATCCCTA 
        BrC4H-2   (629) ACGGAGAGAGAGGCAGGTTGACTCAGAGCTTTGAGTACAACTATGGAGATTTCATCCCTA 
        BrC4H-3   (629) ACGGAGAGAGAAGCAGGTTGGCTCAGAGCTTTGAGTATAACTATGGTGACTTCATCCCTA 
        BrC4H-4   (629) ACGGGGAGAGAAGCAGGTTGACTCAGAGCTTTGAGTATAACTATGGAGATTTCATTCCTA 
        BrC4H-5   (629) ACGGAGAGAGAAGTAGATTGGCTCAGAGCTTTGAGTATAACTATGGAGATTTCATCCCTA 
        BoC4H-1   (629) ACGGGGAGAGAAGCAGGTTGACTCAGAGCTTTGAGTATAACTATGGAGATTTCATTCCTA 
        BoC4H-2   (629) ACGGAGAGAGAAGCAGGTTGGCTCAGAGCTTCGAGTACAACTATGGAGATTTCATCCCTA 
        BoC4H-3   (629) ACGGAGAGAGGAGCAGGTTGGCTCAGAGCTTTGAGTATAACTACGGAGACTTCATCCCTA 
        BoC4H-4   (629) ACGGAGAGAGAGGCAGGTTGACTCAGAGCTTTGAGTATAACTATGGAGATTTCATCCCTA 
        BoC4H-5   (629) ACGGAGAGAGAAGCAGGTTGGCTCAGAGCTTTGAGTACAACTATGGAGACTTCATCCCTA 

 
          AtC4H   (689) TCCTTAGACCATTCCTCAGAGGCTATTTGAAGATTTGTCAAGATGTGAAAGATCGAAGAA 
         BnC4HA   (782) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCAAGATGTGAAAGATCGAAGAC 
         BnC4HB   (784) TCCTCAGGCCGTTCTTGAGAGGTTACTTGAAGATTTGTCAAGATGTGAAGGATAGGAGAC 
     Br-cr-C4HL   (778) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCAAGATGTGAAAGATCGAAGAC 
       BrA-C4HL   (776) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCAAGATGTGAAAGATCGAAGAC 
     Br-sk-C4HL   (776) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCAAGATGTGAAAGATCGAAGAC 
   BcCyp450_C4H   (838) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCAAGATGTGAAAGATCGAAGAC 
BrC4H(DQ457008)   (777) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCARGATGTGAAGGACAGAAGAC 
        BrC4H-1   (689) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCAAGATGTGAAAGATCGAAGAC 
        BrC4H-2   (689) TCCTCAGGCCGTTCTTGAGAGGGTATTTGAAGATCTGCCAGGATGTGAAGGATCGAAGAT 
        BrC4H-3   (689) TCCTCAGGCCGTTCTTGAGAGGTTACTTGAAGATCTGTCAAGATGTGAAGGATAGGAGAC 



        BrC4H-4   (689) TCCTTAGGCCGTTCCTTAGAGGCTATTTGAAGAGCTGCCAAGATGTGAAAGAGAGAAGAC 
        BrC4H-5   (689) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAGGATCTGTCAGGATGTGAAGGACAGAAGAT 
        BoC4H-1   (689) TCCTTAGGCCGTTCCTTAGAGGCTATTTGAAGATCTGCCAAGATGTGAAAGAGAGAAGAC 
        BoC4H-2   (689) TCCTTAGGCCTTTCCTTAGAGGCTACTTGAAGATCTGTCAGGATGTGAAGGACAGAAGAC 
        BoC4H-3   (689) TCCTTAGGCCGTTCCTTAGAGGCTACTTGAAGATCTGTCAAGATGTGAAAGATCGAAGAC 
        BoC4H-4   (689) TCCTCAGGCCGTTCTTGAGAGGGTATTTGAAGATCTGCCAGGATGTGAAGGACCGAAGAT 
        BoC4H-5   (689) TCCTTAGGCCGTTCTTGAGAGGCTACTTGAAGATTTGTCAAGATGTGAAGGATCGGAGAC 

 
          AtC4H   (749) TCGCTCTTTTCAAGAAGTACTTTGTTGATGAGAGGAAGCAAATTGCGAGTTCTAAGCCTA 
         BnC4HA   (842) TCGCGCTATTCAAGAAGTACTTTGTTGATGAGAGGAAGCAAATCGCGAGTTCGAAGCCTA 
         BnC4HB   (844) TATCGCTTTTCAAGAAGTACTTCGTTGAGGAGAGGAAGCAGATTGCGAGCTCTAAGGCTA 
     Br-cr-C4HL   (838) TCGCGCTCTTCAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCGAGTTCGAAGCCTA 
       BrA-C4HL   (836) TCGCGCTCTTCAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCGAGTTGGAAGCCTA 
     Br-sk-C4HL   (836) TCGCGCTCTTCAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCGAGTTGGAAGCCTA 
   BcCyp450_C4H   (898) TCGCGCTCTTCAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCGAGTTGGAAGCCTA 
BrC4H(DQ457008)   (837) TAGCGCTCTTCAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCGAGTTCGAAGCCTA 
        BrC4H-1   (749) TCGCGCTCTTCAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCGAGTTGGAAGCCTA 
        BrC4H-2   (749) TTGCGCTCTTCAAGAAGTACTTTGTTGACGACAGGAAGCAAGTTCCGAGCGCTAAGCCTA 
        BrC4H-3   (749) TGTCGCTTTTCAAGAAGTACTTCGTTGAGGAGAGGAAGCAGATTGCGCGCTCTAAGGCTA 
        BrC4H-4   (749) TAGCGCTCTTCAAGAAGTACTTTGTAGACGAGAGGAAGGAGATTGCGAGTGCTAAGCCTA 
        BrC4H-5   (749) TAGCTCTCTTGAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCAAGTTCGAAGCCTA 
        BoC4H-1   (749) TAGCGCTCTTCAAGAAGTACTTTGTAGACGAGAGGAAGGAGATTGCGAGTGCTAAGCCTA 
        BoC4H-2   (749) TAGCTCTCTTGAAGAAGTACTTTGTTGACGAGAGGAAGCAAATCGCGAGTTCTAAGCCTA 
        BoC4H-3   (749) TCGCGCTATTCAAGAAGTACTTTGTTGATGAGAGGAAGCAAATCGCGAGTTCGAAGCCTA 
        BoC4H-4   (749) TTGCGCTCTTCAAGAAGTACTTTGTTGACGACAGGAAGCAAGTTGCGACCCCTAAGCCTA 
        BoC4H-5   (749) TATCGCTTTTCAAGAAGTACTTCGTTGAGGAGAGGAAGCAGATTGCGAGCTCTAAGGCTA 

 
          AtC4H   (809) CAGGTAGTGAAGGATTGAAATGTGCCATTGATCACATCCTTGAAGCTGAGCAGAAGGGAG 
         BnC4HA   (902) CAGGAAGCGAAGGATTGAAATGCGCCATCGATCACATCCTTGTTGCTCAACAGAAGGGAG 
         BnC4HB   (904) CGGGTAGCGAGGGGTTAAAATGCGCCATTGATCACATTCTTGATGCTCAACAGAAGGGGG 
     Br-cr-C4HL   (898) CAGGAAGCGAAGGATTGAAATGCGCTATTGATCACATCCTTGAAGCTCAACAGAAGGGTG 
       BrA-C4HL   (896) CAGGAAGCGAAGGATTGAAATGCGCTATTGATCACATCCTTGAAGCTCAACAGAAGGGTG 
     Br-sk-C4HL   (896) CAGGAAGCGAAGGATTGAAATGCGCTATTGATCACATCCTTGAAGCTCAACAGAAGGGTG 
   BcCyp450_C4H   (958) CAGGAAGCGAAGGATTGAAATGCGCTATTGATCACATCCTTGAAGCTCAACAGAAGGGTG 
BrC4H(DQ457008)   (897) CAGGAAGCGAAGGATTGAAATGCGCTATTGATCACATCCTTGAAGCTCAACAGAAGGGTG 
        BrC4H-1   (809) CAGGAAGCGAAGGATTGAAATGCGCTATTGATCACATCCTTGAAGCTCAACAGAAGGGTG 
        BrC4H-2   (809) CAGGAGGTGGAGGATTGAAATGCGCCATTGATCACATCCTTGAAGCTCAAAAGAAGGGAG 
        BrC4H-3   (809) CGGGTAGCGAAGGGTTGAAATGCGCCATTGATCATATCCTTGATGCTCAACAGAAGGGGG 
        BrC4H-4   (809) CGGGAAGCG------TGAAATACGCCATTGATCACATCCTTGAAGCTGAAGAGAAGGGAG 
        BrC4H-5   (809) CAGGAAGCGAAGGATTGAAATGCGCCATTGATCATATCATTGAAGCTCAACAGAAGGGAG 
        BoC4H-1   (809) CGGGGAGCG------TGAAATACGCCATTGATCACATCCTTGAAGCTGAAGAGAAGGGAG 
        BoC4H-2   (809) CAGGAAGCGAAGGACTGAAATGCGCCATTGATCATATCGTTGAAGCACAACAGAAGGGAG 
        BoC4H-3   (809) CAGGAAGCGAAGGATTGAAATGCGCCATCGATCACATCCTTGAAGCTCAACAGAAGGGAG 
        BoC4H-4   (809) CAGGAGTTGGAGGATTGAAATGCGCCATTGATCACATCCTTGAAGCTCAAAACAAGGGAG 
        BoC4H-5   (809) CGGGTAGCGAGGGGTTGAAATGTGCCATCGATCACATTCTTGATGCTCAACAGAAGGGGG 

 
          AtC4H   (869) AAATCAACGAGGACAATGTTCTTTACATCGTCGAGAACATCAATGTCGCCGCGATTGAGA 
         BnC4HA   (962) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
         BnC4HB   (964) AGATCAATGAGGACAATGTTCTTTACATTGTTGAGAACATTAATGTCGCTGCGATTGAGA 
     Br-cr-C4HL   (958) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
       BrA-C4HL   (956) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
     Br-sk-C4HL   (956) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
   BcCyp450_C4H  (1018) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
BrC4H(DQ457008)   (957) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
        BrC4H-1   (869) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
        BrC4H-2   (869) AAATCAACGAGGATAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCGATTGAGA 
        BrC4H-3   (869) AGATTAATGAGGACAACGTTCTTTACATTGTTGAGAACATTAATGTCGCTGCGATTGAGA 
        BrC4H-4   (863) AAATCAATGCGGACAACGTTCTTTATATCGTCGAGAACATCAACGTAGCTGCTATTGAGA 
        BrC4H-5   (869) AGATCAACGAGGACAACGTTCTTTACATCGTCGAGAACATCAATGTCGCTGCTATTGAGA 
        BoC4H-1   (863) AAATCAATGCGGACAACGTTCTTTATATCGTCGAGAACATCAACGTAGCTGCTATTGAGA 
        BoC4H-2   (869) AGATCAACGAGGACAACGTTCTTTACATCGTCGAGAACATCAATGTCGCTGCTATTGAGA 
        BoC4H-3   (869) AGATCAACGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCTATTGAGA 
        BoC4H-4   (869) AAATCAATGAGGACAACGTTCTTTACATCGTTGAGAACATCAATGTCGCTGCGATTGAGA 



        BoC4H-5   (869) AGATCAATGAGGACAACGTTCTTTACATTGTTGAGAACATTAATGTCGCTGCGATTGAGA 
 

          AtC4H   (929) CAACATTGTGGTCTATCGAGTGGGGAATTGCAGAGCTAGTGAACCATCCTGAAATCCAGA 
         BnC4HA  (1022) CAACATTGTGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCTGAGATCCAAA 
         BnC4HB  (1024) CAACATTGTGGTCCATCGAATGGGGAGTTGCGGAGCTAGTGAACCATCCTGAGATCCAAA 
     Br-cr-C4HL  (1018) CAACATTATGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCAGAGATCCAGA 
       BrA-C4HL  (1016) CAACATTATGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCAGAGATCCAGA 
     Br-sk-C4HL  (1016) CAACATTATGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCAGAGATCCAGA 
   BcCyp450_C4H  (1078) CAACATTATGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCAGAGATCCAGA 
BrC4H(DQ457008)  (1017) CAACATTATGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCAGAGATCCAGA 
        BrC4H-1   (929) CAACATTATGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCAGAGATCCAGA 
        BrC4H-2   (929) CAACACTAACGTCTATGGAGTGGGGAATAGCAGAGCTAGTGAACCATCCTGAAATCCAGA 
        BrC4H-3   (929) CAACATTGTGGTCCATCGAATGGGGAGTTGCGGAGCTAGTGAACCATCCGGAGATCCAAA 
        BrC4H-4   (923) CAACACTATGGTCTATTGAATGGGGAATTGCGGAGCTAGTGAACCATCCTGAGATTCAGA 
        BrC4H-5   (929) CAACATTGTGGTCTATCGAGTGGGGAATAGCGGAGCTAGTGAACCATCCTGAGATCCAGA 
        BoC4H-1   (923) CAACACTATGGTCTATTGAATGGGGAATTGCGGAGCTAGTGAACCATCCTGAGATTCAGA 
        BoC4H-2   (929) CAACACTGTGGTCTATCGAGTGGGGAATCGCGGAGCTAGTGAACCATCCTGAGATCCAGA 
        BoC4H-3   (929) CAACATTGTGGTCCATCGAATGGGGAATTGCGGAGCTAGTGAACCATCCTGAGATCCAAA 
        BoC4H-4   (929) CAACACTAACGTCTATGGAGTGGGGAATAGCAGAGCTAGTGAACCATCCTGATATCCAGA 
        BoC4H-5   (929) CAACATTGTGGTCCATCGAATGGGGAGTTGCGGAGCTAGTGAACCATCCTGAGATCCAAA 

 
          AtC4H   (989) GTAAGCTAAGGAACGAACTCGACACAGTTCTTGGACCGGGTGTGCAAGTCACCGAGCCTG 
         BnC4HA  (1082) GCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
         BnC4HB  (1084) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGCGTGCAAGTCACAGAGCCTG 
     Br-cr-C4HL  (1078) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
       BrA-C4HL  (1076) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
     Br-sk-C4HL  (1076) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
   BcCyp450_C4H  (1138) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
BrC4H(DQ457008)  (1077) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
        BrC4H-1   (989) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
        BrC4H-2   (989) GCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGCGTGCATGTCACGGAGCCTG 
        BrC4H-3   (989) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGCGTGCAAGTCACGGAGCCTG 
        BrC4H-4   (983) GCAAGCTAAGAAACGAAATCGACACGGTTCTTGGACCAGGCGTGCAAGTCACAGAGCCTG 
        BrC4H-5   (989) GCAAGCTAAGGAACGAAATCGATACGGTTCTTGGACCAGGCGTTCAAATCACAGAGCCTG 
        BoC4H-1   (983) GCAAGCTAAGAAACGAAATCGACACGGTTCTTGGACCAGGCGTGCAAGTCACAGAGCCTG 
        BoC4H-2   (989) GCAAGCTAAGGAACGAGATCGACACGGTTCTTGGACCAGGAGTTCAAATCACAGAGCCTG 
        BoC4H-3   (989) GCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGAGTTCAAGTCACGGAGCCTG 
        BoC4H-4   (989) GCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACTAGGCGTGCAAGTCACGGAGCCTG 
        BoC4H-5   (989) CCAAGCTAAGGAACGAAATCGACACGGTTCTTGGACCAGGCGTGCAAGTCACAGAGCCTG 

 
          AtC4H  (1049) ATCTTCACAAACTTCCATACCTTCAAGCTGTGGTTAAGGAGACTCTTCGTCTGAGAATGG 
         BnC4HA  (1142) AGCTTCACAAGCTTCCATATCTCCAAGCCGTGATCAAGGAAACACTTCGTCTAAGAATGG 
         BnC4HB  (1144) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAAGAGACGCTTCGACTAAGAATGG 
     Br-cr-C4HL  (1138) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAGGAAACGCTTCGTCTAAGAATGG 
       BrA-C4HL  (1136) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAGGAAACGCTTCGTCTAAGAATGG 
     Br-sk-C4HL  (1136) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCGAGGAAACGCTTCGTCTAAGAATGG 
   BcCyp450_C4H  (1198) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAGGAAACGCTTCGTCTAAGAATGG 
BrC4H(DQ457008)  (1137) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAGGAAACGCTTCGTCTAAGAATGG 
        BrC4H-1  (1049) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAGGAAACGCTTCGTCTAAGAATGG 
        BrC4H-2  (1049) CGCTTCACAAGCTTCCGTACCTCCAAGCTGTGATAAAAGAGACCATCCGTAGAAGAATGG 
        BrC4H-3  (1049) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAAGAGACGCTTCGACTAAGAATGG 
        BrC4H-4  (1043) ACCTTCACAAGCTTCCATACCTCCAAGTCGTGCTCAAGGAGACACTTCGTCTAAGAATGG 
        BrC4H-5  (1049) AGCTGCACAAGCTTCCCTACCTCCAAGCCGTGATCAAGGAGACGCTTAGACTAAGAATGG 
        BoC4H-1  (1043) GCCTTCACAAGCTTCCATACCTCCAAGCCGTGCTCAAGGAGACACTTCGTCTAAGAATGG 
        BoC4H-2  (1049) AGCTACACAAGCTTCCCTACCTCCAAGCAGTGATCAAGGAGACGCTTCGACTAAGAATGG 
        BoC4H-3  (1049) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAGGAAACACTTCGTCTAAGAATGG 
        BoC4H-4  (1049) AGCTTCACAGGCTTCCATACCTCCAAGCTGTGATCAAGGAGACAATCCGTAGAAGAATGG 
        BoC4H-5  (1049) AGCTTCACAAGCTTCCATACCTCCAAGCCGTGATCAAGGAGACACTTCGACTAAGAATGG 

 
          AtC4H  (1109) CGATTCCTCTCCTCGTGCCTCACATGAACCTCCATGATGCGAAGCTCGCTGGCTACGATA 
         BnC4HA  (1202) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCTGGCTACGACA 
         BnC4HB  (1204) CTATTCCCCTCCTAGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCCGGCTACGATA 
     Br-cr-C4HL  (1198) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCTGGCTACGACA 



       BrA-C4HL  (1196) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTTGCTGGCTACGACA 
     Br-sk-C4HL  (1196) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCTGGCTACGACA 
   BcCyp450_C4H  (1258) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTTGCTGGCTACGACA 
BrC4H(DQ457008)  (1197) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCTGGCTACGACA 
        BrC4H-1  (1109) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTTGCTGGCTACGACA 
        BrC4H-2  (1109) CTGTTCCTCTCCTCGTGCCTCACATGAACCTCAAAGACGCTAAACTCGCTGGCTACGACA 
        BrC4H-3  (1109) CTATTCCCCTCCTAGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCCGGCTACGATA 
        BrC4H-4  (1103) GTGTACCACTCCTCGTACCACACATGAACCTCAAGGACGCTAAGCTCGCTGGCTATGACA 
        BrC4H-5  (1109) CTATACCTCTCCTTGTGCCACACATGAACCTCAACGACGCTAAGCTGGCTGGCTACGACA 
        BoC4H-1  (1103) GTGTACCACTCCTCGTACCACACATGAACCTCAAGGACGCTAAGCTCGCTGGCTATGACA 
        BoC4H-2  (1109) CTATACCTCTCCTTGTGCCACACATGAACCTCAACGACGCTAAGCTCGCTGGGTACGACA 
        BoC4H-3  (1109) CTATTCCTCTCCTCGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCTGGCTACGACA 
        BoC4H-4  (1109) CTGTTCCTCTCCTCGTGCCTCACATGAACCTCAAAGACGCTAAACTTGCTGGCTACGACA 
        BoC4H-5  (1109) CTATTCCCCTCCTAGTCCCTCACATGAACCTCAACGACGCTAAGCTCGCCGGCTACGATA 

 
          AtC4H  (1169) TCCCAGCAGAAAGCAAAATCCTTGTTAATGCTTGGTGGCTAGCAAACAACCCCAACAGCT 
         BnC4HA  (1262) TCCCCGCGGAAAGCAAGATCCTGGTCAATGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
         BnC4HB  (1264) TCCCAGCGGAAAGCAAGATCCTTGTCAATGCCTGGTGGCTAGCAAACAACCCTAACAGCT 
     Br-cr-C4HL  (1258) TCCCGGCGGAAAGCAAGATCCTGGTCAACGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
       BrA-C4HL  (1256) TCCCGGCGGAAAGCAAGATCCTGGTCAACGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
     Br-sk-C4HL  (1256) TCCCGGCGGAAAGCAAGATCCTGGTCAACGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
   BcCyp450_C4H  (1318) TCCCGGCGGAAAGCAAGATCCTGGTCAACGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
BrC4H(DQ457008)  (1257) TCCCGGCGGAAAGCAAGATCCTGGTCAACGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
        BrC4H-1  (1169) TCCCGGCGGAAAGCAAGATCCTGGTCAACGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
        BrC4H-2  (1169) TTCCAGCAGAAAGCAGAATCTTGATCAATGCCTGGTGGCTAGCAAACAACCCTGACAGCT 
        BrC4H-3  (1169) TCCCAGCGGAAAGCAAGATCCTTGTCAATGCCTGGTGGCTAGCAAACAACCCTAACAGCT 
        BrC4H-4  (1163) TCCCAGCAGAAAGCAAAATCTTGGTCAATGCATGGTGGCTAGGGAACAACTCTGAGAGCT 
        BrC4H-5  (1169) TCCCAGCGGAAAGCAAGATCTTGGTCAATGCCTGGTGGCTAGCGAACAGCCCTGAGAGCT 
        BoC4H-1  (1163) TCCCAGCAGAAAGCAAAATCTTGGTCAATGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
        BoC4H-2  (1169) TCCCAGCGGAAAGCAAGATCTTGGTCAATGCTTGGTGGCTAGCGAACAACCCCGAGAGCT 
        BoC4H-3  (1169) TCCCCGCGGAAAGCAAGATCCTGGTCAATGCCTGGTGGCTAGCGAACAACCCTGAGAGCT 
        BoC4H-4  (1169) TCCCAGAAGAAAGCAGAATCTTGATCAATGCCTGGTGGCTAGCAAACAACCCTGACAGCT 
        BoC4H-5  (1169) TCCCAGCGGAAAGCAAGATCCTGGTCAATGCCTGGTGGCTAGCAAACAACCCTAACAGCT 

 
          AtC4H  (1229) GGAAGAAGCCTGAAGAGTTTAGACCAGAGAGGTTCTTTGAAGAAGAATCGCACGTGGAAG 
         BnC4HA  (1322) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGATTCTTTGAAGAAGAGGCACACGTGGAAG 
         BnC4HB  (1324) GGAAGAAGCCTGAAGAGTTTAGACCAGAGAGGTTCTTTGAAGAAGAGGCGCACGTGGAAG 
     Br-cr-C4HL  (1318) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGGTTCTTTGAAGAAGAGGCACACGTGGAAG 
       BrA-C4HL  (1316) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGGTTCTTTGAAGAAGAGGCACACGTGGAAG 
     Br-sk-C4HL  (1316) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGGTTCTTTGAAGAAGAGGCACACGTGGAAG 
   BcCyp450_C4H  (1378) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGGTTCTTTGAAGAAGAGGCACACGTGGAAG 
BrC4H(DQ457008)  (1317) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGGTTCTTTGAAGAAGAGGCACACGTGGAAG 
        BrC4H-1  (1229) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGGTTCTTTGAAGAAGAGGCACACGTGGAAG 
        BrC4H-2  (1229) GGAATTCGCCTGAAGAGTTTAGACCCGAGAGGTTCCTCGAAGAAGAGGCGCATGTGGAAG 
        BrC4H-3  (1229) GGAAGAAGCCTGAAGAGTTTAGACCGGAGAGGTTCTTTGAAGAAGAGGCTCACGTGGAAG 
        BrC4H-4  (1223) GGAAGAAACCTGAAGAGTTTAGGCCGGAGAGGTTTCTTGAAGAAGAGGCGCATGTGGAAG 
        BrC4H-5  (1229) GGAAGAAACCTGAAGAGTTTAGGCCGGAGAGGTTCTTTGAAGAAGAGGCGCATGTGGAAG 
        BoC4H-1  (1223) GGAAGAAACCTGAAGAGTTTAGGCCGGAGAGGTTTCTTGAAGAAGAGGCGCATGTGGAAG 
        BoC4H-2  (1229) GGAAGAAGCCTGAAGAGTTTAGACCCGAGAGGTTCTTTGAAGAAGAGGCGCATGTGGAAG 
        BoC4H-3  (1229) GGAAGAAGCCTGAAGAGTTTAGGCCCGAGAGGTTCTTTGAAGAAGAGGCACACGTGGAAG 
        BoC4H-4  (1229) GGAATTCGCCTGAAGAGTTTAGACCCGAGAGGTTCCTCGAAGAAGAGGCGCATGTGGAAG 
        BoC4H-5  (1229) GGGAGAAGCCTGAAGAGTTTAGACCCGAGAGGTTTTTTGAAGAAGAGGCGCACGTGGAAG 

 
          AtC4H  (1289) CTAACGGTAATGACTTCAGGTATGTGCCATTTGGTGTTGGACGTCGAAGCTGTCCCGGGA 
         BnC4HA  (1382) CGAACGGTAATGACTTTAAGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCGGGGA 
         BnC4HB  (1384) CCAACGGTAATGACTTTAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCTGGGA 
     Br-cr-C4HL  (1378) CGAACGGTAATGACTTTAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCGGGGA 
       BrA-C4HL  (1376) CGAACGGTAATGACTTTAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCGGGGA 
     Br-sk-C4HL  (1376) CGAACGGTAATGACTTTAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCAGGGA 
   BcCyp450_C4H  (1438) CGAACGGTAATGACTTTAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCGGGGA 
BrC4H(DQ457008)  (1377) CGAACGGTAATGACTTTAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCGGGGA 
        BrC4H-1  (1289) CGAACGGTAATGACTTTAGGTATGTGCCGTTTGGTGTTGGACGGAGAAGCTGTCCGGGGA 
        BrC4H-2  (1289) CAAACGGTAATGACTTCAGGTATGTACCGTTTGGTGTTGGACGTAGAAGCTGTCCTGGGA 



        BrC4H-3  (1289) CCAATGGTAACGACTTTAGGGATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCAGGGA 
        BrC4H-4  (1283) CAAACGGTAACGACTTCAGGTACTTGCCGTTTGGTCTTGGACGTAGAAGCTGTCCTGGGA 
        BrC4H-5  (1289) CCAATGGTAATGACTTCAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCTGGGA 
        BoC4H-1  (1283) CAAACGGTAACGACTTCAGGTACTTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCTGGGA 
        BoC4H-2  (1289) CCAATGGTAATGACTTCAGGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCTGGGA 
        BoC4H-3  (1289) CGAACGGTAATGACTTTAAGTATGTGCCGTTTGGTGTTGGACGTAGAAGCTGTCCGGGGA 
        BoC4H-4  (1289) CAAACGGTAATGACTTCAGGTATGTACCGTTTGGTGCTGGACGTAGAAGCTGTCCTGGGA 
        BoC4H-5  (1289) CCAATGGTAACGACTTTAGGTATGTGCCGTTTGGTGTTGGGCGTAGAAGCTGTCCTGGGA 

 
          AtC4H  (1349) TTATATTGGCATTGCCTATTTTGGGGATCACCATTGGTAGGATGGTCCAGAACTTCGAGC 
         BnC4HA  (1442) TTATATTGGCGTTGCCTATTCTGGGAATCACGATTGGTAGGTTGGTGCAGAACTTCGAGC 
         BnC4HB  (1444) TTATATTGGCGTTGCCCATTTTGGGAATCACTATTGGTAGGTTGGTTCAAAACTTCGAGC 
     Br-cr-C4HL  (1438) TTATATTGGCGTTGCCTATTTTGGGAATCACGATTGGTAGGATGGTACAGAACTTCGAGC 
       BrA-C4HL  (1436) TTATATTGGCGTTGCCTATTTTGGGAATCACGATTGGTAGGATGGTACAGAACTTCGAGC 
     Br-sk-C4HL  (1436) TTATATTGGCGTTGCCTATTTTGGGAATCACGATTGGTAGGATGGTACAGAACTTCGAGC 
   BcCyp450_C4H  (1498) TTATATTGGCGTTGCCTATTTTGGGAATCACGATTGGTAGGATGGTACAGAACTTCGAGC 
BrC4H(DQ457008)  (1437) TTATATTGGCGTTGCCTATTTTGGGAATCACGATTGGTAGGATGGTTCAGAACTTCGAGC 
        BrC4H-1  (1349) TTATATTGGCGTTGCCTATTTTGGGAATCACGATTGGTAGGATGGTACAGAACTTCGAGC 
        BrC4H-2  (1349) TTATATTGGCCTTGCCCATTTTAGGAATCACCATTGGTAGGTTGGTTCAGAACTTCGAGC 
        BrC4H-3  (1349) TTATATTGGCGTTGCCCATTTTGGGAATCACTATTGGTAGGTTGGTTCAAAACTTCGAGC 
        BrC4H-4  (1343) TTGTACTAGCATTGCCCATTTTGGGAATCACCATTGGTAGATTGGTACAAAACTTCGAGC 
        BrC4H-5  (1349) TTATATTGGCGTTGCCCATTTTGGGAATCACTATCGGTAGGTTGGTACAGAACTTCGAGC 
        BoC4H-1  (1343) TTGTACTAGCATTGCCCATTTTGGGAATCACCATTGGTAGATTGGTACAGAACTTCGAG- 
        BoC4H-2  (1349) TTATATTGGCGTTGCCCATTTTGGGAATCACGATTGGTAGGTTGGTACAGAACTTCGAGC 
        BoC4H-3  (1349) TTATATTGGCGTTGCCTATTCTGGGAATCACGATTGGTAGGTTGGTGCAGAACTTCGAGC 
        BoC4H-4  (1349) TTATATTGGCCTTGCCCATTTTAGGAATCACCATTGGTAGGTTGGTTCAGAACTTCGAGC 
        BoC4H-5  (1349) TTATATTGGCGTTGCCCATTTTGGGAATCACTATTGGTAGGTTGGTTCAAAACTTTGAGC 

 
          AtC4H  (1409) TTCTTCCTCCTCCAGGACAGTCTAAAGTGGATACTAGTGAGAAAGGTGGACAATTCAGCT 
         BnC4HA  (1502) TTCTTCCTCCTCCGGGACAGTCTAAAGTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
         BnC4HB  (1504) TACTTCCTCCTCCCGGACAGTCTAAAGTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
     Br-cr-C4HL  (1498) TTCTTCCTCCTCCAGGACAGTCTAAATTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
       BrA-C4HL  (1496) TTCTTCCTCCTCCAGGACAGTCTAAATTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
     Br-sk-C4HL  (1496) TTCTTCCTCCTCCAGGACAGTCTAAATTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
   BcCyp450_C4H  (1558) TTCTTCCTCCTCCAGGACAGTCTAAATTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
BrC4H(DQ457008)  (1497) TCCTTCCTCCTCCCGGACAGTCTAAAATCGATACCTCTGAGAAAAGTGGACAGTTCAGCT 
        BrC4H-1  (1409) TTCTTCCTCCTCCAGGACAGTCTAAATTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
        BrC4H-2  (1409) TCCTTCCTCCTCCCGGACAGTCTAAAATCGATACCTCTGAGAAAAGTGGACAGTTCAGCT 
        BrC4H-3  (1409) TACTTCCTCCTCCGGGACAGTCTAAAGTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
        BrC4H-4  (1403) TTTTTCCTCCTCCGGGACAGTCTAAAGTGGATACCACTGAGATAGGTGGACAGTTCAGCC 
        BrC4H-5  (1409) TACTTCCTCCTCCAGGACAGTCTAAAGTTGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
        BoC4H-1  (1402) TTTTTCCTCCTCCGGGACAGTCTAAAGTGGATACCACTGAGATAG--------------- 
        BoC4H-2  (1409) TTCTTCCTCCTCCAGGACAGTCTAAAGTTGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
        BoC4H-3  (1409) TTCTTCCTCCTCCGGGACAGTCTAAAGTGGATACTTCTGAGAAAGGTGGACAGTTCAGCT 
        BoC4H-4  (1409) TCCTTCCTCCTCCGGGACAGTCTAAAATCGATACCTCTGAGAAAAGGGGACAGTTCAGCT 
        BoC4H-5  (1409) TACTTCCTCCTCCGGGACAGTCTAAAGTGGATACTTCTGAGAAAGGTGGACAGTTTAGCT 

 
          AtC4H  (1469) TGCACATCCTTAACCACTCCATAATCGTTATGAAACCAAGGAACTGTTAA---------- 
         BnC4HA  (1562) TGCACATCCTTCACCATTCCACCATCGTAATGAAGCCAAGGTCCTTTTAA-------AAT 
         BnC4HB  (1564) TGCACATCCTAAACCACTCAACAATCGTAATGAAGCCAAGGACCATTTGA-------ATT 
     Br-cr-C4HL  (1558) TGCACATCCTTCACCACTCCACCATCGTAATGAAGCCAAGGTCCTTTTAA-------AAT 
       BrA-C4HL  (1556) TGCACATCCTTCACCACTCCACCATCGTAATGAAGCCAAGGTCCTTTTAA-------AAT 
     Br-sk-C4HL  (1556) TGCACATCCTTCACCACTCCACCATCGTAATGAAGCCAAGGTCCTTTTAA-------A-T 
   BcCyp450_C4H  (1618) TGCACATCCTTCACCACTCCACCATCGTAATGAAGCCAAGGTCCTTTTAA-------AAT 
BrC4H(DQ457008)  (1557) TGCAGATCCTTAACCAATCCACAATAGTAATGAAACCAAGGGCCTTCTGAGAAAAGTAAT 
        BrC4H-1  (1469) TGCACATCCTTCACCACTCCACCATCGTAATGAAGCCAAGG------------------- 
        BrC4H-2  (1469) TGCAGATCCTTAACCAATCCACAATAGTAATGAAACCAAGG------------------- 
        BrC4H-3  (1469) TGCACATCCTAAACCACTCCACAATCGTAATGAAGCCAAGG------------------- 
        BrC4H-4  (1463) TGAAGATCCTTAACCACTCCACAATCGTTATGAAACCAAGG------------------- 
        BrC4H-5  (1469) TGCACATCCTTAACCACTCCACAATTGTAATGAAGCCAAGG------------------- 
        BoC4H-1  (1447) ------------------------------------------------------------ 
        BoC4H-2  (1469) TGCATATCCTTAACCACTCCACAATTGTAATGAAGCCAAGG------------------- 
        BoC4H-3  (1469) TGCACATCCTTCACCATTCCACCATCGTAATGAAGCCAAGGCAAAAACAA------TACT 



        BoC4H-4  (1469) TGCAGATCCTTAACCAATCCACAATAGTAATGAAACCAAGG------------------- 
        BoC4H-5  (1469) TGCACATCCTTAACCACTCCACAATCGTAATGAAGCCAAGG------------------- 

 
          AtC4H  (1519) ------------------------------------------------------------ 
         BnC4HA  (1615) GACTTCTGTTTACACTATAGTGATGTTTGTTGAATATTCCACGTTTTTGTTTC-GTATTT 
         BnC4HB  (1617) TTCTAAATAATAAAGACAAGAAAATATA----AATTCTGCAAAAATGACTTTT-GTAAT- 
     Br-cr-C4HL  (1611) GACTTCTGTTTACACTATAGTGATGTTTGTTGAATATTCCATGTT--------------- 
       BrA-C4HL  (1609) GACTTCTTTTTACACTATAGTGATGTTTGTTGAATATTCCATGTT--------------- 
     Br-sk-C4HL  (1608) GACTTCTGTTTACACTATAGTGATGTTTGTTGAATATTCC-------------------- 
   BcCyp450_C4H  (1671) GACTTCTTTTTACACTATAGTGATGTTTGTTGAATATTCCTTGTTTTTGTTTT-GTACTA 
BrC4H(DQ457008)  (1617) TTCTGCCAAATGACTTCTTGTTATGTGAATGGCATTATAACTATGTTTTTTGT-ATAACC 
        BrC4H-1  (1510) ------------------------------------------------------------ 
        BrC4H-2  (1510) ------------------------------------------------------------ 
        BrC4H-3  (1510) ------------------------------------------------------------ 
        BrC4H-4  (1504) ------------------------------------------------------------ 
        BrC4H-5  (1510) ------------------------------------------------------------ 
        BoC4H-1  (1447) ------------------------------------------------------------ 
        BoC4H-2  (1510) ------------------------------------------------------------ 
        BoC4H-3  (1523) TTGAGCAGAGGAGACGGCAACAGCATCAGTTCACGGCTGGGTCTGGGAGCTGTAGTAGTG 
        BoC4H-4  (1510) ------------------------------------------------------------ 
        BoC4H-5  (1510) ------------------------------------------------------------ 

 
          AtC4H  (1519) ------------------------------------------------------------ 
         BnC4HA  (1674) TGTAAGGTGTTTGTGTAAAAAAATGGT---TTCGT-TCCAATATTGCAATAACTATTGGT 
         BnC4HB  (1671) -G---GATGGTTGTGAGATATGTTG--------------AATATTCAATGTGTTGTTTCT 
     Br-cr-C4HL  (1656) ------------------------------------------------------------ 
       BrA-C4HL  (1654) ------------------------------------------------------------ 
     Br-sk-C4HL  (1648) ------------------------------------------------------------ 
   BcCyp450_C4H  (1730) TTTTGTAAGGTGTTGTGTAAAATGGAT---T-CGT-TCCAATATCGCAATAACTATTGGT 
BrC4H(DQ457008)  (1676) TGTT-GAATATTGTGTAAAATGTTGAAGGGTTCGT-TCCATGGTTGCAAGAATAAGTGGT 
        BrC4H-1  (1510) ------------------------------------------------------------ 
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        BrC4H-3  (1519) ------------------------------------------------------------ 
        BrC4H-4  (1513) ------------------------------------------------------------ 
        BrC4H-5  (1519) ------------------------------------------------------------ 
        BoC4H-1  (1447) ------------------------------------------------------------ 
        BoC4H-2  (1519) ------------------------------------------------------------ 
        BoC4H-3  (3143) AACACAACTACATGAACTGTGTATCAGCAAACCATAAATCTAAACTAGCAGGAGACGTAT 
        BoC4H-4  (1519) ------------------------------------------------------------ 
        BoC4H-5  (1519) ------------------------------------------------------------ 

 
          AtC4H  (1519) ------------------------------------------------------------ 
         BnC4HA  (1768) ------------------------------------------------------------ 
         BnC4HB  (1740) ------------------------------------------------------------ 
     Br-cr-C4HL  (1656) ------------------------------------------------------------ 
       BrA-C4HL  (1654) ------------------------------------------------------------ 
     Br-sk-C4HL  (1648) ------------------------------------------------------------ 
   BcCyp450_C4H  (1814) ------------------------------------------------------------ 
BrC4H(DQ457008)  (1734) ------------------------------------------------------------ 
        BrC4H-1  (1519) ------------------------------------------------------------ 
        BrC4H-2  (1519) ------------------------------------------------------------ 
        BrC4H-3  (1519) ------------------------------------------------------------ 
        BrC4H-4  (1513) ------------------------------------------------------------ 
        BrC4H-5  (1519) ------------------------------------------------------------ 
        BoC4H-1  (1447) ------------------------------------------------------------ 
        BoC4H-2  (1519) ------------------------------------------------------------ 
        BoC4H-3  (3203) GCAGTTTTGGGAGTGATACGTTATCAGAGAACGATAATGAACAAAGCAAAGAAGTGAATG 
        BoC4H-4  (1519) ------------------------------------------------------------ 
        BoC4H-5  (1519) ------------------------------------------------------------ 

 
          AtC4H  (1519) ------------------------------------------------------------ 
         BnC4HA  (1768) ------------------------------------------------------------ 
         BnC4HB  (1740) ------------------------------------------------------------ 
     Br-cr-C4HL  (1656) ------------------------------------------------------------ 
       BrA-C4HL  (1654) ------------------------------------------------------------ 
     Br-sk-C4HL  (1648) ------------------------------------------------------------ 
   BcCyp450_C4H  (1814) ------------------------------------------------------------ 
BrC4H(DQ457008)  (1734) ------------------------------------------------------------ 
        BrC4H-1  (1519) ------------------------------------------------------------ 
        BrC4H-2  (1519) ------------------------------------------------------------ 
        BrC4H-3  (1519) ------------------------------------------------------------ 
        BrC4H-4  (1513) ------------------------------------------------------------ 
        BrC4H-5  (1519) ------------------------------------------------------------ 



        BoC4H-1  (1447) ------------------------------------------------------------ 
        BoC4H-2  (1519) ------------------------------------------------------------ 
        BoC4H-3  (3263) ATCCAAAAAATCAGGGAGATGAGACCTCATCATCCGTTGCAAAGAGCCTCTCAGACGAAA 
        BoC4H-4  (1519) ------------------------------------------------------------ 
        BoC4H-5  (1519) ------------------------------------------------------------ 

 
          AtC4H  (1519) ------------------------------------------------------------ 
         BnC4HA  (1768) ------------------------------------------------------------ 
         BnC4HB  (1740) ------------------------------------------------------------ 
     Br-cr-C4HL  (1656) ------------------------------------------------------------ 
       BrA-C4HL  (1654) ------------------------------------------------------------ 
     Br-sk-C4HL  (1648) ------------------------------------------------------------ 
   BcCyp450_C4H  (1814) ------------------------------------------------------------ 
BrC4H(DQ457008)  (1734) ------------------------------------------------------------ 
        BrC4H-1  (1519) ------------------------------------------------------------ 
        BrC4H-2  (1519) ------------------------------------------------------------ 
        BrC4H-3  (1519) ------------------------------------------------------------ 
        BrC4H-4  (1513) ------------------------------------------------------------ 
        BrC4H-5  (1519) ------------------------------------------------------------ 
        BoC4H-1  (1447) ------------------------------------------------------------ 
        BoC4H-2  (1519) ------------------------------------------------------------ 
        BoC4H-3  (3323) ATGAGTATGTACGATGTAACCCGAACAAGGAGGTTGTGAAAGCTCGGCATCAAGGAAACA 
        BoC4H-4  (1519) ------------------------------------------------------------ 
        BoC4H-5  (1519) ------------------------------------------------------------ 

                        
          AtC4H  (1519) ------------------------------------------------------------ 
         BnC4HA  (1768) ------------------------------------------------------------ 
         BnC4HB  (1740) ------------------------------------------------------------ 
     Br-cr-C4HL  (1656) ------------------------------------------------------------ 
       BrA-C4HL  (1654) ------------------------------------------------------------ 
     Br-sk-C4HL  (1648) ------------------------------------------------------------ 
   BcCyp450_C4H  (1814) ------------------------------------------------------------ 
BrC4H(DQ457008)  (1734) ------------------------------------------------------------ 
        BrC4H-1  (1519) ------------------------------------------------------------ 
        BrC4H-2  (1519) ------------------------------------------------------------ 
        BrC4H-3  (1519) ------------------------------------------------------------ 
        BrC4H-4  (1513) ------------------------------------------------------------ 
        BrC4H-5  (1519) ------------------------------------------------------------ 
        BoC4H-1  (1447) ------------------------------------------------------------ 
        BoC4H-2  (1519) ------------------------------------------------------------ 
        BoC4H-3  (3383) GAGGAGGAGAAAAGACAAGTAGAGACTCGCACCAACAAATGATAATGCTGGAAAGACGCA 
        BoC4H-4  (1519) ------------------------------------------------------------ 
        BoC4H-5  (1519) ------------------------------------------------------------ 

 
          AtC4H  (1519) -------------------------------------------------------- 
         BnC4HA  (1768) -------------------------------------------------------- 
         BnC4HB  (1740) -------------------------------------------------------- 
     Br-cr-C4HL  (1656) -------------------------------------------------------- 
       BrA-C4HL  (1654) -------------------------------------------------------- 
     Br-sk-C4HL  (1648) -------------------------------------------------------- 
   BcCyp450_C4H  (1814) -------------------------------------------------------- 
BrC4H(DQ457008)  (1734) -------------------------------------------------------- 
        BrC4H-1  (1519) -------------------------------------------------------- 
        BrC4H-2  (1519) -------------------------------------------------------- 
        BrC4H-3  (1519) -------------------------------------------------------- 
        BrC4H-4  (1513) -------------------------------------------------------- 
        BrC4H-5  (1519) -------------------------------------------------------- 
        BoC4H-1  (1447) -------------------------------------------------------- 
        BoC4H-2  (1519) -------------------------------------------------------- 
        BoC4H-3  (3443) CGCTTCAATTCGTTTGTTTAAACAAGACATTGCTCCTTGACTCTTTAAAAACTTAG 
        BoC4H-4  (1519) -------------------------------------------------------- 
        BoC4H-5  (1519) -------------------------------------------------------- 

 



3. BnTT4 

    AtTT4     (1) ------------------------------------------------------------ 
  BnTT4A1     (1) ------------------------------------------------------------ 
  BnTT4A2     (1) ---------------------------------------------------------GAA 
  BnTT4B1     (1) GATACATACATAACTTGCTTATTACGCAAAGTAACACATCGATCAAACTTTAGTTAAAAC 
  BnTT4B2     (1) ---ACATACATAACTTGCTTACTACGCAAAGTTACACATCGATCTAACTCTAGTTAAAAC 
  BrTT4-1     (1) ------------------------------------------------------------ 
  BrTT4-2     (1) ------------------------------------------------------------ 
  BrTT4-3     (1) ------------------------------------------------------------ 
  BrTT4-4     (1) ------------------------------------------------------------ 
  BrTT4-5     (1) ------------------------------------------------------------ 
  BrTT4-6     (1) ------------------------------------------------------------ 
  BoTT4-1     (1) ------------------------------------------------------------ 
  BoTT4-2     (1) ------------------------------------------------------------ 
  BoTT4-3     (1) ------------------------------------------------------------ 
  BoTT4-4     (1) ------------------------------------------------------------ 
    BjTT4     (1) ------------------------------------------------------------ 

 
    AtTT4     (1) --------------ATGGTGATGGCTGGTG---CTTCTTCTTTGGATGAGATCAGACAGG 
  BnTT4A1     (1) ------------------------------------------------------------ 
  BnTT4A2     (4) ACCAAGTTGGTAATACTATGGTGATGTGTACACCGTCTTCGTTGGATGAGATCAGAAAGG 
  BnTT4B1    (61) CTAGTTGGTTTAATATGGTGATGGGGCCT------TCTTCGTTGGATGAGATCAGAAAGG 
  BnTT4B2    (58) CTAGTTGGTTTAATATGGTGATGGTGGGTACAACCTCTTCGTTGGATGAGATCAGAAAGG 
  BrTT4-1     (1) -----------------ATGGTGATGTGTACACCGTCTTCGTTGGATGAGATCAGAAAGG 
  BrTT4-2     (1) --------------ATGGTGATGAGTAGGCCGTCATCATCGTTGGATGAGATCAGAAAGG 
  BrTT4-3     (1) -----------------ATGGTGATGGGTACACCGTCTTCGTTGGATGAGATCAGAAAGG 
  BrTT4-4     (1) -----------------ATGGTGATGGGTG---CCTTGTCCTTGGATGAGATCAGAAAGG 
  BrTT4-5     (1) --------------ATGGTGATGGGGCCT------TCTTCGTTGGATGAGATCAGAAAGG 
  BrTT4-6     (1) -----------------------ATGTGCACGCCGTCTTCGTTGGACGAGATCAGAAAGG 
  BoTT4-1     (1) -----------------ATGGTGATGTGTACACCGTCTTCGTTGGATGAGATCAGAAAGG 
  BoTT4-2     (1) --------------ATGGTGATGGTGGGTACAACCTCTTCGTTGGATGAGATCAGAAAGG 
  BoTT4-3     (1) --------------ATGGTCATGAGTAGGCCGTCATCATCGTTGGATGAGATCAGAAAGG 
  BoTT4-4     (1) -----------------ATGGTGATGTGTACACCGTCTTCGTTGGATGAGATCAGAAAGG 
    BjTT4     (1) -----------------ATGGTGATGTGTACACCGTCTTCGTTGGATGAGATCAGAAAGG 

 
    AtTT4    (44) CTCAGAGAGCTGATGGACCTGCAGGCATCTTGGCTATTGGCACTGCTAACCCTGAGAACC 
  BnTT4A1     (1) --------------------GCAGGTATCTTGGCGATAGGCACGGCTAACCCTGCCAACC 
  BnTT4A2    (64) CGCAGAGAGCAGATGGCCCAGCAGGTATATTGGCGATCGGCACGGCTAACCCTGCCAACC 
  BnTT4B1   (115) CACAGAGAGCAGACGGTCCTGCAGGCATCTTAGCGATAGGTACGGCCAACCCTGCGAACC 
  BnTT4B2   (118) CACAGAGAGCAGACGGCCCTGCAGGCATCTTGGCGATAGGTACGGCCAACCCTGCGAACC 
  BrTT4-1    (44) CGCAAAGAGCAGATGGCCCAGCAGGTATCTTGGCGATAGGCACGGCTAACCCTGCCAACC 
  BrTT4-2    (47) CACAAAGAGCTGATGGTCCCGCAGGTATCTTGGCTATAGGCACGGCCAACCCTGCGAACC 
  BrTT4-3    (44) CGCAAAGAGCAGATGGCCCAGCAGGTATCTTGGCGATAGGCACGGCTAACCCTGCCAACC 
  BrTT4-4    (41) CACAAAGAGGTGATGGACCAGCAAGCATCTTGGCCATAGGCACTGCCAACCCTCCAAACC 
  BrTT4-5    (41) CACAGAGAGCAGACGGTCCTGCAGGCATCTTAGCGATAGGTACGGCCAACCCTGCGAACC 
  BrTT4-6    (38) CACAGAGAGCAGATGGCCCTGCAGGTATCTTGGCGATAGGCACGGCCAACCCTGCGAACC 
  BoTT4-1    (44) CACAGAGAGCAGATGGCCCAGCAGGTATCTTGGCGATAGGCACGGCTAACCCTGCCAACC 
  BoTT4-2    (47) CACAGAGAGCAGACGGCCCTGCAGGCATCTTGGCGATAGGTACGGCCAACCCTGCGAACC 
  BoTT4-3    (47) CACAAAGAGCTGATGGTCCCGCAGGTATCTTGGCTATAGGCACGGCCAACCCTGCGAACC 
  BoTT4-4    (44) CGCAGAGAGCAGATGGCCCAGCAGGTATATTGGCGATCGGCACGGCTAACCCTGCCAACC 
    BjTT4    (44) CGCAAAGAGCAGATGGCCCAGCAGGTATCTTGGCGATAGGCACGGCTAACCCTGCCAACC 

 
    AtTT4   (104) ATGTGCTTCAGGCGGAGTATCCTGACTACTACTTCCGCATCACCAACAGTGAACACATGA 
  BnTT4A1    (41) ATGTGATCCAAGCGGAGTATCCTGACTACTACTTCCGCATCACCAACAGCGAACACATGA 
  BnTT4A2   (124) ATGTGATCCAAGCTGAGTATCCTGACTACTACTTCCGCATCACCAACAGCGAACACATGA 
  BnTT4B1   (175) ATGTGCTCCAAGCTGAGTATCCAGACTACTACTTCCGCATCACCAACAGTGAACACATGA 
  BnTT4B2   (178) ATGTGCTCCAAGCGGAGTATCCAGACTACTACTTCCGCATCACCAACAGTGAACACATGA 
  BrTT4-1   (104) ATGTGATCCAAGCGGAGTATCCTGACTACTACTTCCGCATCACCAACAGCGAACACATGA 
  BrTT4-2   (107) ATGTGATCCAAGCGGAGTATCCAGACTACTACTTCCGCATCACCAACAGTGAACACATGA 
  BrTT4-3   (104) ATGTGATCCAAGCGGAGTATCCTGACTACTACTTCCGCATCACCAACAGCGAACACATGA 
  BrTT4-4   (101) AAGTGATCCAAGCAGAGTATCCAGACTACTACTTCCGCATCACCAACAGTGAACACATGA 
  BrTT4-5   (101) ATGTGCTCCAAGCTGAGTATCCAGACTACTACTTCCGCATCACCAACAGTGAACACATGA 



  BrTT4-6    (98) ATGTGATCCAAGCGGAGTATCCCGACTACTACTTCCGCATCACCAACAGCGAACACATGA 
  BoTT4-1   (104) ATGTGATCCAAGCGGAGTATCCTGACTACTACTTCCGCATCACCAACAGCGAACACATGA 
  BoTT4-2   (107) ATGTGCTCCAAGCGGAGTATCCAGACTACTACTTCCGCATCACCAACAGTGAACACATGA 
  BoTT4-3   (107) ATGTGATCCAAGCGGAGTATCCTGACTACTACTTCCGCATCACCAACAGTGAACACATGA 
  BoTT4-4   (104) ATGTGATCCAAGCTGAGTATCCTGACTACTACTTCCGCATCACCAACAGCGAACACATGA 
    BjTT4   (104) ATGTGATCCAAGCGGAGTATCCTGACTACTACTTCCGCATCACCAACAGCGAACACATGA 

 
    AtTT4   (164) CCGACCTCAAGGAGAAGTTCAAGCGCATGTGCGACAAGTCGACAATTCGGAAACGTCACA 
  BnTT4A1   (101) CTGACCTTAAAGAGAAGTTCAAGCGCATGTGCGACAAGTCGACTATAAGAAAACGCCACA 
  BnTT4A2   (184) CTGACCTTAAAGAGAAGTTCAAGCGCATGTGCGACAAGTCGACTATAAGGAAACGCCACA 
  BnTT4B1   (235) CCGACCTTAAGGAGAAGTTCAAGCGCATGTGCGATAAGTCGACCATAAGAAAACGCCACA 
  BnTT4B2   (238) CCGACCTTAAGGAGAAGTTCAAGCGCATGTGCGATAAGTCGACCATAAGGAAACGCCACA 
  BrTT4-1   (164) CTGACCTTAAAGAGAAGTTCAAGCGCATGTGCGACAAGTCGACTATAAGGAAACGCCACA 
  BrTT4-2   (167) CTGACCTCAAGGAGAAGTTCAAGCGCATGTGTGACAAGTCGATGATAAGGAAACGACACA 
  BrTT4-3   (164) CTGACCTTAAAGAGAAGTTCAAGCGCATGTGCGACAAGTCGACGATAAGGAAACGCCACA 
  BrTT4-4   (161) CCGACCTCAAGGAGAAGTTCAAGCGCATGTGCGACAAATCAATGATAAAGAAACGTTACA 
  BrTT4-5   (161) CCGGCCTTAAGGAGAAGTTCAAGCGCATGTGCGATAAGTCGACCATAAGAAAACGCCACA 
  BrTT4-6   (158) TCGACCTTAAGGAGAAGTTCAAGCGCATGTGCGACAAATCGGGGATAAGGAAACGGCACA 
  BoTT4-1   (164) CTGACCTTAAAGAGAAGTTCAAGCGCATGTGCGACAAGTCGACTATAAGGAAACGCCACA 
  BoTT4-2   (167) CCGACCTTAAGGAGAAGTTCAAGCGCATGTGCGATAAGTCGACCATAAGGAAACGCCACA 
  BoTT4-3   (167) CTGACCTCAAGGAGAAGTTCAAGCGCATGTGTGACAAGTCGATGATAAGGAAACGACACA 
  BoTT4-4   (164) CTGACCTTAAAGAGAAGTTCAAGCGCATGTGCGACAAGTCGACTATAAGGAAACGCCACA 
    BjTT4   (164) CTGACCTTAAAGAGAAGTTCAAGCGCATGTGCGACAAGTCGACTATAAGAAAACGCCACA 

 
    AtTT4   (224) TGCATCTGACGGAGGAATTCCTCAAGGAAAACCCACACATGTGTGCTTACATGGCTCCTT 
  BnTT4A1   (161) TGCACCTAACCGAAGAGTTTCTAAAGGAGAACCCAGACATGTGCGCCTACATGGCTCCTT 
  BnTT4A2   (244) TGCACCTAACCGAAGAGTTTCTAAAGGAGAACCCAGACATGTGCGCCTACATGTCTCCTT 
  BnTT4B1   (295) TGCACTTGACCGAGGAGTTCTTGAAAGAGAACCCTAACATGTGCGCCTACATGGCCCCTT 
  BnTT4B2   (298) TGCACTTGACCGAGGAGTTCTTGAAAGAGAACCCTAATATGTGTGCCTACATGGCTCCTT 
  BrTT4-1   (224) TGCACCTAACCGAAGAGTTTCTAAAGGAGAACCCAGACATGTGCGCCTACATGGCTCCTT 
  BrTT4-2   (227) TGCACCTAACCGAGGAGTTCTTGAAGGAGAATCCCAACATGTGCGCCTACATGGCTCCTT 
  BrTT4-3   (224) TGCACCTAACCGAAGAGTTTCTAAAGGAGAACCCAGACATGTGCGCCTACATGGCTCCTT 
  BrTT4-4   (221) TGCACTTGACTGAAGAGTTTCTCAAGGACAACCCCAACGTATGCGCCTTCATGGCTCCTT 
  BrTT4-5   (221) TGCACTTGACCGAGGAGTTCTTGAAAGAGAACCCTAACATGTGTGCCTACATGGCTCCTT 
  BrTT4-6   (218) TGCACCTGACGGAAGAGTTTCTGAAGGACAATCCAAACATGTGCGCCTACATGGCTCCTT 
  BoTT4-1   (224) TGCACCTAACCGAAGAGTTTCTAAAGGAGAACCCAGACATGTGCGCCTACATGGCTCCTT 
  BoTT4-2   (227) TGCACTTGACCGAGGAGTTCTTGAAAGAGAACCCTAACATGTGCGCCTACATGGCTCCTT 
  BoTT4-3   (227) TGCACCTAACCGAGGAGTTCTTGAAGGAGAATCCGAACATGTGCGCCTACATGGCTCCTT 
  BoTT4-4   (224) TGCACCTAACCGAAGAGTTTCTAAAGGAGAACCCAGACATGTGCGCCTACATGTCTCCTT 
    BjTT4   (224) TGCACCTAACCGAAGAGTTTCTAAAGGAGAACCCAGACATGTGCGCCTACATGGCTCCTT 

 
    AtTT4   (284) CTCTGGACACCAGACAGGACATCGTGGTGGTCGAAGTCCCTAAGCTAGGCAAAGAAGCGG 
  BnTT4A1   (221) CTCTCGACGCTCGACAGGACATCGTGGTGGTCGAGGTCCCTAAGCTAGGCAAAGAGGCGG 
  BnTT4A2   (304) CTCTCGACGCTCGACAGGACATCGTGGTGGTCGAAGTCCCTAAGCTAGGCAAAGAGGCGG 
  BnTT4B1   (355) CTCTCGACGCTAGACAAGACCTCGTGGTGGTTGAAGTCCCTAAGCTAGGCAAAGATGCAG 
  BnTT4B2   (358) CGCTCGATGCTAGACAAGACCTCGTGGTGGTTGAAGTCCCTAAGCTAGGCAAAGATGCAG 
  BrTT4-1   (284) CTCTCGACGCTCGACAGGATATCGTGGTGGTCGAAGTCCCTAAGCTAGGCAAAGAGGCGG 
  BrTT4-2   (287) CTCTCGACGTCAGACAAGACATTGTGGTTGTTGAAGTCCCTAAGCTAGGCAAGGAGGCGG 
  BrTT4-3   (284) CTCTCGACGCTCGACAGGACATCGTGGTGGTCGAAGTCCCTAAGCTAGGCAAAGAGGCTG 
  BrTT4-4   (281) CCTTGGACGTTAGGCAGGACATCTTGGTGGCCGAGGTCCCTAAGCTAGGCAAAGAGGCTG 
  BrTT4-5   (281) CGCTCGATGCTAGACAAGACCTCGTGGTGGTTGAAGTCCCTAAGCTAGGCAAAGATGCAG 
  BrTT4-6   (278) CTCTCGACGTTCGACAGGACCTAGTGGTGGTTGAAGTCCCTAAGCTAGGCAAAGAGGCGG 
  BoTT4-1   (284) CTCTCGACGCTCGACAGGACATCGTGGTGGTCGAAGTCCCTAAGTTAGGCAAAGAGGCGG 
  BoTT4-2   (287) CTCTCGACGCTAGACAAGACCTCGTGGTGGTTGAAGTCCCTAAGCTAGGCAAAGATGCAG 
  BoTT4-3   (287) CTCTCGACGTCAGACAAGACATCGTGGTGGTTGAAGTCCCTAAGCTAGGTAAAGAAGCTG 
  BoTT4-4   (284) CTCTCGACGCTCGACAGGACATCGTGGTGGTCGAAGTCCCTAAGCTAGGCAAAGAGGCGG 
    BjTT4   (284) CTCTCGACGCTCGACAGGACATCGTGGTGGTCGAGGTCCCTAAGCTAGGCAAAGAGGCGG 

 
    AtTT4   (344) CAGTGAAGGCCATCAAGGAGTGGGGCCAGCCCAAGTCAAAGATCACTCATGTCGTCTTCT 
  BnTT4A1   (281) CAGTGAAGGCCATCAAGGAATGGGGCCAGCCCAAGTCCAAGGTTACACACGTTGTCTTCT 
  BnTT4A2   (364) CAGTGAAGGCCATCAAAGAATGGGGCCAGCCCAAGTCCAAGATTACCCACGTTGTCTTCT 
  BnTT4B1   (415) CAGTGAAGGCCATCAAGGAGTGGGGTCAGCCTAAGTCAAAGATCACACACGTTGTCTTCT 
  BnTT4B2   (418) CAGTGAAGGCCATCAAGGAGTGGGGTCAGCCTAAGTCCAAGATCACACACGTTGTCTTCT 



  BrTT4-1   (344) CAGTGAAGGCCATCAAGGAATGGGGCCAGCCCAAGTCCAAGATTACACACGTTGTCTTCT 
  BrTT4-2   (347) CAGTGAAGGCCATTAAGGAGTGGGGTCAGCCTAAGTCCAAGATCACACACGTTGCCTTCT 
  BrTT4-3   (344) CGGTGAAGGCCATCAAGGAGTGGGGCCAGCCCAAGTCCAAGATTACACACGTTGTCTTCT 
  BrTT4-4   (341) CAGTGAAGGCCATCACGGAGTGGGGCCAGCCCAAGTCCAAGATCACTCATCTAGTCTTCT 
  BrTT4-5   (341) CAGTGAAGGCCATCAAGGAGTGGGGTCAGCCTAAGTCCAAGATCAAACACGTTGTCTTCT 
  BrTT4-6   (338) CAGTGAAGGCCATCAACGAATGGGGTCAGCCCAAGTCCAGGATTACCCACCTTGTCTTCT 
  BoTT4-1   (344) CAGTGAAGGCCATCAAGGAATGGGGCCAGCCCAAGTCCAAGATTACCCACGTTGTCTTCT 
  BoTT4-2   (347) CAGTGAAGGCCATCAAGGAATGGGGTCAGCCTAAGTCCAAGATCACACACGTTGTCTTCT 
  BoTT4-3   (347) CAGTGAAGGCCATCAAGGAGTGGGGCCAGCCCAAGTCCAAGATCACACACGTTGTCTTCT 
  BoTT4-4   (344) CAGTGAAGGCCATCAAAGAATGGGGCCAGCCCAAGTCCAAGATTACCCACGTTGTCTTCT 
    BjTT4   (344) CAGTGAAGGCCATCAAGGAATGGGGCCAGCCCAAGTCCAAGATTACACACGTTGTCTTCT 

 
    AtTT4   (404) GCACTACCTCCGGCGTCGACATGCCTGGTGCTGACTACCAGCTCACCAAGCTTCTTGGTC 
  BnTT4A1   (341) GCACTACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACAAAGCTCCTCGGTC 
  BnTT4A2   (424) GCACTACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACAAAGCTCCTCGGTC 
  BnTT4B1   (475) GCACCACCTCTGGAGTTGACATGCCTGGTGCTGACTACCAGCTCACCAAGCTCCTTGGCC 
  BnTT4B2   (478) GCACCACCTCAGGAGTTGACATGCCTGGTGCTGACTACCAGCTCACCAAGCTCCTTGGCC 
  BrTT4-1   (404) GCACTACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACAAAGCTCCTCGGTC 
  BrTT4-2   (407) GCACCACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGATCACCAAGCTCCTTGGTC 
  BrTT4-3   (404) GCACTACCTCTGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACCAAGCTCCTCGGTC 
  BrTT4-4   (401) GCACCACCTCTGGTGTGGACATGCCTGGTGCTGACTACCAGCTCATCAAACTCCTTGGTC 
  BrTT4-5   (401) GCACCACCTCTGGAGTTGACATGCCTGGTGCTTACTACCAGCTCACCAAGCTCCTTGGTC 
  BrTT4-6   (398) GTACTACCTCAGGAGTTGACATGCCTGGTGCCGACTACCAGCTCACCAAGCTCCTTGGTC 
  BoTT4-1   (404) GCACTACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACAAAGCTCCTCGGTC 
  BoTT4-2   (407) GCACCACCTCAGGAGTTGACATGCCGGGTGCTGACTACCAGCTCACCAAGCTCCTTGGCC 
  BoTT4-3   (407) GTACAACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACCAAGCTCCTTGGTC 
  BoTT4-4   (404) GCACTACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACAAAGCTCCTCGGTC 
    BjTT4   (404) GCACTACCTCAGGAGTCGACATGCCTGGTGCTGACTACCAGCTCACAAAGCTCCTCGGTC 

 
    AtTT4   (464) TCCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGTTGCTTCGCCGGCGGTACTG 
  BnTT4A1   (401) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGCTGCTTCGCCGGCGGTACTG 
  BnTT4A2   (484) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGTTGCTTCGCCGGCAGCACCG 
  BnTT4B1   (535) TTCGCCCTTCCGTGAAGCGTCTCATGATGTACCAGCAAGGTTGCTTCGCCGGCGGCACTG 
  BnTT4B2   (538) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAACAAGGTTGCTTCGCCGGCGGCACTG 
  BrTT4-1   (464) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGCTGCTTCGCCGGCGGTACTG 
  BrTT4-2   (467) TTCGTCCTTCAGTCAAACGTCTCATGATGTACCAGCGGGGTTGCTTCGCAGGCGGCACTG 
  BrTT4-3   (464) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGCTGCTTCGCCGGCGGTACTG 
  BrTT4-4   (461) TGTGTCCTTCTGTTAAGCGTGTCATGATGTACCATCAAGGCTGCTACGCTGGTGGGACTG 
  BrTT4-5   (461) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAATGTTGCTGCGCCGGCGGCACTG 
  BrTT4-6   (458) TTTGTCCTTCTGTCAAGCGTCTCATGATGTACCAGCAAGGTTGCTTCGCGGGGGCCACTG 
  BoTT4-1   (464) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGTTGCTTCGCCGGCGGCACCG 
  BoTT4-2   (467) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAACAAGGTTGCTTCGCTGGCGGCACTG 
  BoTT4-3   (467) TTCGTCCCTCCGTAAAGCGTCTCATGATGTACCAGCAAGGCTGCTTCGCCGGCGGCACTG 
  BoTT4-4   (464) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGTTGCTTCGCCGGCGGCACCG 
    BjTT4   (464) TTCGTCCTTCCGTCAAGCGTCTCATGATGTACCAGCAAGGCTGCTTCGCCGGCGGTACTG 

 
    AtTT4   (524) TCCTCCGTATCGCTAAGGATCTCGCCGAGAACAATCGTGGAGCACGTGTCCTCGTTGTCT 
  BnTT4A1   (461) TCCTCCGTCTCGCTAAGGATCTCGCTGAGAACAACCGTGGCGCGCGTGTTCTCGTTGTCT 
  BnTT4A2   (544) TCCTCCGTCTCGCCAAGGATCTCGCTGAGAACAACCGTGGCGCGCGTGTTCTCGTTGTCT 
  BnTT4B1   (595) TCCTCCGTCTCGCCAAGGACCTCGCTGAGAACAACCGTGGCGCACGTGTCCTCGTGGTCT 
  BnTT4B2   (598) TCCTCCGTCTCGCCAAGGACCTCGCTGAGAACAACCGTGGCGCACGTGTCCTCGTGGTCT 
  BrTT4-1   (524) TCCTCCGTCTCGCCAAGGATCTCGCTGAGAACAACCGTGGCGCGCGTGTTCTCGTTGTCT 
  BrTT4-2   (527) TCCTCCGTCTCGCCAAGGACCTCGCTGAGAACAACCGTGGCGCACGTGTCCTCGTTGTCT 
  BrTT4-3   (524) TCCTCCGTCTCGCTAAGGATCTCGCTGAGAACAACCGTGGCGCGCGTGTTCTCGTTGTCT 
  BrTT4-4   (521) TCCTTCGTGTGGCTAAGGACATAGCTGAGAACAACCGCGGCGCTAGAGTACTTATTGTCT 
  BrTT4-5   (521) TCCTCCGTCTCGCCAAGGACCTCGCTGAGAACAACCGTGGCGCACGTGTCCTGGTGGTCT 
  BrTT4-6   (518) TCCTCCGTCTCGCCAAGGACCTCGCCGAGAACAACCGTGGCGCACGTGTTCTCGTCGTCT 
  BoTT4-1   (524) TCCTCCGTCTCGCCAAGGATCTCGCTGAGAACAACCGTGGCGCGCGTGTTCTCGTTGTCT 
  BoTT4-2   (527) TCCTCCGTCTCGCCAAGGACCTCGCTGAGAACAACCGTGGCGCACGTGTCCTCGTGGTCT 
  BoTT4-3   (527) TCCTCCGTCTCGCCAAGGACCTCGCTGAGAACAACCGTGGCGCACGTGTCCTCGTTGTCT 
  BoTT4-4   (524) TCCTCCGTCTCGCCAAGGATCTCGCTGAGAACAACCGTGGCGCGCGTGTTCTCGTTGTCT 
    BjTT4   (524) TCCTCCGTCTCGCTAAGGATCTCGCTGAGAACAACCGTGGCGCGCGTGTTCTCGTTGTCT 

 



    AtTT4   (584) GCTCTGAGATCACAGCCGTTACCTTCCGTGGTCCCTCTGACACCCACCTTGACTCCCTCG 
  BnTT4A1   (521) GCTCCGAGATCACAGCCGTCACGTTCCGTGGCCCATCTGACACCCACCTTGACTCCCTCG 
  BnTT4A2   (604) GCTCCGAGATCACAGCCGTCACGTTCCGTGGCCCCTCTGACACCCACCTTGACTCCCTCG 
  BnTT4B1   (655) GCTCTGAGATCACAGCCGTCACCTTCCGTGGCCCTTCTGACACCCACCTTGTCTCACTCG 
  BnTT4B2   (658) GCTCCGAGATCACAGCCGTCACCTTCCGTGGCCCCTCTGACACTCACCTTGACTCACTCG 
  BrTT4-1   (584) GCTCCGAGATCACAGCCGTCACGTTCCGTGGCCCATCTGACACCCACCTTGACTCCCTCG 
  BrTT4-2   (587) GCTCCGAGATCACAGCCGTCACCTTCCGTGGTCCCTCTGACACTCACCTTGACTCCCTCG 
  BrTT4-3   (584) GCTCCGAGATCACAGCCGTCACGTTCCGTGGCCCATCTGACACCCACCTTGACTCCCTCG 
  BrTT4-4   (581) GCTCTGAGATTACAGTAGTCACCTTCCGTGGGCCCTCTGAGACCCACCTGGATTCCCTTG 
  BrTT4-5   (581) GCTCCGAGATCACAGCCGTCACCTTCCGTGGCCCTTCTGACACCCACCTTGACTCACTCG 
  BrTT4-6   (578) GCTCCGAGATCATAGCCCTCTTCTTCCGTGGCCCCTCTGACACCCACCTTGATTCCCTCC 
  BoTT4-1   (584) GCTCCGAGATCATAGCCGTCACGTTCCGTGGCCCCTCTGACACCCACCTTGACTCCCTCG 
  BoTT4-2   (587) GCTCCGAGATCACAGCTGTCACGTTCCGTGGCCCTTCTGACACTCACCTTGACTCGCTCG 
  BoTT4-3   (587) GCTCCGAGATCACAGCCGTCACGTTCCGTGGCCCCTCTGACACTCATCTTGACTCCCTCG 
  BoTT4-4   (584) GCTCCGAGATCACAGCCGTCACGTTCCGTGGCCCCTCTGACACCCACCTTGACTCCCTCG 
    BjTT4   (584) GCTCCGAGATCACAGCCGTCACGTTCCGTGGCCCATCTGACACCCACCTTGACTCCCTCG 

 
    AtTT4   (644) TCGGTCAGGCTCTTTTCAGTGATGGCGCCGCCGCACTCATTGTGGGGTCGGACCCTGACA 
  BnTT4A1   (581) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCCGCGCTCATTGTCGGTTCGGACCCTGACA 
  BnTT4A2   (664) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCCGCGCTCATTGTCGGTTCGGACCCGGATA 
  BnTT4B1   (715) TGGGTCAAGCTCTCTTCAGCGACGGTGCAGCCGCGCTCATTGTCGGCTCGGACCCTGATG 
  BnTT4B2   (718) TGGGACAAGCTCTCTTCAGTGACGGTGCAGCCGCACTCATTGTCGGTTCAGACCCTGATG 
  BrTT4-1   (644) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCCGCGCTCATTGTCGGTTCGGACCCTGACA 
  BrTT4-2   (647) TTGGACAGGCTCTCTTTAGTGATGGAGCCGCTGCGCTTATCGTTGGTTCGGATCCTGATG 
  BrTT4-3   (644) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCCGCGCTCATTGTCGGTTCGGACGCGGACA 
  BrTT4-4   (641) TTGGACAGTCCCTTTTTGGTGACGGCGCGGCTGCACTCATTGTGGGTTCAGACCCTGACA 
  BrTT4-5   (641) TGGGACAGGCACTCTTTAGTGACGGTGCAGCCGCGCTCATTGTCGGCTCGGACCCTGATG 
  BrTT4-6   (638) TCGGACAGGCCCTCTTCAGTGACGGCGCCGCCGCACTCGTTGTCGGTTCGGACCCGGACA 
  BoTT4-1   (644) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCCGCGCTCATTGTCGGTTCGGACCCGGATA 
  BoTT4-2   (647) TGGGACAGGCCCTCTTCAGCGACGGTGCAGCCGCGCTCGTTGTCGGTTCGGACCCTGATG 
  BoTT4-3   (647) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCGGCGCTTATTGTTGGGTCGGATCCTGATG 
  BoTT4-4   (644) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCCGCGCTCATTGTCGGTTCGGACCCGGATA 
    BjTT4   (644) TTGGACAGGCTCTCTTCAGTGACGGCGCCGCCGCGCTCATTGTCGGTTCGGACCCTGACA 

 
    AtTT4   (704) CATCTGTCGGAGAGAAACCCATCTTTGAGATGGTGTCTGCCGCTCAGACCATCCTTCCAG 
  BnTT4A1   (641) TCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCGGCCCAGACCATCTTACCAG 
  BnTT4A2   (724) CCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCGGCCCAGACCATACTACCAG 
  BnTT4B1   (775) TCTCTGCTGGAGAGAAGCCCATCTTCCAGATGGTGTCTGCTGCTCAGACCATCCTCCCAG 
  BnTT4B2   (778) TTTCTGCTGGAGAGAAGCCCATCTTCGAGATGATGTCTGCCGCGCAGACCATCCTCCCAG 
  BrTT4-1   (704) CCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCGGCCCAGACCATCTTACCAG 
  BrTT4-2   (707) CTTCCGTGGGGGAGAAGCCAATCTTTGAGATGGTGTCTGCGGCTCAGACCATTCTTCCCG 
  BrTT4-3   (704) CCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCGGCCCAGACCATCTTACCAG 
  BrTT4-4   (701) CCTCTGTGGGAGAGAAACCAATCTTTGAGATGGTGTCTGCTGCACAGACCATTCTTCCTG 
  BrTT4-5   (701) TCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCTGCTCAGACCATCCTCCCAG 
  BrTT4-6   (698) TCTCTGTGGGAGAGAAACCAATCTTTGAGATGGTGTCTGCCGCGCAGACCATCCTCCCAG 
  BoTT4-1   (704) CCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCGGCCCAGACCATACTACCAG 
  BoTT4-2   (707) TCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCCGCCCAAACCATCCTCCCAG 
  BoTT4-3   (707) CATCCGTAGGGGAGAAGCCAATCTTTGAGATGGTGTCTGCGGCGCAGACCATTCTTCCCG 
  BoTT4-4   (704) CCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCGGCCCAGACCATACTACCAG 
    BjTT4   (704) TCTCTGCTGGAGAGAAGCCCATCTTCGAGATGGTGTCTGCGGCCCAGACCATCTTACCAG 

 
    AtTT4   (764) ACTCTGATGGTGCCATAGACGGACATTTGAGGGAAGTTGGTCTCACCTTCCATCTCCTCA 
  BnTT4A1   (701) ACTCTGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACTTTCCATCTCCTCA 
  BnTT4A2   (784) ACTCTGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
  BnTT4B1   (835) ACTCGGACGGTGCCATAGATGGACACTTAAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
  BnTT4B2   (838) ACTCGGACGGTGCCATCGATGGACACTTGAGGGAAGTTGGACTCACCTTCCATCTCCTCA 
  BrTT4-1   (764) ACTCTGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
  BrTT4-2   (767) ACTCGGATGGAGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
  BrTT4-3   (764) ACTCTGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
  BrTT4-4   (761) ACTCTCAAGGAGCCATAGAAGGACATCTGAAGGAGGTGGGACTCACCTTCCATCTCTTAA 
  BrTT4-5   (761) ACTCGGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
  BrTT4-6   (758) ACTCGGACGGCGTTATAAATTTACAGTTGAGGGAAGCGGGACTCACCTTCCATCTCCTGA 
  BoTT4-1   (764) ACTCTGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 



  BoTT4-2   (767) ACTCGGACGGTGCCATAGATGGACACTTAAGAGAAGTTGGACTCACCTTCCATCTCCTCA 
  BoTT4-3   (767) ACTCGGATGGAGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
  BoTT4-4   (764) ACTCTGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACCTTCCATCTCCTCA 
    BjTT4   (764) ACTCTGACGGTGCCATAGATGGACACTTGAGGGAAGTGGGACTCACTTTCCATCTCCTCA 

 
    AtTT4   (824) AGGATGTTCCCGGCCTCATCTCCAAGAACATTGTGAAGAGTCTAGACGAAGCGTTTAAAC 
  BnTT4A1   (761) AGGACGTCCCTGGACTCATCTCCAAGAACATCGAGAAGAGTCTAGACGAAGCGTTTAAAC 
  BnTT4A2   (844) AGGACGTCCCTGGGCTCATCTCCAAGAACATCGAGAAGAGTCTAGACGAAGCGTTTAAAC 
  BnTT4B1   (895) AGGACGTCCCCGGACTCATCTCCAAGAACATTGAGAAGAGTCTAGACGAAGCGTTTAAAC 
  BnTT4B2   (898) AGGACGTCCCTGGACTCATCTCCAAGAACATTGAAAAGAGCCTAGACGAAGCGTTTAAAC 
  BrTT4-1   (824) AGGACGTCCCTGGACTCATCTCGAAAAACATCGAGAAGAGTCTAGACGAAGCGTTTAAAC 
  BrTT4-2   (827) AGGACGTCCCTGGGCTCATCTCCAAGAACATAGAGAAGAGTCTTGAAGAAGCGTTTAAAC 
  BrTT4-3   (824) AGGACGTCCCTGGGCTCATCTCCAAGAACATCGAGAAGAGTCTAGACGAAGCGTTTAAAC 
  BrTT4-4   (821) AGACTGTCCCCGGTCTCATCTCAAAGAACATTGAGAAGTGTCTTGAAGAAGCGTTTAAAC 
  BrTT4-5   (821) AGGACGTCCCCGGACTCATCTCCAAGAACATTGAGAAGAGTCTAGACGAAGCGTTTAAAC 
  BrTT4-6   (818) AGCACGTCCCTAGGCTCATCTCGAAGAACATTGAAAAGAGTCTACACGAAGCGTTTAAAC 
  BoTT4-1   (824) AGGACGTCCCTGGGCTCATCTCCAAGAACATCGAGAAGAGTCTAGACGAAGCGTTTAAAC 
  BoTT4-2   (827) AGGACGTCCCTGGCCTCATCTCCAAGAACATTGAAAAGAGCCTAGACGAAGCGTTTAAAC 
  BoTT4-3   (827) AGGACGTCCCTGGGCTCATCTCCAAGAACATAGAGAAGAGTCTTGAAGAAGCGTTTAAAC 
  BoTT4-4   (824) AGGACGTCCCTGGGCTCATCTCCAAGAACATCGAGAAGAGTCTAGACGAAGCGTTTAAAC 
    BjTT4   (824) AGGACGTCCCTGGACTCATCTCCAAGAACATCGAGAAGAGTCTAGACGAAGCGTTTAAAC 

 
    AtTT4   (884) CTTTGGGGATAAGTGACTGGAACTCCCTCTTCTGGATAGCCCACCCTGGAGGTCCAGCGA 
  BnTT4A1   (821) CGTTAGGTATAAGCGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BnTT4A2   (904) CCTTAGGGATAAGTGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BnTT4B1   (955) CCTTAGGGATAAGTGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BnTT4B2   (958) CGTTGGGGATAAGTGATTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BrTT4-1   (884) CGTTAGGTATAAGCGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BrTT4-2   (887) CGCTAGGGATAAGTGACTGGAACTCCCTCTTTTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BrTT4-3   (884) CGTTAGGTATAAGCGACTGGAACTCCCTCTTCTGGCTAGCTCACCCTGGTGGTCCAGCGA 
  BrTT4-4   (881) CGCTTGGGATAAGTGACTGGAACTCTCTCTTCTGGATAGCTCACCCTGGAGGCCCTGCGA 
  BrTT4-5   (881) CCTTAGGGATAAGTGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BrTT4-6   (878) CGCTGGGGATAAGCGACTGGAACTCCCTCTTCTGGATAGCCCATCCTGGTGGTCGAGCGA 
  BoTT4-1   (884) CCTTAGGGATAAGCGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
  BoTT4-2   (887) CGTTGGGGATAAGTGACTGGAACTCCCTCTTCTGGATAGCCCACCCTGGTGGTCCAGCGA 
  BoTT4-3   (887) CGCTAGGGATAAGTGACTGGAACTCCCTCTTTTGGATCGCTCACCCTGGTGGTCCAGCGA 
  BoTT4-4   (884) CCTTAGGGATAAGCGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 
    BjTT4   (884) CGTTAGGTATAAGCGACTGGAACTCCCTCTTCTGGATAGCTCACCCTGGTGGTCCAGCGA 

 
    AtTT4   (944) TCCTAGACCAGGTGGAGATAAAGCTAGGACTAAAGGAAGAGAAGATGAGGGCGACACGTC 
  BnTT4A1   (881) TCCTTGACGAGGTTGAGAAGAAGCTAGGGCTCAAGGCGGAGAAGATGAGAGCCACGCGCC 
  BnTT4A2   (964) TCCTTGACGACGTTGAGAAGAAGCTAGGGCTCAAGGCTGAGAAGATGAGAGCCACGCGTC 
  BnTT4B1  (1015) TCCTTGACGACGTTGAGAAGAAGCTAGGACTCAAGGCAGAGAAGATGAGAGCCACGCGTC 
  BnTT4B2  (1018) TCCTTGACGACGTTGAGAAGAAGCTAGGACTCAAGGCAGAGAAGATGAGAGCCACGCGTC 
  BrTT4-1   (944) TCCTTGACGAGGTTGAGAAAAAGCTAGGGCTCAAGGCGGAGAAGATGAGAGCCACGCGCC 
  BrTT4-2   (947) TACTTGACGAGGTTGAGAAGAAGCTAGGACTCAAGGCAGAGAAGATGAGAGCCACGCGTC 
  BrTT4-3   (944) TCCTTGACGAGGTTGAGAAGAAGCTAGGGCTCAAGGCGGAGAAGATGAGAGCCACGCGCC 
  BrTT4-4   (941) TCTTGGACCAAGTTGAGATAAAGCTAGGACTGAAGCCAGAGAAGATGAAGGCCACTCGTC 
  BrTT4-5   (941) TCCTTGACGACGTTGAGAAGAAGCTAGGACTCAAGGCAGAGAAGATGAGAGCCACGCGTC 
  BrTT4-6   (938) TCCTTGATGAGGTTGAGAAAAAGCTAGGACTCAAGGCAGAGAAGCTGAGGGCCACACGTC 
  BoTT4-1   (944) TCCTTGACGAGGTTGAGAAAAAGCTAGGGCTCAAGGCTGAGAAGATGAGAGCCACGCGTC 
  BoTT4-2   (947) TCCTTGACGACGTTGAGAAGAAGCTAGGACTCAAGGCAGAGAAGATGAGAGCCACGCGTC 
  BoTT4-3   (947) TCCTTGACGAGGTTGAGAAGAAGCTTGGACTCAAGGCAGAGAAGATGAGAGCCACGCGTC 
  BoTT4-4   (944) TCCTTGACGAGGTTGAGAAAAAGCTAGGGCTCAAGGCTGAGAAGATGAGAGCCACGCGTC 
    BjTT4   (944) TCCTTGACGAGGTTGAGAAGAAGCTAGGGCTCAAGGCGGAGAAGATGAGAGCCACGCGCC 

 
    AtTT4  (1004) ACGTGTTGAGCGAGTATGGAAACATGTCGAGCGCGTGCGTTCTCTTCATACTAGACGAGA 
  BnTT4A1   (941) ACGTGTTGAGCGAGTACGGTAACATGTCTAGCGCGTGTGTTCTCTTCATATTGGACGAGA 
  BnTT4A2  (1024) ACGTGTTGAGCGAGTACGGAAACATGTCTAGCGCCTGTGTCCTCTTTATATTGGACGAGA 
  BnTT4B1  (1075) ACGTGTTGAGCGAGTATGGAAACATGTCTAGCGCCTGTGTCCTCTTTATATTGGATGAGA 
  BnTT4B2  (1078) ACGTGTTGAGCGAGTATGGTAACATGTCTAGCGCCTGCGTCCTCTTTATACTGGATGAGA 
  BrTT4-1  (1004) ACGTGTTGAGCGAGTACGGTAACATGTCTAGCGCGTGTGTTCTCTTCATATTGGACGAGA 
  BrTT4-2  (1007) AGGTGTTGAGTGAGTACGGAAACATGTCGAGCGCGTGCGTTCTCTTTATATTGGATGAGA 



  BrTT4-3  (1004) ACGTGTTGAGCGAGTACGGTAACATGTCTAGCGCGTGTGTTCTCTTCATATTGGACGAGA 
  BrTT4-4  (1001) ATGTCCTCAGCGAGTATGGAAACATGTCTAGTGCCTGTGTCTTCTTCATACTTGACGAGA 
  BrTT4-5  (1001) ACGTGTTGAGCGAGTATGGAAACATGTCTAGCGCCTGTGTCCTCTTTATATTGGATGAGA 
  BrTT4-6   (998) ACGTGTTGAGCGAGTACGGAAACATGACGAGCGCGTGCGTCCTCTTCATATTGGACGAGA 
  BoTT4-1  (1004) ACGTGTTGAGCGAGTACGGTAACATGTCTAGCGCGTGTGTTCTCTTCATATTGGACGAGA 
  BoTT4-2  (1007) ACGTGTTGAGCGAGTATGGTAACATGTCTAGCGCCTGCGTCCTCTTTATATTGGATGAGA 
  BoTT4-3  (1007) AGGTCTTGAGCGAGTACGGAAACATGTCTAGCGCGTGCGTTCTCTTTATATTGGACGAGA 
  BoTT4-4  (1004) ACGTGTTGAGCGAGTACGGTAACATGTCTAGCGCGTGTGTTCTCTTCATATTGGACGAGA 
    BjTT4  (1004) ACGTGTTGAGCGAGTACGGTAACATGTCTAGCGCGTGTGTTCTCTTCATATTGGACGAGA 

 
    AtTT4  (1064) TGAGGAGGAAGTCAGCTAAGGATGGTGTGGCCACGACAGGAGAAGGGTTGGAGTGGGGTG 
  BnTT4A1  (1001) TGAGGAGGAAGTCTGCGGAAGATGGTGTGGCCACGACAGGAGAAGGGTTGGAGTGGGGTG 
  BnTT4A2  (1084) TGAGGAGGAAGTCTACGGAAGATGGTGTGGGCACGACAGGAGAAGGGTTAGAATGGGGTG 
  BnTT4B1  (1135) TGAGGAGGAAGTCTAAGGAAGATGGTGTGGCCACGACAGGTGAAGGGTTAGAATGGGGTG 
  BnTT4B2  (1138) TGAGGAGGAAGTCTGTGGAAGATGGCGTAGCCACGACAGGTGAAGGGTTGGAGTGGGGTG 
  BrTT4-1  (1064) TGAGGAGGAAGTCTGCGGAGGATGGTGTGGCCACGACAGGAGAAGGGTTGGAGTGGGGTG 
  BrTT4-2  (1067) TGAGGAGGAAGTCAGCGAAAGATGGTGTGGCCACGACGGGAGAAGGTCTGGAGTGGGGTG 
  BrTT4-3  (1064) TGAGGAGGAAGTCTGCGGAAGATGGTGTGGCCACGACAGGAGAAGGGTTGGAGTGGGGTG 
  BrTT4-4  (1061) TGAGGAGGAAGGCGGTAGAGGATGGTGCAGAGACAACAGGAGAAGGGTTGGAGTGGGGTG 
  BrTT4-5  (1061) TGAGGAGGAAGTCTAAGGAAGATGGTGTGGCCACGACAGGTGAAGGGTTAGAATGGGGTG 
  BrTT4-6  (1058) TGAGGAGGAAGTCCGCCGAAGATGGTGTGGCCACGACAGGAGAAGGGTTGGAGTGGGGTG 
  BoTT4-1  (1064) TGAGGAGGAAGTCAGCGGAAGATGGTGTGGCTACGACAGGAGAAGGGTTGGAGTGGGGTG 
  BoTT4-2  (1067) TGAGGAAGAAGTCTGTGGAAGATGGTGTGGCCACGACAGGTGAAGGGTTGGAGTGGGGTG 
  BoTT4-3  (1067) TGAGGAGGAAGTCTGCGAAAGATGGTGTGGCTACGACGGGAGAAGGTCTGGAGTGGGGTG 
  BoTT4-4  (1064) TGAGGAGGAAGTCAGCGGAAGATGGTGTGGCCACGACAGGAGAAGGGTTGGAGTGGGGTG 
    BjTT4  (1064) TGAGGAGGAAGTCTGCGGAAGATGGTGTGGCCACGACAGGAGAAGGGTTGGAGTGGGGTG 

 
    AtTT4  (1124) TCTTGTTTGGTTTCGGACCAGGTCTCACTGTTGAGACAGTCGTCTTGCACAGCGTTCCTC 
  BnTT4A1  (1061) TCTTGTTCGGTTTCGGACCAGGTCTTACCGTAGAGACAGTGGTCTTGCACAGCGTTCCTC 
  BnTT4A2  (1144) TCTTGTTTGGTTTCGGACCAGGTCTTACTGTAGAGACAGTGGTCTTGCACAGCGTTCCTC 
  BnTT4B1  (1195) TCTTGTTTGGGTTCGGACCAGGTCTCACCGTGGAGACAGTTGTCTTGCACAGCGTTCCTC 
  BnTT4B2  (1198) TCCTGTTTGGGTTCGGACCAGGTCTCACCGTGGAGACAGTTGTCTTGCACAGCGTTCCTC 
  BrTT4-1  (1124) TCTTGTTCGGTTTCGGACCAGGTCTTACCGTAGAGACAGTGGTCTTGCACAGCGTTCCTC 
  BrTT4-2  (1127) TCTTGTTTGGTTTCGGACCAGGTCTCACCGTAGAGACTGTTGTCTTGCACAGCGTTCCTG 
  BrTT4-3  (1124) TCTTGTTCGGTTTCGGACCAGGTCTTACCGTAGAGACAGTGGTCTTGCACAGCGTTCCTG 
  BrTT4-4  (1121) TCTTGTTTGGTTTTGGACCTGGTCTCACTGTAGAGACAGTGGTCTTACACAGTGTTCCTC 
  BrTT4-5  (1121) TCTTGTTTGGGTTCGGACCAGGTCTCACCGTGGAGACAGTTGTCCTACACAGCGTTCCTG 
  BrTT4-6  (1118) TCTTGTTTGGTTTCGGACCAGGTCTCACTGTTGAGACACTAGTCTTGCACAGCGTTCCTC 
  BoTT4-1  (1124) TCTTGTTTGGTTTCGGACCAGGTCTTACTGTAGAGACAGTGGTCTTGCACAGCGTTCCTC 
  BoTT4-2  (1127) TCCTGTTTGGGTTCGGACCAGGTCTCACCGTGGAGACAGTTGTCCTACACAGCGTTCCTG 
  BoTT4-3  (1127) TCTTGTTTGGTTTCGGACCTGGTCTCACCGTAGAGACTGTTGTCTTGCACAGCGTTCCTG 
  BoTT4-4  (1124) TCTTGTTTGGTTTCGGACCAGGTCTTACTGTAGAGACAGTGGTCTTGCACAGCGTTCATG 
    BjTT4  (1124) TCTTGTTCGGTTTCGGACCAGGTCTTACCGTAGAGACAGTGGTCTTGCACAGCGTTCCTC 

                  1261 
    AtTT4  (1184) TCTAA 
  BnTT4A1  (1121) TCTAA 
  BnTT4A2  (1204) TCTAA 
  BnTT4B1  (1255) TCTAA 
  BnTT4B2  (1258) TCTA- 
  BrTT4-1  (1184) TCTAA 
  BrTT4-2  (1187) TTTGA 
  BrTT4-3  (1184) TTTGA 
  BrTT4-4  (1181) TCTGA 
  BrTT4-5  (1181) TCTAA 
  BrTT4-6  (1178) TTTGA 
  BoTT4-1  (1184) TCTAA 
  BoTT4-2  (1187) TCTAA 
  BoTT4-3  (1187) TTTGA 
  BoTT4-4  (1184) TTTGA 
    BjTT4  (1184) TCTAA 

4. BnTT5 

    AtTT5     (1) ---------------ATGTCTTCATCCAACGCCTGCGCCTCTCCGTCACCGTTCCCCGCC 



    BnTT5     (1) -----------------------------------------------------------G 
  BrTT5-1     (1) ---------------ATGTCTTCATCC---------AACTGTCCGTCACCGTTACCCACC 
  BrTT5-2     (1) ---------------ATGTCTTCATCC---------AACTGTCCGTCACCGTTACCCACC 
  BrTT5-3     (1) ---------------ATGTCTTCTTCC---------CACTGTCCAACACCGTTACCCTCC 
  BrTT5-4     (1) ---------------ATGTCTTCTTCC---------AACTGTCCGTCACCGTTACCCACC 
  BrTT5-5     (1) ---------------ATGTTTTCTTCC---------GGCATTCAGACACCGTTACCCTCC 
  BrTT5-6     (1) ---------------ATGTTTTCTTCC---------GGCTCTCAGTTACCGTTACCCTCC 
  BoTT5-1     (1) ---------------ATGTCTTCTTCC---------CACTGTCCAACACCGTTACCCTCC 
  BoTT5-2     (1) ---------------ATGTTTTCTTCC---------GGCTCTCAGTTACCGTTACCCTAT 
  BoTT5-3     (1) ---------------ATGTCTTCTTCC---------AACTGTCCGTCACCGTTACCCACC 
  BoTT5-4     (1) ATGTTTGATCAAATCATCATTTCTTCC---------GGCGTTCAGTCACCGTTACCCTCC 
    BjTT5     (1) ---------------ATGTCTTCATCC---------AACTGTCCGTCACCGTTACCCTCC 

 
    AtTT5    (46) GTCACGAAGCTTCATGTAGACTCCGTCACGTTTGTACCGTCCGTCAAGTCACCGGCCTCC 
    BnTT5     (2) GTGGCGCAGGTTCGACTACGCTTGCCTTCTTTTTTTTCTTTTCTTTTAAATCTATGATGT 
  BrTT5-1    (37) GTCACGAAACTTCAAGTTGATTCCGTTACTTTTCCACCGTCCGTCATCTCACCGGCTTCC 
  BrTT5-2    (37) GTCACGAAACTTCAAGTTGATTCCGTTACTTTTCCACCGTCCGTCATCTCACCGGCTTCC 
  BrTT5-3    (37) GTCACCAAACTTCAAGTAGACTCCGTTACTTTTCAACCCTCAGTCATCTCACCGGCTTCC 
  BrTT5-4    (37) GTCACGAAACTTCAAGTTGATTCCGTTACTTTTCCACCGTCTGTCATCTCACCGGCTTCC 
  BrTT5-5    (37) GTCACGAATCTTCAAGTTGAATCCGTTAACTTTCCACCGTCCGTCATCTCACCGGCTTCC 
  BrTT5-6    (37) GTCACGAATCTTCAAGTTGATTCCGTGAATTTTCCACCGTCCGTCATCTCACCCGCTTCC 
  BoTT5-1    (37) GTCACCAAACTTCAAGTAGACTCCGTTACTTTTCCACCCTCAGTCATCTCACCGGCTTCC 
  BoTT5-2    (37) GTCACGAATCTTCAAGTTGATTCCGTGAATTTTCCACCGTCCGTCATCTCACCCGCTTCC 
  BoTT5-3    (37) GTCACGAAACTTCAAGTTGATTCCGTTACTTTTCCACCGTCCGTCATCTCACCGGCTTCC 
  BoTT5-4    (52) GTCACGAATCTTCAAGTTGATTCCGTTAACTTTCCACCGTCCGTCATCTCACCGGCTTCC 
    BjTT5    (37) GTCACCAAACTTCAAGTAGACTGCGTTACTTTTCCACCGTCCGTCATCTCACCGGCCTCC 

 
    AtTT5   (106) TCCAATCCATTATTCCTCGGCGGCGCCGGTGTCCGAGGCCTTGATATCCAAGGTA---AA 
    BnTT5    (62) TTATTTTTATTTTTATTTTTCTACGCAGGTGTGCGAGGTTTGGATATCCACGGAA---AA 
  BrTT5-1    (97) TCCAACCCTCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTTTGGATATTCAAGGAA---AG 
  BrTT5-2    (97) TCCAACCCTCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTTTGGATATTCAAGGAA---AG 
  BrTT5-3    (97) TCCAATCCCCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTTTGGATATCCACGGAA---AG 
  BrTT5-4    (97) TCCAACCCTCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTTTGGATATTCAAGGAA---AG 
  BrTT5-5    (97) TCCAACCGACTCTTCCTCGCTGGCGCAGGTGTGCAAGGTTTGGATATCCAAGGAG---AT 
  BrTT5-6    (97) TCCAACCCTCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTATTGATGTTCTAGGAGATAAG 
  BoTT5-1    (97) TCCAATCCCCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTTTGGATATCCACGGAA---AA 
  BoTT5-2    (97) TCCAACCCTCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTATTGATGTTCTAGGAGATAAG 
  BoTT5-3    (97) TCCAACCCTCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTTTGGATATCCAAGGAA---AA 
  BoTT5-4   (112) TCCAATCGACTCTTCCTCGCTGGCGCAGGTGTGCAAGGTTTGGATATCCAAGGAG---AG 
    BjTT5    (97) TCCAATCCCCTCTTCCTCGGTGGCGCAGGTGTGCGAGGTTTGGATATCCACGGAA---AA 

 
    AtTT5   (163) TTCGTGATCTTCACCGTCATTGGAGTATACCTAGAGGGTAACGCCGTTCCTTCTCTATCT 
    BnTT5   (119) TTCGTGATCTTCACGGTCATCGGTGTTTACCTAGATGCTGTCGCCGTCCCGTCACTTTCC 
  BrTT5-1   (154) TTTGTGATCTTCACCGTCATCGGAGTTTACCTTGATCCTGTCTCCGTCACGTCACTCTCC 
  BrTT5-2   (154) TTTGTGATCTTCACCGTCATCGGAGTTTACCTTGATCCTGTCTCCGTCACGTCACTCTCC 
  BrTT5-3   (154) TTCGTGATCTTCACGGTCATCGGTGTTTACCTAGATGCTGTCGCCGTCCCGTCACTTTCC 
  BrTT5-4   (154) TTTGTGATCTTCACCGTCATCGGAGTTTACCTTGATCCTGTCTCCGTCCCGTCACTCTCC 
  BrTT5-5   (154) TTTGTGATCTCCACCGTCATCGGAGTTTACCTAGATCCTAACGCCTTAGAGGGACTTCCC 
  BrTT5-6   (157) TTTGTGATCATCACCTTCTTCGGCGTTTACCTAGATCCTGTGGCCGTCCCGTTACTCTCC 
  BoTT5-1   (154) TTCGTGATCTTCACCGTCATCGGTGTTTACCTAGATGCTGTCGCCGTCCCGTCACTTTCC 
  BoTT5-2   (157) TTTGTGATCATCACCTTCTTCGGAGTTTACCTAGATCCGGTGGCCGTCCCGTTACTCTCC 
  BoTT5-3   (154) TTCGTGATCTTCACCGTCATCGGAGTTTACCTAGATCCTGTCTCCGTCCCGTCACTCTCC 
  BoTT5-4   (169) TTTGTGATCTCCACCGTCATCGGAGTTTACCTAGATCCTAACGCCGTAGGGAGCCTTACC 
    BjTT5   (154) TTCGTGATCTTCACCGTCATTGGAGTCTACCTAGATGCTGTCTCCGTCCCGTCACTCTCC 

 
    AtTT5   (223) G--TCAAGT-GGAAGGGAAAAACTACGGAGGAGCTAACAGAATCTATCCCGTTCTTCCGT 
    BnTT5   (179) G--TTAAGT-GGAAAGGCAAAACCACAGAGGAGCTAACAGAATCCGTCCCTTTTTTCCGT 
  BrTT5-1   (214) G--TTAAGT-GGAAAGGTAAAACGACAGAGGAGTTAACGGAATCCGTCCCTTTCTTCCGT 
  BrTT5-2   (214) G--TTAAGT-GGAAAGGTAAAACGACAGAGGAGTTAACGGAATCCGTCCCTTTCTTCCGT 
  BrTT5-3   (214) G--TTAAGT-GGAAAGGCAAAACCACAGAGGAGCTAACAGAATCCGTCCTTTTTTTCCGT 
  BrTT5-4   (214) G--TTAAGT-GGAAAGGTAAAACGACAGAGGAGTTAACGGAATCCGTCCCTTTCTTCCGT 
  BrTT5-5   (214) TTTTGCGGT------------ACGACAGAGGAGTTAGCGGAATCCGTCCCTTTCTTCCGT 
  BrTT5-6   (217) G--TTAAGT-GGAAAGGTAAAACGACGGAGGAGTTAATGGAATCCGTCCCTTTCTTCCGT 



  BoTT5-1   (214) G--TTAAGT-GGAAAGGCAAAACCACAGAGGAGCTAACAGAATGCGTCCCTTTTTTCCGT 
  BoTT5-2   (217) G--TTAAGT-GGAAAGGTAAAACGACGGAGGAGTTAATGGAATCCGTCCCTTTCTTCCGT 
  BoTT5-3   (214) G--TTAAGT-GGAAAGGTAAAACGACAGAGGAGTTAACGGAATCCGTCCCTTTCTTCCGT 
  BoTT5-4   (229) TCTTTCGGTTGGGGATGCAAAACGACAGAGGAGTTAACGGAATCCGTCAATTTCTTCCGT 
    BjTT5   (214) G--TTAAGT-GGAAAGGCAAAACCACAGAGGAGCTAACGGAGTCCGTCCCTTTTTTCCGT 

 
    AtTT5   (280) GAAATAGTCACCGGTGCGT--TTGAGAAGTTTATCAAGGTGACAATGAAACTGCCGTTAA 
    BnTT5   (236) GAAATCGTCACGGGTACTTCCTTACACCACTTACTTAAGACACACGTCATATGACTTATA 
  BrTT5-1   (271) GAAATCGTCACAGGTTCGT--TTGAGAAATTCATCAAAGTGACGATGAAGCTGCCGTTAA 
  BrTT5-2   (271) GAAATCGTCACAGGTTCGT--TTGAGAAATTCATCAAAGTGACGATGAAGCTGTCGTTAA 
  BrTT5-3   (271) GAAATCGTCACGGGTTCGT--TTGAGAAGTTTATTAAGGTGACGATGAAGCTACCGTTAA 
  BrTT5-4   (271) GAAATCGTCACAGGTTCGT--TTGAGAAATTCATCAAAGTGACGATGAAGCTGCCGTTAA 
  BrTT5-5   (262) CAAATCGTCACAGGTCCTT--TTGAGAAATTCATTAAGGTGACGATGAAACTCCCGTTAA 
  BrTT5-6   (274) GAAGTCGTCACAGGTACTT--TTGAGAAACTCATTAAGGTGATGATGAGAGTGCCTTTAC 
  BoTT5-1   (271) GAAATCGTCACGGGTTCGT--TTGAGAAGTTTATTAAGGTGACGATGAAGCTACCCTTAA 
  BoTT5-2   (274) GAAGTCGTCACAGGTACCT--TTGAGAAATTCATCAAGGTGACGATGAGAGTGCCTTTAC 
  BoTT5-3   (271) GAAATCGTCACAGGCTCGT--TTGAGAAATTCATCAAAGTGACGATGAAGCTGCCGTTAA 
  BoTT5-4   (289) CATATCGTCACAGGTTCTT--TTGAGAAATTCATTAAGGTGACGATGAAACTGCCGTTAA 
    BjTT5   (271) GAAATCGTTACAGGTTCGT--TTGAGAAGTTTATCAAGGTTACGATGAAACTGCCGTTAA 

 
    AtTT5   (338) CGGGACAACAATATTCGGAGAAAGTGACGGAGAATTGTGTGGCTATATGGAAACAATTAG 
    BnTT5   (296) TCAAAGTGTTTCTTTTTTAGAAAGCTAC---GTCATATCAAAGTGTTTTTAAGTAATAAG 
  BrTT5-1   (329) CGGGACAACAATATTCGGAGAAAGTAACGGAGAACTGTGTGGCGATATGGAAATCGTTAG 
  BrTT5-2   (329) CGGGACAACAATATTCGGAGAAAGTAACGGAGAACTGTGTGGCGATATGGAAATCGTTAG 
  BrTT5-3   (329) CAGGACAGCAGTATTCAGAGAAAGTAACGGAGAACTGTGTGGCGATATGGAAATCGTTAG 
  BrTT5-4   (329) CGGGACAACAATATTCAGAGAAAGTAACGGAGAACTGTGTGGCGATATGGAAATCGTTAG 
  BrTT5-5   (320) CGGGACAGCAATATTCGGAGAAAGTAACAGAGAATTGTGAGGCAATTTGGGAATCGTTAG 
  BrTT5-6   (332) CGGGACAACTATATTCACAGATAATAACGGGGACCTCTGTGAAGATATGGAAATCGTTAG 
  BoTT5-1   (329) CAGGACAGCAGTATTCAGAGAAAGTAACGGAGAACTGTGTCGCGATCTGGAAATCGTTAG 
  BoTT5-2   (332) CGGGACAACTATATTCACAGACAGTAACGGGGACCTTTGTGGAGATATGGAAATCGTTAG 
  BoTT5-3   (329) CGGGACAACAATATTCAGAGAAAGTAACGGAGAACTGTGTGGCGATATGGAAATCGTTAG 
  BoTT5-4   (347) CGGGACAGCAATATTCGGAGAAAGTAACAGAGAACTGTGAGGCAATTTGGGAATCGTTAG 
    BjTT5   (329) CGGGACAGCAATATTCGGAGAAAGTAACAGAGAACTGTGTGGCGATTTGGAAATCGTTAG 

 
    AtTT5   (398) GG--CTTTATACGGACTGTGAA-------------------------------------- 
    BnTT5   (353) GGCCATTTGTATTGACCGTCATTA------------------------------------ 
  BrTT5-1   (389) GG--ATTTACACAGACTCTGAG-------------------------------------- 
  BrTT5-2   (389) GG--ATTTACACAGACTCTGAG-------------------------------------- 
  BrTT5-3   (389) GT--ATTTACACAGACTCTGAA-------------------------------------- 
  BrTT5-4   (389) GG--ATTTACACAGACTCTGAG-------------------------------------- 
  BrTT5-5   (380) GG--ATAAACGCGTACTCTGACTCTCACATCTGTGAAGACTGTGATCCTCCTCCCGGTGC 
  BrTT5-6   (392) GG--ATTTACACATACTCTGAG-----------------G-------------------- 
  BoTT5-1   (389) GT--ATTTACACAGATTCTGAA-------------------------------------- 
  BoTT5-2   (392) GG--ATTTACACAGACTCTGAG-----------------G-------------------- 
  BoTT5-3   (389) GG--ATTTACACAGACTCTGAG-------------------------------------- 
  BoTT5-4   (407) GG--ATAAACTCAAACTCTGAC------AT-----AAG-CTGTGGTCCTCCTCCCAGTGC 
    BjTT5   (389) GT--ATCTACACAGACGCTGAA-------------------------------------- 

 
    AtTT5   (418) ----------------------------------------------------------GC 
    BnTT5   (377) -------------------------------------------------------ATTAA 
  BrTT5-1   (409) ----------------------------------------------------------GC 
  BrTT5-2   (409) ----------------------------------------------------------GC 
  BrTT5-3   (409) ----------------------------------------------------------GC 
  BrTT5-4   (409) ----------------------------------------------------------GC 
  BrTT5-5   (438) AAAACTTCGTTTTAACAAGATCACTAAAACATTTGGTCCATATCGGCACTACTCTAGGGG 
  BrTT5-6   (413) -----------------------------------------------------------C 
  BoTT5-1   (409) ----------------------------------------------------------GC 
  BoTT5-2   (413) -----------------------------------------------------------C 
  BoTT5-3   (409) ----------------------------------------------------------GC 
  BoTT5-4   (453) AAAACTTCGTTTTAACAAGATCACTAAAACATTTGGTCCATCTCGGCACTATTCTAGGGG 
    BjTT5   (409) ----------------------------------------------------------GC 

 
    AtTT5   (420) TAAAGCTGTGGAGAAGTTCTTGGAGATCTTCAAGGAAGAAACATTCCCTCCCGGTTCATC 



    BnTT5   (382) TAACCTTTTCGTTTAACTCTTAATTAGGTTC--GTTTGAGAAGTTTATTAAGGTGACGAT 
  BrTT5-1   (411) TAAAGCTGTGGAGAGGTTCATGGAAGTCTTCAAGGACGAAACGTTCCCTCCTGGTGCTTC 
  BrTT5-2   (411) TAAAGCTGTGGAGAGGTTCTTGGAAGTCTTCAAGGACGAAACGTTCCCTCCTGGTGCTTC 
  BrTT5-3   (411) TAAAGCTGTGAAGAAGTTTTTGGAGGTCTTCAAGGACCAAACGTTCCCTCCTGGTGCTTC 
  BrTT5-4   (411) TAAAGCTGTGGAGAGGTTCTTGGAAGTCTTCAAGGACGAAACGTTCCCTCCTGGTGCTTC 
  BrTT5-5   (498) TCATGCTGTGGTGAGGTTCCTGGAAATCTTCAAGCACAAAAAGTTCCCTCCTGGTGCTTC 
  BrTT5-6   (414) TAAAGCAGTGGAGAGGTTCTTGGAAGTCTTCAAGGACGAAAAGTTCCCTCGTGGTGCTTC 
  BoTT5-1   (411) TAACGCTGTGAAGAAGTTTTTGGAGGTCTTCAAGGACCAAACGTTCCCTCCTGGTGCTTC 
  BoTT5-2   (414) TAAAGCAGTGGAGAGGTTCTTGGAAGTCTTCAAGGACGAAAAGTTCCCTCGTGGTGCTTC 
  BoTT5-3   (411) TAAAGCTGTGGAGAGATTTTTGGAAGTCTTCAAAGACGAAACGTTCCCTCCTGGTGCATC 
  BoTT5-4   (513) TCAAGCTGTGAAGAGATTCCTGGAAATCTTCAAGCCCAAAAAGTTCCCTCCTGGTGCTTC 
    BjTT5   (411) TAAAGCTGTGGAGAGGTTTTTGGAGGTCTTCAAGGACCAAACTTTCCCTCCTGGTGCTTC 

 
    AtTT5   (480) GATCCTCTTCGCTCTCTCCCCTACCGGCTCTCTTACGGTTGCGTTTTCGAAAGATGATAG 
    BnTT5   (440) GAAGCTAC-CGTTAACAGGACAGCAGTAT-TCAGAG------------------------ 
  BrTT5-1   (471) CATCCTCTTCGCTCTCTCCCCTGAAGGCTCTCTTACGGTTGCGTTTTCGAAAGATGATAG 
  BrTT5-2   (471) CATCCTCTTCGCTCTCTCCCCTGAAGGCTCTCTTACGGTTGCGTTTTCGAAAGATGATAG 
  BrTT5-3   (471) GATTCTCTTTGCTCTCTCCCCTAACGGCTCTCTCACGATTGCGTTTTCGAAAGACGATAG 
  BrTT5-4   (471) CATCCTCTTCGCTCTCTCCCCTGAAGGCTCTCTTACGGTTGCGTTTTCGAAAGATGATAG 
  BrTT5-5   (558) CATCCTCTTCGCTTTCTCCCCTAAAGGCTCTCTTACGGTTGCGTTTTCGAGTGATGATGG 
  BrTT5-6   (474) CATCCTCTTCGCTCTCTCCCCTGAAGGCTCTCTTACGATTGCGTTTTCGAAAGACGATAG 
  BoTT5-1   (471) GATTCTCTTTGCTCTCTCCCCTAACGGCTCTCTCACGATTGCGTTTTCGAAAGACGATAG 
  BoTT5-2   (474) AATCCTCTTCGCTCTCTCCCCTGAAGGCTCTCTTACGATTGCGTTTCCGAAAGACGATAA 
  BoTT5-3   (471) CATCCTCTTCGCTCTCGCCTCTAAAGGCTCTCTTACGGTTGCGTTTTCGAAAGATGATAG 
  BoTT5-4   (573) CATCCTCTTCGCTATCTCCCCTAAAGGCTCTCTTACGGTTGCGTTTTCGAATGATGATGG 
    BjTT5   (471) GATCCTCTTTGCTCTCTCCCCTAACGGCTCTCTCATGATTGCGTTTTCCAAAGACGATAG 

 
    AtTT5   (540) TATCCCTGAAACCGGGATCGCTGTGATCGAGAACAAATTGTTGGCGGAGGC-GGTTCTGG 
    BnTT5   (474) ------------------------------------------------------------ 
  BrTT5-1   (531) CATTCCTGAAACGGGAAAAGTGGTTATTGAAAACAAGTTGTTGGCAGAGGC-AGTTCTTG 
  BrTT5-2   (531) CATTCCTGAAACGGGAAAAGTGGTTATTGAAAACAAGTTGTTGGCAGAGGC-AGTTCTTG 
  BrTT5-3   (531) TATTCCTAAAACCGGAAAAGCCGTAATCGAGAATAAATTGTTGGCAGAGGC-A------- 
  BrTT5-4   (531) CATTCCTGAAACGGGAAAAGTGGTTATTGAAAACAAGTTGTTGGCAGAGGC-AGTTCTTG 
  BrTT5-5   (618) CATTCCTAAAAGAGGAAACACAGCGATCGAGAATAAGTTTTTGGCAGAGGC-AATTCTTG 
  BrTT5-6   (534) CATTCCCGAAACGGGAAAAGCGGTGATCGAAAACAAGTTGTTGACAGAGGCCAGTTCTTG 
  BoTT5-1   (531) TATTCCTAAAACCGGAAAAGCCGTAATCGAGAATAAATTGTTGGCAGAGGC-AGTTCTTG 
  BoTT5-2   (534) CATTCCTGAAACGGGAAAAGCGGTGATCGAAAACAAGTTGTTGGCAGAGGC-AGTTCTTG 
  BoTT5-3   (531) CATTCCTGAAACGGGAAAAGCGGTGATCGAAAATAAGTTGTTGGCAGAGGC-AGTTCTTG 
  BoTT5-4   (633) CATTCCTAAAAGAGGAAACACAGCGATCGAGAATAAGTTTTTGGCAGAGGC-AGTTCTTG 
    BjTT5   (531) TATTCCTAAAACCGGAAAAGCCGTGATCGAGAATAAATTGTCGGCAGAGGC-AGTCCTTG 

 
    AtTT5   (599) AATCTATCATCGGGAAGAACGGTGTGTCACCTGGCACTAGGTTAAGTGTTGCAGAAAGAT 
    BnTT5   (474) ------------------------------------------------------------ 
  BrTT5-1   (590) AATCGATCATTGGAAAGAACGGTGTGTCTCCTGGGGCTAGGTTGAGTGTTGCCGAGAGAT 
  BrTT5-2   (590) AATCGATCATTGGAAAGAACGGTGTGTCTCCTGGGGCTAGGTTGAGTGTTGCCGAGAGAT 
  BrTT5-3   (583) ------------------------------------------------------------ 
  BrTT5-4   (590) AATCGATCATTGGAAAGAACGGTGTGTCTCCTGGGGCTAGGTTGAGTGTTGCCGAGAGAT 
  BrTT5-5   (677) AATCAATCATTGGAAAGAACGGTGTGTCTCCTGGGGCTAGGCTGAGTGTAGCTGAGAGAT 
  BrTT5-6   (594) A----------------------------------------------------------- 
  BoTT5-1   (590) AATCGATCATAGGAAAGAAGGGTGTGTCTCCTGGGGCTAGGTTGAGTCTTGCCGAGAGAT 
  BoTT5-2   (593) AGTTTATCATTGGAACGGAAGCTGCGTCTCCTAGGACTAGGTTGAGTGTTGCCGAGAGAT 
  BoTT5-3   (590) AATCGATCATTGGAAAGAACGGTGTGTCTCCTGGGGCTAGGTTGAGTGTTGCCGAGAGAT 
  BoTT5-4   (692) AATCAATCATTGGAAAGAACGGTGTGTCTCCTGGGGCTAGGCTGAGTGTAGCTGAGAGAT 
    BjTT5   (590) AATCGATCATAGGAAGGAAGGGTGTGTCTCCTGGGGCTAGGTTGAGTCTTGCCGAGAGAT 

 
    AtTT5   (659) TATCTCAGCTAATGATGAAGAACAAGGACGAAAAGGAAGTTAGTGATCACTCTGTTGAGG 
    BnTT5   (474) ------------------------------------------------------------ 
  BrTT5-1   (650) TAGCTCAGCTGATGAATAGTGACAAGATCGAAGAAGATGCAACAAAGACTGATCAAGAGG 
  BrTT5-2   (650) TAGCTCAGCTGATGAATAGTGACAAGATCGAAGAAGATGCAACAAAGACTGATCAAGAGG 
  BrTT5-3   (583) --------CTGATGAAGGAGAACAAGGTCGAAAAAGATGCAACAAAGACTGATAATCAAG 
  BrTT5-4   (650) TAGCTCAGCTGATGAATAGTGACAAGGTCGAAGAAGATGCAACAAAGACTGATCAAGAGG 
  BrTT5-5   (737) TAGCTCAGCTGATGAAGCTTGAACGCCGGGCTGAGACATTAATATTGGCCGACAAAAAAA 
  BrTT5-6   (595) ------------------------------------------------------------ 



  BoTT5-1   (650) TATCTCAGCTGATGAAGGAGAACAAGGTCGAAAAAGATGCAACAAAGACTGATAATCAAG 
  BoTT5-2   (653) TATCTCAGCTGATGAATAGTGACAAGGTCGAAGAAGATGCAACAAAGACATGA------- 
  BoTT5-3   (650) TAGCTCAGCTGATGAATAGTGACAAGGTCGAAGAAGATGCAACAAAGACTGATCAAGAGG 
  BoTT5-4   (752) TAGCTCAGGTGATGAAGAATGAAGGCCGGGCTGAGACATTAATATTGGGCGACAAAAAAT 
    BjTT5   (650) TATCTCACCTGATGAAGGAGAACAAGGTCAAAGAAGATGCAACAAAGACTGATAATCAAG 

 
    AtTT5   (719) A--------AAAACTAGCCAAAGAGAACTGA----------------------------- 
    BnTT5   (474) ------------------------------------------------------------ 
  BrTT5-1   (710) A----AGCTAACGATCTCCCCCTCGGAGATCAACTGGCCAAAGAGAACTGA--------- 
  BrTT5-2   (710) A----AGCTAACGATCTCCCCCTCGGAGATAAACTGGCCAAAGAGAACTGA--------- 
  BrTT5-3   (635) ATG-AAGCTAACGATGTCTCCCTTGGAGATAAGTTGGCCAAAGAGAACTGA--------- 
  BrTT5-4   (710) A----AGCTAACGATCTCCCCCTCGGAGATAAACTGGCCAAAGAGAACTGA--------- 
  BrTT5-5   (797) T-------TAT---GAAAAATAACGAGGTCAAAGAAGATGCAACAAAGACAAAGACTGAT 
  BrTT5-6   (595) ------------------------------------------------------------ 
  BoTT5-1   (710) ATG-AAGCTAACGATGTTTCCCTTGGAGATAAGTTGGCCAAAGAGAACTGA--------- 
  BoTT5-2   (706) ------------------------------------------------------------ 
  BoTT5-3   (710) A----AGCTAACAATCTCCCCCTAGGAGATAAACTGGCCAAAGAGAACTGA--------- 
  BoTT5-4   (812) TCGTAAGTTTTTTTTATATATATAGGCCCCAAACTGTGGGTAAAAAATATAAA-AGTTTT 
    BjTT5   (710) ATG-AAGCTAACGATCTCTCCCTTGGAGATAAGTTGGCCAAAGAGAACTGATCGTGTGGG 

 
    AtTT5   (742) ------------------------------------------------------------ 
    BnTT5   (474) ------------------------------------------------------------ 
  BrTT5-1   (757) ------------------------------------------------------------ 
  BrTT5-2   (757) ------------------------------------------------------------ 
  BrTT5-3   (685) ------------------------------------------------------------ 
  BrTT5-4   (757) ------------------------------------------------------------ 
  BrTT5-5   (847) CAAGAGGAAGCTAACGATCTCTCCCTCGGAGATAAATTGGCTGAAGAAAACTGA------ 
  BrTT5-6   (595) ------------------------------------------------------------ 
  BoTT5-1   (760) ------------------------------------------------------------ 
  BoTT5-2   (706) ------------------------------------------------------------ 
  BoTT5-3   (757) ------------------------------------------------------------ 
  BoTT5-4   (871) TAA--------------------------------------------------------- 
    BjTT5   (769) AGGTTTTTCTAGCTTGGTCGTCTTTGAGGGCTTTATGTTTCTATATCTAATCATGTTGTT 

 
    AtTT5   (742) ------------------------------------------------------------ 
    BnTT5   (474) ------------------------------------------------------------ 
  BrTT5-1   (757) ------------------------------------------------------------ 
  BrTT5-2   (757) ------------------------------------------------------------ 
  BrTT5-3   (685) ------------------------------------------------------------ 
  BrTT5-4   (757) ------------------------------------------------------------ 
  BrTT5-5   (901) ------------------------------------------------------------ 
  BrTT5-6   (595) ------------------------------------------------------------ 
  BoTT5-1   (760) ------------------------------------------------------------ 
  BoTT5-2   (706) ------------------------------------------------------------ 
  BoTT5-3   (757) ------------------------------------------------------------ 
  BoTT5-4   (874) ------------------------------------------------------------ 
    BjTT5   (829) TAGTTCACTTTGAGGGCTTTATGTTTCTATATCTAATCATGTTGTTTAGTTCACATCACG 

 
    AtTT5   (742) --------------------------------- 
    BnTT5   (474) --------------------------------- 
  BrTT5-1   (757) --------------------------------- 
  BrTT5-2   (757) --------------------------------- 
  BrTT5-3   (685) --------------------------------- 
  BrTT5-4   (757) --------------------------------- 
  BrTT5-5   (901) --------------------------------- 
  BrTT5-6   (595) --------------------------------- 
  BoTT5-1   (760) --------------------------------- 
  BoTT5-2   (706) --------------------------------- 
  BoTT5-3   (757) --------------------------------- 
  BoTT5-4   (874) --------------------------------- 
    BjTT5   (889) TGTTTTTATTCCCTTCTACCCAAAAAAAAAAAA 

5. BnTT6 



  AtTT6-1     (1) -----------------------------------------ATGGCTCCAGGAACTTTGA 
  AtTT6-2     (1) ------------------------------------------------------------ 
  BnTT6-1     (1) -----GTTCATGCATTATTTTTACATTCTTGATAATTATAAATGGCTCCAGGAACTCTAA 
  BnTT6-2     (1) TTCTTGTTCATGCATTCCTTTTACATTCTTGATAATTATAAATGGCTCCAGGAACTCTAA 
  BrTT6-2     (1) -----------------------------------------ATGGCTCCAGCAACTCTAA 
  BrTT6-1     (1) ---------------------------GATTGTAATTACA-ATGGCTCCAGGAACTCTAA 
  BoTT6-1     (1) -----------------------------------------ATGGCTCCAGCAACTCTAA 
  BoTT6-2     (1) -----------------------------------------ATGGCTCCAGGAACTCTAA 

 
  AtTT6-1    (20) CTGAGCTAGCCGGAGAGTCTAAGCTCAACTCTAAATTTGTCAGGGACGAAGATGAACGGC 
  AtTT6-2     (1) ------------------------------------------------------------ 
  BnTT6-1    (56) CTGAGCTTGCGGGAGAGACTAAGCTCAACTCTAAGTTCGTCCGGGACGAGGATGAACGTC 
  BnTT6-2    (61) ATGAGCTTGCCGGAGAGACTAAGCTCAACTCCAAGTTTGTCCGGGACGAGGACGAACGTC 
  BrTT6-2    (20) CCGAGCTTGCGGGAGAGTCTAAGCTCAACTCCAAGTTCGTCCGGGACGTGGACGAACGTC 
  BrTT6-1    (33) CTGAGCTTGCGGGAGAGACTAAGCTCAACTCTAAGTTCGTCCGGGACGAGGATGAACGTC 
  BoTT6-1    (20) CTGAGCTTGCGGGAGAGTCTAAGCTCAACTCCAAGTTCGTCCGGGACGAGGACGAACGTC 
  BoTT6-2    (20) CTGAGCTTGCCGGAGAGACTAAGCTCAACTCTAAGTTTGTCCGGGACGAGGACGAACGTC 

 
  AtTT6-1    (80) CCAAAGTCGCTTACAATGTGTTTAGCGACGAAATCCCGGTGATCTCTCTCGCCGGTATCG 
  AtTT6-2     (1) ------------------------------------------------------------ 
  BnTT6-1   (116) CCAAGGTTGCCTACAATGAGTTTAGCACGGAGATCCCCGTGATCTCCCTCGCCGGAATCG 
  BnTT6-2   (121) CCAAGGTTGCCTACAATGAGTTTAGCACGGAGATCCCCGTGATCTCTCTCGCCGGAATCG 
  BrTT6-2    (80) CCAAGGTTGCCTACAATGAGTTCAGCAATGAAATCCCCGTGATATCTCTCGCAGGAATCG 
  BrTT6-1    (93) CCAAGGTTGCCTACAATGAGTTTAGCACGGAGATCCCCGTGATCTCCCTCGCCGGAATCG 
  BoTT6-1    (80) CCAAGGTTGCCTACAATGAGTTCAGCAACGAAATCCCCGTGATATCTCTCGCGGGAATCG 
  BoTT6-2    (80) CCAAGGTTGCCTACAATGAGTTTAGCACGGAGATCCCCGTGATCTCTCTCGCCGGAATCG 

 
  AtTT6-1   (140) ATGACGTCGATGGAAAAAGAGGAGAGATCTGCCGTCAGATCGTTGAGGCTTGTGAGAATT 
  AtTT6-2     (1) ------------------------------------------------------------ 
  BnTT6-1   (176) ACGATGTTGGTGGGAAAAGAGGAGAGATCTGTCGACAGATCGTTGAGGCTTGTGAGAACT 
  BnTT6-2   (181) ACGATGTTGGTGAGAAAAGAGGAGAGATCTGTCGACAGATCGTTGAGGCTTGTGAGAACT 
  BrTT6-2   (140) ATCATGTTGGTGGGAAAAGAGGAGACATATGTCGTCAGATCGTTGAGGCTTGTGAGAACT 
  BrTT6-1   (153) ACGATGTTGGTGGGAAAAGAGGAGAGATCTGTCGACAGATCGTTGAGGCTTGTGAGAACT 
  BoTT6-1   (140) ACCATGTTGGTGGGAAAAGAGGAGATATATGTCGTCAGATCGTTGAGGCTTGTGAGAACT 
  BoTT6-2   (140) ACGATGTTGGTGAGAAAAGAGGAGAGATCTGTCGACAGATCGTTGAGGCTTGTGAGAACT 

 
  AtTT6-1   (200) GGGGCATCTTCCAAGTGGTCGATCACGGCGTCGATACTAACTTAGTGGCGGATATGACTC 
  AtTT6-2     (1) -----------------------------------------------------ATGACTC 
  BnTT6-1   (236) GGGGTGTTTTTCAGGTGGTCGATCATGGGGTGGATACTAGTTTGGTGGCCGATATGACTC 
  BnTT6-2   (241) GGGGTGTTTTTCAGGTGGTCGATCATGGAGTGGATACTAGTTTGGTGGCCGATATGACTC 
  BrTT6-2   (200) GGGGAGTTTTTAAGGTCGTCGACCATGGCGTCGATACTAAATTGGTGGGTGATATGACTC 
  BrTT6-1   (213) GGGGTGTTTTTCAGGTGGTCGATCATGGGGTGGATACTAGTTTGGTGGCCGATATGACTC 
  BoTT6-1   (200) GGGGAGTTTTCCAGGTCGTCGACCATGGCGTCGATACTAAATTGGTGGCTGATATGACTC 
  BoTT6-2   (200) GGGGTGTTTTTCAGGTGGTCGATCATGGAATGGATACTAGTTTGGTGGCCGATATGACTC 

 
  AtTT6-1   (260) GTCTCGCTCGTGACTTCTTTGCTTTACCTCCGGAAGACAAGCTCCGTTTCGACATGTCCG 
  AtTT6-2     (8) GTCTCGCTCGTGACTTCTTTGCTTTACCTCCGGAAGACAAGCTCCGTTTCGACATGTCCG 
  BnTT6-1   (296) GTCTCGCTCGAGACTTCTTCGCCTTACCTCCTGAGGAGAAACTCAAGTTCGACATGTCTG 
  BnTT6-2   (301) GTCTCGCTCGAGACTTCTTCGCGTTACCTCCTGAGGAGAAACTCAAGTTCGACATGTCTG 
  BrTT6-2   (260) GTCTCGCTAGCGACTTCTTCTCTTTACCACCTGAGGATAAACTCAAGTTCGATATGTCCG 
  BrTT6-1   (273) GTCTCGCTCGAGACTTCTTCGCCTTACCTCCTGAGGAGAAACTCAAGTTCGACATGTCTG 
  BoTT6-1   (260) GTCTCGCTAGCGACTTCTTCTCTTTGCCACCTGAGGATAAAATTAAGTTCGACATGTCCG 
  BoTT6-2   (260) GTCTCGCTCGAGACTTCTTCGCCTTACCTCCTGAGGAGAAACTCAAGTTCGACATGTCTG 

 
  AtTT6-1   (320) GTGGTAAAAAAGGAGGATTCATCGTCTCTAGTCACCTCCAGGGAGAGGCTGTGCAAGATT 
  AtTT6-2    (68) GTGGTAAAAAAGGAGGATTCATCGTCTCTAGTCACCTCCAGGGAGAGGCTGTGCAAGATT 
  BnTT6-1   (356) GTGGTAAAAAGGGAGGATTCATTGTCTCTAGTCATCTTCAGGGAGAGTCTGTTCAAGACT 
  BnTT6-2   (361) GTGGTAAAAAGGGAGGATTCATTGTCTCTAGTCATCTTCAGGGAGAGTCTGTTCAAGATT 
  BrTT6-2   (320) GTGGCAAAAAGGGAGGATTCATCGTCTCAAGTCATCTCCAGGGAGAGGTTGTTCAAGATT 
  BrTT6-1   (333) GTGGTAAAAAGGGAGGATTCATTGTCTCTAGTCATCTTCAGGGAGAGTCTGTTCAAGACT 
  BoTT6-1   (320) GTGGTAAAAAAGGAGGATTCATCGTCTCAAGTCATCTCCAGGGAGAGGTTGTTCAAGATT 
  BoTT6-2   (320) GTGGTAAAAAGGGAGGATTCATTGTCTCTAGTCATCTTCAGGGAGAGTCTGTTCAAGATT 

 



  AtTT6-1   (380) GGAGAGAGATTGTAACGTATTTCTCGTACCCGGTGAGAAACAGAGACTACTCACGGTGGC 
  AtTT6-2   (128) GGAGAGAGATTGTAACGTATTTCTCGTACCCGGTGAGAAACAGAGACTACTCACGGTGGC 
  BnTT6-1   (416) GGAGAGAGATCGTGACGTATTTCTCGTACCCGGTGAGAAACAGAGACTACTCACGGTGGC 
  BnTT6-2   (421) GGAGAGAGATCGTGACGTATTTCTCGTACCCGGTGAGAAACAGAGACTACTCACGGTGGC 
  BrTT6-2   (380) GGAGAGAGATCGTGACGTATTTCTCGTACCCGGTGAGAAACCGAGACTACTCACGGTGGC 
  BrTT6-1   (393) GGAGAGAGATCGTGACGTATTTCTCGTACCCGGTGAGAAACAGAGACTACTCACGGTGGC 
  BoTT6-1   (380) GGAGAGAGATCGTGACGTATTTCTCGTACCCGGTGAGAAACCGAGACTACTCACGGTGGC 
  BoTT6-2   (380) GGAGAGAGATCGTGACGTATTTCTCGTACCCGGTGAGAAACAGAGACTACTCACGGTGGC 

 
  AtTT6-1   (440) CAGATAAGCCGGAAGGTTGGGTGAAAGTGACGGAGGAGTATAGTGAGAGGCTTATGAGTT 
  AtTT6-2   (188) CAGATAAGCCGGAAGGTTGGGTGAAAGTGACGGAGGAGTATAGTGAGAGGCTTATGAGTT 
  BnTT6-1   (476) CGACTAAGCCGGAAGGATGGGTGAAAGTGACGGAGGAGTACAGCGAGAGGCTGATGGGTT 
  BnTT6-2   (481) CGACTAAGCCGGAAGGATGGGTGAAAGTGACGGAGGAGTACAGCGAGAGGCTGATGGGTT 
  BrTT6-2   (440) CGAATAAGCCGGAAGGGTGGGTGAAAGTGACGGAGGAGTACAGCGAGAAGCTCATCGAGT 
  BrTT6-1   (453) CGACTAAGCCGGAAGGATGGGTGAAAGTGACGGAGGAGTACAGCGAGAGGCTGATGGGTT 
  BoTT6-1   (440) CGGGTAAGCCGGAAGGGTGGGTGAAAGTGACTGAGGAGTACAGCGAGAAGCTGATGGAGT 
  BoTT6-2   (440) CGACTAAGCCGGAAGGATGGGTGAAAGTGACGGAGGAGTACAGCGAGAGGCTGATGGGTT 

 
  AtTT6-1   (500) TGGCTTGTAAGCTTCTTGAGGTTTTGTCTGAAGCTATGGGTCTTGAGAAAGAGTCTCTTA 
  AtTT6-2   (248) TGGCTTGTAAGCTTCTTGAGGTTTTGTCTGAAGCTATGGGTCTTGAGAAAGAGTCTCTTA 
  BnTT6-1   (536) TGGCTTGTAAACTTCTTGAGGTTTTGTCTGAAGCTATGGGGCTTGAGAAAGAGGCACTTA 
  BnTT6-2   (541) TGGCTTGTAAACTTCTTGAGGTTTTGTCTGAAGCTATGGGGCTCGAGAAAGAGGCACTCA 
  BrTT6-2   (500) TGGCTTGTAAGCTTCTTGAGATTTTGTCTGAAGCTATGGGACTTGAGAAAGAAGCCCTTA 
  BrTT6-1   (513) TGGCTTGTAAGCTTCTTGAGGTTTTGTCTGAAGCCATGGGGCTCGAGAAAGAGGCACTCA 
  BoTT6-1   (500) TGGCTTGTAAGCTTCTTGAGATTTTGTCTGAAGCTATGGGGATTGAGAAAGAAGCACTTA 
  BoTT6-2   (500) TGGCTTGTAAACTTCTTGAGGTTTTGTCTGAAGCTATGGGGCTCGAGAAAGAGGCACTCA 

 
  AtTT6-1   (560) CCAATGCATGCGTCGATATGGACCAAAAGATTGTTGTTAATTATTACCCAAAATGCCCTC 
  AtTT6-2   (308) CCAATGCATGCGTCGATATGGACCAAAAGATTGTTGTTAATTATTACCCAAAATGCCCTC 
  BnTT6-1   (596) CCAATGCATGCGTCGATATGGACCAGAAAATAGTTGTTAACTATTACCCAAAATGCCCTC 
  BnTT6-2   (601) CCAATGCATGCGTCGATATGGACCAGAAAATAGTTGTTAACTATTACCCAAAATGCCCTC 
  BrTT6-2   (560) CCAATGCATGCGTCGATATGGACCAGAAAATAGTCGTTAACTATTACCCCAAATGCCCTC 
  BrTT6-1   (573) CCAATGCATGCGTCGATATGGACCAGAAAATAGTTGTTAACTATTACCCAAAATGCCCTC 
  BoTT6-1   (560) CTAATGCATGCGTCGATATGGACCAGAAAATAGTCGTTAACTATTACCCCAAATGCCCTC 
  BoTT6-2   (560) CCAATGCATGCGTCGATATGGACCAGAAAATAGTTGTTAACTATTACCCAAAATGCCCTC 

 
  AtTT6-1   (620) AGCCTGATCTCACCCTCGGACTCAAGCGTCACACTGACCCTGGAACCATTACCTTGCTGC 
  AtTT6-2   (368) AGCCTGATCTCACCCTCGGACTCAAGCGTCACACTGACCCTGGAACCATTACCTTGCTGC 
  BnTT6-1   (656) AGCCTGATCTAACCCTCGGACTCAAGCGTCACACTGACCCTGGAACCATCACTTTGCTGC 
  BnTT6-2   (661) AGCCTGATCTAACCCTCGGGCTCAAGCGTCACACTGACCCTGGAACCATCACTTTGCTGC 
  BrTT6-2   (620) AGCCTGATCTCACACTCGGACTCAAGCGTCACACTGACCCTGGAACCATCACTTTGCTGC 
  BrTT6-1   (633) AGCCTGATCTTACCCTCGGACTCAAGCGTCACACTGACCCTGGAACCATCACTTTGCTGC 
  BoTT6-1   (620) AGCCTGATCTCACACTCGGACTCAAGCGTCACACTGACCCTGGAACCATCACTTTGCTGC 
  BoTT6-2   (620) AGCCTGATCTAACCCTCGGGCTCAAGCGTCACACTGACCCTGGAACCATCACTTTGCTGC 

 
  AtTT6-1   (680) TACAAGACCAAGTCGGTGGATTACAAGCCACACGTGACAATGGCAAGACATGGATTACGG 
  AtTT6-2   (428) TACAAGACCAAGTCGGTGGATTACAAGCCACACGTGACAATGGCAAGACATGGATTACGG 
  BnTT6-1   (716) TCCAAGACCAAGTCGGTGGTTTACAAGCCACACGAGACGATGGTAAGACATGGATTACGG 
  BnTT6-2   (721) TCCAAGACCAAGTTGGTGGTTTACAAGCCACACGAGACGATGGGAAGACATGGATTACAG 
  BrTT6-2   (680) TCCAAGACCAAGTCGGTGGTTTACAAGCCACGCGAGACGATGGGCAGACGTGGATTACGG 
  BrTT6-1   (693) TCCAAGACCAAGTCGGTGGTTTACAAGCCACACGAGACGATGGGAAGACATGGATTACGG 
  BoTT6-1   (680) TTCAAGACCAAGTCGGTGGTTTACAAGCCACCCGAGACGATGGGAAGACGTGGATTACGG 
  BoTT6-2   (680) TCCAAGACCAAGTTGGTGGTTTACAAGCCACACGAGACGGTGGGAAGACATGGATTACAG 

 
  AtTT6-1   (740) TTCAGCCTGTTGAAGGAGCGTTTGTCGTCAATCTCGGCGACCACGGCCATTTTTTGAGCA 
  AtTT6-2   (488) TTCAGCCTGTTGAAGGAGCGTTTGTCGTCAATCTCGGCGACCACGGCCATTTTTTGAGCA 
  BnTT6-1   (776) TTCAGCCTGTTGAAGGAGCTTTTGTTGTTAATCTTGGCGACCATGGTCACTATCTGAGCA 
  BnTT6-2   (781) TTCAGCCTGTTGAAGGAGCTTTTGTTGTTAATCTTGGCGACCATGGTCACTATCTGAGCA 
  BrTT6-2   (740) TTCAGCCTGTTGAAGGAGCTTTTGTCGTCAATCTTGGCGACCATGGTCACTATCTGAGCA 
  BrTT6-1   (753) TTCAGCCTGTTGAAGGAGCTGTTGTCGTTAATCTCGGCGACCATGGTCACTATCTGAGCA 
  BoTT6-1   (740) TTCAGCCTGTTGAAGGAGCTTTTGTCGTCAATCTTGGCGACCATGGTCACTATCTGAGCA 
  BoTT6-2   (740) TTCAGCCTGTTGAAGGAGCTTTTGTTGTTAATCTTGGCGACCATGGTCACTATCTGAGCA 

 



  AtTT6-1   (800) ATGGGAGGTTCAAGAATGCTGATCATCAGGCCGTGGTGAACTCTAACTCGAGCAGATTAT 
  AtTT6-2   (548) ATGGGAGGTTCAAGAATGCTGATCATCAGGCCGTGGTGAACTCTAACTCGAGCAGATTAT 
  BnTT6-1   (836) ACGGGAGGTTCAAGAACGCTGACCACCAGGCGGTGGTGAACTCCAACTCGAGCAGACTAT 
  BnTT6-2   (841) ACGGGAGGTTCAAGAACGCTGACCACCAGGCGGTGGTGAACTCCAACTCGAGCAGACTAT 
  BrTT6-2   (800) ACGGGAGGTTCAAGAACGCTGACCACCAGGCGGTGGTGAACTCCAACTCGAGCAGATTAT 
  BrTT6-1   (813) ACGGGAGGTTCAAGAACGCTGACCACCAGGCGGTTGTGAACTCCAACTCGAGCAGACTAT 
  BoTT6-1   (800) ACGGGAGGTTCAAGAACGCTGACCACCAGGCGGTGGTGAACTCCAACTCGAGCAGATTTT 
  BoTT6-2   (800) ACGGGAGGTTCAAGAACGCTGACCACCAGGCAGTGGTGAACTCCAACTCGAGCAGACTAT 

 
  AtTT6-1   (860) CCATAGCCACGTTCCAGAACCCCGCGCCGGATGCCACAGTGTATCCACTGAAAGTAAGAG 
  AtTT6-2   (608) CCATAGCCACGTTCCAGAACCCCGCGCCGGATGCCACAGTGTATCCACTGAAAGTAAGAG 
  BnTT6-1   (896) CAATAGCCACGTTCCAGAATCCGGCGCCGGAAGCAACTGTGTATCCGCTTAAAGTGAGAG 
  BnTT6-2   (901) CAATAGCCACGTTCCAGAATCCGGCGCCGGAAGCAACCGTGTATCCGCTTAAAGTGAGAG 
  BrTT6-2   (860) CCATAGCCACGTTCCAGAATCCAGCGCCGGAAGCAACCGTGTATCCGCTTAAAGTGAAAG 
  BrTT6-1   (873) CAATAGCCACGTTCCAGAATCCGGCGCCGGAAGCAACCGTGTATCCGCTTAAAGTGAGAG 
  BoTT6-1   (860) CTATAGCCACGTTCCAGAATCCGGCTCCGGAAGCAACCGTGTATCCGCTTAAAGTGAAAG 
  BoTT6-2   (860) CAATAGCCACGTTCCAGAATCCGGCGCCGGAAGCAACCGTGTATCCGCTTAAAGTGAGAG 

 
  AtTT6-1   (920) AAGGAGAGAAGGCAATATTGGAGGAGCCAATCACGTTTGCCGAGATGTATAAGAGAAAGA 
  AtTT6-2   (668) AAGGAGAGAAGGCAATATTGGAGGAGCCAATCACGTTTGCCGAGATGTATAAGAGAAAGA 
  BnTT6-1   (956) AAGGAGAGAAGCCGATCTTGGAGGAGCCAATTACGTTTGCGGAGATGTATAGGAGAAAGA 
  BnTT6-2   (961) AAGGAGAGAAGCCGATCTTGGAGGAGCCAATTACGTTTGCGGAGATGTATAAGAGAAAGA 
  BrTT6-2   (920) AAGGAGAGAAGCCGATACTGGAGGAGCCGATTGCGTTTGCCGAGATGTATAAGATAAAGA 
  BrTT6-1   (933) AAGGAGAGAAGCCGATCTTGGAGGAGCCAATTACGTTTGCGGAGATGTATAGGAGAAAGA 
  BoTT6-1   (920) AAGGAGAGAAGCCAATACTGGAGGAGCCGATTGCGTTTGCGGAGATGTACAAGAGAAAGA 
  BoTT6-2   (920) AAGGAGAGAAGCCGATCTTGGAGGAGCCAATTACGTTTGCGGAGATGTATAAGAGAAAGA 

 
  AtTT6-1   (980) TGGGAAGAGATTTGGAGCTTGCTCGCCTCAAGAAGCTGGCTAAAGAGGAGCGTGACCACA 
  AtTT6-2   (728) TGGGAAGAGATTTGGAGCTTGCTCGCCTCAAGAAGCTGGCTAAAGAGGAGCGTGACCACA 
  BnTT6-1  (1016) TGAGTAGAGATATCGAGCTGGCTCGCCTCAAGAAGCTGGCGAAAGAAGAACATGACCACA 
  BnTT6-2  (1021) TGAGTAGAGATCTCGAGCTGGCTCGCCTCAAGAAGCTGGCGAAAGAAGAGCATGACCACA 
  BrTT6-2   (980) TGGGTCGAGATCTCGAGCTGGCTCGCCTCAAGAAGCTGGCTAAAGAA-AA-------ACA 
  BrTT6-1   (993) TGAGTAGAGATATCGAGCTGGCTCGCCTCAAGAAGCTGGCGAAAGAAGAACATGACCACA 
  BoTT6-1   (980) TGGGTAGAGATCTCGAGCTGGCTCGCCTCAAGAAGCTGACTAAAGAG-AA-------ACA 
  BoTT6-2   (980) TGAGTAGAGATCTCGAGCTGGCTCGCCTCAAGAAGCTGGCGAAAGAAGAGCATGACCACA 

 
  AtTT6-1  (1040) AAGAAGTTGACAAGCCTGTCGACCAAATCTTCGCTTAG---------------------- 
  AtTT6-2   (788) AAGAAGTTGACAAGCCTGTCGACCAAATCTTCGCTTAG---------------------- 
  BnTT6-1  (1076) AGGAAGCTGCCAAGCCTCTAGACCAAATCATCGCTTAGACTCCTTGTGTTGGCCCCTTAC 
  BnTT6-2  (1081) AGGAAGCTGCCAAGCCTCTAGACCAAATCATCGCTTAGACTCCTTGTGTTGGCCCTTTAC 
  BrTT6-2  (1032) AGGAGGCTGCGGAGCCTCTTGA-------------------------------------- 
  BrTT6-1  (1053) AGGAAGCTGCCAAGCCTCTAGACCAAATCATCGCTTAGACTCCTTGTGTTGGCCCCTTAC 
  BoTT6-1  (1032) AGGAGGCTGCGAAGCCTCTTGA-------------------------------------- 
  BoTT6-2  (1040) AGGAAGCTGCCAAGCCTCTAGACCAAATCATCGCTTAG---------------------- 

 
  AtTT6-1  (1078) ------------------------------------------------------------ 
  AtTT6-2   (826) ------------------------------------------------------------ 
  BnTT6-1  (1136) TATTGTGTTGGTTCGGTTGTGTAAGTCGGTACTGAAATTAAGTTATGTCATGTTGGGTGA 
  BnTT6-2  (1141) TATTGTGTTGGTTCGGTTGTGTAAGTCGGTACTAAAATTAAGTTATGTCATGTTGGGTGA 
  BrTT6-2  (1054) ------------------------------------------------------------ 
  BrTT6-1  (1113) TATTGTGTTGGTTCGGTTGTGTAAGTCGGTACTGAAATTAAGTTATGTCATGT-GGGTGA 
  BoTT6-1  (1054) ------------------------------------------------------------ 
  BoTT6-2  (1078) ------------------------------------------------------------ 

                  1201                            1236 
  AtTT6-1  (1078) ------------------------------------ 
  AtTT6-2   (826) ------------------------------------ 
  BnTT6-1  (1196) AAAAAAAAAAAAAAAAAAA----------------- 
  BnTT6-2  (1201) ATTTGAGTTTTAAAAAAAAAAAAAAAAAAAAAAAAA 
  BrTT6-2  (1054) ------------------------------------ 
  BrTT6-1  (1172) ATTAATC----------------------------- 
  BoTT6-1  (1054) ------------------------------------ 
  BoTT6-2  (1078) ------------------------------------ 



6. BnTT7 

    AtTT7     (1) --------------------------ATGGCAACTCTATTTCTCACAATCCTCCTAGCCA 
    BnTT7     (1) CTCACTTACCATTCAAACCCACCACTATGACTAATCTTTACCTCACAATCCTTCTCCCTA 
  BrTT7-1     (1) --------------------------ATGACTAATCTTTACCTCACAATCCTTCTCCCTA 
  BrTT7-2     (1) --------------------------ATGACTAATCTTTACCTCACAATCCTTCTCCCTA 
  BrTT7-3     (1) --------------------------ATGACTAATCTTTACCTCACAATCCTTCTCCCTA 
    BoTT7     (1) --------------------------ATGACTAATCTTTACCTCACAATCCTTCTCCCTA 

 
    AtTT7    (35) CTGTCCTCTTCCTCATCCTCCGTATCTTCTCTCACCGTCGCAACCGCAGCCACAACAACC 
    BnTT7    (61) CTTTCATATTCCTTATCGTTCTCGTCTTATCTCGCCGCCGCAAT------------AACC 
  BrTT7-1    (35) CTTTCATATTCCTTATCGTTCTCGTCTTATCTCGCCGCCGCAAT------------AACC 
  BrTT7-2    (35) CTTTCATATTCCTTATCGTTCTTGTCTTATCTCGCCGCCGCAAT------------AACC 
  BrTT7-3    (35) CTTTCATATTCCTTATCGTTCTTGTCTTATCTCGCCGCCGCAAT------------AACC 
    BoTT7    (35) CTTTCATATTCCTTATCGTTCTCGTCTTATCTCGCCGCCGCAAC------------AACC 

 
    AtTT7    (95) GTCTTCCACCGGGGCCAAACCCATGGCCCATCATCGGAAACCTCCCTCACATGGGCACTA 
    BnTT7   (109) GTCTCCCTCCAGGTCCAAACCCATGGCCCATCATCGGAAACCTCCCTCACATGGGCCCTA 
  BrTT7-1    (83) GTCTCCCTCCAGGTCCAAACCCATGGCCCATCATCGGAAACCTCCCTCACATGGGCCCTA 
  BrTT7-2    (83) GTCTCCCTCCAGGTCCAAACCCATGGCCCATCATCGGAAACCTCCCTCACATGGGCCCTA 
  BrTT7-3    (83) GTCTCCCTCCAGGTCCAAACCCATGGCCCATCATCGGAAACCTCCCTCACATGGGCCCTA 
    BoTT7    (83) GTCTCCCTCCAGGTCCAAACCCATGGCCCATCATCGGAAACCTCCCTCACATGGGCCCTA 

 
    AtTT7   (155) AGCCTCATCGAACCCTTTCCGCCATGGTTACTACTTACGGCCCTATCCTCCACCTCCGAC 
    BnTT7   (169) AACCCCATCAAACACTAGCCGCCATGGTAACCACATACGGACCTATCCTCCACCTACGGC 
  BrTT7-1   (143) AACCCCATCAAACACTAGCCGCCATGGTAACCACATACGGACCTATCCTCCACCTACGGC 
  BrTT7-2   (143) AACCCCATCAAACACTAGCCGCCATGGTAACCACATACGGACCTATCCTCCACCTACGGC 
  BrTT7-3   (143) AACCCCATCAAACACTAGCCGCCATGGTAACCACATACGGACCTATCCTCCACCTACGGC 
    BoTT7   (143) AACCCCATCAAACACTAGCCGCCATGGTAACCACATACGGACCTATCCTCCACCTACGGC 

 
    AtTT7   (215) TAGGGTTCGTAGACGTCGTGGTCGCCGCTTCTAAATCCGTGGCCGAGCAGTTCTTGAAAA 
    BnTT7   (229) TAGGGTTCGCCGACGTTGTGGTTGCCGCCTCTAAATCCGTGGCCGAACAGTTCTTGAAAG 
  BrTT7-1   (203) TAGGGTTCGCCGACGTTGTGGTTGCCGCCTCTAAATCCGTGGCCGAACAGTTCTTGAAAG 
  BrTT7-2   (203) TAGGGTTCGCCGACGTTGTGGTTGCCGCCTCTAAATCCGTGGCCGAACAGTTCTTGAAAG 
  BrTT7-3   (203) TAGGGTTCGCCGACGTTGTGGTTGCCGCCTCTAAATCCGTGGCCGAACAGTTCTTGAAAG 
    BoTT7   (203) TAGGGTTCGCCGACGTTGTGGTTGCCGCCTCTAAATCCGTGGCCGAACAGTTCTTGAAAG 

 
    AtTT7   (275) TACACGACGCCAATTTCGCTAGCCGACCACCAAACTCAGGAGCTAAACACATGGCATATA 
    BnTT7   (289) TTCATGATGCCAATTTCGCTAGCCGACCACCTAACTCCGGAGCCAAACACATGGCGTATA 
  BrTT7-1   (263) TTCATGATGCCAACTTCGCTAGCCGACCACCTAACTCCGGAGCCAAACACATGGCATATA 
  BrTT7-2   (263) TTCATGATGCCAATTTCGCTAGCCGACCACCTAACTCCGGAGCCAAACACATGGCATATA 
  BrTT7-3   (263) TTCATGATGCCAATTTCGCTAGCCGACCACCTAACTCCGGAGCCAAACACATGGCATATA 
    BoTT7   (263) TTCATGATGCCAATTTCGCTAGCCGACCACCTAACTCCGGAGCCAAACACATGGCATATA 

 
    AtTT7   (335) ACTATCAAGATCTTGTCTTTGCACCTTACGGACACCGATGGAGACTGTTGAGAAAGATTA 
    BnTT7   (349) ACTATCAAGATCTTGTCTTTGCGCCTTATGGACAACGATGGAGAATGTTGAGGAAGATTA 
  BrTT7-1   (323) ACTATCAAGATCTTGTCTTTGCGCCTTATGGACAACGATGGAGAATGTTGAGGAAGATTA 
  BrTT7-2   (323) ACTATCAAGATCTTGTCTTTGCGCCTTATGGACAACGATGGAGAATGTTGAGGAAGATTA 
  BrTT7-3   (323) ACTATCAAGATCTTGTCTTTGCGCCTTATGGACAACGATGGAGAATGTTGAGGAAGATTA 
    BoTT7   (323) ACTATCAAGATCTTGTCTTTGCGCCTTATGGACAACGATGGAGAATGTTGAGGAAGATTA 

 
    AtTT7   (395) GTTCTGTTCATCTATTTTCAGCTAAAGCTCTCGAAGATTTCAAACATGTTCGACAGGAAG 
    BnTT7   (409) GTTCTGTTCATTTATTTTCAGCTAAAGCTCTTGAAGATTTCAAACATGTTCGACAGGAAG 
  BrTT7-1   (383) GTTCTGTTCATTTATTTTCAGCTAAAGCTCTTGAAGATTTCAAACATGTTCGACAGGAAG 
  BrTT7-2   (383) GTTCTGTTCATTTATTTTCAGCTAAAGCTCTTGAAGATTTCAAACATGTTCGACAGGAAG 
  BrTT7-3   (383) GTTCTGTTCATTTATTTTCAGCTAAAGCTCTTGAAGATTTCAAACATGTTCGACAGGAAG 
    BoTT7   (383) GTTCTGTTCATTTATTTTCAGCTAAAGCTCTTGAAGATTTCAAACATGTTCGACAGGAAG 

 
    AtTT7   (455) AGGTTGGAACGCTAACGCGGGAGCTAGTGCGTGTTGGCACGAAACCCGTGAATTTAGGCC 
    BnTT7   (469) AGGTTGGAACACTCATGCGCGAGCTAGCGCGTGCAAACACGAAACCAGTGAACCTAGGCC 
  BrTT7-1   (443) AGGTTGGAACACTCGTGCGCGAGCTAGCGCGTGCAAACACGAAACCAGTGAACCTAGGCC 
  BrTT7-2   (443) AGGTTGGAACACTCATGCGCGAGCTAGCGCGTGCAAACACGAAACCAGTGAACCTAGGCC 
  BrTT7-3   (443) AGGTTGGAACACTCATGCGCGAGCTAGCGCGTGCAAACACGAAACCAGTGAACCTAGGCC 



    BoTT7   (443) AGGTTGGAACACTCATGCGCGAGCTAGCGCGTGCAAACACGAAACCAGTGAACCTAGGCC 
 

    AtTT7   (515) AGTTGGTGAACATGTGTGTAGTCAACGCTCTAGGACGAGAGATGATCGGACGGCGATTGT 
    BnTT7   (529) AGTTGGTAAACATGTGCGTACTCAACGCCCTTGGACGAGAGATGATCGGACGGCGACTGT 
  BrTT7-1   (503) AGTTGGTAAACATGTGCGTACTCAACGCCCTTGGACGAGAGATGATCGGACGGCGACTGT 
  BrTT7-2   (503) AGTTGGTAAACATGTGCGTACTCAACGCCCTTGGACGAGAGATGATCGGACGGCGACTGT 
  BrTT7-3   (503) AGTTGGTAAACATGTGCGTACTCAACGCCCTTGGACGAGAGATGATCGGACGGCGACTGT 
    BoTT7   (503) AGTTGGTAAACATGTGCGTACTCAACGCCCTTGGACGAGAGATGATCGGACGGCGACTGT 

 
    AtTT7   (575) TCGGCGCCGACGCCGATCATAAAGCTGACGAGTTTCGATCAATGGTGACGGAAATGATGG 
    BnTT7   (589) TCGGCGCCGATGCCGATCACAAAGCGGAGGAGTTTCGATCAATGGTTACAGAAATGATGG 
  BrTT7-1   (563) TCGGCGCCGATGCCGATCACAAAGCGGAGGAGTTTCGATCAATGGTTACAGAAATGATGG 
  BrTT7-2   (563) TCGGCGCCGATGCCGATCACAAAGCGGAGGAGTTTCGATCAATGGTTACAGAAATGATGG 
  BrTT7-3   (563) TCGGCGCCGATGCCGATCACAAAGCGGAGGAGTTTCGATCAATGGTTACAGAAATGATGG 
    BoTT7   (563) TCGGCGCCGATGCCGATCACAAAGCGGAGGAGTTTCGATCAATGGTCACAGAAATGATGG 

 
    AtTT7   (635) CTCTCGCCGGAGTATTCAACATCGGAGACTTCGTGCCGTCACTTGATTGGTTAGATTTAC 
    BnTT7   (649) CTCTCGCCGGAGTATTCAACATCGGAGATTTCGTGCCCGCACTTGATTGTTTAGATTTAC 
  BrTT7-1   (623) CTCTCGCCGGAGTATTCAACATCGGAGATTTCGTGCCCGCACTTGATTGTTTAGATTTAC 
  BrTT7-2   (623) CTCTCGCCGGAGTATTCAACATTGGAGATTTCGTGCCCGCACTCGATTGTTTAGATTTAC 
  BrTT7-3   (623) CTCTCGCCGGAGTATTCAACATTGGAGATTTCGTGCCCGCACTTGATTGTTTAGATTTAC 
    BoTT7   (623) CTCTCGCCGGAGTATTCAACATCGGAGATTTCGTGCCCGCACTTGATTGTTTAGATTTAC 

 
    AtTT7   (695) AAGGCGTCGCTGGTAAAATGAAACGGCTTCACAAGAGATTCGACGCTTTTCTATCGTCGA 
    BnTT7   (709) AAGGCGTCGCTGGTAAAATGAAACGTCTACACAAGAGGTTCGACGCTTTTCTATCGTCGA 
  BrTT7-1   (683) AAGGCGTCGCTGGTAAAATGAAACGTCTACACAAGAGGTTCGACGCTTTTCTATCGTCGA 
  BrTT7-2   (683) AAGGCGTCGCTGGTAAAATGAAACGTCTACACAAGAGGTTCGACGCTTTTCTATCGTCGA 
  BrTT7-3   (683) AAGGCGTCGCTGGTAAAATGAAACGTCTACACAAGAGGTTCGACGCTTTTCTATCGTCGA 
    BoTT7   (683) AAGGCGTCGCTGGTAAAATGAAACGTCTACACAAGAGGTTCGACGCTTTTCTATCGTCGA 

 
    AtTT7   (755) TTTTGAAAGAGCACGA-A--ATGA---ACGGTCAAGATCAAAAGCATACAGATATGCTTA 
    BnTT7   (769) TCTTGGAAGAACACGAGGCGATGAAGAACGGCCAGGATCAAAAGCACACGGACATGCTTA 
  BrTT7-1   (743) TCTTGGAAGAACACGAGGCGATGAAGAACGGCCAGGATCAAAAGCACACGGACATGCTTA 
  BrTT7-2   (743) TCTTGGAAGAACACGAGGCGATGAAGAACGGCCAGGATCAAAAGCACACGGACATGCTTA 
  BrTT7-3   (743) TCTTGGAAGAACACGAGGCGATGAAGAACGGCCAGGATCAAAAGCACACGGACATGCTTA 
    BoTT7   (743) TCTTGGAAGAGCACGAGACGATGAAGAACGGCCAGGATCAAAAGCACACGGACATGCTTA 

 
    AtTT7   (809) GCACTTTAATCTCCCTTAAAGGAACTGATCTTGACGGTGACGGAGGAAGCTTAACGGATA 
    BnTT7   (829) GCACTTTAATCTCGCTTAAGGGAACTGATTTTGATGGTGAGGGTGGAACTCTAACTGATA 
  BrTT7-1   (803) GCACTTTAATCTCGCTTAAGGGAACTGATTTTGATGGTGAGGGTGGAACTCTAACTGATA 
  BrTT7-2   (803) GCACTTTAATCTCGCTTAAGGGAACTGATTTTGATGGTGAGGGTGGAACTCTAACTGATA 
  BrTT7-3   (803) GCACTTTAATCTCGCTTAAGGGAACTGATTTTGATGGTGAGGGTGGAACTCTAACTGATA 
    BoTT7   (803) GCACTTTAATCTCGCTTAAGGGAACTGATTTTGACGGTGAGGGTGGAACTCTAACGGATA 

 
    AtTT7   (869) CTGAGATTAAAGCCTTGCTATTGAACATGTTCACAGCTGGAACTGACACGTCAGCAAGTA 
    BnTT7   (889) CAGAGATCAAAGCCTTGCTATTGAACATGTTTACGGCTGGAACTGACACGTCAGCAAGTA 
  BrTT7-1   (863) CAGAGATCAAAGCCTTGCTATTGAACATGTTTACGGCTGGAACTGACACGTCAGCAAGTA 
  BrTT7-2   (863) CAGAGATCAAAGCCTTGCTATTGAACATGTTTACGGCCGGAACTGACACGTCAGCAAGTA 
  BrTT7-3   (863) CAGAGATCAAAGCCTTGCTATTGAACATGTTTACGGCCGGAACTGACACGTCAGCAAGTA 
    BoTT7   (863) CTGAGATCAAAGCCTTGCTATTGAACATGTTTACGGCCGGAACTGACACGTCAGCAAGTA 

 
    AtTT7   (929) CGGTGGACTGGGCTATAGCTGAACTTATCCGTCACCCGGATATAATGGTTAAAGCCCAAG 
    BnTT7   (949) CGGTGGACTGGGCCATAGCTGAACTGATCCGTCACCCGGAGATAATGAGAAAAGCCCAAG 
  BrTT7-1   (923) CGGTGGACTGGGCCATAGCTGAATTAATCCGCCACCCGGAGATAATGAGAAAAGCCCAAG 
  BrTT7-2   (923) CGGTGGACTGGGCCATAGCTGAATTAATCCGTCACCCGGAGATGATGAGAAAAGCCCAAG 
  BrTT7-3   (923) CGGTGGACTGGGCCATAGCTGAATTAATCCGTCACCCGGAGATAATGAGAAAAGCCCAAG 
    BoTT7   (923) CGGTGGACTGGGCCATAGCTGAATTAATCCGTCACCCGGAAATAATGAGAAAAGCCCAAG 

 
    AtTT7   (989) AAGAACTTGATATTGTTGTGGGCCGTGACAGGCCTGTTAATGAATCAGACATCGCTCAGC 
    BnTT7  (1009) AAGAGCTTGACTCCGTCGTCGGACGTGGAAGGCCCATTAACGAGTCGGACCTTTCTCAGC 
  BrTT7-1   (983) AAGAGCTTGATTCCGTCGTGGGACGTGGAAGGCCCATTAACGAGTCGGACCTCTCTCAGC 
  BrTT7-2   (983) AAGAGCTTGACTCCGTCGTGGGACGTGGAAGGCCCATTAACGAGTCGGACCTTTCTCAGC 
  BrTT7-3   (983) AAGAGCTTGACTCCGTCGTGGGACGTGGAAGGCCCATTAACGAGTCGGACCTTTCTCAGC 



    BoTT7   (983) AAGAGCTTGATTCCGTCGTCGGACGTGGAAGGCCCATTAACGAGTCGGACCTTTCTCAGC 
 

    AtTT7  (1049) TTCCTTACCTTCAGGCGGTTATCAAAGAGAATTTCAGGCTTCATCCACCAACACCACTCT 
    BnTT7  (1069) TTCCTTACCTTCAGGCGGTTATCAAAGAGAATTTCAGGCTCCATCCACCAACACCACTCT 
  BrTT7-1  (1043) TTCCTTACCTTCAGGCGGTTATCAAAGAGAATTTCAGGCTCCATCCACCAACACCACTCT 
  BrTT7-2  (1043) TTCCTTACCTTCAGGCGGTTATCAAAGAGAATTTCAGGCTCCATCCACCAACACCACTCT 
  BrTT7-3  (1043) TTCCTTACCTTCAGGCGGTTATCAAAGAGAATTTCAGGCTCCATCCACCAACACCACTCT 
    BoTT7  (1043) TTCCGTACCTTCAGGCGGTTATCAAAGAGAATTTCAGGCTCCATCCACCAACACCACTCT 

 
    AtTT7  (1109) CGTTACCACACATCGCGTCAGAGAGCTGTGAGATCAACGGCTACCATATCCCGAAAGGAT 
    BnTT7  (1129) CGTTACCACACATCGCATCAGAGAGCTGTGAGATCAACGGCTACCATATCCCGAAAGGAT 
  BrTT7-1  (1103) CGTTACCACACATCGCATCAGAGAGCTGTGAGATCAACGGCTATCATATCCCCAAAGGAT 
  BrTT7-2  (1103) CGTTACCACACATCGCATCAGAGAGCTGTGAGATCAACGGCTATCATATCCCCAAAGGAT 
  BrTT7-3  (1103) CGTTACCACACATCGCATCAGAGAGCTGTGAGATCAACGGCTATCATATCCCCAAAGGAT 
    BoTT7  (1103) CGTTACCACACATCGCATCAGAGAGCTGTGAGATCAACGGCTATCATATCCCCAAAGGAT 

 
    AtTT7  (1169) CGACTCTATTGACGAACATATGGGCCATAGCCCGTGACCCGGATCAATGGTCCGACCCGT 
    BnTT7  (1189) CAACCCTTTTGACAAACATATGGGCCATAGCCCGTGACCCGGACCAATGGTCTGACCCGT 
  BrTT7-1  (1163) CAACCCTTTTGACAAACATATGGGCCATAGCCCGTGACCCGGACCAATGGTCCGACCCGT 
  BrTT7-2  (1163) CAACCCTTTTGACAAACATATGGGCCATAGCCCGTGACCCGGACCAATGGTCCGACCCGT 
  BrTT7-3  (1163) CAACCCTTTTGACAAACATATGGGCCATAGCCCGTGACCCGGACCAATGGTCCGACCCGT 
    BoTT7  (1163) CAACCCTTTTAACAAACATATGGGCCATAGCCCGTGACCCGGACCAATGGACCGACCCGT 

 
    AtTT7  (1229) TAGCATTTAAACCCGAGAGATTCTTACCCGGTGGTGAAAAATCCGGCGTTGATGTGAAAG 
    BnTT7  (1249) TAACGTTTCGACCCGAGAGATTTTTACCCGGTGGTGAAAAAGCTGGCGTTGATGTGAAAG 
  BrTT7-1  (1223) TAACGTTTCGACCCGAGAGATTTTTACCCGGTGGTGAAAAAGCCGGCGTGGATGTGAAAG 
  BrTT7-2  (1223) TAACGTTTCGACCCGAGAGATTTTTACCCGGTGGTGAAAAAGCCGGCGTGGATGTGAAAG 
  BrTT7-3  (1223) TAACGTTTCGACCCGAGAGATTTTTACCCGGTGGTGAAAAAGCCGGCGTGGATGTGAAAG 
    BoTT7  (1223) TATCGTTTCGACCCGAGAGATTTTTACCCGGTGGTGAAAAAGCCGGCGTTGATGTGAAAG 

 
    AtTT7  (1289) GAAGCGATTTCGAGCTAATACCGTTCGGAGCTGGGAGGAGAATCTGTGCCGGTTTAAGTT 
    BnTT7  (1309) GAAACGATTTCGAGCTTATACCGTTCGGAGCCGGGAGGAGAATCTGCGCCGGGTTGAGTT 
  BrTT7-1  (1283) GAAACGATTTCGAGCTTATACCGTTCGGAGCCGGGAGGAGAATCTGCGCCGGGTTGAGTT 
  BrTT7-2  (1283) GAAACGATTTCGAGCTTATACCGTTCGGAGCCGGGAGGAGAATCTGCGCCGGGTTGAGTT 
  BrTT7-3  (1283) GAAACGATTTCGAGCTTATACCGTTCGGAGCCGGGAGGAGAATCTGCGCCGGGTTGAGTT 
    BoTT7  (1283) GAAACGACTTCGAGCTTATACCGTTCGGAGCCGGGAGGAGAATCTGCGCCGGGTTGAGTT 

 
    AtTT7  (1349) TAGGGTTACGTACGATTCAGTTTCTTACGGCGACGTTGGTTCAAGGATTTGATTGGGAAT 
    BnTT7  (1369) TAGGGTTACGGACGATTCAGTTACTGACGGCGACGCTGGTGCACGGATTTGAATGGGAAC 
  BrTT7-1  (1343) TAGGGTTACGGACGATTCAGTTACTGACGGCGACGCTGGTGCACGGATTTGAATGGGAAC 
  BrTT7-2  (1343) TATGGTTACGGACGATTCAGTTACTGACGGCGACGCTGGTGCACGGATTTGAATGGGAAC 
  BrTT7-3  (1343) TAGGGTTACGGACGATTCAGTTACTGACGGCGACGCTGGTGCACGGATTTGAATGGGAAC 
    BoTT7  (1343) TAGGGCTACGGACGATTCAGTTACTGACGGCGACGCTTGTTCACGGATTTGAATGGGAAC 

 
    AtTT7  (1409) TAGCTGGAGGAGTTACGCCGGAGAAGCTGAATATGGAGGAGAGTTATGGGCTTACACTGC 
    BnTT7  (1429) TGGCCGGAGGAGTTACGCCGGAGAAGCTGAACATGGAGGAGACTTATGGGATTACTCTAC 
  BrTT7-1  (1403) TGGCCGGAGGAGTTACGCCGGAGAAGCTGAACATGGAGGAGACTTATGGGATTACTCTAC 
  BrTT7-2  (1403) TGGCCGGAGGAGTTACGCCGGAGAAGCTGAACATGGAAGAGACTTATGGGATTACTCTGC 
  BrTT7-3  (1403) TGGCCGGAGGAGTTACGCCGGAGAAGCTGAACATGGAAGAGACTTATGGGATTACTCTGC 
    BoTT7  (1403) TGGCCGGAGGAGTTACGCCGGAGAAGCTCAACATGGAGGAGACTTATGGGATTACTCTAC 

 
    AtTT7  (1469) AAAGAGCGGTTCCTTTGGTGGTACATCCTAAGCCAAGGTTGGCTCCGAACGTTTATGGAC 
    BnTT7  (1489) AAAGAGCGGTTCCTTTGGTTGTGCATCCTAAGCTAAGGTTGGATATGAGTGCTTATGGAC 
  BrTT7-1  (1463) AAAGAGCGGTTCCTTTGGTTGTGCATCCTAAGCTAAGGTTGGATATGAGTGCTTATGGAC 
  BrTT7-2  (1463) AGAGAGCGGTTCCTTTGGTTGTGCATCCTAAGCCAAGGTTGGATAGGAGTGCTTACGGAC 
  BrTT7-3  (1463) AGAGAGCGGTTCCTTTGGTTGTGCATCCTAAGCCAAGGTTGGATAGGAGTGCTTACGGAC 
    BoTT7  (1463) AAAGAGCGGTTCCTTTGGTTGTGCATCCTAAGCCAAGGTTGGATATGAGTGCTTACGGAC 

 
    AtTT7  (1529) TCGGGTCGGGTTAA---------------------------------------------- 
    BnTT7  (1549) TCGGGTCGGCTTAAACCTAACTTAGCTTGCATGACAAGCTAGGTCTTGCACGGTGGAAGT 
  BrTT7-1  (1523) TCGGGTCGGCTTAA---------------------------------------------- 
  BrTT7-2  (1523) TCGGGTCGGCTTAA---------------------------------------------- 
  BrTT7-3  (1523) TCGGGTCGGCTTAA---------------------------------------------- 



    BoTT7  (1523) TCGGATCGGCTTAA---------------------------------------------- 
 

    AtTT7  (1543) ------------------------------------------------------------ 
    BnTT7  (1609) TAAAAATAAAGTTTTTCGAACAGGTGTATGTTGGTCCGGAGTAAGCTGAATATAAGAGTA 
  BrTT7-1  (1537) ------------------------------------------------------------ 
  BrTT7-2  (1537) ------------------------------------------------------------ 
  BrTT7-3  (1537) ------------------------------------------------------------ 
    BoTT7  (1537) ------------------------------------------------------------ 

 
    AtTT7  (1543) ------------------------------------------------------------ 
    BnTT7  (1669) TATGTAACTCTCAAATTAAGTAAATTAAGATGGTGTGATTTGTTGTATGTTGTCTGCATG 
  BrTT7-1  (1537) ------------------------------------------------------------ 
  BrTT7-2  (1537) ------------------------------------------------------------ 
  BrTT7-3  (1537) ------------------------------------------------------------ 
    BoTT7  (1537) ------------------------------------------------------------ 

 
    AtTT7  (1543) ------------------------------------------------------------ 
    BnTT7  (1729) GACAAGACGATGGCTGTCTGAAGCAAACCCGTTTCAATTATGTGTGTTCATACCCACGAC 
  BrTT7-1  (1537) ------------------------------------------------------------ 
  BrTT7-2  (1537) ------------------------------------------------------------ 
  BrTT7-3  (1537) ------------------------------------------------------------ 
    BoTT7  (1537) ------------------------------------------------------------ 

                  1801                                      1846 
    AtTT7  (1543) ---------------------------------------------- 
    BnTT7  (1789) GTTACATTCATAATATGATGCCTTTAAAATTCAAAAAAAAAAAAAA 
  BrTT7-1  (1537) ---------------------------------------------- 
  BrTT7-2  (1537) ---------------------------------------------- 
  BrTT7-3  (1537) ---------------------------------------------- 
    BoTT7  (1537) ---------------------------------------------- 

7. BnTT3 

    AtTT3     (1) -------------------------ATGGTTAGTCAGAAAGAGACCGTGTGTGTAACCGG 
    BnTT3     (1) -------------------------ATGGTAGCTCACAAAGAGACCGTGTGCGTAACCGG 
  BrTT3-1     (1) GCATCCTTCTAACACACACAAATTAATGGTAGCTCACAAAGAGACCGTGTGCGTAACCGG 
  BrTT3-2     (1) -------------------------ATGGTAGCTCACAAAGAGACCGTGTGCGTAACCGG 
  BoTT3-1     (1) GCATCCTTCTAACACACACAAATTAATGGTAGCTCACAAAGAGACCGTGTGCGTAACCGG 
  BoTT3-2     (1) -------------------------ATGGTAGCTCACAAAGAGACCGTGTGCGTAACCGG 
    BjTT3     (1) -------------------------ATGGTAGGTCAGAAAGAGACCGTGTGCGTAACCGG 

 
    AtTT3    (36) CGCTTCGGGTTTCATCGGTTCATGGCTAGTGATGCGATTACTAGAACGTGGTTACTTTGT 
    BnTT3    (36) CGCATCACGATTCATTGGTTCATGGCTCGTGATGCGGCGACTGGAACGTGGTTATTTTGT 
  BrTT3-1    (61) CGCATCAGGATTCATTGGTTCATGGCTCGTGATGCGGCTACTGGAACGTGGTTACTTTGT 
  BrTT3-2    (36) CGCATCAGGATTCATTGGTTCATGGCTCGTGATGCGGCTACTGGAACGTGGTTATTTTGT 
  BoTT3-1    (61) CGCATCAGGATTCATTGGTTCATGGCTCGTGATGCGGCTACTGGAACGTGGTTACTTTGT 
  BoTT3-2    (36) CGCATCAGGATTCATTGGTTCATGGCTCGTGATGCGGCTACTGGAACGTGGTTACTTTGT 
    BjTT3    (36) CGCATCAGGATTCATTGGTTCATGGCTCGTGATGCGGCTACTGGAACGTGGTTATTTTGT 

 
    AtTT3    (96) TCGTGCCACCGTTCGAGATCCCGGTAATTTGAAGAAAGTACAACATCTTCTTGATTTGCC 
    BnTT3    (96) CCGTGCCACTGTTCGCGATCCTGGAAATTTGAAGAAAGTGCAACATCTTCTTGATTTGCC 
  BrTT3-1   (121) CCGTGCCACTGTTCGCGATCCTGGAAATTTGAAGAAAGTGCAACATCTTCTTGATTTGCC 
  BrTT3-2    (96) CCGTGCCACTGTTCGCGATCCTGGAAATTTGAAGAAAGTGCAACATCTTCTTGATTTGCC 
  BoTT3-1   (121) CCGTGCCACTGTTCGCGATCCTGGAAATTTGAAGAAAGTGCAACATCTTCTTGATTTGCC 
  BoTT3-2    (96) CCGTGCCACTGTTCGCGATCCTGGAAATTTGAAGAAAGTGCAACATCTTCTTGATTTGCC 
    BjTT3    (96) CCGTGCCACTGTTCGCGATCCTGGAAATTTGAAGAAAGTGCAACATCTTCTTGATTTGCC 

 
    AtTT3   (156) AAACGCCAAGACGCTACTCACTTTATGGAAGGCTGATTTATCTGAGGAAGGAAGCTACGA 
    BnTT3   (156) AAACGCGAAGACGCAACTCACTTTATGGAAAGCCGATTTATCTGACGAAGGAAGCCACGA 
  BrTT3-1   (181) AAACGCGAAGACGCAACTCACTTTATGGAAAGCCGATTTATCTGACGAAGGAAGCTACGA 
  BrTT3-2   (156) AAACGCGAAGACGCAACTCACTTTATGGAAAGCCGATTTATCTGACGAAGGAAGCTACGA 
  BoTT3-1   (181) AAACGCGAAGACGCAACTCACTTTATGGAAAGCCGATTTATCTGACGAAGGAAGCTACGA 
  BoTT3-2   (156) AAACGCGAAGACGCAACTCACTTTATGGAAAGCCGATTTATCTGACGAAGGAAGCTACGA 
    BjTT3   (156) AAACGCGAAGACGCAACTCACTTTATGGAAAGCCGATTTATCTGACGAAGGAAGCTACGA 

 



    AtTT3   (216) TGATGCCATAAACGGATGTGACGGTGTTTTCCACGTGGCAACACCCATGGATTTTGAATC 
    BnTT3   (216) TGACGCCATAAACGGATGCGACGGCGTTTTCCACATAGCAACTCCCATGGATTTTGAATC 
  BrTT3-1   (241) TGACGCCATAAACGGATGCGACGGCGTTTTTCACATAGCTACTCCCATGGATTTTGAATC 
  BrTT3-2   (216) TGACGCCATAAACGGATGCGACGGCGTTTTCCACATAGCAACTCCCATGGATTTTGAATC 
  BoTT3-1   (241) TGACGCCATAAACGGATGCGACGGCGTTTTTCACATAGCTACTCCCATGGATTTTGAATC 
  BoTT3-2   (216) TGACGCCATAAACGGATGCGACGGCGTTTTTCACATAGCTACTCCCATGGATTTTGAATC 
    BjTT3   (216) TGACGCCATAAACGGATGCGACGGCGTTTTCCACATAGCAACTCCCATGGATTTTGAATC 

 
    AtTT3   (276) AAAAGATCCTGAGAACGAAGTGATAAAGCCGACAGTGAATGGAATGTTGGGGATAATGAA 
    BnTT3   (276) TAAGGACCCCGAGAACGAAGTGATAAAACCGACAGTGAATGGAGTGTTGGGGATAATGAA 
  BrTT3-1   (301) AAAGGATCCCGAGAACGAAGTGATAAAACCAACAGTGAATGGAGTGTTGGGGATAACGAA 
  BrTT3-2   (276) TAAGGACCCCGAGAACGAAGTGATAAAACCGACAGTGAATGGAGTGTTGGGGATAATGAA 
  BoTT3-1   (301) AAAGGATCCCGAGAACGAAGTGATAAAACCAACAGTGAATGGAGTGTTGGGGATAACGAA 
  BoTT3-2   (276) CAAGGATCCCGAGAACGAAGTGATAAAACCAACAGTGAATGGAGTGTTGGGGATAATGAA 
    BjTT3   (276) TAAGGACCCCGAGAACGAAGTGATAAAACCGACAGTGAATGGAGTGTTGGGGATAATGAA 

 
    AtTT3   (336) AGCATGTGTTAAGGCAAAGACCGTACGAAGATTCGTATTTACTTCATCTGCCGGAACCGT 
    BnTT3   (336) AGCATGTGATAAGGCAAAGACCGTACGAAGAATTGTGTTTACTTCGTCTGCTGGAACGGT 
  BrTT3-1   (361) AGCATGTGATAAGGCAAAGACCGTACGAAGAATTGTGTTTACTTCGTCTGCTGGAACGGT 
  BrTT3-2   (336) AGCATGTGATAAGGCAAAGACCGTACGAAGAATTGTGTTTACTTCGTCTGCTGGAACGGT 
  BoTT3-1   (361) AGCATGTGATAAGGCAAAGACCGTACGAAGAATTGTGTTTACTTCGTCTGCTGGAACGGT 
  BoTT3-2   (336) AGCATGTGATAAGGCAAAGACCGTACGAAGAATTGTGTTTACTTCGTCTGCTGGAACGGT 
    BjTT3   (336) AGCATGTGATAAGGCAAAGACCGTACGAAGAATTGTGTTTACTTCGTCTGCTGGAACGGT 

 
    AtTT3   (396) TAATGTAGAAGAACATCAGAAGAATGTCTATGATGAAAATGATTGGAGTGATCTTGAGTT 
    BnTT3   (396) TAATGTTGAGGAACACCAGAAAAATGTCTATGATGAAAACGATTGGAGTGATCTTGACTT 
  BrTT3-1   (421) TAATGTTGAGGAACACCAGAAAAATGTCTATGATGAAAACGATTGGAGTGATCTTGACTT 
  BrTT3-2   (396) TAATGTTGAGGAACACCAGAAAAATGTCTATGATGAAAACGATTGGAGTGATCTTGACTT 
  BoTT3-1   (421) TAATGTTGAGGAACACCAGAAAAATGTCTATGATGAAAACGATTGGAGTGATCTTGACTT 
  BoTT3-2   (396) TAATGTTGAGGAACACCAGAAAAATGTCTATGATGAAAACGATTGGAGTGATCTTGACTT 
    BjTT3   (396) TAGTGTTGAGGAACACCAGAAAAATGTCTATGATGAAAACGATTGGAGTGATCTTGACTT 

 
    AtTT3   (456) TATCATGTCCAAAAAGATGACAGGATGGATGTATTTCGTGTCAAAAACGTTAGCGGAGAA 
    BnTT3   (456) TATCATGTCCAAGAAGATGACAGGATGGATGTATTTCATGTCGAAAACGTTAGCCGAGAA 
  BrTT3-1   (481) TATCATGTCCAAGAAGATGACAGGATGGATGTATTTCATGTCGAAAACGTTAGCCGAGAA 
  BrTT3-2   (456) TATCATGTCCAAGAAGATGACAGGATGGATGTATTTCATGTCGAAAACGTTAGCCGAGAA 
  BoTT3-1   (481) TATCATGTCCAAGAAGATGACAGGATGGATGTATTTCATGTCGAAAACGTTAGCCGAGAA 
  BoTT3-2   (456) TATCATGTCCAAGAAGATGACAGGATGGATGTATTTCATGTCGAAAACGTTAGCCGAGAA 
    BjTT3   (456) TATCATGTCCAAGAAGATGACAGGATGGATGTATTTCATGTCGAAAACGTTAGCCGAGAA 

 
    AtTT3   (516) AGCAGCGTGGGATTTCGCCGAAGAGAAAGGATTAGATTTCATTAGTATTATTCCAACATT 
    BnTT3   (516) AGCAGCTTGGGATTACGCGAAGGAAAAAGGAATAGATTTCATTAGTATTATCCCGACATT 
  BrTT3-1   (541) AGCAGCTTGGGATTACGCGAAGGAAAAAGGAATAGATTTCATTAGTATTATCCCGACATT 
  BrTT3-2   (516) AGCAGCTTGGGATTACGCGAAGGAAAAAGGAATAGATTTCATTAGTATTATCCCGACATT 
  BoTT3-1   (541) AGCAGCTTGGGATTACGCGAAGGAAAAAGGAATAGATTTCATTAGTATTATCCCGACATT 
  BoTT3-2   (516) AGCAGCTTGGGATTACGCTAAGGAAAAAGGAATAGATTTCATTAGTATTATCCCGACATT 
    BjTT3   (516) AGCAGCTTGGGATTACGCGAAGGAAAAAGGAATAGATTTCATTAGTATTATCCCGACATT 

 
    AtTT3   (576) GGTGGTCGGTCCATTCATCACAACGTCTATGCCGCCTAGCCTTATCACCGCGCTCTCTCC 
    BnTT3   (576) GGTGATCGGTCCATTTATAACAACATCTATGCCGCCTAGCCTTATTACCGCGCTCTCTCC 
  BrTT3-1   (601) GGTGATCGGTCCATTTATAACAACATCTATGCCGCCTAGCCTTATTACCGCGCTCTCTCC 
  BrTT3-2   (576) GGTGATCGGTCCATTTATAACAACATCTATGCCGCCTAGCCTTATTACCGCGCTCTCTCC 
  BoTT3-1   (601) GGTGATCGGTCCATTTATAACAACATCTATGCCGCCTAGCCTTATTACCGCGCTCTCTCC 
  BoTT3-2   (576) GGTGATCGGTCCATTTATAACAACATCTATGCCGCCTAGCCTTATTACCGCGCTCTCTCC 
    BjTT3   (576) GGTGATCGGTCCATTTATAACAACATCTATGCCGCCTAGCCTTATTACCGCGCTCTCTCC 

 
    AtTT3   (636) TATCACTCGGAACGAGGCGCATTACTCGATCATAAGACAAGGACAGTATGTGCATTTGGA 
    BnTT3   (636) TATCACTCGTAACGAGGCACATTACTCCATCATAAGACAAGGACAGTATGTCCACTTGGA 
  BrTT3-1   (661) TATCACTCGTAACGAGGCACATTACTCCATCATAAGACAAGGACAGTATGTCCACTTGGA 
  BrTT3-2   (636) TATCACTCGTAACGAGGCACATTACTCCATCATAAGACAAGGACAGTATGTCCACTTGGA 
  BoTT3-1   (661) TATCACTCGTAACGAGGCACATTACTCCATCATAAGACAAGGACAGTATGTGCACTTGGA 
  BoTT3-2   (636) TATCACTCGTAACGAGGCACATTACTCCATCATAAGACAAGGACAGTATGTCCACTTGGA 
    BjTT3   (636) TATCACTCGTAACGAGGCACATTACTCCATCATAAGACAAGGACAGTATGTCCACTTGGA 



 
    AtTT3   (696) CGACTTATGCAACGCTCATATCTTCTTATACGAACAAGCAGCCGCCAAGGGACGTTATAT 
    BnTT3   (696) CGATTTATGCAATGCCCATATATTCTTGTACGAACAAGCTGCTGCCAAGGGACGTTATGT 
  BrTT3-1   (721) CGATTTATGCAATGCCCATATATTCTTGTACGAACAAGCTGCTGCCAAGGGACGTTATGT 
  BrTT3-2   (696) CGATTTATGCAATGCCCATATATTCTTGTACGAACAAGCTGCTGCCAAGGGACGTTATGT 
  BoTT3-1   (721) CGACTTATGCCATGCTCATATATTCTTGTATGAACAAGCTGCTGCCAAGGGACGTTATAT 
  BoTT3-2   (696) CGACTTATGCAATGCTCATATATTCTTGTACGAACAAGCTGCTGCCAAGGGACGTTATGT 
    BjTT3   (696) CGATTTATGCAATGCCCATATATTCTTGTACGAACAAGCTGCTGCCAAGGGACGTTATGT 

 
    AtTT3   (756) TTGTTCCTCTCATGATGCAACCATTCTTACTATCTCCAAATTTCTCAGGCCAAAATACCC 
    BnTT3   (756) TTGTTCCTCTCACGATGCAACGATTCTTACTATCTCCGAGTTTCTCAGGCAAAAATATCC 
  BrTT3-1   (781) TTGTTCCTCTCACGATGCAACGATTCTTACTATCTCCGAGTTTCTCAGGCAAAAATATCC 
  BrTT3-2   (756) TTGTTCCTCTCACGATGCAACGATTCTTACTATCTCCGAGTTTCTCAGGCAAAAATATCC 
  BoTT3-1   (781) TTGTTCCTCTCACGATGCGACGATTCTTACTATCTCCGAGTTTCTCAGGCAAAAATACCC 
  BoTT3-2   (756) TTGTTCCTCTCACGATGCAACGATTCATACTATCTCCGAGTTTCTCAGGCAAAAATATCC 
    BjTT3   (756) TTGTTCCTCTCACGATGCAACGATTCTTACTATCTCCGAGTTTCTCAGGCAAAAATATCC 

 
    AtTT3   (816) CGAATATAACGTACCTTCAACGTTTGAAGGTGTTGATGAGAATCTAAAGAGCATTGAATT 
    BnTT3   (816) AGAATATAACGTGCCTTCAACGTTTGAAGGAGTGGATGAGAATCTAAAGAGCATTATGTT 
  BrTT3-1   (841) AGAATATAACGTGCCTTCAACGTTTGAAGGAGTGGATGAGAATCTAAAGAGCATTATGTT 
  BrTT3-2   (816) AGAATATAACGTGCCTTCAACGTTTGAAGGAGTGGATGAGAATCTAAAGAGCATTATGTT 
  BoTT3-1   (841) AGAATATAACGTGCCTTCAACGTTTGAAGGAGTGGATGAGAATTTAAAGAGCATTATGTT 
  BoTT3-2   (816) AGAATATAACGTGCCTTCAACGTTTGAAGGAGTGGATGAGAATCTAAAGAGCATTATGTT 
    BjTT3   (816) AGAATATAACGTGCCTTCAACGTTTGAAGGAGTGGATGAGAATCTAAAGAGCATTATGTT 

 
    AtTT3   (876) CAGTTCCAAGAAGCTGACGGACATGGGGTTTAACTTCAAGTATAGTCTCGAGGAAATGTT 
    BnTT3   (876) CAGTTCCAAGAAGCTGATTGATATGGGATTTAACTTCAAGTATAGTCTCGAGGATATGTT 
  BrTT3-1   (901) CAGTTCCAAGAAGCTGATTGATATGGGATTTAACTTCAAGTATAGTCTCGAGGATATGTT 
  BrTT3-2   (876) CAGTTCCAAGAAGCTGATTGATATGGGATTTAACTTCAAGTATAGTCTCGAGGATATGTT 
  BoTT3-1   (901) CAGTTCCAAGAAGCTGATTGATATGGGATTTAACTTCAAGTATAGTCTCGAGAATATGTT 
  BoTT3-2   (876) CAGTTCCAAGAAGCTGATTGATATGGGATTTAACTTCAAGTATAGTCTCGAGGATATGTT 
    BjTT3   (876) CAGTTCCAAGAAGCTGATTGATATGGGATTTAACTTCAAGTATAGTCTCGAGGATATGTT 

 
    AtTT3   (936) TATTGAATCTATTGAGACATGTCGTCAAAAGGGTTTTCTCCCGGTTTCATTATCGTACCA 
    BnTT3   (936) GGTGGAATCGATTGAGACATGTCGTCAAAAGGGTTTTCTCCCTGTCACTTTACCGGAACA 
  BrTT3-1   (961) GGTGGAATCGATTGAGACATGTCGTCAAAAGGGTTTTCTCCCTGTCACTTTACCGGAACA 
  BrTT3-2   (936) GGTGGAATCGATTGAGACATGTCGTCAAAAGGGTTTTCTCCCTGTCACTTTACCGGAACA 
  BoTT3-1   (961) GGTGGAATCGATTGAGACATGTCGTCCAAAGGGTTTTCTCCCTGTCACTTTACCGGAACA 
  BoTT3-2   (936) GGTGGAATCGATTGAGACATGTCGTCAAAAGGGTTTTCTCCCTGTCACTTTACCGGAACA 
    BjTT3   (936) GGTGGAATCGATTGAGACATGTCGTCAAAAGGGTTTTCTCCCTGTCACTTTACCGGAACA 

 
    AtTT3   (996) ATCCATATCGGAGATCAAGACTAAGA------ATGAAAACATTGACGTCAAAACCGGAGA 
    BnTT3   (996) TTTGAAATCTGAGGACAAAGTTCCGGGCAGTGATGATAATAAGGAGATTAAAAACGGATC 
  BrTT3-1  (1021) TTTGAAATCTGAGGACAAAGTTCCGGGCAGTGATGATAATAAGGAGATTAAAAACGGATC 
  BrTT3-2   (996) TTTGAAATCTGAGGACAAAGTTCCGGGCAGTGATGATAATAAGGAGATTAAAAACGGATC 
  BoTT3-1  (1021) TTTGAAATCTGAGGACAGAGTTCCGGGCAGTGATGACAATAAGGAGATTAAAAACGGATC 
  BoTT3-2   (996) TTTGAAATCTGAGGACAAAGTTCCGGGCAGTGATGACAATAAGGAGATTAAAAACGGATC 
    BjTT3   (996) TTTGAAATCTGAGGACAAAGTTCCGGGCAGTGATGATAATAAGGAGATTAAAAACGGATC 

 
    AtTT3  (1050) T---GGTTTAACCGATGGTATGAAGCCATGTAACAAGACAGAAACGGGGATAACCGGCGA 
    BnTT3  (1056) TGCAGGTTTAACTGATGGTATGGTAGCTTGTAAGAAGACCGAACCAGGGATGGCCGGCGA 
  BrTT3-1  (1081) TGCAGGTTTAACTGATGGTATGGTAGCTTGTAAGAAGACCGAACCAGGGATGGCCGGCGA 
  BrTT3-2  (1056) TGCAGGTTTAACTGATGGTATGGTAGCTTGTAAGAAGACCGAACCAGGGATGGCCGGCGA 
  BoTT3-1  (1081) TGCAGGTTTAACTGATGGTATGGTAGCTTGTAAGAAGACCGAGCCAGGGATGGTCGGCGA 
  BoTT3-2  (1056) TGCAGGTTTAACTGATGGTATGGTAGCTTGTAAGAAGACCGAACCAGGGATGGCCGGCGA 
    BjTT3  (1056) TGCAGGTTTAACTGATGGTATGGTAGCTTGTAAGAAGACCGAACCAGAGATGGCCGGCGA 

 
    AtTT3  (1107) GAGAACCGATGCTCCCATGCTAGCACAACAGATGTGTGCCTAG----------------- 
    BnTT3  (1116) GAAAGCCGATAGTCACATGTCGGCACAGCAGATCTGTGCTTAG----------------- 
  BrTT3-1  (1141) GAAAGCCGATAGTCACATGTCGGCACAGCAGATCTGTGCTTAGAAATTGAACCCGTATCT 
  BrTT3-2  (1116) GAAAGCCGATAGTCACATGTCGGCACAGCAGATCTGTGCTTAG----------------- 
  BoTT3-1  (1141) GAAAGCCGATAGTCACATGTCGGCACAGCAGATCTGTGCTTAGAAATTGAACCCGTATCT 
  BoTT3-2  (1116) GAAAGCCGATAGTCACATGTCGGCACAGCAGATCTGTGCTTAG----------------- 



    BjTT3  (1116) GAAAGCCGATAGTCACATGTCGGCACAGCAGATCTGTGCTTA------------------ 
 

    AtTT3  (1150) ------------------------------------------------------------ 
    BnTT3  (1159) ------------------------------------------------------------ 
  BrTT3-1  (1201) AATATGGATCTATTGTCTTATGAATGTGTGATTTGTTTTTTTTTTTCTTTTTAAGTTTGT 
  BrTT3-2  (1159) ------------------------------------------------------------ 
  BoTT3-1  (1201) AATATGGATCTATTGTCTTATGAATGTGTGATT--T-------TTTTTTTTTAAGTTTGT 
  BoTT3-2  (1159) ------------------------------------------------------------ 
    BjTT3  (1158) ------------------------------------------------------------ 

 
    AtTT3  (1150) ------------------------------------------------------------ 
    BnTT3  (1159) ------------------------------------------------------------ 
  BrTT3-1  (1261) ATGAAAGTGTTGTGGACTTATTTATGGTATATGATA---TCATGTGTGAGTGTGAAAAAA 
  BrTT3-2  (1159) ------------------------------------------------------------ 
  BoTT3-1  (1252) ATGAAAGTGTTGTGGACTTATTTATGGTATCTGATAGTATCATGTGTGAGTGTGAAAAAT 
  BoTT3-2  (1159) ------------------------------------------------------------ 
    BjTT3  (1158) ------------------------------------------------------------ 

 
    AtTT3  (1150) ------------------------------------------------------------ 
    BnTT3  (1159) ------------------------------------------------------------ 
  BrTT3-1  (1318) AAAAAAAAAA-------------------------------------------------- 
  BrTT3-2  (1159) ------------------------------------------------------------ 
  BoTT3-1  (1312) TATGAATCAATATTATTAAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
  BoTT3-2  (1159) ------------------------------------------------------------ 
    BjTT3  (1158) ------------------------------------------------------------ 

                  1381 
    AtTT3  (1150) -- 
    BnTT3  (1159) -- 
  BrTT3-1  (1328) -- 
  BrTT3-2  (1159) -- 
  BoTT3-1  (1372) AA 
  BoTT3-2  (1159) -- 
    BjTT3  (1158) -- 

8. BnTT18 

   AtTT18     (1) ------------------------------------------------------------ 
 BnTT18-1     (1) ------------------------------------------------------------ 
 BnTT18-2     (1) ------------------------------------------------------------ 
 BnTT18-3     (1) ------------------------------------------------------------ 
 BnTT18-4     (1) ------------------------------------------------------------ 
 BnTT18-5     (1) ------------------------------------------------------------ 
 BnTT18-6     (1) ------------------------------------------------------------ 
 BrTT18-1     (1) ------------------------------------------------------------ 
 BrTT18-2     (1) ------------------------------------------------------------ 
 BrTT18-3     (1) ------------------------------------------------------------ 
   BoTT18     (1) ------------------------------------------------------------ 
   BjTT18     (1) ATAAAAACCGAGACAGAGTAAGTAGTTATTTTGTATTGCATAACTCTGTTTTTCCCCTGT 

 
   AtTT18     (1) -----------------------------------------------------ATGGTTG 
 BnTT18-1     (1) -----------------------------------------------------ATGGTGG 
 BnTT18-2     (1) -----------------------------------------------------ATGGTGG 
 BnTT18-3     (1) -----------------------------------------------------ATGGTGG 
 BnTT18-4     (1) -----------------------------------------------------ATGGTTG 
 BnTT18-5     (1) -----------------------------------------------------ATGGTTG 
 BnTT18-6     (1) -----------------------------------------------------ATGGTTG 
 BrTT18-1     (1) -----------------------------------------------------ATGGTGG 
 BrTT18-2     (1) ------------------------------------ACAAGAAGTACAAGAAGATGGTGG 
 BrTT18-3     (1) ------------------------------------ACAAGAAGTACAAGAAGATGGTGG 
   BoTT18     (1) -----------------------------GGGCTTTACAAGAAGTACAAGAAGATGGTGG 
   BjTT18    (61) TTTAAAAAGCTTCTTTACTTACTCTGTTTTAGCTTTACAAGAAGTACAAGAAGATGGTTG 

 
   AtTT18     (8) CGGTTGAAAGAGTTGAGAGTCTAGCAAAAAGCGGAATCATATCGATTCCAAAAGAATATA 
 BnTT18-1     (8) CAGTTGAAAGAGTTGAGAGCTTAGCGAAAAGCGGGATCAGCTCTATCCCAAAAGAATACA 



 BnTT18-2     (8) CAGTTGAAAGAGTTGAGAGCTTAGCAAAAAGCGGAATCAACTCCATCCCAAAAGAATACA 
 BnTT18-3     (8) CAGTTGAAAGAGTTGAGAGCTTAGCAAAAAGCGGAATCAGCTCAATCCCAAGAGAATACA 
 BnTT18-4     (8) AAGTGGAAAGAGTCGAGAGCTTAGCGAAAAGCGGGATCAGCTCTATCCCAAAAGAATACA 
 BnTT18-5     (8) AAGTGGAAAGAGTCGAGAGCTTAGCGAAAAGCGGGATCAGCTCTATCCCAAAAGAATACA 
 BnTT18-6     (8) AAGTGGAAAGAGTCGAGAGCTTAGCAAAAAGCGGAATCAGCTCAATCCCAAGAGAATACA 
 BrTT18-1     (8) CAGTTGAAAGAGTTGAGAGCTTAGCGAAAAGCGGGATCAGCTCTATCCCAAAAGAATACA 
 BrTT18-2    (25) CAGTTGAAAGAGTTGAGAGCTTAGCAAAAAGCGGGATCAGCTCTATCCCAAAAGAATACA 
 BrTT18-3    (25) CAGTTGAAAGAGTTGAGAGCTTAGCGAAAAGCGGGATCAGCTCTATCCCAAAAGAATACA 
   BoTT18    (32) CAGTTGAAAGAGTTGAGAGCTTAGCAAAAAGCGGAATCAACTCCATCCCAAAAGAATACA 
   BjTT18   (121) CAGTTGAAAGAGTTGAGAGCTTAGCAAAAAGCGGAATCAGCTCAATCCCAAGAGAATACA 

 
   AtTT18    (68) TTCGTCCAAAAGAAGAGCTCGAGAGCATCAACGATGTTTTCCTAGAAGAGAAGAAAGAAG 
 BnTT18-1    (68) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAAAAAGAAG 
 BnTT18-2    (68) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAGAAAGAAG 
 BnTT18-3    (68) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAGAAAGAAG 
 BnTT18-4    (68) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAAAAAGAAG 
 BnTT18-5    (68) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAAAAAGAAG 
 BnTT18-6    (68) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAGAAAGAAG 
 BrTT18-1    (68) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAAAAAGAAG 
 BrTT18-2    (85) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAAAAAGAAG 
 BrTT18-3    (85) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAAAAAGAAG 
   BoTT18    (92) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAGAAAGAAG 
   BjTT18   (181) TCCGTCCAAAAGAAGAGCTCGAGAGCATCAACGACGTGTTCCAAGAAGAGAAGAAAGAAG 

 
   AtTT18   (128) ACGGTCCTCAAGTTCCCACAATCGATCTAAAGAACATCGAGTCAGACGATGAAAAGATCC 
 BnTT18-1   (128) ACGGTCCACAAGTCCCCACCATCGATCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BnTT18-2   (128) ACGGTCCACAAGTCCCCACCATCGATCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BnTT18-3   (128) ACGGTCCACAAGTCCCCACCATCGATCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BnTT18-4   (128) ACGGTCCACAAGTCCCCACCATCGACCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BnTT18-5   (128) ACGGTCCACAAGTCCCCACCATCGACCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BnTT18-6   (128) ACGGTCCACAAGTCCCCACCATCGATCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BrTT18-1   (128) ACGGTCCACAAGTCCCCACCATCGACCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BrTT18-2   (145) ACGGTCCACAAGTCCCCACCATCGACCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
 BrTT18-3   (145) ACGGTCCACAAGTCCCCACCATCGACCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
   BoTT18   (152) ACGGTCCACAAGTCCCCACCATCGATCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 
   BjTT18   (241) ACGGTCCACAAGTCCCCACCATCGATCTCCAAGACATCGAGTCAGAAGACGAAACCATCC 

 
   AtTT18   (188) GTGAGAATTGTATTGAGGAGCTGAAAAAGGCATCTTTGGATTGGGGAGTGATGCATTTGA 
 BnTT18-1   (188) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
 BnTT18-2   (188) GTGAGAAATGCATAGAGGAGCTCAAGAAGGCGGCTATGGATTGGGGAGTAATGCATTTGA 
 BnTT18-3   (188) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
 BnTT18-4   (188) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
 BnTT18-5   (188) GTGAGAAATGCATAGAGGAGCTCAAAAGGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
 BnTT18-6   (188) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
 BrTT18-1   (188) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
 BrTT18-2   (205) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
 BrTT18-3   (205) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 
   BoTT18   (212) GTGAGAAATGCATAGAGGAGCTCAAGAAGGCGGCTATGGATTGGGGAGTAATGCATTTGA 
   BjTT18   (301) GTGAGAAATGCATAGAGGAGCTCAAAAAGGCGGCTATGGACTGGGGAGTGATGCATTTGA 

 
   AtTT18   (248) TCAACCATGGAATACCAGCTGATCTAATGGAGCGTGTCAAGAAAGCCGGAGAAGAGTTTT 
 BnTT18-1   (248) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BnTT18-2   (248) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BnTT18-3   (248) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BnTT18-4   (248) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BnTT18-5   (248) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BnTT18-6   (248) TCAACCATGGTATACCTGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BrTT18-1   (248) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BrTT18-2   (265) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
 BrTT18-3   (265) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
   BoTT18   (272) TCAACCATGGTGTACCGGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 
   BjTT18   (361) TCAACCATGGTATACCTGTTGAACTAATGGAGCGTGTGAAGAAGTCAGGAGAAGAGTTCT 

 



   AtTT18   (308) TCAGTTTGTCTGTGGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCACTGGAAAGATTC 
 BnTT18-1   (308) TCGGTTTGCCCGTGGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 
 BnTT18-2   (308) TCGGTTTGCCCGTTGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAAGGGAAAGATTC 
 BnTT18-3   (308) TCGGTTTGCCCGTTGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 
 BnTT18-4   (308) TCGGTTTACCCGTGGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 
 BnTT18-5   (308) TCGGTTTACCCGTGGAAGAGAAGGAGAAGTATGCGAACGATCAAGCCAGCGGAAAGATTC 
 BnTT18-6   (308) TCGGTTTGCCCGTGGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 
 BrTT18-1   (308) TCGGTTTACCCGTGGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 
 BrTT18-2   (325) TCGGTTTACCCGTGGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 
 BrTT18-3   (325) TCGGTTTACCCGTGGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 
   BoTT18   (332) TCGGTTTGCCCGTTGAAGAGAAGGAGAAGTATGCAAACGATCAAGCCAAGGGAAAGATTC 
   BjTT18   (421) TCGGTTTGCCCGTGGAGGAGAAGGAGAAGTATGCAAACGATCAAGCCAGCGGAAAGATTC 

 
   AtTT18   (368) AAGGCTATGGAAGTAAATTGGCTAACAACGCGAGTGGACAATTGGAATGGGAAGATTACT 
 BnTT18-1   (368) AAGGGTATGGAAGCAAGTTGGCTAACAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
 BnTT18-2   (368) AAGGGTATGGAAGCAAGTTGGCTAACAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
 BnTT18-3   (368) AAGGGTATGGAAGTAAGTTGGCTAACAACGCGAGTGGACAACTTGAGTGGGAAGATTACT 
 BnTT18-4   (368) AAGGGTATGGAAGCAAGTTGGCTAATAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
 BnTT18-5   (368) AAGGGTATGGAAGCAAGTTGGCTAATAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
 BnTT18-6   (368) AAGGGTATGGAAGTAAGTTGGCTAACAACGCGAGTGGACAACTTGAGTGGGAAGATTACT 
 BrTT18-1   (368) AAGGGTATGGAAGCAAGTTGGCTAATAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
 BrTT18-2   (385) AAGGGTATGGAAGCAAGTTGGCTAATAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
 BrTT18-3   (385) AAGGGTATGGAAGCAAGTTGGCTAATAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
   BoTT18   (392) AAGGGTATGGAAGCAAGTTGGCTAACAACGCGAGTGGACAGCTTGAGTGGGAAGATTACT 
   BjTT18   (481) AAGGGTATGGAAGTAAGTTGGCTAACAACGCGAGTGGACAACTTGAGTGGGAAGATTACT 

 
   AtTT18   (428) TCTTTCATCTTGCGTATCCTGAAGAGAAGAGAGATCTATCAATTTGGCCTAAGACACCAA 
 BnTT18-1   (428) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
 BnTT18-2   (428) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
 BnTT18-3   (428) TCTTTCATCTTGTGTATCCTGAAGACAAGAGAGATCTCTCACTTTGGCCTAAGACACCAA 
 BnTT18-4   (428) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
 BnTT18-5   (428) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
 BnTT18-6   (428) TCTTTCATCTTGTGTATCCTGAAGACAAGAGAGATCTCTCACTTTGGCCTAAGACACCAA 
 BrTT18-1   (428) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
 BrTT18-2   (445) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
 BrTT18-3   (445) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
   BoTT18   (452) TCTTCCATCTTGTTTATCCTGAAGACAAGAGAGATCTATCACTTTGGCCTAAGACACCAA 
   BjTT18   (541) TCTTTCATCTTGTGTATCCTGAAGACAAGAGAGATCTCTCACTTTGGCCTAAGACACCAA 

 
   AtTT18   (488) GTGATTACATAGAAGCAACGAGTGAGTACGCGAAGTGTCTTCGTTTGCTAGCGACTAAAG 
 BnTT18-1   (488) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BnTT18-2   (488) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BnTT18-3   (488) CTGATTACATTGAAGCAACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BnTT18-4   (488) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BnTT18-5   (488) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BnTT18-6   (488) CCGATTACATTGAAGCAACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BrTT18-1   (488) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BrTT18-2   (505) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
 BrTT18-3   (505) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
   BoTT18   (512) CTGATTACATTGAAGCTACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 
   BjTT18   (601) CTGATTACATTGAAGCAACGAGTGAGTACGCTAAGTGTCTTCGTTTGCTAGCAACAAAAG 

 
   AtTT18   (548) TCTTCAAGGCTCTCTCTGTCGGTCTAGGTTTAGAGCCTGACCGTCTAGAGAAAGAAGTTG 
 BnTT18-1   (548) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAATGAAGTGG 
 BnTT18-2   (548) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAATGAAGTGG 
 BnTT18-3   (548) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAATGAAGTGG 
 BnTT18-4   (548) TCTTCAAGGCTCTCTCCATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAAAGAAGTTG 
 BnTT18-5   (548) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAAAGAAGTTG 
 BnTT18-6   (548) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAATGAAGTGG 
 BrTT18-1   (548) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAAAGAAGTTG 
 BrTT18-2   (565) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAAAGAAGTTG 
 BrTT18-3   (565) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAAAGAAGTTG 
   BoTT18   (572) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAATGAAGTGG 



   BjTT18   (661) TCTTCAAGGCTCTCTCTATCGCCCTAGGCTTAGAGCCTGACCGTCTAGAGAATGAAGTGG 
 

   AtTT18   (608) GTGGTTTAGAAGAGCTTCTTCTACAAATGAAGATAAATTACTATCCAAAATGTCCTCAGC 
 BnTT18-1   (608) GCGGTTTAGAAGAGCTTCTCCTCCAAATGAAGATCAATTACTACCCAAAATGCCCTCAGC 
 BnTT18-2   (608) GCGGTATAGAAGAGCTTCTGCTCCAAATGAAGATCAATTACTACCCAAAATGCCCTCAGC 
 BnTT18-3   (608) GCGGTTTAGAAGAGCTTCTTCTCCAAATGAAGATAAACTACTACCCAAAATGCCCTCAGC 
 BnTT18-4   (608) GTGGTTTAGAAGAGCTTCTCCTCCAAATGAAGATAAACTATTACCCGAAATGCCCTCAGC 
 BnTT18-5   (608) GTGGTTTAGAAGAGCTTCTCCTCCAAATGAAGATAAACTATTACCCGAAATGCCCTCAGC 
 BnTT18-6   (608) GCGGTTTAGAAGAGCTTCTTCTCCAAATGAAGATAAACTACTACCCAAAATGCCCTCAGC 
 BrTT18-1   (608) GTGGTTTAGAAGAGCTTCTCCTCCAAATGAAGATAAACTATTACCCGAAATGCCCTCAGC 
 BrTT18-2   (625) GTGGTTTAGAAGAGCTTCTCCTCCAAATGAAGATAAACTATTACCCGAAATGCCCTCAGC 
 BrTT18-3   (625) GTGGTTTAGAAGAGCTTCTCCTCCAAATGAAGATAAACTATTACCCGAAATGCCCTCAGC 
   BoTT18   (632) GCGGTATAGAAGAGCTTCTGCTCCAAATGAAGATCAATTACTACCCAAAATGCCCTCAGC 
   BjTT18   (721) GCGGTTTAGAAGAGCTTCTTCTCCAAATGAAGATAAACTACTACCCAAAATGCCCTCAGC 

 
   AtTT18   (668) CTGAGCTAGCACTCGGTGTGGAAGCTCACACCGATGTAAGCGCTTTAACTTTCATTCTAC 
 BnTT18-1   (668) CTGAGCTAGCACTTGGCGTGGAAGCTCACACCGATGTAAGCGCTTTGACCTTCATTCTAC 
 BnTT18-2   (668) CTGAGCTAGCACTTGGCGTGGAAGCTCACACCGATGTAAGCGCTTTGACCTTCATTCTAC 
 BnTT18-3   (668) CTGAGCTAGCACTTGGGGTGGAAGCTCACACCGATGTAAGCGCTCTGACCTTCATTCTAC 
 BnTT18-4   (668) CTGAGCTAGCACTTGGCGTGGAAGCTCACACAGATGTAAGCGCTCTGACCTTCATTCTAC 
 BnTT18-5   (668) CTGAGCTAGCACTTGGCGTGGAAGCTCACACAGATGTAAGCGCTCTGACCTTCATTCTAC 
 BnTT18-6   (668) CTGAGCTAGCACTTGGGGTGGAAGCTCACACCGATGTAAGCGCTCTGACCTTCATTCTAC 
 BrTT18-1   (668) CTGAGCTAGCACTTGGCGTGGAAGCTCACACAGATGTAAGCGCTCTGACCTTCATTCTAC 
 BrTT18-2   (685) CTGAGCTAGCACTTGGCGTGGAAGCTCACACCGATGTAAGCGCTCTGACCTTCATTCTAC 
 BrTT18-3   (685) CTGAGCTAGCACTTGGCGTGGAAGCTCACACAGATGTAAGCGCTCTGACCTTCATTCTAC 
   BoTT18   (692) CTGAGCTAGCACTTGGCGTGGAAGCTCACACCGATGTAAGCGCTTTGACCTTCATTCTAC 
   BjTT18   (781) CTGAGCTAGCACTTGGGGTGGAAGCTCACACCGATGTAAGCGCTCTGACCTTCATTCTAC 

 
   AtTT18   (728) ACAACATGGTTCCGGGTTTGCAGCTTTTCTACGAGGGCAAATGGGTCACTGCAAAATGTG 
 BnTT18-1   (728) ACAACATGGTTCCGGGTTTGCAGCTTTTTTACGAGGGTAAATGGGTCATTGCAAAATGTG 
 BnTT18-2   (728) ACAACATGGTTCCGGGTTTGCAGCTTTTTTACGAGGGTAAATGGGTCATTGCAAAATGTG 
 BnTT18-3   (728) ACAACATGGTTCCGGGTTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 
 BnTT18-4   (728) ACAACATGGTTCCGGGCTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 
 BnTT18-5   (728) ACAACATGGTTCCGGGCTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 
 BnTT18-6   (728) ACAACATGGTTCCGGGTTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 
 BrTT18-1   (728) ACAACATGGTTCCGGGCTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 
 BrTT18-2   (745) ACAACATGGTTCCGGGTTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 
 BrTT18-3   (745) ACAACATGGTTCCGGGCTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 
   BoTT18   (752) ACAACATGGTTCCGGGTTTGCAGCTTTTTTACGAGGGTAAATGGGTCATTGCAAAATGTG 
   BjTT18   (841) ACAACATGGTTCCGGGTTTGCAGCTGTTCTACGAGGGTAAATGGATCATTGCAAAATGTG 

 
   AtTT18   (788) TTCCTGATTCGATTGTGATGCACATTGGGGATACTTTGGAGATTCTTAGTAATGGGAAGT 
 BnTT18-1   (788) TTCCTGATTCGATTGTGATGCACATTGGAGATACGTTGGAGATTCTTAGCAATGGGAAGT 
 BnTT18-2   (788) TTCCTGATTCGATTGTGATGCACATTGGAGATACGTTGGAGATTCTTAGCAATGGGAAGT 
 BnTT18-3   (788) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTGGAGATTCTTAGTAACGGGAGGT 
 BnTT18-4   (788) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTGGAGATTCTTAGTAACGGGAGGT 
 BnTT18-5   (788) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTGGAGATTCTTAGTAACGGGAGGT 
 BnTT18-6   (788) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTGGAGATTCTTAGTAACGGGAGGT 
 BrTT18-1   (788) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTGGAGATTCTTAGTAACGGGAGGT 
 BrTT18-2   (805) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTAGAGATTCTTAGTAACGGGAGGT 
 BrTT18-3   (805) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTGGAGATTCTTAGTAACGGGAGGT 
   BoTT18   (812) TTCCTGATTCGATTGTGATGCACATTGGAGATACGTTGGAGATTCTTAGCAATGGGAAGT 
   BjTT18   (901) TTCCTGATTCGATTGTGATGCATATTGGAGATACGTTGGAGATTCTTAGTAACGGGAGGT 

 
   AtTT18   (848) ATAAGAGTATACTTCATCGTGGGTTGGTGAATAAGGAGAAGGTTAGGATTTCTTGGGCTG 
 BnTT18-1   (848) TTAAGAGTATACTTCACCGTGGATTGGTGAACAAGGAGAAGGTAAGGATTTCTTGGGCTG 
 BnTT18-2   (848) TTAAGAGTATACTTCACCGTGGATTGGTGAACAAGGAGAAGGTAAGGATTTCTTGGGCTG 
 BnTT18-3   (848) TTAAGAGTATACTTCACCGTGGGTTGGTGAACAAGGAGAAGGTAAGGATTTCTTGGGCTG 
 BnTT18-4   (848) TTAAGAGTATACTTCACCGTGGGTTGGTGAATAAGGAGAAGGTAAGGATTTCTTGGGCTG 
 BnTT18-5   (848) TTAAGAGTATACTTCACCGTGGGTTGGTGAATAAGGAGAAGGTAAGGATTTCTTGGGCTG 
 BnTT18-6   (848) TTAAGAGTATACTTCACCGTGGGTTGGTGAACAAGGAGAAGGTAAGGATTTCTTGGGCTG 
 BrTT18-1   (848) TTAAGAGTATACTTCACCGTGGGTTGGTGAATAAGGAGAAGGTAAGGATTTCTTGGGCTG 
 BrTT18-2   (865) TTAAGAGTATACTTCACCGTGGATTGGTGAATAAGGAGAAGGTAAGGATTTCTTGGGCTG 



 BrTT18-3   (865) TTAAGAGTATACTTCACCGTGGGTTGGTGAATAAGGAGAAGGTAAGGATTTCTTGGGCTG 
   BoTT18   (872) TTAAGAGTATACTTCACCGTGGATTGGTGAACAAGGAGAAGGTAAGGATTTCTTGGGCTG 
   BjTT18   (961) TTAAGAGTATACTTCACCGTGGGTTGGTGAACAAGGAGAAGGTAAGGATTTCTTGGGCTG 

 
   AtTT18   (908) TGTTTTGTGAACCCCCAAAGGATAAGATTGTTCTTAAGCCGTTGCCGGAGATGGTGAGTG 
 BnTT18-1   (908) TGTTTTGTGAACCACCAAAGGAAAAGATTGTGCTTAAGCCATTGCCGGAGATGGTGAGTG 
 BnTT18-2   (908) TGTTTTGTGAACCACCAAAGGAAAAGATTGTGCTTAAGCCATTGCCGGAGATGGTGAGTG 
 BnTT18-3   (908) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCTGAGATGGTGAGTG 
 BnTT18-4   (908) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCGGAGATGGTGAGTG 
 BnTT18-5   (908) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCGGAGATGGTGAGTG 
 BnTT18-6   (908) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCTGAGATGGTGAGTG 
 BrTT18-1   (908) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCGGAGATGGTGAGTG 
 BrTT18-2   (925) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCGGAGATGGTGAGTG 
 BrTT18-3   (925) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCGGAGATGGTGAGTG 
   BoTT18   (932) TGTTTTGTGAACCACCAAAGGAAAAGATTGTGCTTAAGCCATTGCCGGAGATGGTGAGTG 
   BjTT18  (1021) TGTTTTGTGAACCACCAAAGGATAAGATTGTGCTTAAGCCGTTGCCTGAGATGGTGAGTG 

 
   AtTT18   (968) TTGAGTCTCCGGCTAAGTTTCCTCCACGGACTTTTGCTCAACATATTGAGCATAAGTTGT 
 BnTT18-1   (968) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BnTT18-2   (968) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BnTT18-3   (968) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BnTT18-4   (968) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BnTT18-5   (968) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BnTT18-6   (968) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BrTT18-1   (968) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BrTT18-2   (985) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
 BrTT18-3   (985) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
   BoTT18   (992) TTGAGTCTCCGGCTAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 
   BjTT18  (1081) TTGAGTCTCCGGCCAAGTTTCCTCCAAGGACGTTTGCTCAGCATATTGAGCATAAGTTGT 

 
   AtTT18  (1028) TTGGGAAGGAACAAGAGGAATTGGTATCCGAGAAAAATGATTAA---------------- 
 BnTT18-1  (1028) TCAGGAATGAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGA---------- 
 BnTT18-2  (1028) TCAGGAATGAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGA---------- 
 BnTT18-3  (1028) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGA---------- 
 BnTT18-4  (1028) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGA---------- 
 BnTT18-5  (1028) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGA---------- 
 BnTT18-6  (1028) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTAA---------- 
 BrTT18-1  (1028) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGA---------- 
 BrTT18-2  (1045) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGAGTCTGTGAAA 
 BrTT18-3  (1045) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGAGTCTGTGAAA 
   BoTT18  (1052) TCAGGAATGAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGAGTCTATATAT 
   BjTT18  (1141) TTAGGAACAAGCAAGAGGAGTTGGTAACTGAGAAAAAGGATGAAGTCTGAGTCTGAAACT 

 
   AtTT18  (1072) ------------------------------------------------------------ 
 BnTT18-1  (1078) ------------------------------------------------------------ 
 BnTT18-2  (1078) ------------------------------------------------------------ 
 BnTT18-3  (1078) ------------------------------------------------------------ 
 BnTT18-4  (1078) ------------------------------------------------------------ 
 BnTT18-5  (1078) ------------------------------------------------------------ 
 BnTT18-6  (1078) ------------------------------------------------------------ 
 BrTT18-1  (1078) ------------------------------------------------------------ 
 BrTT18-2  (1105) CTCTATGTTTGAGC---------------------------------------------- 
 BrTT18-3  (1105) CTCTATGTTTGAGC---------------------------------------------- 
   BoTT18  (1112) GTCTGTGAAACTCTATGTTTGAGCTTCTCTTTTATCTTATGTTTGTGTATTTATCTTGTC 
   BjTT18  (1201) CTATGTTTGAGTTTATCTTTTATCTAATGTTTGTGTATTTATCTTGTCTTTGATGTGTGT 

 
   AtTT18  (1072) ------------------------------------------------------------ 
 BnTT18-1  (1078) ------------------------------------------------------------ 
 BnTT18-2  (1078) ------------------------------------------------------------ 
 BnTT18-3  (1078) ------------------------------------------------------------ 
 BnTT18-4  (1078) ------------------------------------------------------------ 
 BnTT18-5  (1078) ------------------------------------------------------------ 
 BnTT18-6  (1078) ------------------------------------------------------------ 



 BrTT18-1  (1078) ------------------------------------------------------------ 
 BrTT18-2  (1119) ------------------------------------------------------------ 
 BrTT18-3  (1119) ------------------------------------------------------------ 
   BoTT18  (1172) TTTGATGTGTGTCTTATTAAAGATTGTGAAGACATATTTCTATGGATTGTGTCATTGTGA 
   BjTT18  (1261) CTTATTAAAGATTGTGAAGACATATTTCTATGGATTGTGTCATTGTAATATGTTAAAAAA 

 
   AtTT18  (1072) ------------------------------------------------------------ 
 BnTT18-1  (1078) ------------------------------------------------------------ 
 BnTT18-2  (1078) ------------------------------------------------------------ 
 BnTT18-3  (1078) ------------------------------------------------------------ 
 BnTT18-4  (1078) ------------------------------------------------------------ 
 BnTT18-5  (1078) ------------------------------------------------------------ 
 BnTT18-6  (1078) ------------------------------------------------------------ 
 BrTT18-1  (1078) ------------------------------------------------------------ 
 BrTT18-2  (1119) ------------------------------------------------------------ 
 BrTT18-3  (1119) ------------------------------------------------------------ 
   BoTT18  (1232) TACGTTAAAGAATTATATGATTTGTAACAAAGTAAGCGTTAGAAGAAATGAGTAGAACGA 
   BjTT18  (1321) AATTGTATGATTTGTAACAAAGTAAGCGTTAGAAAAAAAAAAAAAAAAAAAAAAAAA--- 

 
   AtTT18  (1072) ------------------------------------------------------------ 
 BnTT18-1  (1078) ------------------------------------------------------------ 
 BnTT18-2  (1078) ------------------------------------------------------------ 
 BnTT18-3  (1078) ------------------------------------------------------------ 
 BnTT18-4  (1078) ------------------------------------------------------------ 
 BnTT18-5  (1078) ------------------------------------------------------------ 
 BnTT18-6  (1078) ------------------------------------------------------------ 
 BrTT18-1  (1078) ------------------------------------------------------------ 
 BrTT18-2  (1119) ------------------------------------------------------------ 
 BrTT18-3  (1119) ------------------------------------------------------------ 
   BoTT18  (1292) GATATGCTCTATGAACCACATGTGTATTAAGAAGTTGAGAGTGTTTCAGATTTAAAAAAA 
   BjTT18  (1378) ------------------------------------------------------------ 

 
   AtTT18  (1072) ---------- 
 BnTT18-1  (1078) ---------- 
 BnTT18-2  (1078) ---------- 
 BnTT18-3  (1078) ---------- 
 BnTT18-4  (1078) ---------- 
 BnTT18-5  (1078) ---------- 
 BnTT18-6  (1078) ---------- 
 BrTT18-1  (1078) ---------- 
 BrTT18-2  (1119) ---------- 
 BrTT18-3  (1119) ---------- 
   BoTT18  (1352) AAAAAAAAAA 
   BjTT18  (1378) ---------- 

9. BnTT12 

   AtTT12     (1) ------------------------------------------------------------ 
  BnTT12A     (1) -----------------------------AATTCACGAATTGTCTATAACTAACAGAAGA 
  BnTT12B     (1) -----------------------------AATTCACGAATTGTCTATAACTAACAGAAGA 
   BrTT12     (1) ------------------------------------------------------------ 
 BoTT12-1     (1) AAATAAACCAAAACAAACGTTAGTAATATAATTCACGAATTGTCTATAACTAACAGAAGA 
 BoTT12-2     (1) ------------------------------------------------------------ 

 
   AtTT12     (1) ------------------------------ATGAGCTCCACAGAGACATACGAGCCGTTA 
  BnTT12A    (32) GAAAAAAAAAAAAAAAAAAAAAAGAGGACCATGAGCTCCACAGAGACATACGAGCCGCTA 
  BnTT12B    (32) GG------------AAAAAAAAAAGGAACCATGAGCTCCACGGAGACATACGAGCCGTTA 
   BrTT12     (1) ------------------------------ATGAGCTCCACAGAGACATACGAGCCGCTA 
 BoTT12-1    (61) G-------------AAAAAAAAAAGGGACCATGAGCTCCACAGAGACATACGAGCCGTTA 
 BoTT12-2     (1) ------------------------------ATGAGCTCCACAGAGACATACGAGCCGTTA 

 
   AtTT12    (31) TTGACACGACTCCACTCGGATTCTCAGATAACTGAACGGTCTTCGCCAGAGATAGAGGAG 
  BnTT12A    (92) TTGAGACGGCTCCACTCAGACTCGCAGATCACCGAACGTTCTTCACCGGAGATAGAAGAG 
  BnTT12B    (80) TTGAGACGGCTCCACTCAGATTCGCAGATCACCGAACGTTCTTCACCGGAGATAGAAGAG 



   BrTT12    (31) TTGAGACGGCTCCACTCAGACTCGCAGATCACCGAACGTTCTTCACCGGAGATAGAAGAG 
 BoTT12-1   (108) TTGAGACGGCTCCACTCAGAATCGCAGATCACCGAACGTTCTTCACCGGAGATAGAAGAG 
 BoTT12-2    (31) TTGAGACGGCTCCACTCAGAATCGCAGATCACCGAACGTTCTTCACCGGAGATAGAAGAG 

 
   AtTT12    (91) TTTCTCCGCCGTCGTGGATCCACAGTGACACCACGGTGGTGGCTAAAGCTGGCAGTGTGG 
  BnTT12A   (152) TTTCTCGGCCGTGGTCGATCCACGGTGACGACACGGTGGTGGCTAAGGCTGTTTGTGTGG 
  BnTT12B   (140) TTTCTCGGCCGTGGTAGATCCACGGTGACGCCACGGTGGTGGCTAAGGCTGTTTGTGTGG 
   BrTT12    (91) TTTCTCGGCCGTGGTCGATCCACGGTGACGCCACGGTGGTGGCTAAGGCTGTTTGTGTGG 
 BoTT12-1   (168) TTTCTCGGCCGTGGTAGATCCACGGTGACGCCACGGTGGTGGCTAAGGCTGTTTGTGTGG 
 BoTT12-2    (91) TTTCTCGGTCGTGGTAGATCCACGGTGACGCCACGGTGGTGGCTAAGGCTGTTTGTGTGG 

 
   AtTT12   (151) GAGTCAAAGCTTCTATGGACACTCTCTGGAGCCTCTATAGTGGTCTCTGTTCTGAATTAC 
  BnTT12A   (212) GAGTCAAAGCTTCTATGGAAGCTCTCTGGAGCCTCTATTGTCGTCTCTGTGCTGAACTAC 
  BnTT12B   (200) GAGTCAAAGCTTCTATGGAAGCTCTCTGGAGCCTCTATTGTCGTCTCTGTGCTGAACTAC 
   BrTT12   (151) GAGTCAAAGCTTCTATGGAAGCTCTCTGGAGCCTCTATTGTCGTCTCTGTGCTGAACTAC 
 BoTT12-1   (228) GAGTCAAAGCTTCTATGGAAGCTCTCTGGAGCCTCTATTGTCGTCTCTGTGCTGAACTAC 
 BoTT12-2   (151) GAGTCAAAGCTTCTATGGAAGCTCTCTGGAGCCTCTATTGTCGTCTCTGTGCTGAACTAC 

 
   AtTT12   (211) ATGCTCAGCTTCGTCACCGTCATGTTCACCGGTCATCTCGGTTCTCTTCAGCTCGCCGGC 
  BnTT12A   (272) ATGCTCAGCTTCGTCACCGTAATGTTCACCGGCCATCTTGGTTCTCTTGAGCTCGCCGGC 
  BnTT12B   (260) ATGCTCAGCTTCGTCACCGTAATGTTCACCGGCCATCTTGGTTCTCTTGAGCTCGCTGGC 
   BrTT12   (211) ATGCTCAGCTTCGTCACCGTAATGTTCACCGGCCATCTTGGTTCTCTTGAGCTCGCCGGC 
 BoTT12-1   (288) ATGCTCAGCTTCGTCACCGTAATGTTCACCGGCCATCTTGGTTCTCTTGAGCTCGCTGGC 
 BoTT12-2   (211) ATGCTCAGCTTCGTCACCGTAATGTTCACCGGCCATCTTGGTTCTCTTGAGCTCGCTGGC 

 
   AtTT12   (271) GCTTCCATCGCCACCGTCGGAATCCAAGGCCTAGCTTACGGTATCATGTTAGGAATGGCG 
  BnTT12A   (332) GCTTCCATTGCCACCGTCGGTATCCAAGGCCTCGCTTACGGTATCATGTTGGGAATGGCG 
  BnTT12B   (320) GCTTCCATCGCTACCGTCGGCATCCAAGGCCTCGCTTACGGTATCATGTTGGGAATGGCG 
   BrTT12   (271) GCTTCCATTGCCACCGTCGGTATCCAAGGCCTCGCTTACGGTATCATGTTGGGAATGGCG 
 BoTT12-1   (348) GCTTCCATCGCTACCGTCGGCATCCAAGGCCTCGCTTACGGTATCATGTTGGGAATGGCG 
 BoTT12-2   (271) GCTTCCATCGCTACCGTCGGCATCCAAGGCCTCGCTTACGGTATCATGTTGGGAATGGCG 

 
   AtTT12   (331) AGCGCGGTCCAAACAGTGTGTGGTCAAGCGTACGGAGCGAGACAGTACTCATCAATGGGA 
  BnTT12A   (392) AGCGCGGTACAGACAGTATGTGGTCAAGCGTACGGCGCAAGACAGTACTCATCAATGGGA 
  BnTT12B   (380) AGCGCGGTTCAGACAGTGTGTGGTCAAGCGTACGGCGCGAGACAGTATTCATCAATGGGA 
   BrTT12   (331) AGCGCGGTACAGACAGTGTGTGGTCAAGCGTACGGCGCAAGACAGTACTCATCAATGGGA 
 BoTT12-1   (408) AGCGCGGTCCAGACAGTGTGTGGTCAAGCGTACGGCGCGAGACAGTATTCATCAATGGGA 
 BoTT12-2   (331) AGCGCGGTCCAGACAGTGTGTGGTCAAGCGTACGGCGCGAGACAGTATTCATCAATGGGA 

 
   AtTT12   (391) ATAATCTGCCAACGAGCCATGGTCTTGCACCTTGCAGCTGCAGTCTTCCTCACGTTCCTC 
  BnTT12A   (452) ATAATCTGCCAACGAGCCATGGTCTTGCACCTCGCAGCTGCGGTCCTCCTCACGTTCCTC 
  BnTT12B   (440) ATAATCTGCCAACGAGCCATGGTCTTGCACCTCGCAGCTGCAGTCCTCCTCACGTTCCTC 
   BrTT12   (391) ATAATCTGCCAACGAGCCATGGTCTTGCACCTCGCAGCTGCGGTCCTCCTCACGTTCCTC 
 BoTT12-1   (468) ATAATCTGCCAACGAGCCATGGTCTTGCACCTCGCAGCTGCAGTCCTCCTCACGTTCCTC 
 BoTT12-2   (391) ATAATCTGCCAACGAGCCATGGTCTTGCACCTCGCAGCTGCAGTCCTCCTCACGTTCCTC 

 
   AtTT12   (451) TACTGGTACTCGGGTCCAATCCTTAAAACAATGGGCCAATCCGTAGCCATAGCACACGAG 
  BnTT12A   (512) TACTGGTACTCTGGTCCCATTCTAAAGGCAATGGGCCAAACCGTAGCCATAGCACACGAG 
  BnTT12B   (500) TACTGGTACTCTGGTCCCATTCTAAAGGCAATGGGCCAAACCGTAGCCATCGCACACGAG 
   BrTT12   (451) TACTGGTACTCTGGTCCCATTCTAAAGGCAATGGGCCAAACCGTAGCCATCGCACACGAG 
 BoTT12-1   (528) TACTGGTACTCTGGTCCCATTCTAAAGGCAATGGGCCAAACCGTAGCCATCGCACACGAG 
 BoTT12-2   (451) TACTGGTACTCTGGTCCCATTCTAAAGGCAATGGGCCAAACCGTAGCCATCGCACACGAG 

 
   AtTT12   (511) GGTCAGATCTTTGCACGTGGAATGATTCCACAAATTTACGCATTTGCCCTCGCTTGCCCG 
  BnTT12A   (572) GGTCAGGTCTTTGCACGTGGGATGATTCCTCAGATATACGCCTTCGCTCTCGCTTGCCCT 
  BnTT12B   (560) GGTCAGGTCTTTGCACGTGGGATGATTCCTCAGATATACGCCTTCGCTCTCGCTTGCCCT 
   BrTT12   (511) GGTCAGGTCTTTGCGCGTGGGATGATTCCTCAGATCTACGCCTTCGCTCTCGCTTGCCCT 
 BoTT12-1   (588) GGTCAGGTCTTTGCACGTGGGATGATTCCTCAGATATACGCCTTCGCTCTCGCTTGCCCT 
 BoTT12-2   (511) GGTCAGGTCTTTGCACGTGGGATGATTCCTCAGATATACGCCTTCGCTCTCGCTTGCCCT 

 
   AtTT12   (571) ATGCAGAGGTTTCTTCAGGCTCAGAACATAGTGAACCCTTTGGCTTACATGTCCTTAGGA 
  BnTT12A   (632) ATGCAGAGGTTCCTCCAGGCTCAGAACATAGTCAACCCTTTGGCTTACATGTCTTTAGGA 
  BnTT12B   (620) ATGCAGAGGTTCCTCCAGGCTCAGAACATAGTAAACCCTTTGGCTTACATGTCTTTAGGA 



   BrTT12   (571) ATGCAGAGGTTCCTCCAGGCTCAGAACATAGTCAACCCTTTGGCTTACATGTCTTTAGGA 
 BoTT12-1   (648) ATGCAGAGGTTCCTCCAGGCTCAGAACATAGTAAACCCTTTGGCTTACATGTCTTTAGGA 
 BoTT12-2   (571) ATGCAGAGGTTCCTCCAGGCTCAGAACATAGTAAACCCTTTGGCTTACATGTCTTTAGGA 

 
   AtTT12   (631) GTTTTCTTGCTCCACACGTTACTCACGTGGCTGGTTACCAACGTGCTGGATTTCGGCTTG 
  BnTT12A   (692) GTTTTCTTGCTCCACACGTTACTCACGTGGCTTGTAACAAACGTGTTGGATTTTGGCTTG 
  BnTT12B   (680) GTTTTCTTGCTCCACACGTTACTCACGTGGCTTGTAACCAACGTGTTGGATTTTGGCTTG 
   BrTT12   (631) GTTTTCTTGCTCCACACGTTACTCACGTGGCTTGTAACCAACGTGTTGGATTTTGGCTTG 
 BoTT12-1   (708) GTTTTCTTGCTCCACACGTTACTCACGTGGCTTGTAACCAACGTGTTGGATTTTGGCTTG 
 BoTT12-2   (631) GTTTTCTTGCTCCACACGTTACTCACGTGGCTTGTAACCAACGTGTTGGATTTTGGCTTG 

 
   AtTT12   (691) CTTGGGGCGGCTCTGATTCTCAGTTTCTCATGGTGGCTGCTAGTAGCTGTGAATGGTATG 
  BnTT12A   (752) CTCGGTGCGGCTTTGATTCTGAGTCTCTCGTGGTGGCTGCTCGCTGCTGTGAACGGTTTG 
  BnTT12B   (740) CTGGGTGCGGCTTTGATTCTAAGTTTCTCGTGGTGGCTGCTCGCTGCTGTGAACGGTTTG 
   BrTT12   (691) CTCGGTGCGGCTTTGATTCTGAGTTTCTCGTGGTGGCTGCTCGCTGCTGTGAACGGTTTG 
 BoTT12-1   (768) CTCGGTGCGGCTTTGATTCTGAGCCTCTCGTGGTGGCTGCTTGCGGCTGTGAACGGTTTG 
 BoTT12-2   (691) CTCGGTGCGGCTTTGATTCTGAGCCTCTCGTGGTGGCTGCTTGCGGCTGTGAACGGTTTG 

 
   AtTT12   (751) TATATCTTGATGAGCCCGAATTGTAAGGAGACATGGACAGGGTTTTCAACGAGGGCATTT 
  BnTT12A   (812) TATATCGTGATGAGCCCGAGTTGTAGGGAGACTTGGACCGGGTTTTCAGCTAGGGCTCTT 
  BnTT12B   (800) TATATCGTGATGAGCCCGAGTTGTAGGGAGACATGGACCGGGTTTTCAGCTAGGGCTCTT 
   BrTT12   (751) TATATCGTGATGAGCCCGAATTGTAGGGAGACTTGGACCGGGTTTTCAGCTAGGGCTCTT 
 BoTT12-1   (828) TATATCGTGATGAGCCCGAGTTGTAGGGAGACTTGGACCGGGTTTTCAGCTAGGGCTCTT 
 BoTT12-2   (751) TATATCGTGATGAGCCCGAGTTGTAGGGAGACTTGGACCGGGTTTTCAGCTAGGGCTCTT 

 
   AtTT12   (811) AGAGGGATATGGCCTTACTTCAAGCTCACGGTAGCTTCAGCAGTTATGCTATGTTTGGAG 
  BnTT12A   (872) ACAGGGATTTGGCCTTACTTGAAGCTCACGGTAGCTTCAGCTGTCATGCTATGTTTGGAG 
  BnTT12B   (860) ACAGGGATTTGGCCTTACTTGAAGCTCACGGTAGCTTCAGCAGTCATGCTATGTTTGGAG 
   BrTT12   (811) ACAGGGATTTGGCCTTACTTGAAGCTCACGGTAGCTTCAGCAGTCATGCTATGTTTGGAG 
 BoTT12-1   (888) ACAGGGATTTGGCCTTACTTGAAGCTCACGGTAGCTTCAGCAGTCATGCTATGTTTGGAG 
 BoTT12-2   (811) ACAGGGATTTGGCCTTACTTGAAGCTCACGGTAGCTTCAGCAGTCATGCTATGTTTGGAG 

 
   AtTT12   (871) ATATGGTACAACCAAGGGCTAGTGATTATCTCTGGTTTACTCTCCAATCCGACAATTTCT 
  BnTT12A   (932) ATATGGTACAACCAAGGGCTAGTGATCATCTCCGGTTTACTCACCAATCCCACAATTTCA 
  BnTT12B   (920) ATATGGTACAACCAAGGGCTAGTGATCATCTCCGGTTTACTCACCAATCCCACAATTTCC 
   BrTT12   (871) ATATGGTACAACCAAGGGCTAGTGATTATCTCCGGTTTGCTCACCAATCCCACAATTTCC 
 BoTT12-1   (948) ATATGGTACAACCAAGGGCTAGTGATCATCTCCGGTTTACTCACCAATCCCACAATTTCC 
 BoTT12-2   (871) ATATGGTACAACCAAGGGCTAGTGATCATCTCCGGTTTACTCACCAATCCCACAATTTCC 

 
   AtTT12   (931) CTAGACGCTATTTCGATTTGCATGTATTACTTGAATTGGGATATGCAGTTCATGCTTGGT 
  BnTT12A   (992) CTAGACGCCATTTCGATTTGTATGTATTACTTGAACTGGGATATGCAGTTCATGCTTGGT 
  BnTT12B   (980) TTAGATGCAATTTCGATTTGCATGTATTACTTGAACTGGGATATGCAGTTCATGCTTGGT 
   BrTT12   (931) TTAGATGCAATTTCGATTTGCATGTACTACTTGAACTGGGATATGCAGTTCATGCTTGGT 
 BoTT12-1  (1008) TTAGATGCAATTTCGATTTGCATGTATTACTTGAACTGGGATATGCAGTTCATGCTTGGT 
 BoTT12-2   (931) TTAGATGCAATTTCGATTTGCATGTATTACTTGAACTGGGATATGCAGTTCATGCTTGGT 

 
   AtTT12   (991) CTAAGTGCAGCAATCAGTGTGCGAGTGAGCAATGAGCTAGGAGCGGGAAATCCACGAGTG 
  BnTT12A  (1052) CTAAGTGCAGCAATCAGTGTCCGTGTGAGCAACGAGCTAGGAGCTGGAAATCCACGAGTG 
  BnTT12B  (1040) TTAAGTGCAGCAATCAGTGTCCGTGTGAGCAACGAGCTAGGAGCTGGAAATCCACGAGTG 
   BrTT12   (991) CTAAGTGCAGCAATCAGTGTCCGTGTGAGCAACGAGCTAGGAGCTGGAAATCCACGAGTG 
 BoTT12-1  (1068) TTAAGTGCAGCAATCAGTGTCCGTGTGAGCAACGAGCTAGGAGCTGGAAATCCACGAGTG 
 BoTT12-2   (991) TTAAGTGCAGCAATCAGTGTCCGTGTGAGCAACGAGCTAGGAGCTGGAAATCCACGAGTG 

 
   AtTT12  (1051) GCTATGTTATCAGTAGTGGTTGTCAACATCACGACTGTTCTCATCAGCTCAGTTCTCTGT 
  BnTT12A  (1112) GCTAAGTTATCAGTGGTGGTGGTGAACATCACGACAGTTCTCATTAGCTTACTCCTCTGT 
  BnTT12B  (1100) GCTAAGTTATCAGTGGTGGTGGTGAACATCACGACGGTTCTCATCAGCTTGTTCCTCTGT 
   BrTT12  (1051) GCTAAGTTATCAGTGGTGGTGGTGAACATCACGACAGTTCTCATTAGCTTACTCCTCTGT 
 BoTT12-1  (1128) GCTAAGTTATCAGTGGTGGTGGTGAACATCACGACGGTTCTCATCAGCTTGTTCCTCTGT 
 BoTT12-2  (1051) GCTAAGTTATCAGTGGTGGTGGTGAACATCACGACGGTTCTCATCAGCTTGTTCCTCTGT 

 
   AtTT12  (1111) GTCATCGTGCTTGTGTTCCGCGTTGGCCTTAGCAAAGCCTTCACCAGCGATGCAGAAGTT 
  BnTT12A  (1172) ATCGTGGTGCTTGTGTTCCGTGTCGGTCTAAGCAAAGCCTTCACCAGCGACAAAGAAGTT 
  BnTT12B  (1160) GTCGTGGTGCTCGTGTTCCGTGTCGGCCTAAGCAAAGCCTTCACCAGCGACAAAGAAGTT 



   BrTT12  (1111) ATCGTGGTGCTTGTGTTCCGTGTCGGTCTAAGCAAAGCCTTCACCAGCGACAAAGAAGTT 
 BoTT12-1  (1188) GTCGTGGTGCTCGTGTTCCGTGTCGGCCTAAGCAAAGCCTTCACCAGCGACAAAGAAGTT 
 BoTT12-2  (1111) GTCGTGGTGCTCGTGTTCCGTGTCGGCCTAAGCAAAGCCTTCACCAGCGACAAAGAAGTT 

 
   AtTT12  (1171) ATAGCAGCCGTCTCTGACCTCTTTCCTCTTCTCGCCGTTTCCATTTTCTTAAACGGAATC 
  BnTT12A  (1232) ATAGTGGCAGTCTCTGACCTCTTTCCTCTCCTCGCAGTTTCGATTTTTTTAAATGGAATC 
  BnTT12B  (1220) ATAGTGGCAGTCTCTGACCTATTTCCTCTACTCGCAGTTTCCATTTTTTTAAATGGAATC 
   BrTT12  (1171) ATAGTGGCAGTCTCTGACCTCTTTCCTCTCCTCGCAGTTTCGATTTTTTTAAATGGAATC 
 BoTT12-1  (1248) ATAGTGGCAGTCTCTGACCTATTTCCTCTACTCGCAGTTTCCATTTTTTTAAATGGAATC 
 BoTT12-2  (1171) ATAGTGGCAGTCTCTGACCTATTTCCTCTACTCGCAGTTTCCATTTTTTTAAATGGAATC 

 
   AtTT12  (1231) CAGCCAATTCTCTCTGGGGTTGCTATTGGGAGTGGGTGGCAAGCAGTGGTGGCTTATGTG 
  BnTT12A  (1292) CAACCTATTCTCTCTGGGGTTGCTATTGGAAGTGGGTGGCAAGCAGTGGTGGCTTATGTG 
  BnTT12B  (1280) CAACCTATTCTCTCTGGGGTTGCTATTGGAAGTGGATGGCAAGCAGTGGTGGCTTATGTG 
   BrTT12  (1231) CAACCTATTCTCTCTGGGGTTGCTATTGGAAGTGGGTGGCAAGCAGTGGTGGCTTATGTG 
 BoTT12-1  (1308) CAACCTATTCTCTCTGGGGTTGCTATTGGAAGTGGATGGCAAGCAGTGGTGGCTTATGTG 
 BoTT12-2  (1231) CAACCTATTCTCTCTGGGGTTGCTATTGGAAGTGGATGGCAAGCAGTGGTGGCTTATGTG 

 
   AtTT12  (1291) AATCTTGTTACGTACTATGTCATTGGTCTTCCTATTGGCTGTGTCCTTGGCTTCAAAACC 
  BnTT12A  (1352) AATCTTGTTACTTACTATGTCATTGGTCTTCCTATTGGCTGTGTTCTTGGCTTCAAAACA 
  BnTT12B  (1340) AATCTTGTTACTTACTATGTCATTGGTCTTCCTATTGGCTGTGTTCTTGGCTTCAAAACA 
   BrTT12  (1291) AATCTTGTTACTTACTATGTCATTGGTCTTCCTATTGGCTGTGTACTTGGCTTCAAAACA 
 BoTT12-1  (1368) AATCTTGTTACTTACTATGTCATTGGTCTTCCTATTGGCTGTGTTCTTGGCTTCAAAACA 
 BoTT12-2  (1291) AATCTTGTTACTTACTATGTCATTGGTCTTCCTATTGGCTGTGTTCTTGGCTTCAAAACA 

 
   AtTT12  (1351) AGTCTTGGAGTTGCTGGGATCTGGTGGGGGATGATTGCAGGAGTCATACTTCAAACCCTA 
  BnTT12A  (1412) AGTCTTGGAGTTGCTGGTATCTGGTGGGGAATGATTGCAGGAGTTATACTTCAGACCATT 
  BnTT12B  (1400) AGTCTTGGAGTTGCTGGGATCTGGTGGGGAATGATTGCAGGAGTCATACTTCAAACCATA 
   BrTT12  (1351) AGTCTTGGAGTTGCTGGGATCTGGTGGGGAATGATTGCAGGAGTCATACTTCAAACCATA 
 BoTT12-1  (1428) AGTCTTGGAGTTGCTGGGATCTGGTGGGGAATGATTGCAGGAGTCATACTTCAAACCATA 
 BoTT12-2  (1351) AGTCTTGGAGTTGCTGGGATCTGGTGGGGAATGATTGCAGGAGTCATACTTCAAACCATA 

 
   AtTT12  (1411) ACTTTGATTGTTCTTACACTTAAAACTAATTGGACTTCCGAGGTAGAAAATGCAGCTCAG 
  BnTT12A  (1472) ACTTTGATTGTTCTTACACTTAGAACTAACTGGACTTCCGAGGTGGAAAATGCAGCTCAT 
  BnTT12B  (1460) ACTTTGATTGTTCTTACACTTAGAACTAACTGGACTTCCGAGGTGGAAAATGCAGCTCAT 
   BrTT12  (1411) ACTTTGATTGTTCTTACACTTAGAACTAACTGGACTTCCGAGGTGGAAAATGCAGCTCAT 
 BoTT12-1  (1488) ACTTTGATTGTTCTTACACTTAGAACTAACTGGACTTCCGAGGTGGAAAATGCAGCTCAT 
 BoTT12-2  (1411) ACTTTGATTGTTCTTACACTTAGAACTAACTGGACTTCCGAGGTGGAAAATGCAGCTCAT 

 
   AtTT12  (1471) AGAGTAAAGACTTCGGCAACTGAGAATCAAGAGATGGCTAACGCAGGTGTTTAA------ 
  BnTT12A  (1532) AGGTTGAAAGCTTCAGCAAATGAGAGTCAAGAGATGGCTACCGAAGGAGTCTAGAAATAA 
  BnTT12B  (1520) AGGTTGAAAGCTTCGGCAAATGAGAGTCAAGAGATGGCTACCGAAGGAGTCTA-AAATAA 
   BrTT12  (1471) AGGTTGAAAGCTTCAGCAAATGAGAGTCAAGAGATGGCCACCGAAGGAGTTTAA------ 
 BoTT12-1  (1548) AGGTTGAAAGCTTCGGCAAATGAGAGTCAAGAGATGGCTACCGAAGGAGTCTA-AAATAA 
 BoTT12-2  (1471) AGGTTGAAAGCTTCGGCAAATGAGAGTCAAGAGATGGCTACCGAAGGAGTCTA-A----- 

 
   AtTT12  (1525) ------------------------------------------------------------ 
  BnTT12A  (1592) CAGCAACATCAACTATGTTATTTTCTCCTCTGTTTTGGTGGCAAGAGCTATGAAATAAAT 
  BnTT12B  (1579) CAGCAACATCAACTATGTTATTTTCTCCTCTGC----------AAAGCTATGAAATAAAT 
   BrTT12  (1525) ------------------------------------------------------------ 
 BoTT12-1  (1607) CAGCAACATCAACTATGTTATTTTCTCCTCTGC----------AAAGCTATGAAATAAAT 
 BoTT12-2  (1525) ------------------------------------------------------------ 

 
   AtTT12  (1525) ------------------------------------------------------------ 
  BnTT12A  (1652) AATCTTTTGTCTCTTAGTATTCAGTACAACATTTCTTTTTGTTAACTATAATGGACAAAC 
  BnTT12B  (1629) AATCTTTCGTCTCTTAGTATTCAGTACAACAATTCTTTTTGTTAACTATAATGGACAAAC 
   BrTT12  (1525) ------------------------------------------------------------ 
 BoTT12-1  (1657) AATCTTTCGTCTCTTAGTATTCAGTACAACAATTCTTTTTGTTAACTATAATGGACAAAC 
 BoTT12-2  (1525) ------------------------------------------------------------ 

 
   AtTT12  (1525) ------------------------------------------------------------ 
  BnTT12A  (1712) TACAATGTCCCCTTCTACAAAATCTTTATTTCGGCTTTAAAAAAAAAAAAAAAAAAAAAA 
  BnTT12B  (1689) TACAATAT----------AATATCCTCTTCTACAAAAAAAAAAAAAAAAAAAAAA----- 



   BrTT12  (1525) ------------------------------------------------------------ 
 BoTT12-1  (1717) TACAATAT----------AATATCCTCTTCTACAAAAAAAAAAAAAAAAAAAAAAAAAA- 
 BoTT12-2  (1525) ------------------------------------------------------------ 

10. BnTT10 

   AtTT10     (1) ATGTCACATTCCTTCT-TCAATTTATTCCTAATCTCTCTTTTCCTCTACAACAATTGCAT 
 BrTT10-1     (1) ATGTCACATCCCTTGT-TCATTTACTTTCTAATCTCTCTTTCCCTCTACAGAAGTTGCAC 
 BrTT10-2     (1) ATGCCACATTCTTTCTCTCATTT-CTTCTTAATCTCTCTTTTCCTTTACACCAAATGTAT 
   BoTT10     (1) ATGTCACATCCTTTGT-TCATTTACTTTCTAATCTCTCTTTCCCTCTACAGTAGTTGCAC 

 
   AtTT10    (60) TGCGCATCACTATACATTCACGGTTAGGGAAGTTCCATATACGAAACTGTGTAGCACGAA 
 BrTT10-1    (60) TGCACATCGCCACACATTCACGGTTAAGGAAGTTCCATATAAGAAACTGTGTAGCACGAA 
 BrTT10-2    (60) TGCGCATCGCTACACTTTCACGGTTAAGGAAGTTCCATATAACAAATTGTGTAGTACGAA 
   BoTT10    (60) TGCACATCGCTACACATTCACGGTTAAGGAAGTTCCATATAAGAAACTGTGTAGCACGAA 

 
   AtTT10   (120) GGCGATTTTAACCGTTAATAGTCAGTTTCCTGGACCGATTATAAAGGTTCACAAAGGAGA 
 BrTT10-1   (120) GAAGATTTTAACAGTTAATGGTCGGTTTCCTGGACAAACTTTAAAGGTTTACAAAGGAGA 
 BrTT10-2   (120) GAAGATTCTGACCGTTAACTCTCAGTTTCCTGGACCAGTTTTAAAGGTTTACAAAGGAGA 
   BoTT10   (120) GAAGATTTTAACAGTTAATGGTCAGTTTCCTGGACAAACTCTAAAGGTTTACAAAGGAGA 

 
   AtTT10   (180) CACTATTTATGTTAACGTTCAAAACCGAGCTAGTGAAAACATCACAATGCATTGGCATGG 
 BrTT10-1   (180) CACCATTTACGTTAACGTTCGTAACCGAGCTAGTGAAAATATCACCATGCATTGGCATGG 
 BrTT10-2   (180) CACCATTTACGTCAACGTTCGTAACCGAGCTAGTGAAAACATCACAATGCATTGGCATGG 
   BoTT10   (180) CACCATTTACGTTAACGTTCGTAACCGAGCTAGTGAAAATATCACCATGCATTGGCATGG 

 
   AtTT10   (240) TGTAGAGCAGCCGAGAAATCCGTGGTCAGATGGTCCTGAATACATCACACAATGCCCGAT 
 BrTT10-1   (240) TGTAGAGCAGCCGAGAAACCCATGGTCAGATGGACCAGAATACATCACACAATGCCCAAT 
 BrTT10-2   (240) TGTAGAGCAGCCGGGAAACCCGTGGTCAGATGGACCCGAATACATCACACAATGTCCGAT 
   BoTT10   (240) TGTAGAGCAGCCGAGAAACCCATGGTCAGATGGACCAGAATACATCACACAATGCCCAAT 

 
   AtTT10   (300) TCGACCCGGGTCAGATTTTTTGTACAAAGTCATATTTTCCATCGAAGACACGACTGTTTG 
 BrTT10-1   (300) TCGACCTGGGTCTGACTTTATTTATGAAGTCATATTTTCCACCGAAGAGACGACTGTTTG 
 BrTT10-2   (300) TCGACCCGGAAGTGATTTTATGTATGAAGTCATCTTTTCCATCGAAGACGCAACTGTTTG 
   BoTT10   (300) TCGACCTGGGTCTGATTTCATGTATGAAGTCATATTTTCCACCGAAGACACGACTGTTTG 

 
   AtTT10   (360) GTGGCACGCGCATAGCTCTTGGACACGTGCAACTGTACACGGTCTTATTTTCGTATATCC 
 BrTT10-1   (360) GTGGCATGCTCATAGCTCTTGGACGCGTGCCACTGTACACGGTCTTATTTTTGTGTATCC 
 BrTT10-2   (360) GTGGCATGCGCATAGCTCTTGGACACGAGCCACTGTACATGGTCTTATATTCATATACCC 
   BoTT10   (360) GTGGCATGCTCATAGCTCTTGGACGCGTGCTACCGTACACGGTCTTATTTTTGTGTATCC 

 
   AtTT10   (420) TCGCCCCCCGCAAATCCTCCCTTTTCCAAAGGCAGACCATGAAGTCCCCATAATTTTGGG 
 BrTT10-1   (420) TCGGCCCCCGAAATCCCTCCCTTTTCCAAAATCGGATCACGAAGTCCCTTTGATTTTTGG 
 BrTT10-2   (420) TCGGCCCGGGACATTCCTCCCTTTCCCAAAGCCGGACCACGAAATTCCCTTAGTTCTTGG 
   BoTT10   (420) TCGCCCCCCGAAATCCCTCCCTTTTCCAAAAGCTGATCATGAAGTCCCCTTGATTTTGGG 

 
   AtTT10   (480) TGAGTGGTGGAAGAGGGATGTGAGAGAGGTCGTTGAGGAGTTCGTAAGGACAGGAGGGGC 
 BrTT10-1   (480) AGAGTGGTGGAAGAAGGATGTGAGAGAAGTAGTGGAGCTGTTCATGAGGACAGGAGGTGA 
 BrTT10-2   (480) AGAGTGGTGGAAGGAAGATGTGAGAGAGGTAGTAGAGCAGTTCATAAGGACCGGAGCTGA 
   BoTT10   (480) AGAGTGGTGGAAGAAGGATGTGAGGGAAGTAGTGGAACTGTTCACGTGGACAGGAGGTGA 

 
   AtTT10   (540) TCCTAATGTGTCCGATGCTTTGACCATCAATGGACATCCTGGTTTCTTGTATCCTTGCTC 
 BrTT10-1   (540) CCCAAATGTGTCCGATGCTTTGACCATCAATGGACATCCTGGTTTCTTGTATCCTTGCTC 
 BrTT10-2   (540) TCCTAATGTGTCCGATGCTTTGACTATCAATGGACATCCTGGTTTCTTGTATCCTTGCTC 
   BoTT10   (540) CCCAAATGTGTCCGATGCTTTGACCATCAATGGACATCCTGGTTTCTTGTATCCTTGCTC 

 
   AtTT10   (600) TAAATCAGATACATTTCATCTCACGGTAGAGAAGGGGAAAACCTACCGCATTCGGATGGT 
 BrTT10-1   (600) TAAATCAGATACATTCAAGCTCATGGTGGAGAAAAGCAAAACCTATCGCATTCGGATGGT 
 BrTT10-2   (600) TAATTCAGATACATTCGAGCTCACGGTAGAGAAGGGCAAAACCTATCGCATTCGGATGGT 
   BoTT10   (600) TAAATCAGATACATTCGAGTTCATGGTGGAGAAAAGCAAAACCTATCGCATTCGGATGGT 

 
   AtTT10   (660) AAATGCCGCAATGAACCTACCTCTCTTTTTCGCAATCGCGAACCACAGCCTCACCGTAGT 
 BrTT10-1   (660) AAACGCCGCACTGAACTTAATCCTCTTCTTCGCAATCGCAAAACACAACCTCACCGTGGT 
 BrTT10-2   (660) AAACGCCGCGATGAACCTAATCTTCTTCTTCTCAATCGCAAAACACAGCCTCACCGTGGT 



   BoTT10   (660) AAACGCCGCAATGAACTTAATCCTCTTCTTCGCAATCGCAAAACACAATCTCACCGTGGT 
 

   AtTT10   (720) CTCGGCCGATGGACACTACATCAAACCTATAAAGGCTACTTATATCACTATATCCCCTGG 
 BrTT10-1   (720) TTCCGCCGATGGCCACTACACCAAACCAATAAACGCTACTTACATCACCATATCTCCAGG 
 BrTT10-2   (720) TGCCGCCGATGGACACTACACCAAACCTCTAAACGCTACTTACATCACCATATCTCCAGG 
   BoTT10   (720) TGCCGCCGATGGCCACTACACCAAACCAATAAACGCTACTTACATCACCATCTCTCCAGG 

 
   AtTT10   (780) CGAAACACTAGACATGTTATTACACGCTGACCAAGACCCCGAACGCACTTATTACATGGC 
 BrTT10-1   (780) CCAAACGCTAGACTTGTTATTACACGCCGACCAAAACCCAAAAAGCACTTATTACATGGC 
 BrTT10-2   (780) TCAAACGCTGGACGTCTTATTACACGCGGACCAAAACCCAAAACGCACTTATTACATGGC 
   BoTT10   (780) CCAAACGCTAGACTTGTTATTACACGCCGACCAAAATCCAAAAAGCACTTATTACATGGC 

 
   AtTT10   (840) TGCCAGAGCTTACCAAAGCGG---AAATATCGATTTCAACAACTCCACTACCATAGGAAT 
 BrTT10-1   (840) CGCCAGAGCTTACCATAGCAACCCTAACATCAACTTCAACAACTCCACAACTATAGGGAT 
 BrTT10-2   (840) AGCCAGAGCTTACCACAGCAGCCCCGTCATCAGATTCAACAACTCCACAACTATCGGGAT 
   BoTT10   (840) CGCAAGAGCTTACCATAGCAACCTTAACATCAGCTTCAACAACTCCACAACTATCGGGAT 

 
   AtTT10   (897) CTTAAGTTACACCTCTTCATGCAAAGCTAAAACATCATCGTTTTCAGGATATTACCCAAC 
 BrTT10-1   (900) CTTACGTTACACCTCTTCAACT----TCA--------TCGTCTTCAAAACACTACCCAAA 
 BrTT10-2   (900) CTTACGTTACATCTCTTCAAGCAACGCCAAAA------CGTCATC------TTATCCAAG 
   BoTT10   (900) CTTATGTTACAACTCTTCAAGTAAAACCAAAACGTCGTCGTCTTCAAAACGTTACCCAAA 

 
   AtTT10   (957) CCTTCCTTTTTACAATGACACCTCAGCAGCTTTTGGATTCTTTACCAAGATCAAATGCTT 
 BrTT10-1   (948) CCTTCCTTATTACAATGACACATCAGCAGCGTTTAGATTCTTCACCAGTATCAAATGCTT 
 BrTT10-2   (948) CCTTCCTAATTATAATGACACGTCAGCAGCGTTCGGATTCTTTACGAACATCAAAAGCTT 
   BoTT10   (960) CCTTCCTTATTACAACGACACGTCAGCAGCTTTCGCATTCTTTACCAACATCACAAGCTT 

 
   AtTT10  (1017) ATTCTCCGGTCAAGTTCCTGTCCAAATCTCTCGTAGGATAATCACGACGGTTTCAATAAA 
 BrTT10-1  (1008) ATACTCCGGACAAGTTCCCGTGAAGATCTCACGTAGAATAATCTCGACGGTTTCAATAAA 
 BrTT10-2  (1008) ATACTCCGGACAAGTTCGAGTCAAAATCTCACGTAGAATAATCTCAACGGTTTCACTAAA 
   BoTT10  (1020) ATACTCCGGACAAGTTCCCGTCAAGATCTCACGTAGAATAATCTCGACGGTTTCAATAAA 

 
   AtTT10  (1077) TCTTCGCATGTGTCCTCAAAACTCGTGCGAAGGTCCAAATGGGTCGAGATTAGCAGCG-- 
 BrTT10-1  (1068) CAACCTTATGTGTCCCAACAACTTGTGTGAAGGTCCAAACGGGTCGAGACTAGCGGCG-- 
 BrTT10-2  (1068) TCTTCTAGCGTGTCCTAACAACTCGTGCCAAGGTCCAAACGGGTTGAGATCAGTGGCGGA 
   BoTT10  (1080) CCTTCTCATGTGTCCTAACAACTCGTGTGAAGGTCCAAACGGATCGAGACTAGCGGCG-- 

 
   AtTT10  (1135) -------------AGTATGAACAACATATCGTTTGTCACACCAAGTCACGTGGACATACT 
 BrTT10-1  (1126) -------------AGTATGAACAACATATCGTTCGTTACACCAAGTCACGTGGACATACT 
 BrTT10-2  (1128) GGTAGAGGCGGCTAGTATGAACAACATATCATTCGTCACACCAAACCACGTAGACATACT 
   BoTT10  (1138) -------------AGCATGAACAACATATCGTTCGTTACACCGAGTCACGTGGACATACT 

 
   AtTT10  (1182) AAAAGCTTATTACTATCACATTAAAGGCGTTTATGGAACGCGGTTTCCGGAGTTTCCACC 
 BrTT10-1  (1173) AAAAGCTTACTATTATCACATTAGGGGCGTTTACGGAACGCGGTTTCCGGAGTTTCCACC 
 BrTT10-2  (1188) AAAAGCTTATTACCTTCACATTAAGGGCGTTTACGGAACGCGGTTTCCTGCGTTTCCGCC 
   BoTT10  (1185) AAAAGCTTACTATTATCACATTAAGGGAGTTTACGGAACGCGGTTTCCAGAGTTTCCACC 

 
   AtTT10  (1242) GTTGATTTTTAATTTCACCGCAGAAAATCAGCCATTGTTTTTGGAAACTCCGAGACTCGC 
 BrTT10-1  (1233) GCTGGTTTTCAACTTTACCGCGGATGATCAACCGTTGTTTTTGCAGACTCCAAGATTTGC 
 BrTT10-2  (1248) TCTGGTTTTCAATTTTACCGCGGATGATCAACCGTTGATTTTGCAGACTTCGAGACTTGC 
   BoTT10  (1245) GCTCGTTTTCAACTTTACCGCGGATGATCAACCGTTGTTTTTGCAGACTCCAAGACTTGC 

 
   AtTT10  (1302) AACCGAGGTAAAGGTGATTGAGTTCGGTCAAGTGGTTGAGCTTGTTATTCAAGGGACTAG 
 BrTT10-1  (1293) TACGGAGGTGAAAATACTGAAGTTTGGGGAAAGTGTTGAGATTGTTCTCCAAGGGACGAG 
 BrTT10-2  (1308) TACGGAAGTAAAGATGATTAAGTACGGAGAAGCGGTTGAAACGGTTTTTCAAGGGACGAG 
   BoTT10  (1305) TACGGAGGTGAAAATACTTAAGTTTGGGGAAAGTGTTGAGATTGTTCTCCAAGGGACGAG 

 
   AtTT10  (1362) TTTGGTTGGTGGTGGACTCGATCATCCTATGCATCTCCATGGTTTTAGCTTCTATGTGGT 
 BrTT10-1  (1353) TTTAGTTGGTGGTGGAATCGATCATCCCATGCATCTCCATGGTTTTAGTTTCTACGAGGT 
 BrTT10-2  (1368) TTTAGGTGGTGGTGGAATCGACCACCCCATGCATTTGCATGGTTTTAGCTTCTATATTGT 
   BoTT10  (1365) TTTAGTTGGTGGTGGAATCGATCATCCCATGCATCTCCATGGTTTTAGTTTCTACATGGT 

 
   AtTT10  (1422) TGGAGTAGGGTTCGGGAACTATAACATAAGTGAAGAAGATCCGTCGTCGAGATATAATCT 



 BrTT10-1  (1413) TGGTGTCGGGTTTGGTAACTATAACGTAACTGAAGA---TCCGTCG---AACTATAATCT 
 BrTT10-2  (1428) TGGTTTTGGGTTTGGTAACTATAACGTAACGAAAGA---TCCGTCGTCGAACTATAATCT 
   BoTT10  (1425) TGGTGTCGGGTTTGGTAACTATAACGTAACTGAAGC---TCCGTCG---AACTATAACCT 

 
   AtTT10  (1482) CTACGATCCACCGTATAAAAATACAATGACCGTGCCTAGGAATGGTTGGATCGCTATCAG 
 BrTT10-1  (1467) CAAAGATCCTCCGTACATAAACACTGCGACTGTGCCAAGAAACGGTTGGGTCGCTATCAG 
 BrTT10-2  (1485) CAAAGATCCTCCGTATAGAAATACGGCGACTGTGCCAAGAAACGGTTGGATCGCTATCAG 
   BoTT10  (1479) CAAAGATCCTCCGTACAAAAATACTGCGACTGTGCCAAGAAACGGTTGGGTCGCTATCAG 

 
   AtTT10  (1542) ATTCGTAGCTGATAATCCCGGGGTTTGGTTCATGCACTGTCACTTGGATAGACATCAAAC 
 BrTT10-1  (1527) ATTCATAGCTGATAATCCTGGGGTATGGTTCATGCACTGCCACTTTGATAGACATCTCAC 
 BrTT10-2  (1545) ATTCATAGCTAACAATCCTGGGGTTTGGTTCATGCATTGTCACTTTGATAGACATCTCAC 
   BoTT10  (1539) ATTCATAGCTGACAATCCTGGGGTATGGTTCATGCACTGCCACTTTGATAGACATCTCAC 

 
   AtTT10  (1602) GTGGGGTATGAATGTTGTGTTCATTGTTAAGAATGGTAGAGAGCCAAATCAGCAGATTCT 
 BrTT10-1  (1587) GTGGGGAATGAAAGTTGTCTTCATTGTCATGAATGGAAGAGGACTAAACCAGCAGATTCT 
 BrTT10-2  (1605) GTGGGGTATGAACGTTGTCTTCATTGTCGAGAACGGCAGAGGAATAAACCAGCAGATGCT 
   BoTT10  (1599) GTGGGGAATGAAAGTGGTCTTCATTGTCAAGAATGGAAGAGGACTAAACCAGCAGATTCT 

                  1681                             1717 
   AtTT10  (1662) GCCTCCACCAGATGATTTGCCGCCTTGCTATGAATAA 
 BrTT10-1  (1647) GCCTCCACCTCCTAACTTGCCTCCTTGTTACTAA--- 
 BrTT10-2  (1665) GCCTCCACCGCCTGACTTGCCGCCTTGTTACTAA--- 
   BoTT10  (1659) GCCTCCACCTCCTGACTTGCCTCCTTGTTACTAA--- 

11. BnUGT2 

AtUGT72B1     (1) ATGGAGGAATCCAAAACACCTCACGTTGCGATCATACCAAGTCCGGGAATGGGTCATCTC 
   BnUGT2     (1) ATGGAGGAATCAAAAGCGCCTCACGTTGCGATCATTCCGAGTCCTGGAATGGGTCACCTC 
 BrUGT2-1     (1) ------------------------------------------------------------ 
 BrUGT2-2     (1) ATGGAGGAATCAAAAGCGCCTCACGTTGTGATGATACCGAGTCCTGGAATGGGCCACCTC 
 BrUGT2-4     (1) ATGGAAGAATCAAAAGCGCCTCACGTTGCGATCATACCGAGTCCAGGAATGGGTCACCTC 
 BrUGT2-3     (1) ATGGAGGAATCAAAAGTGCCTCACGTTGCGATCATTCCGAGTCCTGGAATGGGTCACCTC 
 BoUGT2-1     (1) ATGGAGGAATCAAAAGCACCTCACGTCGCCATCCTTCCGAGTCCTGGAATGGGTCACCTC 
 BoUGT2-2     (1) ATGGAGGAATCAAAAGCGCCTCACGTTGCGATCATACCGAGTCCAGGAATGGGTCACCTC 
 BoUGT2-3     (1) ATGGAGGAATCAAAAGCGCCTCACGTTGCGATGATACCGAGTCCTGGAATGGGCCACCTC 
 BoUGT2-4     (1) ATGGAGGAATCAAAAGCGCCTCACGTTGCGATCATTCCTAGTCCTGGAATGGGTCACCTC 

 
AtUGT72B1    (61) ATACCACTCGTCGAGTTTGCTAAACGACTCGTCCATCTTCACGGCCTCACCGTTACCTTC 
   BnUGT2    (61) ATCCCACTCGTGCAGTTTGCTAAACGACTCGTTCACCGCCACGGCGTAACCATAACCTTT 
 BrUGT2-1     (1) ------------------------------------------------------------ 
 BrUGT2-2    (61) ATCCCATTCGTCGAGTTAGCTAAACGACTCGTCCACAACCATGGCTTCACCGTAACCTTC 
 BrUGT2-4    (61) ATCCCACTCGTGCAGTTCGCTAAACGACTCGTTCAACGCCACGGCTTCTCCGTAACCTTC 
 BrUGT2-3    (61) ATCCCACTCGTGCAGTTTGCTAAACGACTCGTTCACCGCCACGGCGTAACCATAACCTTT 
 BoUGT2-1    (61) ATCCCACTCGCCCAGTTCGCTAAACAACTCGTTCACTACCACGCCTTCTCCGTAACCTTT 
 BoUGT2-2    (61) ATCCCACTCGTCCAGTTCGCTAAACGACTCGTTCAACGCCACGGCTTCTCCGTAACCTTC 
 BoUGT2-3    (61) ATCCCATTCGTTGAGTTAGCTAAACGACTCGTCCACAACCATGGCTTCACCGTAACCTTC 
 BoUGT2-4    (61) ATCCCACTCGTCCAGTTTGCTAAACGACTCGTTCACCGCCACGGCGTAACCATAACCTTT 

 
AtUGT72B1   (121) GTCATCGCCGGCGAAGGTCCACCATCAAAAGCTCAGAGAACCGTCCTCGACTCTCTCCCT 
   BnUGT2   (121) GTCGTCGTCGGCGATGGTCCACCGACAAAAGCTCAGAGAACTGTCCTTGACTCTCTTCCT 
 BrUGT2-1     (1) ------------------------------------------------------------ 
 BrUGT2-2   (121) GTCGTGGTTGGCGAAGGTCCACCGTCAAAAGCTCAGAGAACCGTCCTCGACTCTCTCCCT 
 BrUGT2-4   (121) ATCGTCGTCGGCGAAGGTCCACCGTCAAAAGCTCAGAGAACCGTTCTTGACTCTCTCCCT 
 BrUGT2-3   (121) GTCGTCGTCGGCGATGGTCCACCGACAAAAGCTCAGAGAACTGTCCTTGACTCTCTTCCT 
 BoUGT2-1   (121) CTCGTCATCGGCGAAGGTCCACCGTCAAAATCTCAAAGAACTGTACTAAACTCTCTCCCG 
 BoUGT2-2   (121) ATCGTCGTCGGCGAAGGTCCACCGTCAAAAGCTCAAAGAACCGTTCTCGACTCTCTCCCT 
 BoUGT2-3   (121) GTCGTAGTTGGCGAAGGTCCACCGTCAAAAGCTCAGAGAACCGTCCTCGACTCTTTCCCT 
 BoUGT2-4   (121) GTCGTCGTCGGCGATGGTCCACCGACAAAAGCTCAGAGAACTGTCCTTGACTCTCTTCCT 

 
AtUGT72B1   (181) TCTTCAATCTCCTCCGTCTTTCTCCCTCCTGTTGATCTCACCGATCTCTCTTCGTCCACT 
   BnUGT2   (181) CCTTCTATATCCTCCGTCTTCCTCGCTCCCGCCGACCTCACCGACCTCCCTCCGACAACT 
 BrUGT2-1     (1) ------------------------------------------------------------ 
 BrUGT2-2   (181) TCTTCAATCTCCTCCGTCTTTCTCCCTCCCACCGATCTTACCGATATCCCGTCAACGGCT 
 BrUGT2-4   (181) TCTTCCTTCTCCTCCGTATTTCTCCCTCCCGCTGACCTCACCGACCTCCCTCCGACGGCT 



 BrUGT2-3   (181) CCTTCTATATCCTCCGTCTTCCTCGCTCCCGCCGACCTCACCGACCTCCCTCCGACAACT 
 BoUGT2-1   (181) TCGTCCATCTCCTCCGTCTTTCTCCCTCCCGCCGACCTCACCGACCTTCCACCCACCACT 
 BoUGT2-2   (181) TCCTCCTTCTCCTCCGTATTTCTCCCTCCCGCTGACCTCACCGACCTCCCTCCGACGGCT 
 BoUGT2-3   (181) TCTTCAATCTCCTCCGTCTTTCTCCCTCCCACCGATCTTACCGATATCACGTCAACGGCT 
 BoUGT2-4   (181) CCTTCTATATCCTCCGTCTTCCTCCCTCCCGCCGACCTCACCGAACTCCCTCCGACAACT 

 
AtUGT72B1   (241) CGCATCGAATCTCGGATCTCCCTCACCGTGACTCGTTCAAACCCGGAGCTCCGGAAAGTC 
   BnUGT2   (241) CGCATCGAAACTCGGATCTCCCTCACCGTGACTCGTTCGAACCCGGAGCTCCGGCGAGTC 
 BrUGT2-1     (1) ------------------------------------------------------------ 
 BrUGT2-2   (241) CGCATTGCAACTCGCATTTCTCTCACCGTGACCCGTTCGAACCCGGAGCTCCGTAAAGTC 
 BrUGT2-4   (241) CGCATCGAGACTCGCATCTCCCTCACCGTGAGCCGTTCAAACCCGGAGCTCCGGCGAGTC 
 BrUGT2-3   (241) CGCATCGAAACTCGGATCTCCCTCACCGTGACTCGTTCGAACCCGGAGCTCCGGCGAGTC 
 BoUGT2-1   (241) CGCATCGAAACTCGTATATCCCTCACCGTGAGTCGTTCGAACCCGGAGCTCCGGCGAGTC 
 BoUGT2-2   (241) CGCATCGAGACTCGCATCTCCCTCACCGTGAGCCGTTCCAACCCCGAGCTCCGGCGAGTC 
 BoUGT2-3   (241) CGCATTGCAACTCGCATTTCTCTCACCGTGACCCGTTCGAACCCGGAGCTCCGTAAAGTC 
 BoUGT2-4   (241) CGCATCGAAACTCGGATCTCCCTCACCGTGACTCGTTCGAACCCGGAGCTCCGGCGAGTC 

 
AtUGT72B1   (301) TTCGACTCGTTCGTGGAGGGAGGTCGTTTGCCAACGGCGCTCGTCGTCGATCTCTTCGGT 
   BnUGT2   (301) TTTGACTCGTTCGCGGCGGAAGGTCGTTTGCCGACAGCGCTATTTGTCGACCTTTTCGGC 
 BrUGT2-1     (1) ------------------------------------------------------------ 
 BrUGT2-2   (301) TTCAACTCTTTCACGGCGGATGGTCGTTTGCCGACGGCGCTCATCGTCGATTTGTTTGGA 
 BrUGT2-4   (301) TTCGAGACGTTCGCGGCGGAGGGGCGTTTGCCGACGGTGCTCGTCGTCGATCTTTTTGGT 
 BrUGT2-3   (301) TTTGACTCGTTCGCGGCGGAAGGTCGTTTGCCGACAGCGCTATTTGTCGACCTTTTCGGC 
 BoUGT2-1   (301) TTTGACTCGTTCTCGGCGGAAGGTCGTTTGCCGACGGTGCTCTGCGTCGACCTGTTCGGT 
 BoUGT2-2   (301) TTCGAGACGTTCGCGGCGGAGGGGCGTTTGCCGACGGTGCTCGTCGTCGATCTTTTCGGT 
 BoUGT2-3   (301) TTCAGCTCTTTCACGGCGGATGGTCGTTTTCCGACGGCGCTCATCGTCGATTTGTTTGGA 
 BoUGT2-4   (301) TTTGACTCGTTCGCGGCGGAAGGTCGTTTGCCGACAGCGCTATTTGTCGACCTTTTCGGC 

 
AtUGT72B1   (361) ACGGACGCTTTCGACGTGGCCGTAGAATTTCACGTGCCACCGTATATTTTCTACCCAACA 
   BnUGT2   (361) ACGGACGCTTTCGACGTCGCCGCCGAGTTCAACGTGTTGCCGTATATTTTCTTCCCGACA 
 BrUGT2-1     (1) ------------------------------------------------------------ 
 BrUGT2-2   (361) ACGGATGCTTTCGACGTCGCCTCAGAGTTTCAAGTGTCACCGTATCTTTTCTACCCATCA 
 BrUGT2-4   (361) ACGGACGCTTTCGACGTAGCCAAGGAGTTCCACGTGTCGCCTTATATTTTCTTCCCATCA 
 BrUGT2-3   (361) ACGGACGCTTTCGACGTCGCCGCCGAGTTCAACGTGTTGCCGTATATTTTCTTCCCGACA 
 BoUGT2-1   (361) ACGGATGCTTTTGACGTCGCCGTGGAGTTCCACGTGTCGCCGTACATTTTCTTCCCATCA 
 BoUGT2-2   (361) ACGGCCGCTTTCGACGTAGCCGTGGAGTTCCACGTGTCGCCTTATATTTTCTTCCCATCA 
 BoUGT2-3   (361) ACGGATGCTTTCGACGTCGCCTCTGAGTTTCAAGTGTCACCGTATCTTTTCTACCCATCA 
 BoUGT2-4   (361) ACGGACGCTTTCGACGTCGCCGCCGAGTTCAACGTGTTGCCGTATATTTTCTTCCCGACA 

 
AtUGT72B1   (421) ACGGCCAACGTCTTGTCGTTTTTTCTCCATTTGCCTAAACTAGACGAAACGGTGTCGTGT 
   BnUGT2   (421) ACGGCAAACGTCTTGTCGTTTTTTCTTCACTTCCCTAAACTTAATGAAACGATGTCGTGT 
 BrUGT2-1     (1) ---------------------------------------------------ATGTCGTGT 
 BrUGT2-2   (421) ACGGCCAACGTCTTGTCGTTTTTCCTAAATTTGCCTAAACTTGACGAAACGGTGTCGTGT 
 BrUGT2-4   (421) ACGGCCAACGTCTTGTCGTTTTTTCTCCATTTTCCTAAACTCGCCGAAACGATGTCGTGT 
 BrUGT2-3   (421) ACGGCAAACGTCTTGTCGTTTTTTCTTCATTTCCCTAAACTTAATGAAACGATGTCGTGT 
 BoUGT2-1   (421) ACGGCCAACGTCTTGTCGTTCTTTCTCCATCTTCCTAAACTTGACGAAACGATGTCGTGT 
 BoUGT2-2   (421) ACGGCCAACGTCTTGTCGTTTTTTCTCCATTTTCCTAAACTCGCCGAAACGATGTCGTGT 
 BoUGT2-3   (421) ATGGCCAACGTCTTGTCGTTTTTCCTCAATTTGCCTAAACTTGACGAAACGGTGTCGTGT 
 BoUGT2-4   (421) ACGGCAAACGTCTTGTCGTTTTTTCTTCATTTCCCTAAACTTAATGAAACGATGTCGTGT 

 
AtUGT72B1   (481) GAGTTCAGGGAATTAACCGAACCGCTTATGCTTCCTGGATGTGTACCGGTTGCCGGGAAA 
   BnUGT2   (481) CCTTTCAGCGAATTAACCGAACTGGTTAATCTCCCCGGATGTGTACCGGTCTCCGGGAAA 
 BrUGT2-1    (10) GAGGTTAGTGAGTTAACCGAACCGGTTCAGCTCCCTGGATGTGTACCGTTCGCTGGAAAA 
 BrUGT2-2   (481) GAGTTTAGGGAATTAACCGAACCGGTTAAGCTTCCTGGATGTGTACCGGTCTTTGGTAAA 
 BrUGT2-4   (481) GACTTTGGTGAGTTAACCGAACCGGTTAAGGTCCCAGGGTGTGTACGGTTGTCTGGAAAA 
 BrUGT2-3   (481) CCTTTCAGCGAATTAACCGAACTGGTTAATCTCCCCGGATGTGTACCGGTCTCCGGGAAA 
 BoUGT2-1   (481) GAGTTTAGTGAGTTAACCGAACCGGTTCAGCTCCCTGGATGTGTACCGTTCGCTGGAAAA 
 BoUGT2-2   (481) GACTTTGGTGAGTTAACCGAACCGGTTAAGTTCCCCGGGTGTGTACCGTTGTCTGGAAAA 
 BoUGT2-3   (481) GAGTTTAGGGAATTAACCGAACCGGTTAAGCTTCCTGGATGTGTACCGGTCTTTGGTAAA 
 BoUGT2-4   (481) CAATTCAGTGAATTAACGGAACTGGTTAATCTCCCCGGATGTGTACCGGTCTCCGGGAAA 

 
AtUGT72B1   (541) GATTTCCTTGACCCGGCCCAAGACCGGAAAGACGATGCATACAAATGGCTTCTCCATAAC 
   BnUGT2   (541) GATGTTCTTGATCCGGCTCAAGACCGGAATGATGACGCGTACAAATGGCTTCTCCATAAC 



 BrUGT2-1    (70) GATGCTCCTGACCCGGCTAGAGATCGGAAACATGACGTGTACAAATGTCTTCTCCACAAC 
 BrUGT2-2   (541) GATTTCCTCGAGACAGCTCAAGACCGGAAAAACGACGGATACAAATGGCTATTACACAAC 
 BrUGT2-4   (541) GATGTTCTTGACCCGGCTCAAGATCGGAAAAATGACGCGTACAAATGGCTTCTCCACAAC 
 BrUGT2-3   (541) GATGTTCTTGATCCGGCTCAAGACCGGAATGATGACGCGTACAAATGGCTTCTCCATAAC 
 BoUGT2-1   (541) GATGCTCCTGACCCGGCTAGAGATCGGAAACATGACGTGTACAAATGTCTTCTCCACAAT 
 BoUGT2-2   (541) GATGTTCTTGACCCGGCTCAAGATCGGAAAAATGACGCGTACAAATGGCTTCTCCACAAC 
 BoUGT2-3   (541) GATTTCCTCGAGACAGCTCAAGACCGGAAAAACGACGGATACAAATGGCTATTACACAAC 
 BoUGT2-4   (541) GATGTTCTTGATCCGGCTCAAGACCGGAAAGATGACGCGTACAAATGGCTTCTCCATAAC 

 
AtUGT72B1   (601) ACCAAGAGGTACAAAGAAGCCGAAGGTATTCTTGTGAATACCTTCTTTGAGCTAGAGCCA 
   BnUGT2   (601) ACCAAGAGGTACAAAGAAGCCGAAGGAATTCTTGTGAATACTTTTCTCGAGCTGGAGCCA 
 BrUGT2-1   (130) GCCAAGAGGTACAAAGAAGCCGAAGGGATTCTTGTTAATACCTTTCTCGAGCTAGAGCCA 
 BrUGT2-2   (601) ACCAAGAGGTATAAAGAAGCCAAAGGGATTCTTGTGAATACCTTCGACGAGCTAGAGCCA 
 BrUGT2-4   (601) ACCAAGAGGTACAAAGAAGCAGAAGGGATTCTTGTTAATAGTTTTCTCGAGCTAGAGCCT 
 BrUGT2-3   (601) ACCAAGAGGTACAAAGAAGCCGAAGGAATTCTTGTGAATACTTTTCTCGAGCTGGAGCCA 
 BoUGT2-1   (601) GCCAAGAGGTACAAAGAAGCCGAAGGGATTCTTGTTAATACCTTTCTCGATCTAGAGCCA 
 BoUGT2-2   (601) ACCAAGAGGTACAAAGAAGCAGAAGGGATTCTTGTTAATAGTTTTCTCGAGCTAGAGCCA 
 BoUGT2-3   (601) ACCAAGAGGTATAAAGAAGCCAAAGGGATTCTTGTGAATACCTTCGACGAGCTAGAGCCA 
 BoUGT2-4   (601) ACCAAGAGGTACAAAGAAGCCGAAGGAATTCTTGTGAATACTTTTCTCGAGCTGGAGCCA 

 
AtUGT72B1   (661) AATGCTATAAAGGCCTTGCAAGAACCGGGTCTTGATAAACCACCGGTTTATCCGGTTGGA 
   BnUGT2   (661) AATGCTATAAAGGCCTTGCAAGAACCGGGTCTTGATAAACCACCGGTTTATCCAATTGGA 
 BrUGT2-1   (190) AATGCTTTAAAGGCCTTGCAAGAACCAGGTCTTGACAAACCACCGGTTTATCCTATTGGA 
 BrUGT2-2   (661) AATGCTATAAAGGCCTTGCAAGAACCTGGTCTTGATAAACCACCTGTTTATCCGGTTGGA 
 BrUGT2-4   (661) AATGCTATCAAGGCCTTGCAAGAACCGGGTTTAGATAAACCACCGGTTTATCCGATCGGA 
 BrUGT2-3   (661) AATGCTATAAAGGCCTTGCAAGAACCGGGTCTTGATAAACCACCGGTTTATCCAATTGGA 
 BoUGT2-1   (661) AATGCTTTAAAGGCCTTGCAAGAACCAGGTCTTGACAAACCACCGGTTTATCCAATTGGA 
 BoUGT2-2   (661) AATGCTATCAAGGCCTTGCAAGAACCGGGTCTTGATAAACCACCGGTTTACCCAATCGGA 
 BoUGT2-3   (661) GATGCTATAAAGGCCTTGCAAGAACCTGGTCTTGATAAACCACCTGTTTATCCGGTTGGA 
 BoUGT2-4   (661) AATGCTATAAAGGCCTTGCAAGAACCGGGTCTTGATAAACCACCGGTTTATCCAATTGGA 

 
AtUGT72B1   (721) CCGTTGGTTAACATTGGTAAGCAAGAGGCTAAGCA-----A-ACCGAAGA---GTCTGAA 
   BnUGT2   (721) CCATTGGTTAACGTTGGTAAGCAAGAGAGTAGTAA---CGGGATCGAAGAAGAGTCCGAA 
 BrUGT2-1   (250) CCGTTGGTTAA---------GCAAGAGAGTGGAAA---CGGGATAGAGGA---GTCCGAA 
 BrUGT2-2   (721) CCGTTGGTTAACATTGGTAAGCGTGAGGGTGACCA-----G-AGTGAAGA---GTCTGAA 
 BrUGT2-4   (721) CCGTTGGTTAACATTGGTCAGCAAGAGGGTAGTAA---CGGGGTGGAAAA---GGCCGAG 
 BrUGT2-3   (721) CCATTGGTTAACGTTGGTAAGCAAGAGAGTAGTAA---CGGGATCGAAGAAGAGTCCGAA 
 BoUGT2-1   (721) CCGTTGGTTAA---------GCAAGAGGGTAGTAA---CGGGACCGAAGA---GTCTGAA 
 BoUGT2-2   (721) CCGTTGGTTAACATTGGTCAGCAAGAGGGTGGTAA---CGGGGTGGAAAA---GGCCGAG 
 BoUGT2-3   (721) CCGTTGGTTAACATTGGTAAGCGTGAGGGTGACCA-----G-AGTGAAGA---GTCTGAA 
 BoUGT2-4   (721) CCGTTGGTTAACGTTGGTAAGCAAGAGAGTAGTAAGGACGGGATCGAAGAAGAGTCCGAA 

 
AtUGT72B1   (772) TGTTTAAAGTGGTTGGATAACCAGCCGCTCGGTTCGGTTTTATATGTGTCCTTTGGTAGT 
   BnUGT2   (778) TGTTTAAAGTGGTTAGATAACCAACCGCTCGGTTCGGTTTTGTATGGGTCGTTTGGTAGT 
 BrUGT2-1   (295) TGTTTGAAGTGGTTGGACAAACAACCGCTTGGTTCGGTTTTGTATGTTTCATTTGGGAGT 
 BrUGT2-2   (772) TGCTTAAAGTGGTTGGACAACCAACCATTCGGTTCGGTTTTGTATGTGTCCTTCGGTAGT 
 BrUGT2-4   (775) TGTTTGAAGTGGTTGGATAAACAACCGCTCGGTTCGGTTTTGTATGTCTCATTTGGGAGT 
 BrUGT2-3   (778) TGTTTAAAGTGGTTAGATAACCAACCGCTCGGTTCGGTTTTGTATGTGTCGTTTGGTAGT 
 BoUGT2-1   (766) TGTCTGAAGTGGTTGGACAAACAACCGCTTGGTTCGGTTTTGTATGTTTCATTTGGGAGT 
 BoUGT2-2   (775) TGTTTGAAGTGGTTGGATAAACAACCGCTCGGTTCGGTTTTGTATGTCTCATTTGGGAGT 
 BoUGT2-3   (772) TGCTTAAAGTGGTTGGACAACCAACCATTCGGTTCGGTTTTGTATGTGTCCTTCGGTAGT 
 BoUGT2-4   (781) TGTTTAACGTGGTTAGATAACCAACCGCTCGGTTCGGTTTTGTATGTGTCGTTTGGTAGT 

 
AtUGT72B1   (832) GGCGGTACCCTCACATGTGAGCAGCTCAATGAGCTTGCTCTTGGTCTTGCAGATAGTGAG 
   BnUGT2   (838) GGTGGTGCACTCACATGCGAGCAGTTCGATGAGCTTGCTCATGGTCTTGCAGACAGCGAG 
 BrUGT2-1   (355) GGTGGTGTACTAACGCTTGAGCAGCTCAATGAGCTTGCTCTTGGTCTTGAAGACAGCAAA 
 BrUGT2-2   (832) GGCGGTACACTCTCATGTGAGCAGCTTAATGAGCTTGCTCTTGGTCTTGCAGATAGTAAG 
 BrUGT2-4   (835) GGTGGTGCACTCACGCTTGAGCAGCAAAATGAGCTTGCTCTTGGTCTTGCAGACAGCGAG 
 BrUGT2-3   (838) GGTGGTGCACTCACATGCGAGCAGTTCGATGAGCTTGCTCATGGTCTTGCAGACAGCGAG 
 BoUGT2-1   (826) GGTGGTGTACTAACGCTTGAGCAGCTCAATGAGCTTGCTCTTGGTCTTGAAGACAGCAAG 
 BoUGT2-2   (835) GGTGGTGCACTCACGCTTGAGCAGCAAAATGAGCTTGCTCTTGGTCTTGCAGACAGCGAG 
 BoUGT2-3   (832) GGCGGTACACTCTCATGCGAGCAGCTTAATGAGCTTGCTCTTGGTCTTGCGGATAGTAAG 
 BoUGT2-4   (841) GGTGGTGCACTCACATGCGAGCAGTTCGATGAGCTTGCTCATGGTCTTGCAGACAGCGAG 



 
AtUGT72B1   (892) CAACGGTTTCTTTGGGTCATACGAAGTCCTAGTGGGATCGCTAATTCGTCGTATTTTGAT 
   BnUGT2   (898) CAACGGTTTCTTTGGGTCATACGGAGTCCAAGTCAAATAGCTGATGCTTCGTTTTTCAAT 
 BrUGT2-1   (415) CAACGGTTTCTTTGGGTCATACGGAGCCCAAGTCAAACAGCAAATGCTTCGTTTTTTAGA 
 BrUGT2-2   (892) CAACGGTTTCTTTGGGTCATACGAAGTCCGAGTGGGGTTGCTAATTCTTCGTATTTTGAT 
 BrUGT2-4   (895) CAACGGTTCCTTTGGGTCATACGTAGTCCGAGTCAAGTTGCTGACGCTTCGTTTTTCAAT 
 BrUGT2-3   (898) CAACGGTTTCTTTGGGTCATACGGAGTCCAAGTCAAATAGCTGATGCTTCGTTTTTCAAT 
 BoUGT2-1   (886) CAACGGTTTCTTTGGGTCATACGGAGCCCAAGTCAAACCGCAGATGCTTCGTTTTTTAGA 
 BoUGT2-2   (895) CAACGGTTCCTTTGGGTCATACGTAGTCCGAGTCAAGTTGCTGATGCTTCGTTTTTCAAT 
 BoUGT2-3   (892) CAACGGTTTCTTTGGGTCATACGAAGTCCGAATGGGGTTGCTAATTCTTCGTATTTTGAT 
 BoUGT2-4   (901) CAACGGTTTCTTTGGGTCATACGGAGTCCAAGTCAAATCGCTGATGCTTCGTTTTTCAAT 

 
AtUGT72B1   (952) TCACATAGCCAAACAGATCCATTGACATTTTTACCACCGGGATTTTTAGAGCGGACTAAA 
   BnUGT2   (958) CCGCATAGCCAAAACGATCCGTTAACATTTTTACCACCAGGATTTTTAGAACGGACTAAA 
 BrUGT2-1   (475) TCGCATAGTGAAGCCGACCCACTGACATTTTTGCCGCATGGTTTCTTGGAACGGACTAAA 
 BrUGT2-2   (952) TCACATAGCCATACTGATCCATTAACATTTTTACCATCCGGATATTTAGCTCGCACCAAA 
 BrUGT2-4   (955) TCACATAGCGAATCCGACCCGTTAAGCTATTTACCACCCGGTTTCTTGGAACGGACCAAC 
 BrUGT2-3   (958) CCGCATAGCCAAAACGATCCGTTAACATTTTTACCACCAGGATTTTTAGAACGGACTAAA 
 BoUGT2-1   (946) TCGCATAGCGAAGCCGACCCACTGACATTTTTGCCGCATGGTTTCTTGGAACGGACTAAA 
 BoUGT2-2   (955) TCACACAGCGAATCCGACCCGTTAAGCTATTTACCACCCGGTTTCTTGGAACGGACCAAC 
 BoUGT2-3   (952) TCACATAGCCATACTGATCCATTAACATTTTTACCATCCGGATATTTTGCTCGCACCAAA 
 BoUGT2-4   (961) CCGCATAGCCAAAACGATCCGTTAACATTTTTACCACCAGGATTTTTAGAACGGACTAAA 

 
AtUGT72B1  (1012) AAAAGAGGTTTTGTGATCCCTTTTTGGGCTCCACAAGCCCAAGTCTTGGCGCATCCATCC 
   BnUGT2  (1018) GGTAGAGGTTTTGTGATCCCTTCATGGGCTCCACAAGCCCAAATTCTAGCACATCCATCT 
 BrUGT2-1   (535) GATAGAGGCTTTATGATCCCTTCATGGGCTCCACAAGCCCAAATTTTAGCTCATCCGTCT 
 BrUGT2-2  (1012) GACAGAGGTTTCGTGATCGCCTCTTGGGCTCCACAAGCCCAAATTTTAGCCCATTCATCC 
 BrUGT2-4  (1015) GGCAGAGGTTTTATGATCCCTTCATGGGCTCCACAAGCCCAAATTCTAGCTCATTCGTCT 
 BrUGT2-3  (1018) GGTAGAGGTTTTGTGATCCCTTCATGGGCTCCACAAGCCCAAATTCTAGCACATCCATCT 
 BoUGT2-1  (1006) GATAGAGGCTTTATGATCCCTTCATGGGCTCCACAAGCCCAGATTTTAGCTCATCCGTCT 
 BoUGT2-2  (1015) GGCAGAGGCTTTATGATCCCTTCATGGGCTCCACAAGCCCAAATTCTAGCTCATTCGTCT 
 BoUGT2-3  (1012) GACAGAGGTTTCGTGATCGCCTCTTGGGCTCCACAAGCCCAAATTTTAGCCCATTCATCC 
 BoUGT2-4  (1021) GGTAGAGGTTTTGTTATCCCTTCATGGGCTCCACAAGCCCAAATTCTAGCACATCCATCT 

 
AtUGT72B1  (1072) ACGGGAGGATTTTTAACTCATTGTGGATGGAATTCGACTCTAGAGAGTGTAGTAAGCGGT 
   BnUGT2  (1078) ACCGGAGGGTTTTTAACCCATTGTGGATGGAACTCAACTCTAGAAAGTATAGTAAGTGGT 
 BrUGT2-1   (595) ACCGGAGGGTTTTTGAGTCATTGTGGATGGAACTCGACTCTGGAAAGTATAGTAAGCGGT 
 BrUGT2-2  (1072) ACAGGAGGATTTCTTACTCATTGTGGATGGAATTCAACTATGGAAAGTATAGTAAATGGT 
 BrUGT2-4  (1075) ACAGGAGGGTTTTTGACTCATTGTGGATGGAACTCGACTCTAGAGAGTATAGTAAGCGGT 
 BrUGT2-3  (1078) ACCGGAGGGTTTTTAACCCATTGTGGATGGAACTCAACTCTAGAAAGTATAGTAAGTGGT 
 BoUGT2-1  (1066) ACCGGAGGGTTTTTGAGTCATTGTGGATGGAACTCGACTCTGGAAAGTATAGTAAGCGGT 
 BoUGT2-2  (1075) ACAGGAGGGTTTTTGACTCATTGTGGATGGAACTCGACTCTAGAGAGTATAGTAAGCGGT 
 BoUGT2-3  (1072) ACAGGAGGATTTCTTACTCATTGTGGATGGAATTCAACTATGGAAAGTATAGTAAATGGT 
 BoUGT2-4  (1081) ACCGGAGGGTTTTTAACCCATTGTGGATGGAACTCAACTCTAGAAAGTATAGTAAGTGGT 

 
AtUGT72B1  (1132) ATTCCACTTATAGCATGGCCATTATACGCAGAACAGAAGATGAATGCGGTTTTGTTGAGT 
   BnUGT2  (1138) GTTCCACTCATAGCATGGCCATTATACGCCGAACAGAGGATGAATGCGGTTTTGTTGGCA 
 BrUGT2-1   (655) GCTCCACTTATTGCTTGGCCATTGTACGCTGAGCAGAAGATGAACGCGGTTTTGTTGGCC 
 BrUGT2-2  (1132) GTTCCACTTATTGCATGGCCATTATACGCTGAGCAAAAAATGAATGCGATTTTGTTGACG 
 BrUGT2-4  (1135) GTTCCGCTCATTGCATGGCCATTATACGCTGAGCAGAAGATGAATGCGGTTTCGTTGGCC 
 BrUGT2-3  (1138) GTTCCACTCATAGCATGGCCATTATACGCCGAACAGAGGATGAATGCGGTTTTGTTGGCA 
 BoUGT2-1  (1126) GTTCCACTTATTGCTTGGCCATTGTACGCTGAGCAGAAGATGAACGCGGTTTTGTTGGCC 
 BoUGT2-2  (1135) GTTCCGCTCATTGCATGGCCATTATACGCCGAGCAGAAGATGAATGCGGTTTCGTTGGCC 
 BoUGT2-3  (1132) GTTCCACTTATTGCATGGCCATTATACGCTGAGCAAAAAATGAATGCGATTTTGTTGACG 
 BoUGT2-4  (1141) GTTCCACTCATAGCATGGCCATTATACGCCGAACAGAGGATGAATGCGGTTTTGTTGGCA 

 
AtUGT72B1  (1192) GAAGATATTCGTGCGGCACTTAGGCCGCGTGCCGGGGACGATGGGTTAGTTAGAAGAGAA 
   BnUGT2  (1198) GAAGATATCCATGTTGCACTTAGGGCGCATGCAGGGGAGGATGGGATGGTGAGAAGAGAA 
 BrUGT2-1   (715) GAAGATATTCATGTTGCGCTTAGGGCTCATGCGGGGGAGGAAGGGATGGTGAGAAGAGAA 
 BrUGT2-2  (1192) GAAGATATCCATGTGGCGCTTAGAGCCCGTGCAGGGGTTGATGGGCTGGTGATGAGAGAA 
 BrUGT2-4  (1195) GAAGATATTCGAGTTGCGATCAGGGCTCGTGCCGGGGAGGATGGGGTGGTGAGAAGAGAA 
 BrUGT2-3  (1198) GAAGATATCCATGTTGCACTTAGGGCGCATGCAGGGGAGGATGGGATGGTGAGAAGAGAA 
 BoUGT2-1  (1186) GAAGATATTCATGTTGCGCTTAGGGCTCATGCGGGGGATGAAGGGATGGTGAGAAGAGAA 



 BoUGT2-2  (1195) GAAGATATTCGTGTTGCGATTAGAGCTCGTGCGGGGGACGATGGGGTGGTGAGAAGAGAA 
 BoUGT2-3  (1192) GAAGATATCCATGTGGCGCTTAGAGCCCGTGCAGGGGTTGATGGGCTGGTGATGAGAGAA 
 BoUGT2-4  (1201) GAAGATATCCATGTTGCGCTTAGGGCGCATGCAGGGGAGGATGGGATGGTGAGACGAGAA 

 
AtUGT72B1  (1252) GAGGTGGCTAGAGTGGTAAAAGGATTGATGGAAGGTGAAGAAGGCAAAGGA--------- 
   BnUGT2  (1258) GAGGTGGCTAGAGTGGTTAAGGGATTAATGGAAGGTGAAGAAGGCAAAGGT--------- 
 BrUGT2-1   (775) GAGGTAGCTAGAGTGGTTAAGGGATTAATGGAAGGTGAAGAAGGTAAAGGT--------- 
 BrUGT2-2  (1252) GAGGTGGCTAGAGTGGTGAAGGGATTAATGGAAGGTGAAGAAGGTAAAGGAATGATGGAA 
 BrUGT2-4  (1255) GAGGTGGTTAGAGTGGTTAAGGGATTAATGGAAGGTGAAGAAGGTAAATGT--------- 
 BrUGT2-3  (1258) GAGGTGGCTAGAGTGGTTAAGGGATTAATGGAAGGTGAAGAAGGCAAAGGT--------- 
 BoUGT2-1  (1246) GAGGTAGCTAGAGTGGTTAAGGGATTAATGGAAGGTGAAGAAGGTAAAGGT--------- 
 BoUGT2-2  (1255) GAGGTGGTTAGAGTGGTTAAGGGATTAATGGAAGGTGAAGAAGGTAAATGC--------- 
 BoUGT2-3  (1252) GAGGTGGCTAGAGTGGTGAAGGGATTAATGGAAGGTGAAGAAGGTAAAGGAATGATGGAA 
 BoUGT2-4  (1261) GAGGTGGCTAGAGTGGTTAAGGGATTAATGGAAGGTGAAGAAGGCAAAGGT--------- 

 
AtUGT72B1  (1303) ------------------GTGAGGAACAAGATGAAGGAGTTGAAGGAAGCAGCTTGTAGG 
   BnUGT2  (1309) ------------------GTGAGGAACAAGATGAAGGAAATGAAGGAAGGAGCTAGTAGG 
 BrUGT2-1   (826) ------------------GTGAGGAATAAGATGAAGGAAATGAAGGAAGGAGCTAGCAGG 
 BrUGT2-2  (1312) GGTGATGAAGGTAAAAGAGTGAGGAATAAGATGACAAAACTGAAGGAAGGAGCTTGTAGA 
 BrUGT2-4  (1306) ------------------GTGAGGAATAAGATGAAGGAAATGAAGGAAGGAGCTAGTAGG 
 BrUGT2-3  (1309) ------------------GTGAGGAACAAGATGAAGGAAATGAAGGAAGGAGCTAGTAGG 
 BoUGT2-1  (1297) ------------------GTGAGGAATAAGATGAAGGAAATGAAGGAAGAAGCTAGTAGG 
 BoUGT2-2  (1306) ------------------GTGAGGAATAAGATGAAAGAAATGAAGGAAGGAGCTAGTAGG 
 BoUGT2-3  (1312) GGTGATGAAGGTAAAAGAGTGAGGAATAAGATGACAAAATTGAAGGAAGGAGCTTGTAGG 
 BoUGT2-4  (1312) ------------------GTGAGGAACAAGATGAAGGAAATGAAGGAAGGAGCTAGTAGG 

 
AtUGT72B1  (1345) GTGTTGAAGGATGATGGGACTTCGACAAAAGCACTTAGTCTTGTGGCCTTAAAGTGGAAA 
   BnUGT2  (1351) GTGCTGAATGATACTGGGACTTCTACAAAGGCACTTAATCTTGTGACATTTAAGTGGAAA 
 BrUGT2-1   (868) GTGCTGAGTGATGATGGGTCTTCTACAAAGGCACTTAGTCTTGTGGCATTGAAGTGGAAA 
 BrUGT2-2  (1372) GTGATGAAGGATGATGGGTCATTTACAAAGGCTCTTAGTCAGTTAGTCTTGTAA------ 
 BrUGT2-4  (1348) GTGTTGAGTGATGATGGGTCCTCTACAAAGGCACTTAGTCTTGTTGCATTAAAGTGGAAA 
 BrUGT2-3  (1351) GTGCTGAATGATACTGGGACTTCTACAAAGGCACTTAATCTTGTGACATTTAAGTGGAAA 
 BoUGT2-1  (1339) GTGCTGAGTGATGATGGGTCTTCTACAAAGGCACTTAGTCTTGTGGCATTGAAGTGGAAA 
 BoUGT2-2  (1348) GTGTTGAGTGATGATGGGTCCTCTACAAAGGCACTTAGTCTTGTTGCGTTAAAGTGGAAA 
 BoUGT2-3  (1372) GTGATGAAGGATGATGGGTCATTTACAAAGGCTCTTAGTCAGTTAGTCTTGTAA------ 
 BoUGT2-4  (1354) GTGCTGAATGATAATGGGACTTCTACAAAGGCACTTAATCTTGTGACATTAAAGTGGAAA 

                  1441                               1479 
AtUGT72B1  (1405) GCCCACAAAAAAGAGTTAGAGCAAAATGGCAACCACTAA 
   BnUGT2  (1411) GCCCACCAAAGAGAGCTAAAGCAAAATGGCAAGCATTGA 
 BrUGT2-1   (928) GACCACCAAAAAGGGTTAGAGCAAAATGGCAAGCACTGA 
 BrUGT2-2  (1426) --------------------------------------- 
 BrUGT2-4  (1408) GACCACCAAAAAGGGTTAGTGCAAAATGGCAAGCACTGA 
 BrUGT2-3  (1411) GCCCACCAAAGAGAGCTAAAGCAAAATGGCAACCACTGA 
 BoUGT2-1  (1399) GACCACCAAAAAGGGTTAGAGCAAAATGGCAAGCACTGA 
 BoUGT2-2  (1408) GACCACCAAAAAGGGTTAGTGCAAAATGGCAAGCACTGA 
 BoUGT2-3  (1426) --------------------------------------- 
 BoUGT2-4  (1414) GCCCACCAAAGAGAGCTAAAGCAAAATGGCAACCACTGA 

12. BnTT8 

    AtTT8     (1) ------------------------------------------------------------ 
    BnTT8     (1) GAAAGTTGCACGATCTTACTCTCTTCATTAGAGAGAGAGACAGAGGGGGAGAGAGAGAGG 
  BrTT8-1     (1) ------------------------------------------------------------ 
  BrTT8-2     (1) ------------------------------------------------------------ 
    BoTT8     (1) ------------------------------------------------------------ 

 
    AtTT8     (1) ------------------------------------------------------------ 
    BnTT8    (61) GAGAGGGAGAGAGAGATAGAGATAGAGAGAGGGATAATACAGGTTTTCATCTCGGGGAAA 
  BrTT8-1     (1) ------------------------------------------------------------ 
  BrTT8-2     (1) ------------------------------------------------------------ 
    BoTT8     (1) ------------------------------------------------------------ 

 
    AtTT8     (1) -ATGGATGAATCAAGTATTATTCCGGCAGAGAAAGTGGCCGGAGCTGAGAAAAAAGAGCT 
    BnTT8   (121) GATGGATGAATTAAGTATCATACCGTTATGGAAAGTGATCGGGGCTGAGAAAGAAGAGAT 



  BrTT8-1     (1) -ATGGATGAATTAAGTATCATACCGTTATGGAAAGTGATCGGGGCTGAGAAAGAAGAGAT 
  BrTT8-2     (1) -ATGGATGAATTAAGTATTATACCGTTATGGAAAGTGATCGGGGCTGAGAAAGAAGAGAT 
    BoTT8     (1) -ATGGATGAATTAAGTATTATACCGTTATGGAAAGTGATCGGGGCTGAGAAAGAAGAGAT 

 
    AtTT8    (60) TCAAGGGCTGCTTAAGACGGCGGTTCAATCTGTGGACTGGACTTATAGTGTCTTCTGGCA 
    BnTT8   (181) TCAAGGGCTACTTAAGGCGGTGGTGCAATCTGTGGGGTGGACTTATAGTGTCTTCTGGCA 
  BrTT8-1    (60) TCAAGGGCTACTTAAGGCGGTGGTGCAATCTGTGGGGTGGACTTATAGTGTCTTCTGGCA 
  BrTT8-2    (60) TCAAGGGCTACTTAAGGCGGTGGTGCAATCTGTGGGGTGGACTTATAGTGTCTTCTGGCA 
    BoTT8    (60) TCAAGGGCTACTTAAGGCGGTGGTGCAATCTGTGGGGTGGACTTATAGTGTCTTCTGGCA 

 
    AtTT8   (120) ATTTTGTCCTCAACAACGGGTCTTGGTGTGGGGGAATGGATACTACAACGGTGCAATAAA 
    BnTT8   (241) ACTTTGTCCTCAACGAAGGAAATTGATGTGGAGTAGTGGATACTACAACGGCGCAATAAA 
  BrTT8-1   (120) ACTTTGTCCTCAACGAAGGAAATTGATGTGGAGTAGTGGATACTACAACGGCGCAATAAA 
  BrTT8-2   (120) ACTTTGTCCTCAACGAAGGAAATTGATGTGGAGTAGTGGATACTACAACGGCGCAATAAA 
    BoTT8   (120) ACTTTGTCCTCAACTAAGGAAATTGATGTGGAGTAGTGGAAACTATAACGGTGCAATAAA 

 
    AtTT8   (180) GACGAGGAAGACAACTCAACCAGCGGAGGTGACGGCAGAAGAGGCGGCGTTAGAGAGGAG 
    BnTT8   (301) GACTAGAAAGACAACTCAGCCGGCGGAAGTTACGGCTGAAGAGGCTGCGTCGGAGAGAAG 
  BrTT8-1   (180) GACTAGAAAGACAACTCAGCCGGCGGAAGTTACGGCTGAAGAGGCTGCGTCGGAGAGAAG 
  BrTT8-2   (180) GACTAGAAAGACAACTCAGCCGGCGGAAGTTACGGCTGAAGAGGCTGCGTCGGAGAGAAG 
    BoTT8   (180) GACTAGAAAGACAACTCAGCCGGCGGAAGTTAAGGCTGAAGAGGCTGCGTCGGAAAGAAG 

 
    AtTT8   (240) CCAACAGCTCAGGGAGCTTTATGAGACACTTTTAGCCGGAGAGTCAACGTCAGAAGCAAG 
    BnTT8   (361) CCAACAGCTCATGGAGCTTTACGAGACGCTTTTTGCTGGAGAATCATCGATGGAAGCGAG 
  BrTT8-1   (240) CCAACAGCTCATGGAGCTTTACGAGACGCTTTTTGCTGGAGAATCATCGATGGAAGCGAG 
  BrTT8-2   (240) CCAACAGCTCATGGAGCTTTACGAGACGCTTTTTGCTGGAGAATCATCGATGGAAGCGAG 
    BoTT8   (240) CCAACAGCTCATGGAGCTTTACGAGACGCTTTTTGCTGGAGAATCATCGATGGAAGCGAG 

 
    AtTT8   (300) AGCATGCACCGCATTGTCACCGGAGGATTTGACGGAGACAGAATGGTTTTATCTAATGTG 
    BnTT8   (421) GGCTTGCACAGCACTGTCGCCGGAGGATTTGACGGATCCTGAATGGTTTTATGTGCTGTG 
  BrTT8-1   (300) GGCTTGCACAGCACTGTCGCCGGAGGATTTGACGGATCCTGAATGGTTTTATGTGCTGTG 
  BrTT8-2   (300) GGCTTGCACAGCACTGTCGCCGGAGGATTTGACAGATCCTGAATGGTTTTATGTGCTGTG 
    BoTT8   (300) GGCTTGCACAGCACTGTCGCCGGAGGATTTGACGGATCCTGAATGGTTTTATGTGCTGTG 

 
    AtTT8   (360) CGTCTCTTTCTCTTTTCCTCCTCCATCTGGGATGCCAGGAAAAGCGTATGCAAGGAGGAA 
    BnTT8   (481) TTTCACTTACTCTTTCGAACCTCCTTCTGGGATGCCAGGAAAAGCGTATGCGAGGAGGAA 
  BrTT8-1   (360) TTTCACTTACTCTTTCGAACCTCCTTCTGGGATGCCAGGAAAAGCGTATGCGAGGAGGAA 
  BrTT8-2   (360) TTTCACTTACTCTTTCGAACCTCCTTCTGGGATGCCAGGAAAAGCGTATGCGAGGAGGAA 
    BoTT8   (360) TTTCACTTACTCTTTCGAACCTCCTTCTGGGATGCCAGGAAAGGCGTATGCGAGGAGGAA 

 
    AtTT8   (420) GCACGTATGGCTAAGTGGTGCAAATGAAGTTGACAGTAAAACTTTTTCTAGAGCTATTCT 
    BnTT8   (541) GCACATATGGCTAAGTGGTGCAAATGAGGTTGACAATAAAATCTTCTCTAGGGCTATTTC 
  BrTT8-1   (420) GCACATATGGCTAAGTGGTGCAAATGAGGTTGACAATAAAATCTTCTCTAGGGCTATTTC 
  BrTT8-2   (420) GCACATATGGCTACGTGGTGCAAATGAGGTTGACAATAAAATCTTCTCTAGGGCTATTTC 
    BoTT8   (420) TCACATATGGCTAAGTGGTGCAAATGAGGTTGACAATAAAATCTTCTCTAGGGCTATTTC 

 
    AtTT8   (480) CGCTAAGAGTGCTAAAATTCAGACAGTGGTTTGCATTCCAATGCTTGATGGTGTTGTGGA 
    BnTT8   (601) TGCAAAGAGTGCCAAAATTCAGACAGTGGTTTGCATTCCCGTGCTTGATGGCGTTTTGGA 
  BrTT8-1   (480) TGCAAAGAGTGCCAAAATTCAGACAGTGGTTTGCATTCCCGTGCTTGATGGCGTTTTGGA 
  BrTT8-2   (480) TGCAAA----G------------------------------------------------- 
    BoTT8   (480) TGCAAA----G-----A--CAG----TGGTTTGCATTCCCGTGCTTGATGGCGTTTTGGA 

 
    AtTT8   (540) ACTAGGCACAACGAAAAAGGTAAGAGAAGATGTAGAGTTTGTTGAGCTCACAAAGAGTTT 
    BnTT8   (661) ACTAGGCACAACGAACAAGGTCAAAGAGAGTGAAGAGTTTGTTGAGCACATAAAGAGTTT 
  BrTT8-1   (540) ACTAGGCACAACGAACAAGGTCAAAGAGAGTGAAGAGTTTGTTGAGCACATAAAGAGTTT 
  BrTT8-2   (487) ------------------G-TCAAAGAGAGTGAAGAGTTTGTTGAGCACATAAAGAGTTT 
    BoTT8   (525) ACTAGGCACAACGAACAAGGTCAAAGAGAGTGAAGAGTTTGTTGACCACATAAAGAGTTT 

 
    AtTT8   (600) CTTCTATGACCACTGCAAGACGAACCCAAAGCCGGCTCTTTCTGAACACTCCACCTACGA 
    BnTT8   (721) CTTCCACAACCACCCGAAGTCAAACACTAAGCCTACTCTTTCTGAACACTTCATCAACGA 
  BrTT8-1   (600) CTTCCACAACCACCCGAAGTCAAACACTAAGCCTACTCTTTCTGAACACTTCATCAACGA 
  BrTT8-2   (528) CTTCCACAACCACCCGAAGTCAAACACTAAGCCTACTCTTTCTGAACACTTCATCAACGA 
    BoTT8   (585) CTTCCACAACTACCCGAAGTCAAACACTAAGCCTACTCTTTCTGAACACTTCATCAACGA 



 
    AtTT8   (660) AGTGCATGAAGAAGCCGAAGACGAAGAAGAAGTAGAAGAAGAGATGACAATGTCAGAGGA 
    BnTT8   (781) AGAGCATGAAGAAGACGAAGAAGAAGTAGAAGAAGAAGAA---ATGACAATGTCAGAAGA 
  BrTT8-1   (660) AGAGCATGAAGAAGACGAAGAAGAAGTAGAAGAAGAAGAA---ATGACAATGTCAGAAGA 
  BrTT8-2   (588) AGAGCACGAAGAAGACGAAGAAGAAGTAGAAGAAGAAGAA---ATGACAATGTCAGAAGA 
    BoTT8   (645) AGAGCATGAAGAAGACGAAGACGAAGTAGAAGAAGAAGAA---ATGACAATGTCAGAGGA 

 
    AtTT8   (720) AATGAGGCTTGGCTCTCCTGATGATGAAGATGTTTCCAATCAAAATCTACACTCTGATCT 
    BnTT8   (838) GATAAGACTTGGTTCTCCTGATGACGATGACGTCTCCAATCAAAATCTACTCTCTGATTT 
  BrTT8-1   (717) GATAAGACTTGGTTCTCCTGATGACGATGACGTCTCCAATCAAAATCTACTCTCTGATTT 
  BrTT8-2   (645) GATAAGACTTGGTTCTCCTGATGACGATGACGTCTCCAATCAAAATCTACTCTCTGATTT 
    BoTT8   (702) GATAAGACTTGGTTCTCCTGATGACGATGACCTCTCCAATCAAAATCTACTCTCTGATTT 

 
    AtTT8   (780) TCATATTGAATCAACCCATACGTTAGACACACATATGGACATGATGAATCTAATGGAGGA 
    BnTT8   (898) CCATATAGAAGCAACCAATAGTTTAGATACACACATGGACATGATGAATCTAATGGAGGA 
  BrTT8-1   (777) CCATATAGAAGCAACCAATAGTTTAGATACACACATGGACATGATGAATCTAATGGAGGA 
  BrTT8-2   (705) CCATATAGAAGCAACCAATAGTTTAGATACACACATGGACATGATGAATCTAATGGAGGA 
    BoTT8   (762) CCATATAGAAGCAACCAATAGTTTAGATACACACATGGACATGATGAATCTAATGGAGGA 

 
    AtTT8   (840) AGGTGGAAACTATTCTCAGACAGTAACAACACTTCTCATGTCACACCCCACAAGTCTTCT 
    BnTT8   (958) AGGAGGAAATTATTCTCAGACAGTATCAACACTTCTCATGTCACAACCCACAAGTCTTCT 
  BrTT8-1   (837) AGGAGGAAATTATTCTCAGACAGTATCAACACTTCTCATGTCACAACCCACAAGTCTTCT 
  BrTT8-2   (765) AGGCGGAAATTATTCTCAGACAGTATCAACACTTCTCATGTCACAACCCACAAGTCTTCT 
    BoTT8   (822) AGGCGGAAATTATTCTCAGACAGTATCAACACTTCTCATGTCACAACCCACCAGTCTTCT 

 
    AtTT8   (900) TTCAGATTCAGTTTCCACATCTTCTTACATCCAATCATCGTTTGCCACGTGGAGGGTTGA 
    BnTT8  (1018) TTCAGATTCAGTTTCCACATCTTCTTACGTTCAATCATCGTTTGTCTCGTGGAGAGTTGA 
  BrTT8-1   (897) TTCAGATTCAGTTTCCACATCTTCTTACGTTCAATCATCGTTTGTCTCGTGGAGAGTTGA 
  BrTT8-2   (825) TTCAGATTCAGTTTCCACATCTTCTTACGTTCAATCATCGTTTGTCTCGTGGAGAGTTGA 
    BoTT8   (882) TTCAGATTCAGTTTCCACATCTTCTTACGTTCAATCATCGTTTATATCGTGGAGAGTTGA 

 
    AtTT8   (960) GAATGGCAAAGAGCATCAGCA--A----------GTGAAAACGGCG---CCGTCGTCACA 
    BnTT8  (1078) GAATGTCAAAGAGCATCAGCAATATCAGCGAGTGGAGAAAGCGGCGTGGTCATCGTCGCA 
  BrTT8-1   (957) GAATGTCAAAGAGCATCAGCAATATCAGCGAGTGGAGAAAGCGGCGTGGTCATCGTCGCA 
  BrTT8-2   (885) GAATGTCAAAGAGCATCAGCAATATCAGCGAGTGGAGAAAGCGGCGTGGTCATCGTCGCA 
    BoTT8   (942) GAATGTCAAAGAGCATCAGCAATATCAGCGAGTGGAGAAAGCGGCGTCTTCGTCGTCGCA 

 
    AtTT8  (1005) ATGGGTGCTCAAACAAATGATCTTCAGAGTTCCTTTCCTCCATGACAACACTAAAGATAA 
    BnTT8  (1138) ATGGATGCTCAAACACATAATCTTGAAAGTTCCTTTCCTCCACGACAACACTAAAAATAA 
  BrTT8-1  (1017) ATGGATGCTCAAACACATAATCTTGAAAGTTCCTTTCCTCCACGACAACACTAAAAATAA 
  BrTT8-2   (945) ATGGATGCTCAAACACATAATCTTGAAAGTTCCTTTCCTCCACGACAACACTAAAAATAA 
    BoTT8  (1002) ATGGATGCTCAAACACATAATCTTGAAAGTTCCTTTCCTCCACGACAACACTAAAAATAA 

 
    AtTT8  (1065) GAGGCTACCGCGGGAAGATCTGAGCCACGTAGTAGCAGAGCGACGCAGGAGGGAGAAGCT 
    BnTT8  (1198) GAGGCTACCGCGAGAAGAGCTTAACCATGTGGTGGCCGAGCGACGCAGAAGAGAGAAGCT 
  BrTT8-1  (1077) GAGGCTACCGCGAGAAGAGCTTAACCATGTGGTGGCCGAGCGACGCAGAAGAGAGAAGCT 
  BrTT8-2  (1005) GAGGCTACCGCGAGAAGAGCTTAACCATGTGGTGGCCGAGCGACGCAGAAGAGAGAAGCT 
    BoTT8  (1062) GAGGCTGCCGCGAGAAGAGCTTAACCATGTGGTGGCCGAGCGACGCAGAAGAGAGAAGCT 

 
    AtTT8  (1125) GAACGAGAAATTCATAACGTTGAGATCAATGGTTCCATTTGTGACCAAGATGGATAAAGT 
    BnTT8  (1258) AAATGAGAGATTCATAACGTTGAGATCATTGGTTCCATTTGTGACCAAGATGGATAAAGT 
  BrTT8-1  (1137) AAATGAGAGATTCATAACGTTGAGATCATTGGTTCCATTTGTGACCAAGATGGATAAAGT 
  BrTT8-2  (1065) AAATGAGAGATTCATAACGTTGAGATCATTGGTTCCATTTGTGACCAAGATGGATAAAGT 
    BoTT8  (1122) AAATGAGAGATTCATAACGTTGAGATCATTGGTTCCATTTGTGACCAAGATGGATAAAAT 

 
    AtTT8  (1185) CTCAATCCTTGGAGACACCATTGCGTACGTAAATCATCTTCGAAAGAGGGTCCATGAGCT 
    BnTT8  (1318) CTCGATCCTTGGAGACACCATTGAATACGTAAACCATCTTTCTAAGAGGATACATGAGCT 
  BrTT8-1  (1197) CTCGATCCTTGGAGACACCATTGAATACGTAAACCATCTTTCTAAGAGGATACATGAGCT 
  BrTT8-2  (1125) CTCGATCCTTGGAGACACCATTGAATACGTAAACCATCTTTCTAAGAGGATACATGAGCT 
    BoTT8  (1182) CTCGATCCTTGGAGACACCATTGAGTACGTAAACCATCTTTCTAAGAGGATCCATGAGCT 

 
    AtTT8  (1245) TGAGAATACTCATCATGAGCAACAGCATAAGCGGACGCGTACTTGTAAGAGAAAAACATC 
    BnTT8  (1378) GGAATCTACTCATCACGAGCCAAACCAAAAGCGGATGCGTATCGGTAAGGGAAGAACTTG 



  BrTT8-1  (1257) GGAATCTACTCATCACGAGCCAAACCAAAAGCGGATGCGTATCGGTAAGGGAAGAACTTG 
  BrTT8-2  (1185) GGAATCTACTCATCACGAGCCAAACCAAAAGCGGATGCGTATCGGTAAGGGAAGAACTTG 
    BoTT8  (1242) GGAATCTACTCATCACGAGCCAAACCAAAAGCGGATGCGTATCTGTAAGGGAAGAACTTG 

 
    AtTT8  (1305) GGAGGAGGTGGAGGTTTCCATCATAGAGAATGATGTTTTGTTAGAGATGAGATGTGAGTA 
    BnTT8  (1438) GGAAGAGGTGGAGGTTTCCATTATAGAGAGCGATGTTTTGTTAGAGATGAGATGCGAGTA 
  BrTT8-1  (1317) GGAAGAGGTGGAGGTTTCCATTATAGAGAGCGATGTTTTGTTAGAGATGAGATGCGAGTA 
  BrTT8-2  (1245) GGAAGAGGTGGAGGTTTCCATTATAGAGAGCGATGTTTTGTTAGAGATGAGATGCGAGTA 
    BoTT8  (1302) GGAAGAGGTGGAGGTTTCCATTATAGAGAGCGATGTTTTGTTAGAGATGAGATGCGAGTA 

 
    AtTT8  (1365) CCGAGATGGTTTGTTGCTTGACATTCTTCAGGTTCTTCATGAGCTTGGTATAGAGACTAC 
    BnTT8  (1498) CCGAGATGGTTTATTGCTCAACATTCTTCAGGTACTTAAGGAGCTGGGTATAGAGACCAC 
  BrTT8-1  (1377) CCGAGATGGTTTATTGCTCAACATTCTTCAGGTACTTAAGGAGCTGGGTATAGAGACCAC 
  BrTT8-2  (1305) CCGAGATGGTTTATTGCTCAACATTCTTCAGGTACTTAAGGAGCTGGGTATAGAGACCAC 
    BoTT8  (1362) CCGAGATGGTTTATTGCTCAACATTCTTCAGGTACTTAAGGAGCTAGGTATAGAGACCAC 

 
    AtTT8  (1425) GGCAGTTCATACCTCGGTGAACGACCATGATTTCGAGGCGGAGATAAGGGCGAAAGTAAG 
    BnTT8  (1558) TGCGGTTCACACTGCCTTGAACGACAATCATTTTGAGGCAGAGATAAGGGCGAAAGTGAG 
  BrTT8-1  (1437) TGCGGTTCACACTGCCTTGAACGACAATCATTTTGAGGCAGAGATAAGGGCGAAAGTGAG 
  BrTT8-2  (1365) TGCGGTTCACACTGCCTTGAACGACAATCATTTTGAGGCAGAGATAAGGGCGAAAGTGAG 
    BoTT8  (1422) TGCGGTTCACACCGCCTTGAACGACCACCATTTTGAGGCAGAGATAAGGGCGAAAGTGAG 

 
    AtTT8  (1485) AGGGAAGAAAGCAAGCATCGCTGAGGTCAAAAGAGCCATCCACCAAGTCATAATACATGA 
    BnTT8  (1618) AGGGAAGAAACCAACCATTGCTGAGGTTAAAATAGCCATCCATCAAATCATAT---ATAA 
  BrTT8-1  (1497) AGGGAAGAAACCAACCATTGCTGAGGTTAAAATAGCCATCCATCAAATCATAT---ATAA 
  BrTT8-2  (1425) AGGGAAGAAACCAACCATTGCTGAGGTTAAAATAGCCATCCATCAAATCATAT---ATAA 
    BoTT8  (1482) AGGGAAGAAACCAACCATTGCTGAGGTTAAAATAGCCATCCATCAAATCATAT---ATAA 

 
    AtTT8  (1545) TACTAATCTATAG----------------------------------------------- 
    BnTT8  (1675) TAATAAACTCTAGTTCCGAGATTCTAACCTTAATGATGCAACTTTAGAGAAGGACATGTG 
  BrTT8-1  (1554) TAATAAACTCTAG----------------------------------------------- 
  BrTT8-2  (1482) TAATAAACTCTAG----------------------------------------------- 
    BoTT8  (1539) TAATAAACTCTAG----------------------------------------------- 

 
    AtTT8  (1558) ------------------------------------------------------------ 
    BnTT8  (1735) ATCGCTTATTTAATTTTAGCGTCGTCTATGCTACATTATCAGTTTTACATATACAAAATA 
  BrTT8-1  (1567) ------------------------------------------------------------ 
  BrTT8-2  (1495) ------------------------------------------------------------ 
    BoTT8  (1552) ------------------------------------------------------------ 

 
    AtTT8  (1558) --------------------------------------------------- 
    BnTT8  (1795) TTGTCTATGTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
  BrTT8-1  (1567) --------------------------------------------------- 
  BrTT8-2  (1495) --------------------------------------------------- 
    BoTT8  (1552) --------------------------------------------------- 

 

 13. BnTTG1 

        AtTTG1     (1) ------------------------------------------------------------ 
      BnTTG1-1     (1) ------------------------------------------------------------ 
      BnTTG1-2     (1) ------------------------------------------------------------ 
      BnTTG1.1     (1) ------------------------------------------------------------ 
      BnTTG1.2     (1) ------------------------------------------------------------ 
     BrTTG1_P8     (1) ------------------------------------------------------------ 
  BrTTG1_Tsuda     (1) ------------------------------------------------------------ 
BrTTG1_Y195-93     (1) ------------------------------------------------------------ 
        BrTTG1     (1) ------------------------------------------------------------ 
      BoTTG1-1     (1) AATGGTTACCACTTTTTTGTGACCAATTTATATTTTTTTAATCTTGAGCTGATTTTTAAG 
      BoTTG1-2     (1) ------------------------------------------------------------ 

      
        AtTTG1     (1) ------------------------------------------------------------ 
      BnTTG1-1     (1) ------------------------------------------------------------ 
      BnTTG1-2     (1) ------------------------------------------------------------ 



      BnTTG1.1     (1) ------------------------------------------------------------ 
      BnTTG1.2     (1) ------------------------------------------------------------ 
     BrTTG1_P8     (1) ------------------------------------------------------------ 
  BrTTG1_Tsuda     (1) ------------------------------------------------------------ 
BrTTG1_Y195-93     (1) ------------------------------------------------------------ 
        BrTTG1     (1) ------------------------------------------------------------ 
      BoTTG1-1    (61) AAAATCCACTACTTATGGTTCTATTTTTATCTTGTTTAAAATTTTATTATAAGTTTTTCT 
      BoTTG1-2     (1) ------------------------------------------------------------ 

      
        AtTTG1     (1) ------------------------------------------------------------ 
      BnTTG1-1     (1) ------------------------------------------------------------ 
      BnTTG1-2     (1) ------------------------------------------------------------ 
      BnTTG1.1     (1) ------------------------------------------------------------ 
      BnTTG1.2     (1) ------------------------------------------------------------ 
     BrTTG1_P8     (1) ------------------------------------------------------------ 
  BrTTG1_Tsuda     (1) ------------------------------------------------------------ 
BrTTG1_Y195-93     (1) ------------------------------------------------------------ 
        BrTTG1     (1) ------------------------------------------------------------ 
      BoTTG1-1   (121) TTCATTAATATACATAATTGTTAATTGAATAAGTATTATCAACCTATACTTGTGCTGCTC 
      BoTTG1-2     (1) ------------------------------------------------------------ 

      
        AtTTG1     (1) ------------------------------------------------------------ 
      BnTTG1-1     (1) ------------------------------------------------------------ 
      BnTTG1-2     (1) ------------------------------------------------------------ 
      BnTTG1.1     (1) ------------------------------------------------------------ 
      BnTTG1.2     (1) ------------------------------------------------------------ 
     BrTTG1_P8     (1) ------------------------------------------------------------ 
  BrTTG1_Tsuda     (1) ------------------------------------------------------------ 
BrTTG1_Y195-93     (1) ------------------------------------------------------------ 
        BrTTG1     (1) ------------------------------------------------------------ 
      BoTTG1-1   (181) GGGGGAAAATAAAATAAAAGTAAGGCCCACAAGCGTAGAAAAGGTCAGCTATCCGTAGAC 
      BoTTG1-2     (1) ------------------------------------------------------------ 

      
        AtTTG1     (1) ------------------------------------------------------------ 
      BnTTG1-1     (1) ------------------------------------------------------------ 
      BnTTG1-2     (1) ------------------------------------------------------------ 
      BnTTG1.1     (1) ------------------------------------------------------------ 
      BnTTG1.2     (1) ------------------------------------------------------------ 
     BrTTG1_P8     (1) ------------------------------------------------------------ 
  BrTTG1_Tsuda     (1) ------------------------------------------------------------ 
BrTTG1_Y195-93     (1) ------------------------------------------------------------ 
        BrTTG1     (1) ------------------------------------------------------------ 
      BoTTG1-1   (241) ACAAGACCCACAAAACGCGTAGATAGGCCCATTATACATTAAACATTACTGACTGAGTCA 
      BoTTG1-2     (1) ------------------------------------------------------------ 

      
        AtTTG1     (1) ------------------------------------------------------------ 
      BnTTG1-1     (1) ------------------------------------------------------------ 
      BnTTG1-2     (1) ------------------------------------------------------------ 
      BnTTG1.1     (1) ------------------------------------------------------------ 
      BnTTG1.2     (1) ------------------------------------------------------------ 
     BrTTG1_P8     (1) ------------------------------------------------------------ 
  BrTTG1_Tsuda     (1) ------------------------------------------------------------ 
BrTTG1_Y195-93     (1) ------------------------------------------------------------ 
        BrTTG1     (1) ------------------------------------------------------------ 
      BoTTG1-1   (301) GAGGGTTCAGCTCAGCTCAGCTCAGCTCCGGCTCCAAATCGCAACTGACACTGACCGTGG 
      BoTTG1-2     (1) ------------------------------------------------------------ 

      
        AtTTG1     (1) ------------------------------------------------------------ 
      BnTTG1-1     (1) --------------------------ATACCGAATCAAATCCATCTCACATTTTTTCCGG 
      BnTTG1-2     (1) --------------------------ATACCGAATCAAATCCATCTCACATTTTTTCCGG 
      BnTTG1.1     (1) ------------------------------------------------------------ 
      BnTTG1.2     (1) ------------------------------------------------------------ 
     BrTTG1_P8     (1) ------------------------------------------------------------ 



  BrTTG1_Tsuda     (1) ------------------------------------------------------------ 
BrTTG1_Y195-93     (1) ------------------------------------------------------------ 
        BrTTG1     (1) ------------------------------------------------------------ 
      BoTTG1-1   (361) AACTTTCCATCGTCGCCAAGAATCTTATACCGAATCAAATCCATCTCACATTTTTTCCGG 
      BoTTG1-2     (1) ------------------------------------------------------------ 

      
        AtTTG1     (1) ---------------------ATGGATAATTCAGCTCCAGATTCGTTATCCAGATCGGAA 
      BnTTG1-1    (35) CGAGAGAGAGAGAGA--GACGATGGACAACTCAGCTCCAGACTCTTTACCTAGATCGGAA 
      BnTTG1-2    (35) CGAGAGAGAGAGAGAGAGACGATGGACAACTCAGCTCCGGACTCTTTACCTAGATCGGAA 
      BnTTG1.1     (1) ---------------------ATGGACAACTCAGCTCCAGACTCTTTACCTAGATCGGAA 
      BnTTG1.2     (1) ---------------------ATGGACAACTCAGCTCCAGACTCTTTACCTAGATCGGAA 
     BrTTG1_P8     (1) ---------------------ATGGACAACTCAGCTCCGGACTCCTTACCTAGATCGGAA 
  BrTTG1_Tsuda     (1) ---------------------ATGGACAACGCAGCTCCGGACTCCTTACCTAGATCGGAA 
BrTTG1_Y195-93     (1) ---------------------ATGGACAACTCAGCTCCGGACTCCTTACCTAGATCGGAA 
        BrTTG1     (1) ---------------------ATGGACAACTCAGCTCCGGACTCCTTACCTAGATCGGAA 
      BoTTG1-1   (421) CGAGAGAGAGAGA----GACGATGGACAACTCAGCTCCAGACTCTTTACCTAGATCGGAA 
      BoTTG1-2     (1) ---------------------ATGGACAACTCAGCTCCGGACTCTTTACCTAGATCGGAA 

      
        AtTTG1    (40) ACCGCCGTCACATACGACTCACCATATCCACTCTACGCCATGGCTTTCTCTTCTCTCCGC 
      BnTTG1-1    (93) ACCGCCGTCACCTACGACTCTCCTTACCCCCTCTACGCCATGTCCTTCTC---------C 
      BnTTG1-2    (95) ACCGCCGTCACCTACGACTCTCCGTACCCGCTCTACGCGATGTCCTTCTC---------C 
      BnTTG1.1    (40) ACCGCCGTCACCTACGACTCTCCTTACCCCCTCTACGCCATGTCCTTCTC---------C 
      BnTTG1.2    (40) ACCGCCGTCACCTACGACTCTCCGTACCCGCTCTACGCGATGTCCTTCTC---------C 
     BrTTG1_P8    (40) ACCGCCGTCACCTACGACTCTCCTTACCCCCTCTACGCCATGTCCTTCTC---------C 
  BrTTG1_Tsuda    (40) ACCGCCGTCACCTACGACTCTCCTTACCCCCTCTACGCGATGTCCTTCTC---------C 
BrTTG1_Y195-93    (40) ACCGCCGTCACCTACGACTCTCCTTACCCCCTCTACGCGATGTCCTTCTC---------C 
        BrTTG1    (40) ACCGCCGTCACCTACGACTCTCCTTACCCCCTCTACGCGATGTCCTTCTC---------C 
      BoTTG1-1   (477) ACTGCCGTCACCTACGACTCTCCGTACCCCCTCTACGCGATGTCCTTCTC---------C 
      BoTTG1-2    (40) ACCGCCGTCACCTACGACTCTCCGTACCCCCTCTACGCGATGTCCTTCTC---------C 

      
        AtTTG1   (100) TCATCCTCCGGTCACAGAATCGCCGTCGGAAGCTTCCTCGAAGATTACAACAACCGCATC 
      BnTTG1-1   (144) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 
      BnTTG1-2   (146) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 
      BnTTG1.1    (91) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 
      BnTTG1.2    (91) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 
     BrTTG1_P8    (91) TCCTCCACC---CACCGAATCGCCGTCGGAAGCTTCCTCGAGGACTACAACAACCGCATC 
  BrTTG1_Tsuda    (91) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 
BrTTG1_Y195-93    (91) TCCTCCACC---CACCGAATCGCCGTCGGAAGCTTCCTCGAAGACTACAACAACCGCATC 
        BrTTG1    (91) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 
      BoTTG1-1   (528) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 
      BoTTG1-2    (91) TCCTCCACC---CACCGAATCGCCGTCGGGAGCTTCCTCGAGGACTACAACAACCGCATC 

      
        AtTTG1   (160) GACATTCTCTCTTTCGATTCCGATTCAATGACCGTTAAGCCTCTCCCGAATCTCTCCTTC 
      BnTTG1-1   (201) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 
      BnTTG1-2   (203) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCATCCCTCTCCTTC 
      BnTTG1.1   (148) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 
      BnTTG1.2   (148) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCATCCCTCTCCTTC 
     BrTTG1_P8   (148) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 
  BrTTG1_Tsuda   (148) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 
BrTTG1_Y195-93   (148) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 
        BrTTG1   (148) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 
      BoTTG1-1   (585) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 
      BoTTG1-2   (148) GACATCCTCTCCTTCGACTCCGACTCCATGTCCCTCAAGCCCCTCCCGTCCCTCTCCTTC 

      
        AtTTG1   (220) GAGCATCCTTATCCTCCAACAAAGCTAATGTTCAGTCCTCCTTCTCTCCGTCGTCCTTCC 
      BnTTG1-1   (261) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCGGC 
      BnTTG1-2   (263) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGTCCCCCCTCCCTCCGCCGCAGCGGC 
      BnTTG1.1   (208) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCGGC 
      BnTTG1.2   (208) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGTCCCCCCTCCCTCCGCCGCAGCGGC 
     BrTTG1_P8   (208) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCGGC 
  BrTTG1_Tsuda   (208) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCGGC 
BrTTG1_Y195-93   (208) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCGGC 
        BrTTG1   (208) GAGCACCCTTACCCTCCCACCAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCGGC 



      BoTTG1-1   (645) GAGCACCCTTACCCTCCCACGAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCAGC 
      BoTTG1-2   (208) GAGCACCCTTACCCTCCCACGAAGCTCATGTTCAGCCCCCCCTCCCTCCGCCGCAGCAGC 

      
        AtTTG1   (280) TCCGGAGATCTCCTCGCTTCCTCCGGCGATTTCCTCCGTCTTTGGGAAATTAACGAAGAT 
      BnTTG1-1   (321) GGCGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
      BnTTG1-2   (323) GGGGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
      BnTTG1.1   (268) GGCGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
      BnTTG1.2   (268) GGGGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
     BrTTG1_P8   (268) GGCGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
  BrTTG1_Tsuda   (268) GGCGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
BrTTG1_Y195-93   (268) GGCGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
        BrTTG1   (268) GGCGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
      BoTTG1-1   (705) GGGGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 
      BoTTG1-2   (268) GGGGGCGACCTCCTCGCCTCCTCCGGCGACTTCCTCCGCCTCTGGGAGGTCAACGAAGAC 

      
        AtTTG1   (340) TCATCAACCGTCGAGCCAATCTCGGTTCTCAACAACAGCAAAACGAGCGAGTTTTGTGCG 
      BnTTG1-1   (381) TCCTCCTCCGCGGAGCCAGTATCCGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
      BnTTG1-2   (383) TCCTCCTCCGCGGAGCCAGTATCGGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
      BnTTG1.1   (328) TCCTCCTCCGCGGAGCCAGTATCCGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
      BnTTG1.2   (328) TCCTCCTCCGCGGAGCCAGTATCGGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
     BrTTG1_P8   (328) TCCTCCTCCGCGGAGCCAGTCTCCGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
  BrTTG1_Tsuda   (328) TCCTCCTCCGCGGAGCCAGTCTCCGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
BrTTG1_Y195-93   (328) TCCTCCTCCGCGGAGCCAGTCTCCGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
        BrTTG1   (328) TCCTCCTCCGCGGAGCCAGTCTCCGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
      BoTTG1-1   (765) TCCTCCTCCGCGGAGCCAGTATCGGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 
      BoTTG1-2   (328) TCCTCCTCCGCGGAGCCAGTATCGGTCCTCAACAACAGCAAGACGAGCGAGTTCTGCGCG 

      
        AtTTG1   (400) CCGTTGACTTCCTTCGATTGGAACGATGTAGAGCCGAAACGTCTCGGAACTTGTAGTATT 
      BnTTG1-1   (441) CCGCTGACCTCCTTCGACTGGAACGACGTCGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
      BnTTG1-2   (443) CCGCTGACCTCCTTCGACTGGAACGACGTGGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
      BnTTG1.1   (388) CCGCTGACCTCCTTCGACTGGAACGACGTCGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
      BnTTG1.2   (388) CCGCTGACCTCCTTCGACTGGAACGACGTGGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
     BrTTG1_P8   (388) CCGCTGACCTCCTTCGACTGGAACGACGTCGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
  BrTTG1_Tsuda   (388) CCGCTGACCTCCTTCGACTGGAACGACGTCGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
BrTTG1_Y195-93   (388) CCGCTGACCTCCTTCGACTGGAACGACGTCGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
        BrTTG1   (388) CCGCTGACCTCCTTCGACTGGAACGACGTCGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
      BoTTG1-1   (825) CCGCTGACCTCCTTCGACTGGAACGACGTGGAGCCGAAGCGGTTAGGCACGTGCAGCATC 
      BoTTG1-2   (388) CCGCTGACCTCCTTCGACTGGAACGACGTGGAGCCGAAGCGGTTAGGCACGTGCAGCATC 

      
        AtTTG1   (460) GATACGACGTGTACGATTTGGGATATTGAGAAGTCTGTTGTTGAGACTCAGCTTATAGCT 
      BnTTG1-1   (501) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
      BnTTG1-2   (503) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
      BnTTG1.1   (448) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
      BnTTG1.2   (448) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
     BrTTG1_P8   (448) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
  BrTTG1_Tsuda   (448) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
BrTTG1_Y195-93   (448) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
        BrTTG1   (448) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
      BoTTG1-1   (885) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 
      BoTTG1-2   (448) GACACCACGTGCACGATCTGGGACGTGGAGAGGTCCGTGGTGGAGACGCAGCTCATCGCG 

      
        AtTTG1   (520) CATGATAAAGAGGTTCATGACATTGCTTGGGGAGAAGCTAGGGTTTTCGCATCAGTCTCT 
      BnTTG1-1   (561) CACGACAAGGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 
      BnTTG1-2   (563) CACGACAAGGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 
      BnTTG1.1   (508) CACGACAAGGAGGTCCACGGCATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 
      BnTTG1.2   (508) CACGACAAGGAGGTCCACGACATCGCGTGGGGGGAGGGTAGGGTTTTCGCCTCGGTCTCC 
     BrTTG1_P8   (508) CACGACAAGGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 
  BrTTG1_Tsuda   (508) CACGATAAAGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 
BrTTG1_Y195-93   (508) CACGACAARGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 
        BrTTG1   (508) CACGACAAGGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 
      BoTTG1-1   (945) CACGACAAGGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCGTCGGTCTCC 
      BoTTG1-2   (508) CACGACAAGGAGGTCCACGACATCGCGTGGGGGGAGGCTAGGGTTTTCGCCTCGGTCTCC 

      



        AtTTG1   (580) GCTGATGGATCCGTTAGGATCTTTGATTTACGTGATAAGGAACATTCTACAATCATTTAC 
      BnTTG1-1   (621) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
      BnTTG1-2   (623) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
      BnTTG1.1   (568) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
      BnTTG1.2   (568) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
     BrTTG1_P8   (568) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAAGAGCACTCCACCATCATCTAC 
  BrTTG1_Tsuda   (568) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
BrTTG1_Y195-93   (568) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
        BrTTG1   (568) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
      BoTTG1-1  (1005) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 
      BoTTG1-2   (568) GCCGACGGATCGGTGAGGATCTTCGATCTGCGCGACAAGGAGCACTCCACCATCATCTAC 

      
        AtTTG1   (640) GAGAGTCCTCAGCCTGATACGCCTTTGTTAAGACTTGCTTGGAACAAACAAGATCTTAGA 
      BnTTG1-1   (681) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCGTGGAACAAGCAGGACTTGAGG 
      BnTTG1-2   (683) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCGTGGAACAAGCAGGACTTGCGG 
      BnTTG1.1   (628) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCGTGGAACAAGCAGGACTTGAGG 
      BnTTG1.2   (628) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCGTGGAACAAGCAGGACTTGCGG 
     BrTTG1_P8   (628) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCCTGGAACAAGCAGGACTTGAGG 
  BrTTG1_Tsuda   (628) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCCTGGAACAAGCAGGACTTGAGG 
BrTTG1_Y195-93   (628) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCCTGGAACAAGCAGGACTTGAGG 
        BrTTG1   (628) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCCTGGAACAAGCAGGACTTGAGG 
      BoTTG1-1  (1065) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCGTGGAACAAGCAGGACTTGAGG 
      BoTTG1-2   (628) GAGAGCCCCCAGCCCGATACGCCGCTCCTGAGGCTCGCGTGGAACAAGCAGGACTTGAGG 

      
        AtTTG1   (700) TATATGGCTACGATTTTGATGGATTCTAATAAGGTTGTGATTCTCGATATTCGTTCGCCG 
      BnTTG1-1   (741) TGTATGGCGACGATTCTGATGGATTCGAATAAGGTTGTGATTCTCGATATTCGATCGCCG 
      BnTTG1-2   (743) TGTATGGCCACGATTCTGATGGATTCGAATAAGGTTGTCATTCTCGACATTCGATCGCCG 
      BnTTG1.1   (688) TGTATGGCGACGATTCTGATGGATTCGAATAAGGTTGTGATTCTCGATATTCGATCGCCG 
      BnTTG1.2   (688) TGTATGGCCACGATTCTGATGGATTCGAATAAGGTTGTCATTCTCGACATTCGATCGCCG 
     BrTTG1_P8   (688) TGTATGGCGACGATTCTGATGGATTCGAATAAGGTTGTGATTCTTGACATTCGATCGCCG 
  BrTTG1_Tsuda   (688) TGTATGGCCACGATTCTGATGGATTCGAATAAGGTTGTGATTCTCGATATTCGATCGCCG 
BrTTG1_Y195-93   (688) TGTATGGCCACGATTCTGATGGATTCGAATAAGGTTGTGATTCTCGATATTCGATCGCCG 
        BrTTG1   (688) TGTATGGCGACGATTCTGATGGATTCGAATAAGGTTGTGATTCTCGATATTCGATCGCCG 
      BoTTG1-1  (1125) TGTATGGCCACGATTCTGATGGATTCGAATAAGGTTGTGATTCTCGACATTCGATCGCCG 
      BoTTG1-2   (688) TGTATGGCCACGATTCTGATGGATTCGAATAAGGTTGTGATTCTCGACATTCGATCGCCG 

      
        AtTTG1   (760) ACTATGCCTGTTGCTGAGCTTGAAAGACATCAGGCTAGTGTGAATGCTATAGCTTGGGCG 
      BnTTG1-1   (801) ACGATGCCTGTCGCGGAGCTGGAGCGGCACCAGGGGAGTGTGAATGCGATTGCTTGGGCC 
      BnTTG1-2   (803) ACGATGCCGGTCGCCGAGCTTGAAAGGCACCAGGGGAGTGTGAACGCGATTGCGTGGGCG 
      BnTTG1.1   (748) ACGATGCCTGTCGCGGAGCTGGAGCGGCACCAGGGGAGTGTGAATGCGATTGCTTGGGCC 
      BnTTG1.2   (748) ACGATGCCGGTCGCCGAGCTTGAAAGGCACCAGGGGAGTGTGAACGCGATTGCGTGGGCG 
     BrTTG1_P8   (748) ACGATGCCTGTCGCGGAGCTGGAGCGGCACCAGGGGAGTGTGAACGCGATTGCTTGGGCG 
  BrTTG1_Tsuda   (748) ACGATGCCTGTCGCGGAGCTGGAGCGGCACCAGGGGAGTGTGAACGCGATTGCTTGGGCC 
BrTTG1_Y195-93   (748) ACGATGCCTGTCGCGGAGCTGGAGCGGCACCAGGGGAGTGTGAACGCGATTGCTTGGGCS 
        BrTTG1   (748) ACGATGCCTGTCGCGGAGCTGGAGCGGCACCAGGGGAGTGTGAACGCGATTGCTTGGGCG 
      BoTTG1-1  (1185) ACGATGCCTGTCGCGGAGCTTGAAAGGCACCAGGGGAGTGTGAATGCGATTGCTTGGGCG 
      BoTTG1-2   (748) ACGATGCCTGTCGCGGAGCTTGAAAGGCACCAGGGGAGTGTGAACGCCATTGCTTGGGCC 

      
        AtTTG1   (820) CCTCAGAGCTGTAAACATATTTGTTCTGGTGGTGATGATACACAGGCTCTTATTTGGGAG 
      BnTTG1-1   (861) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTTATCTGGGAG 
      BnTTG1-2   (863) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTTATCTGGGAG 
      BnTTG1.1   (808) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTTATCTGGGAG 
      BnTTG1.2   (808) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTTATCTGGGAG 
     BrTTG1_P8   (808) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGTGATGACGCGCAGGCTCTTATCTGGGAG 
  BrTTG1_Tsuda   (808) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTCATCTGGGAG 
BrTTG1_Y195-93   (808) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGKGATGACGCGCAGGCTCTYATCTGGGAG 
        BrTTG1   (808) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTTATCTGGGAG 
      BoTTG1-1  (1245) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTTATCTGGGAG 
      BoTTG1-2   (808) CCGCAGAGCTGTAAGCATATCTGCTCGGGTGGGGATGACGCGCAGGCTCTTATCTGGGAG 

      
        AtTTG1   (880) CTTCCTACTGTTGCTGGACCCAATGGGATTGATCCGATGTCGGTTTATTCGGCTGGTTCG 
      BnTTG1-1   (921) TTGCCGACGATGGCTGGACCGAATGGGATTGATCCTATGTCGGTTTACTCGGCCGGTTCG 
      BnTTG1-2   (923) TTGCCGACGATGGCTGGGCCGAATGGGATTGATCCCATGTCGGTTTACTCGGCCGGTTCG 



      BnTTG1.1   (868) TTGCCGACGATGGCTGGACCGAATGGGATTGATCCTATGTCGGTTTACTCGGCCGGTTCG 
      BnTTG1.2   (868) TTGCCGACGATGGCTGGGCCGAATGGGATTGATCCCATGTCGGTTTACTCGGCCGGTTCG 
     BrTTG1_P8   (868) TTGCCGACGATGGCTGGACCGAATGGGATTGATCCTATGTCGGTTTACTCGGCCGGTTCG 
  BrTTG1_Tsuda   (868) TTGCCGACGATGGCTGGACCGAATGGGATTGATCCGATGTCGGTTTACTCGGCCGGTTCG 
BrTTG1_Y195-93   (868) TTGCCGACGATGGCTGGACCGAATGGGATTGATCCGATGTCGGTTTACTCGGCCGGTTCG 
        BrTTG1   (868) TTGCCGACGATGGCTGGACCGAATGGGATTGATCCTATGTCGGTTTACTCGGCCGGTTCG 
      BoTTG1-1  (1305) TTGCCGACGATGGCTGGACCGAATGGGATTGATCCCATGTCGGTTTACTCGGCCGGTTCG 
      BoTTG1-2   (868) TTGCCGACGATGGCTGGGCCGAATGGGATTGATCCCATGTCGGTTTACTCGGCCGGTTCG 

      
        AtTTG1   (940) GAGATTAATCAGTTGCAGTGGTCTTCTTCGCAGCCTGATTGGATTGGTATTGCTTTTGCT 
      BnTTG1-1   (981) GAGATTAACCAGCTGCAGTGGTCTTCTTCGTTGCCTGATTGGATTGGCATTGCGTTTGCT 
      BnTTG1-2   (983) GAGATTAACCAGTTGCAGTGGTCGGCTTCTCTGCCTGATTGGATTGGCATTGCGTTTGCT 
      BnTTG1.1   (928) GAGATTAACCAGCTGCAGTGGTCTTCTTCGTTGCCTGATTGGATTGGCATTGCGTTTGCT 
      BnTTG1.2   (928) GAGATTAACCAGTTGCAGTGCTCGGCTTCTCTGCCTGATTGGATTGGCATTGCGTTTGCT 
     BrTTG1_P8   (928) GAGATTAACCAGCTGCAGTGGTCGTCTTCGTTGCCTGATTGGATTGGCATTGCGTTTGCT 
  BrTTG1_Tsuda   (928) GAGATTAACCAGCTGCAGTGGTCTTCTTCGTTGCCTGATTGGATTGGCATTGCGTTTGCT 
BrTTG1_Y195-93   (928) GAGATTAACCAGCTGCAGTGGTCTTCTTCGTTGCCTGATTGGATTGGCATTGCGTTTGCT 
        BrTTG1   (928) GAGATTAACCAGCTGCAGTGGTCTTCTTCGTTGCCTGATTGGATTGGCATTGCGTTTGCT 
      BoTTG1-1  (1365) GAGATTAACCAGTTGCAGTGGTCTTCTTCGCTGCCTGATTGGATCGGCATTGCTTTCGCT 
      BoTTG1-2   (928) GAGATTAACCAGTTGCAGTGGTCTTCTTCGCTGCCTGATTGGATCGGCATTGCTTTCGCT 

      
        AtTTG1  (1000) AACAAAATGCAGCTCCTTAGAGTTTGA--------------------------------- 
      BnTTG1-1  (1041) AACAAAATGCAGCTCCTTAGAGTTTGAGATGCAGATGGGGAAGTGATCAAAATGGGAGAT 
      BnTTG1-2  (1043) AACAAAATGCAGCTCCTCAGAGTTTGAGGTGGGGAAGTGATCAAAAATCAGA-GATAGCA 
      BnTTG1.1   (988) AACAAAATGCAGCTCCTTAGAGTTTGA--------------------------------- 
      BnTTG1.2   (988) AACAAAATGCAGCTCCTTAGAGTTTGA--------------------------------- 
     BrTTG1_P8   (988) AACAAAATGCAGCTCCTTAGAGTTTGA--------------------------------- 
  BrTTG1_Tsuda   (988) AACAAAATGCAGCTCCTTAGAGTTTGA--------------------------------- 
BrTTG1_Y195-93   (988) AACAAAATGCAGCTCCTTAGAGTTTGA--------------------------------- 
        BrTTG1   (988) AACAAAATGCAGCTCCTTAGAGTTTGA--------------------------------- 
      BoTTG1-1  (1425) AACAAAATGCAGCTCCTCAGAGTTTGAGGTTCGTATTGTTTTGAAAGTATGA-AATTGAT 
      BoTTG1-2   (988) AACAAAATGCAGCTCCTCAGAGTTTGA--------------------------------- 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1101) AGCATTAGACCCGTGGAACCAGTGCGTAAGCTTAGTGGGGTTTGGTGCAACCACATTCTG 
      BnTTG1-2  (1102) TAGACCCGTGTAACCAGTGCGTAAGCTTAGTAGGGTTTGGTTGGTGCAAAGCACATTCTG 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1484) GATATCTCACTTGGTTAGTAGTGCCTAGATAGTCTTCTTGTAGCTAAAGATGGAGTCTTT 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1161) GTTTCTTTGATTCGCAATGCGTCTCTGCATCTATGTGATTGTAACTAAGACTTTATTCGT 
      BnTTG1-2  (1162) GTTTCTTTGATTCGCAATGCCTCTATGCATCTATGTGATCGTAACTAAGACTTTATTCGC 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1544) ATTGCACTTTCACTAGGGTTTTAGGTGGACTATAGTTTCTGATGAAATGCAACCAGTTTC 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1221) TTGGTGTACCAAATGCTCTACTATTTTATTATCTCTGTTTGTGTATAAACCAAACCAGGA 
      BnTTG1-2  (1222) TTGGTGTACCAAATGCTCTACTATTTTATTATCTCTGTTTGTGTATAAACCAAACCAGGA 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 



  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1604) TTTGTTATTCATCATCTCATGTTTGATATAAACATTTTTATATTTTTTGTGCTGCATTTT 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1281) TAATAATAATGTTATTGCGGTGGTTTCTGGTGTTTGGATTTGTAATCGGAGCTTTAGTAC 
      BnTTG1-2  (1282) TAATAATGTTATTGCGGTGGTTAAAAAAATAAAAAAAAAAAAAAA--------------- 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1664) CCGTTATAGTTGCTAACTATTTCACTTGGTGTCAGATGCAGGTGGGGAAGTGATCAAAAA 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1341) AACGCACCCTGTCTTAAAAAAAAAAAAAAAAAAAAA------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1724) TCGGAGATAGCATAGACCCGTGTAACCAGTGCGTAAGCTTAGTAGGGTTTGGTTGGTGCA 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1784) AAGCACATTCTGGTTTCTTTGATTCGCAATGCCTCTATGCATCTATGTGATCGTAACTAA 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1844) GACTTTATTCGCTTGGTGTACCAAATGCTCTACTATTTTAATCTCTGTTTGTGTATAAAC 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 



      BoTTG1-1  (1904) CAAACCAGGATAATAATGTTATTGCGGTGGTTTCTGGTGTTTGGATTTGTAGTTGGAGTA 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (1964) AAATGGCATCTACTTGTCATGGGTTACTTAGTTTCTAAACAAAAACAATTGTGTAAGATT 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (2024) AGATAGATTACAGGTTCCAACTTTAGGCACACATGAAAACTAACTTCAAATGAAAAAACA 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (2084) AATCATTCTGACTCCACCTTTTGGTATTCACATTGTTTGCACTTTCATTTTCTTTTACCT 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (2144) CAAAAAGTAGAACAGAATAATCTACAAAGAGTCGTTTGGCTTCTTCTTTTATGTACATGG 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (2204) TTCCCTGAACTCGATAACAAATTAAGAATCGTTACCTCAGTCCAGGTTCTTTATCAAAAT 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

      



        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
      BnTTG1.1  (1015) ------------------------------------------------------------ 
      BnTTG1.2  (1015) ------------------------------------------------------------ 
     BrTTG1_P8  (1015) ------------------------------------------------------------ 
  BrTTG1_Tsuda  (1015) ------------------------------------------------------------ 
BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (2264) TCATCACAAGATATATATACTTGATGTTAAAAGTGGAAAATGATTCTAAATGATATTGTA 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

     
        AtTTG1  (1027) ------------------------------------------------------------ 
      BnTTG1-1  (1377) ------------------------------------------------------------ 
      BnTTG1-2  (1327) ------------------------------------------------------------ 
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BrTTG1_Y195-93  (1015) ------------------------------------------------------------ 
        BrTTG1  (1015) ------------------------------------------------------------ 
      BoTTG1-1  (3464) CATGTAAAGCTACATTTAATCTATGTGGAAGCATTTTTTGGAAGTCCTAGGATCCTATAA 
      BoTTG1-2  (1015) ------------------------------------------------------------ 

 



        AtTTG1  (1027) ------------------------------------- 
      BnTTG1-1  (1377) ------------------------------------- 
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      BoTTG1-2  (1015) ------------------------------------- 

14. BnTT2 

    AtTT2    (1) ------------------------------------------------------------ 
  BnTT2-1    (1) AATCTATTCTCAACACAACGCTAAAGACAAGTCTACCAACCACACAACAACAAGAGAGAT 
  BnTT2-2    (1) AATCTATTCTCAACACAACGCTAAAGACAAGTCTACCAACCACACAACAACAAGAGAGAT 
  BnTT2-3    (1) AATCTATTCTCAACACAACGCTAAAGACAAGTCTACCAACCACACAACAACAAGAGAGAT 
    BrTT2    (1) ----------------------------------------------------------AT 
    BoTT2    (1) ------------------------------------------------------------ 

 
    AtTT2    (1) -ATGGGAAAGAGAGCAACTACTAGTGTGAGGAGAGAAGAGTTAAACAGAGGAGCTTGGAC 
  BnTT2-1   (61) GATGAGAAAGAGAGAAAGTAGTAAGGTGAAGAAAGAGGAGTTAAACAGAGGAGCTTGGAC 
  BnTT2-2   (61) GATGAGAAAGAGAGAAAGTAGTAGGGTGAAGAAAGAGGAGTTAAACAGAGGAGCTTGGAC 
  BnTT2-3   (61) GATGAGAAAGAGAGAAAGTAGTAAGGTGAAGAAAGAGGAGTTAAACAGAGGGGCTTGGAC 
    BrTT2    (3) GATGAGAAAGAGAGAAAGTAGTAAGGTGAAGAAAGAGGAGTTAAACAGAGGAGCTTGGAC 
    BoTT2    (1) -ATGAGAAAGAGAGAAAGTAGTAGGGTGAAGAAAGAGGAGTTAAACAGAGGAGCTTGGAC 

 
    AtTT2   (60) TGATCATGAAGACAAGATCCTTAGAGATTACATCACCACTCACGGCGAAGGCAAATGGAG 
  BnTT2-1  (121) CGATCAAGAAGACAAGATCCTTAAAGACTATATCATGTTCCACGGCGAAGGAAAATGGAG 
  BnTT2-2  (121) CGATCAAGAAGACAAGATCCTTAAAGACTATATCATGTTCCACGGCGAAGGAAAATGGAG 
  BnTT2-3  (121) CGATCAAGAAGACAAGATCCTTAAAGACTATATCATGTTCCACGGCGAAGGAAAATGGAG 
    BrTT2   (63) CGATCAAGAAGACAAGATCCTTAAAGACTATATCATGTTCCACGGCGAAGGAAAATGGAG 
    BoTT2   (60) CGATCAAGAAGACAAGATCCTTAAAGACTATATCATGTTCCACGGCGAAGGAAAATGGAG 

 
    AtTT2  (120) CACTCTCCCTAACCAAGCTGGTCTCAAGAGGTGTGGCAAAAGCTGTAGACTTCGGTGGAA 
  BnTT2-1  (181) CACACTCCCAAACCAAGCTGGTCTCAAGAGGTGTGGCAAAAGCTGCAGACTTCGGTGGAA 
  BnTT2-2  (181) CACACTCCCAAACCAAGCTGGTCTCAAGAGGTGTGGCAAAAGCTGCAGACTTCGGTGGAA 
  BnTT2-3  (181) CACACTCCCAAACCAAGCTGGTCTCAAGAGGTGTGGCAAAAGCTGCAGACTTCGGTGGAA 
    BrTT2  (123) CACACTCCCAAACCAAGCTGGTCTCAAGAGGTGTGGCAAAAGCTGCAGACTTCGGTGGAA 
    BoTT2  (120) CACACTCCCAAACCAAGCTGGTCTCAAGAGGTGTGGCAAAAGCTGCAGACTTCGGTGGAA 

 
    AtTT2  (180) GAACTACCTAAGACCGGGGATAAAGCGCGGTAACATCTCATCTGATGAAGAAGAACTCAT 
  BnTT2-1  (241) GAACTACTTGAGACCAGGCATAAAGCGCGGAAACATCTCATCTGATGAAGAAGAACTTAT 
  BnTT2-2  (241) GAACTACTTGAGACCAGGCATAAAGCGCGGAAACATCTCATCTGATGAAGAAGAACTTAT 
  BnTT2-3  (241) GAACTACTTGAGACCAGGCATAAAGCGCGGAAACATCTCATCTGATGAAGAAGAACTTAT 
    BrTT2  (183) GAACTACTTGAGACCAGGCATAAAGCGCGGAAACATCTCATCTGATGAAGAAGAACTTAT 
    BoTT2  (180) GAACTACTTGAGACCAGGCATAAAGCGCGGAAACATCTCATCTGATGAAGAAGAACTTAT 

 
    AtTT2  (240) AATCCGTCTCCATAATCTTCTTGGAAACAGATGGTCGTTGATAGCTGGGAGGCTTCCAGG 
  BnTT2-1  (301) AATCCGCCTCCATAATCTCCTTGGAAACAGATGGTCGTTGATAGCTGGGAGGCTTCCAGG 
  BnTT2-2  (301) AATCCGCCTCCATAATCTCCTTGGAAACAGATGGTCGTTGATAGCTGGGAGGCTTCCAGG 
  BnTT2-3  (301) AATCCGCCTCCATAATCTCCTTGGAAACAGATGGTCGTTGATAGCTGGGAGGCTTCCAGG 
    BrTT2  (243) AATCCGCCTCCATAATCTCCTTGGAAACAGATGGTCGTTGATAGCTGGGAGGCTTCCAGG 
    BoTT2  (240) AATCCGCCTCCATAATCTCCTTGGAAACAGATGGTCGTTGATAGCTGGGAGGCTTCCAGG 

 
    AtTT2  (300) CCGAACAGACAATGAAATAAAGAATCATTGGAACTCAAACCTCCGCAAAAGACTTCCCAA 
  BnTT2-1  (361) GCGAACAGACAATGAAATAAAGAACCACTGGAACTCAAACCTCCGCAAAAGACTTCCAAA 
  BnTT2-2  (361) GCGAACAGACAATGAAATAAAGAACCACTGGAACTCAAACCTCCGCAAAAGACTTCCAAA 
  BnTT2-3  (361) GCGAACAGACAATGAAATAAAGAACCACTGGAACTCAAACCTCCGCAAAAGACTTCCAAA 
    BrTT2  (303) GCGAACAGACAATGAAATAAAGAACCACTGGAACTCAAACCTCCGCAAAAGACTTCCAAA 
    BoTT2  (300) GCGAACAGACAATGAAATAAAGAACCACTGGAACTCAAACCTCCGCAAAAGACTTCCAAA 

 
    AtTT2  (360) AACTCAAACCAAGCAACCAAAACGTATAAAACATTCGACGAACAACGA---GAATAATGT 



  BnTT2-1  (421) ATCTCAAACCAACCAACAGAAAAGTCGAAAACATTCCAACAACAACAACATGAATAAAGT 
  BnTT2-2  (421) ATCACAAACCAACCAACAGAAAAGTCGAAAACATTCCAACAACAACAACATGAATAAAGT 
  BnTT2-3  (421) ATCTCAAACCAACCAACAGAAAAGTCGAAAACATTCCAACAACAACAACATGAATAAAGT 
    BrTT2  (363) ATCTCAAACCAACCAACAGAAAAGTCGAAAACATTCCAACAACAACAACATGAATAAAGT 
    BoTT2  (360) ATCACAAACCAACCAACAGAAAAGTCGAAAACATTCCAACAACAACAACATGAATAAAGT 

 
    AtTT2  (417) ATGTGTTATACGTACAAAGGCGATTAGGTGCTCAAAGACTCTTCTCTTCTCGGATCTCTC 
  BnTT2-1  (481) ATGTGTTATACGTCCAAAGGCGATTAGGTTCCCAAAGGCTCTGACATTTCAGAATCAGAG 
  BnTT2-2  (481) ATCTGTTATACGTCCAAAGGCGATTAGGTGCCCAAAGGCTCTGACATTTCAGAAGCAGAG 
  BnTT2-3  (481) ATGTGTTATACGTCCAAAGGCGATTAGGATCCCAAAGGCTCTGACATTTCAGAATCAGAG 
    BrTT2  (423) ATGTGTTATACGTCCAAAGGCGATTAGGTTCCCAAAGGCTCTGACATTTCAGAATCAGAG 
    BoTT2  (420) ATCTGTTATACGTCCAAAGGCGATTAGGTGCCCAAAGGCTCTGACATTTCAGAAGCAGAG 

 
    AtTT2  (477) TCTTCAGAAGAAGAGTAGTACTAGTCCACTACCTCTGAAAGAACAAGAGATGGATC---A 
  BnTT2-1  (541) TAGT------ATTGGTAGTACCAGTCTTCTTACTGTGAAGGAAAACGTGATTGATCATCA 
  BnTT2-2  (541) TAGT------ATTGGTAGTACCAGTCTTCTTACTGTGAAGGAAAACGTGATTGATCAACA 
  BnTT2-3  (541) TAGT------ATTGGTAGTACCAGTCTTCTTACTGTGAAGGAAAACGTGATTGATCATCA 
    BrTT2  (483) TAGT------ATTGGTAGTACCAGTCTTCTTACTGTGAAGGAAAACGTGATTGATCATCA 
    BoTT2  (480) TAGT------ATTGGTAGTACCAGTCTTCTTACTGTGAAGGAAAACGTGATTGATCAACA 

 
    AtTT2  (534) AGGTGGATCT---TCGTTGATGGGAGATCTCGAATTCGATTTCGATAGGATCCATTCGGA 
  BnTT2-1  (595) AGCTGGTTCTCCTTCGTTGTTGGGAGATCTTAAAATCGATTTTGATAAAATTCAGTCTGA 
  BnTT2-2  (595) AGCTAGTTCTCCTTCATCGTTGGGAGATCTTAAAATCGATTTTGATAAAATTCAGTCTGA 
  BnTT2-3  (595) AGCTGGTTCTCCTTCGTTGTTGGGAGATCTTAAAATCGATTTTGATAAAATTCAGTCTGA 
    BrTT2  (537) AGCTGGTTCTCCTTCATTGTTGGGAGATCTTAAAATCGATTTTGATAAAATTCAGTCTGA 
    BoTT2  (534) AGCTAGTTCTCCTTCATCGTTGGGAGATCTTAAAATCGATTTTGATAAAATTCAGTCTGA 

 
    AtTT2  (591) GTTTCACTTCCCGGATTTGATGGATTTTGATGGTTTGGACTGTGGAAACGTTACATCTCT 
  BnTT2-1  (655) GTATCTCTTCTCTGATTTGATGGACTTTGATGGTTTGGGTTGTGGAAACGTAATGTCTCT 
  BnTT2-2  (655) GTATCTCTTCTCTGATCTGATGGACTTTGATGGTTTGGGTTGTGGAAACGTAATGTCTCT 
  BnTT2-3  (655) GTATCTCTTCTCTGATTTAATGGGCTTTGATGGTTTGGGTTGTGGAAACGTAATGTCTCT 
    BrTT2  (597) GTATCTCTTCTCTGATTTGATGGACTTTGATGGTTTGGGTTGTGGAAACGTAATGTCTCT 
    BoTT2  (594) GTATCTCTTCTCTGATCTGATGGACTTTGATGGTTTGGGTTGTGGAAACGTAATGTCTCT 

 
    AtTT2  (651) TGTTTCATCTAACGAGATTTTGGGAGAGTTGGTTCCTGCTCAA------------GGTAA 
  BnTT2-1  (715) TGTTTCATCTGACGAGGTGCTAGGAGATTATGTTTCGACTGATACTTCTTGTCTGGGTAA 
  BnTT2-2  (715) TGTTTCATCTGACGAGGTGCTGGGAGATTATGTTTCGGCTGATGCTTCTTGTCTGGGTAA 
  BnTT2-3  (715) TGTTTCATCTGACGAGGTGCTAGGAGATTATGTTTCGGCTGATGCTTCTTGTCTGGGTAA 
    BrTT2  (657) TGTTTCATCTGACGAGGTGCTGGGAGATTATGTTTCGGCTGATACTTCTTGTCTGGGTAA 
    BoTT2  (654) TGTTTCATCTGACGAGGTGCTGGGAGATTATGTTTCGGCTGATGCTTCTTGTCTGGGTAA 

 
    AtTT2  (699) TCTCGATCTCAATAGACCTTTCACTTCTTGTCATCATCGTGGCGACGATGAAGATTGGCT 
  BnTT2-1  (775) TCTTGATCTTAATAGACCTTTCACTTCTTGTCTTCAA------------GAAGATTGTCT 
  BnTT2-2  (775) TCTTGATCTTAATAGACCTTTCACTTCTTGTCTTCAA------------GAAGATTGTCT 
  BnTT2-3  (775) TCTTGATCTTAATAGACCTTTCACTTCTTGTCTTCAA------------GAAGATTGTCT 
    BrTT2  (717) TCTTGATCTTAATAGACCTTTCACTTCTTGTCTTCAA------------GAAGATTGTCT 
    BoTT2  (714) TCTTGATCTTAATAGACCTTTCACTTCTTGTCTTCAA------------GAAGATTGTCT 

 
    AtTT2  (759) CCGAGACTTCACTTGTTGA----------------------------------------- 
  BnTT2-1  (823) CTGGGACTTTAATTGTTAGACCCTATCATAAATCTTCATATATTACGTCTACCTCTGTAC 
  BnTT2-2  (823) CTGGGACTTTAATTGTTAGACCCTATCGTAAATCTTCATATATTACGTCTACCTCTGTAC 
  BnTT2-3  (823) CTGGGACTTTAATTGTTAGACCCTATCGTAAATCTTCATATATTACGTCTACCTCTGTAC 
    BrTT2  (765) CTGGGACTTTAATTGTTAG----------------------------------------- 
    BoTT2  (762) CTGGGACTTTAATTGTTAG----------------------------------------- 

 
    AtTT2  (778) ------------------------------------------------------------ 
  BnTT2-1  (883) GAACAAAAGTATATATTTATATTTTGTTTGAACGCTTCTAATTACAAGTAATATCTAAAA 
  BnTT2-2  (883) GAACAAAAGTATATATTTATATTCTGTTTGAACGCTTCTAATTACAAGTAATATCT---- 
  BnTT2-3  (883) GAACAAAAGTATATATTTATATTCTGTTTGAACGCTTCTAATTACAAGTAATATCT---- 
    BrTT2  (784) ------------------------------------------------------------ 
    BoTT2  (781) ------------------------------------------------------------ 

 
    AtTT2  (778) --------------- 



  BnTT2-1  (943) AAAAAAAAAAAAAAA 
  BnTT2-2  (939) --------------- 
  BnTT2-3  (939) --------------- 
    BrTT2  (784) --------------- 
    BoTT2  (781) --------------- 

15. BnTTG2 

 AtTTG2-1     (1) ------------------------------------------------------------ 
 AtTTG2-2     (1) ------------------------------------------------------------ 
 BnWRKY44     (1) ACGACCGATACATCAACGAGCCACAACCCAAAAACCCGGGTTCGGATCAGCCCCGGATCT 
 BrTTG2-1     (1) ------------------------------------------------------------ 
 BrTTG2-2     (1) ------------------------------------------------------------ 
 BoTTG2-1     (1) ------------------------------------------------------------ 
 BoTTG2-2     (1) ------------------------------------------------------------ 

 
 AtTTG2-1     (1) ------------------------------------------------------------ 
 AtTTG2-2     (1) ------------------------------------------------------------ 
 BnWRKY44    (61) CTTCCTAACTCCTTTACAAAGGCTCCTTTCTTCAAATCGTTTTCAGAACTTCAGATCTCT 
 BrTTG2-1     (1) ------------------------------------------------------------ 
 BrTTG2-2     (1) ------------------------------------------------------------ 
 BoTTG2-1     (1) ------------------------------------------------------------ 
 BoTTG2-2     (1) ------------------------------------------------------------ 

 
 AtTTG2-1     (1) ----------------------------ATGGAGGTGAATGATGGTGAAAGAGTGGTAAT 
 AtTTG2-2     (1) ------------------------------------------------------------ 
 BnWRKY44   (121) CTCACCGTTGACGACTATAATGGAGGTGAAAGAGAGTAAAAGAGTGGTAATAGCAAAACC 
 BrTTG2-1     (1) -------------------ATGGATGTGAAAGAGAGTGAAAGAAAGGTAGTAGCAAAACC 
 BrTTG2-2     (1) -------------------ATGGAGGTGAAAGAGAGTAAGAGAGTGGTAATAGCAAAACC 
 BoTTG2-1     (1) -------------------ATGGAGGTGAAAGAGAGTAAAAGAGTGGTAATAGCAAAACC 
 BoTTG2-2     (1) -------------------ATGGATGTGAAAGAGAGTGAAAGAAAGCTAATAGTAAAACC 

 
 AtTTG2-1    (33) AGCAAAACCAGTTGCCTCAAGACCTTCTTCAAGTTCTGGCTTCAGGACATTCACTGAGCT 
 AtTTG2-2     (1) ------------------------------------------------------------ 
 BnWRKY44   (181) AGTTGCTTCAAGGCCTTCATTCACTAGCATCAGGACATTCGCTAATCTTTTAACTGATTC 
 BrTTG2-1    (42) AGTGGCTTCAAGGCCTTCATGCTCTAGCGTCAGGACATTCACTGACCTTCTGGCTGATTC 
 BrTTG2-2    (42) AGTTGCTTCAAGGCCTTCATTCACTAGCATCAGGACATTCGCTAATCTTTTAACTGATTC 
 BoTTG2-1    (42) AGTTGCTTCAAGGCCTTCATTCACTAGCATCAGGACATTCGCTAATCTTTTAACTGATTC 
 BoTTG2-2    (42) AGTGGCTTCAAGGCCTTCATGCTCTAGCGTCAGGACATTCACTGAGCTTATGACTGATTC 

 
 AtTTG2-1    (93) TCTTACTGATTCAGTTACCGTATCTCCGCAAACGACTTGCCACGAGATTGTAGACGCTGC 
 AtTTG2-2     (1) ------------------------------------------------------------ 
 BnWRKY44   (241) AGTTACCGTACCTCCTC------------ATGAGACTGTAGACGCTGCTATAAGACCAAA 
 BrTTG2-1   (102) AGTTACCGTCTCTCCACAATCGAACTGTCACGAGACTGTAGACGCTTCTATAATACCAAA 
 BrTTG2-2   (102) AGTTACCGTATCTCCTCCC---------CATGAGACTGTAGACGCTGCTATAAGACCAAA 
 BoTTG2-1   (102) AGTTACCGTACCTCCTC------------ATGAGACTGTAGACGCTGCTATAAGACCAAA 
 BoTTG2-2   (102) AGTTACCGTCTCTCCACAATCGAACTGTCACGAGACTGTAGACGCTTCTATAAGACCAAA 

 
 AtTTG2-1   (153) TATAAGACCAAAGACTTTGAGATTCAATCAGCCAGTAGCAGCTTCGGTCTCATGTCCACG 
 AtTTG2-2     (1) ------------------------------------------------------------ 
 BnWRKY44   (289) GACTCTGAGGTTTAAGCAACCAGCAGCAGCGGCAGC------------TTCGGTCTCATG 
 BrTTG2-1   (162) GACTGAGAGGTTTAAACAGCCAGCTTCAGCT------------------TCTGTCTCATC 
 BrTTG2-2   (153) GACTCTGAGGTTTAAACAGCCAGCGGCAGCGGCAGC------------TTCGGTCTCATG 
 BoTTG2-1   (150) GACTCTGAGGTTTAAGCAACCAGCAGCAGC------------------TTCGGTCTCATG 
 BoTTG2-2   (162) GACTGAGAGGTTTAAACAGCCAGCTTCAGCTTCAGCTTCAGCTTCAGCTTCTGTCTCATC 

 
 AtTTG2-1   (213) GGCTGAAGTAAAAGGTATTGGAAATGGAATGTCTTGTGATGATGATTCAGATAGCAGAAA 
 AtTTG2-2     (1) ----------------------------ATGTCTTGTGATGATGATTCAGATAGCAGAAA 
 BnWRKY44   (337) TCCACAGGTGGAAGGAAATGACAAAGGAAAGTCTTGCGTTGAT---TCAGATACCAAAAG 
 BrTTG2-1   (204) TCCGCGGGTGGAAGGAAGTGGCGATGTAAAGTCTTGTGATGAT---TCAGAGAGCAAAAG 
 BrTTG2-2   (201) TCCACAGGTGGAAGGAAATGACAAAGGAAAGTCTTGTGATGAT---TCAGATACCAAAAG 
 BoTTG2-1   (192) TCCACAGGTGGAAGGAATTGACAAAGGAAAGTCTTGTGATGAT---TCAGATACCAAAAG 
 BoTTG2-2   (222) TCCACGGGTGGAAGGAAGTGGCAATGGAAAATCTTGTGATGAT---TCAGAGAGCAAAAA 

 



 AtTTG2-1   (273) CTACGTCGTTTATAAACCGAAAGCAAAGCTTGTCTCCAAAGCAACCGTCTCTGCATTGGC 
 AtTTG2-2    (33) CTACGTCGTTTATAAACCGAAAGCAAAGCTTGTCTCCAAAGCAACCGTCTCTGCATTGGC 
 BnWRKY44   (394) CTACGTTGTTTATAAACCTAAAGCAAAGCTTGTTTCCCAAGCAACTGTCTCTGCATTGGC 
 BrTTG2-1   (261) TTACGTCATTTATAAACCTAAAGCAAAGCTTGTCTCCCAAGCAACCGTCTCTGCGTTGGC 
 BrTTG2-2   (258) CTATGTAGTTTATAAACCTAAAGCAAAGCTTGTCTCCCAAGCAACTGTCTCCGCATTGGC 
 BoTTG2-1   (249) CTATGTAGTTTATAAACCTAAAGCAAAGCTTGTCTCCCAGGCAACCGTCTCCGCATTGGC 
 BoTTG2-2   (279) TTATGTCATTTATAAACCTAAAGCAAAGCTTGTCTCCCAAGCAACCGTCTCTGCGTTGGC 

 
 AtTTG2-1   (333) TAATATGCTTCAGGGGAATCGTCAACAAACTTGGAGACAAAGCGAAGCAGTATCCTATGG 
 AtTTG2-2    (93) TAATATG------GGGAATCGTCAACAAACTTGGAGACAAAGCGAAGCAGTATCCTATGG 
 BnWRKY44   (454) TAATATGCTTCAGGGTAATCATCAACAGGTTTGGAGACAAAGCGAAGCAGTACCGTATGG 
 BrTTG2-1   (321) TAATATGCTTCCAGGAAATTGTCAACAGGCTTGGATAAAAAGAGAAGCAGTAGCGTACGG 
 BrTTG2-2   (318) TAATATG------GGTAATCACCAACAGGTTTGGAGACAAAGCGAAGCAGTACCGTATGG 
 BoTTG2-1   (309) TAATATG------GGTAATCATCAACAGGTTTGGAGACAAAGCGAATCAGTACCGTATGG 
 BoTTG2-2   (339) TAATATGA---------------------CTTGGATAAAAAGAGAAGCAGTAGCGTATGG 

 
 AtTTG2-1   (393) GAAGAGTGTGAGCCAAGGTACACATCGAGCAGGTCCTAATCTAGTCCAGAAAGTTCCATC 
 AtTTG2-2   (147) GAAGAGTGTGAGCCAAGGTACACATCGAGCAGGTCCTAATCTAGTCCAGAAAGTTCCATC 
 BnWRKY44   (514) GAAGAGTGTGAGCCAAGGTACAC---------GCCCTAACCTAGTCCCTAGGGTTCCATC 
 BrTTG2-1   (381) GAAGCGTGTGAACCAAGGCACGCATCGAGCGGTTCCTAACCTAGTCCCGAGAGTTCCAAC 
 BrTTG2-2   (372) GAAGAGTGTGAGCCAAGGTACAC---------GCCCTAACCTAGTCCCTAGGGTTCCATC 
 BoTTG2-1   (363) GAAGAGTGTGAGCCAAGG------------------------------------------ 
 BoTTG2-2   (378) GAAGCGTGTTAGCCAAGGCACACATCGAGCAGGTCCTAACCTAATCCCTAGAGTTCCAAC 

 
 AtTTG2-1   (453) TTTTACGGAATCAGAGACATCTACTGGGGATAGATCTTCTGTGGATGGATACAACTGGAG 
 AtTTG2-2   (207) TTTTACGGAATCAGAGACATCTACTGGGGATAGATCTTCTGTGGATGGATACAACTGGAG 
 BnWRKY44   (565) CTTTAAAGAATCAGAGACATCGGCTGGAGACAGATCTTCAGTGGACGGATACAACTGGAG 
 BrTTG2-1   (441) CTTTAAAGAATCAGAGACATCCACTGGGGACAGATCTTACGTGGACGGATACAACTGGAG 
 BrTTG2-2   (423) CTTTAAAGAATCAGAGACATCGGCTGGAGACAGATCTTCAGTAGACGGATACAACTGGAG 
 BoTTG2-1   (381) ------------------------------------------------------------ 
 BoTTG2-2   (438) CTTTAAAGAATCAGAGACATCCACTGGGGACAGATCTTACGTGGACGGATACAACTGGAG 

 
 AtTTG2-1   (513) GAAATACGGACAGAAGCAAGTTAAAGGAAGTGAGTGTCCAAGGAGTTATTACAAATGCAC 
 AtTTG2-2   (267) GAAATACGGACAGAAGCAAGTTAAAGGAAGTGAGTGTCCAAGGAGTTATTACAAATGCAC 
 BnWRKY44   (625) GAAGTACGGACAGAAGCAAGTCAAAGGAAGTGACTGTCCAAGGAGTTATTACAAATGCAC 
 BrTTG2-1   (501) GAAATACGGACAGAAGCAAGTCAAAGGAAGTGACTCTCCAAGGGGTTACTACAAATGCAC 
 BrTTG2-2   (483) GAAGTACGGACAGAAGCAAGTCAAAGGAAGTGACTGTCCAAGGAGTTACTACAAATGCAC 
 BoTTG2-1   (381) ------------------------------------------------------------ 
 BoTTG2-2   (498) GAAATACGGACAGAAGCAAGTCAAAGGAAGTGACTCTCCAAGGGGTTACTACAAATGCAC 

 
 AtTTG2-1   (573) ACACCCGAAATGTCCGGTGAAGAAGAAAGTAGAGAGATCA---GTGGAAGGTCAAGTTTC 
 AtTTG2-2   (327) ACACCCGAAATGTCCGGTGAAGAAGAAAGTAGAGAGATCA---GTGGAAGGTCAAGTTTC 
 BnWRKY44   (685) ACACCCTAAATGTCCGGTCAAGAAGAAAGTAGAGAGATCA---ATGGGTGGTCTGGTCTC 
 BrTTG2-1   (561) ACACCCCAAATGTCCTGTTAAGAAGAGCGTAGAGAGATCATCAATGGGAGGTCATGTTTC 
 BrTTG2-2   (543) ACACCCTAAATGTCCGGTCAAGAAGAAAGTAGAGAGATCA---ATGGGTGGTCTGGTCTC 
 BoTTG2-1   (381) ------------------------------------------------------------ 
 BoTTG2-2   (558) ACACCCCAAATGTCCGGTTAAGAAGAGAGTAGAGAGATCA---ATGGGAGGTCAGGTTTC 

 
 AtTTG2-1   (630) AGAGATTGTGTATCAAGGTGAACATAATCACTCAAAGCCATCTTGTCCTCTTCCACGGCG 
 AtTTG2-2   (384) AGAGATTGTGTATCAAGGTGAACATAATCACTCAAAGCCATCTTGTCCTCTTCCACGGCG 
 BnWRKY44   (742) AGAGATTGTGTATCAAGGTGAACATAATCACTCCAAACCGTCTTGTCCTCTTCCGCGGCG 
 BrTTG2-1   (621) AGAGATTGTGTATCAAGGTGAGCATAATCACTCTAAACCCTCTTGTCCTCTTCTGCGGCG 
 BrTTG2-2   (600) AGAGATTGTGTATCAAGGTGAACATAATCACTCTAAACCGTCTTGTCCTCTTCCGCGGCG 
 BoTTG2-1   (381) ------------------------------------------------------------ 
 BoTTG2-2   (615) AGAGATTGTGTATCAAGGTGAGCATAATCACTCTAAACCCTCTTGTCCTCTTCCGCGGCG 

 
 AtTTG2-1   (690) TGCTTCATCATCAATCTCTTCAGGGTTTCAAAAACCACCAAAATCGATTGCTTCTGAAGG 
 AtTTG2-2   (444) TGCTTCATCATCAATCTCTTCAGGGTTTCAAAAACCACCAAAATCGATTGCTTCTGAAGG 
 BnWRKY44   (802) CGCTTCGTCATCATCCTCTTCAGGGTTTCAGAGACCACAAAGAGAGCTAGCTTCGGAAGG 
 BrTTG2-1   (681) GGCTTCATCTTCATCCTCTTCAGGGTTTCAGACACCA---------------TCTGAAGG 
 BrTTG2-2   (660) CGCTTCATCATCATCCTCTTCAGGGTTTCAGAGACCACAACGAGAGCTAGCTTCGGAAGG 
 BoTTG2-1   (381) ------G------------------TTTCAGAGACCACAAAGAGAGCTAGCTTCGGAAGG 
 BoTTG2-2   (675) GGCTTCATCTTCATCCTCTTCAGGGTTTCAGACACCA---------------TCTGAAGG 



 
 AtTTG2-1   (750) ATCAATGGGACAAGACCCTAACAATAATCTCTATTCTCCTCTATGGAACAATCAAAGCAA 
 AtTTG2-2   (504) ATCAATGGGACAAGACCCTAACAATAATCTCTATTCTCCTCTATGGAACAATCAAAGCAA 
 BnWRKY44   (862) ATCAATAGGACAAGACCCTAGTAATGTTTATTACCATCCTCTTTGGAGCAATCAAAGCAA 
 BrTTG2-1   (726) ATCAATGGGGGAAGAACCTA---------------ACCCTCTTTGGAGTAATCAA----- 
 BrTTG2-2   (720) ATCAATAGGACAAGACTCTAGTAATGTTTGTTTCCATCCTCTTTGGAGCAATCAAAGCAA 
 BoTTG2-1   (417) ATCAATAGGACAAGACCCTAGTAATGTTTATTACCATCCTCTTTGGAGCAATCAAAGCAA 
 BoTTG2-2   (720) ATCAATGGGGGAAGAACCTA---------------ACCCTCTCTGGAGCAATCAA----- 

 
 AtTTG2-1   (810) TGACTCTACTCAAAACAGAACAGAGAAGATGAGTGAAGGTTGTGTTATTACACCATTTGA 
 AtTTG2-2   (564) TGACTCTACTCAAAACAGAACAGAGAAGATGAGTGAAGGTTGTGTTATTACACCATTTGA 
 BnWRKY44   (922) TGACTCATCTAAAAGCATAGCAGAGAAGATGAATGACGGTTGTGTAATAACACCATTCGA 
 BrTTG2-1   (766) ----------------------GAGAAGATGAATGAAGGGTGTGTTATAACACCATTCGA 
 BrTTG2-2   (780) TGACTCATCTAAAAGCATAGCAGAGAAGATGAATGAGGGTTGTGTAATAACACCATTCGA 
 BoTTG2-1   (477) TGACTCATCTAAAAGCATAGCAGAGAAGATGAATGAGGGTTGTGTAATAACACCATTCGA 
 BoTTG2-2   (760) ----------------------GAGAAGATGAATGAAGGGTGTGTTATAACACCATTCGA 

 
 AtTTG2-1   (870) GTTTGCTGTTCCAAGATCGACAAATTCAAATCCCGGAACTTCAGATTCCGGTTGCAAGA- 
 AtTTG2-2   (624) GTTTGCTGTTCCAAGATCGACAAATTCAAATCCCGGAACTTCAGATTCCGGTTGCAAGA- 
 BnWRKY44   (982) GTTTGCTGTTCCAAGATCAGCGAACTCTACTGGTGGGACTTCAGATTCTGGTTGTAGAAG 
 BrTTG2-1   (804) GTTCGCTGTTCCAAGAACAGCGAACTCAACTGGTGGAACTTCAGACTCCGGTTGTAGAA- 
 BrTTG2-2   (840) GTTTGCTGTTCCAAGATCGGCGAACTCGACTGGTGGGACTTCAGATTCTGGTTGTAGAAG 
 BoTTG2-1   (537) GTTTGCTGTTCCAAGATCAGCGAACTCTACTGGTGGGACTTCAGATTCTGGTTGTAGAAG 
 BoTTG2-2   (798) GTTTGCTGTTCCAAGAACAGCAAACTCAAGTGGTGGAACTTCGGATTCCGGTTGCAGAA- 

 
 AtTTG2-1   (929) --GTAGCCAATGTGATGAAGGAGAGCTTGATGATCCAAGCAGAAGCAAAAGAAG---GAA 
 AtTTG2-2   (683) --GTAGCCAATGTGATGAAGGAGAGCTTGATGATCCAAGCAGAAGCAAAAGAAG---GAA 
 BnWRKY44  (1042) TAGTAGCCAGTGTGATGAAGGAGAGCTTGATGATCCTAGCAGAAGCAAGAGAAG---GAA 
 BrTTG2-1   (863) --GTAGCCAGTGTGATGAAAGAGAGCTTGATGATCCAAGCAGAAGCAAGACAAGCATGAA 
 BrTTG2-2   (900) TAGTAGCCAGTGTGATGAAGGAGAGCTTGATGATCCTAGCAGAAGCAAGAGAAG---GAA 
 BoTTG2-1   (597) TTGTAGCCAGTGTGATGAAGGAGAGCTTGATGATCCTAGCAGAAGCAAGAGAAG---GAA 
 BoTTG2-2   (857) --GTAGCCAGTGTGATGAAAGAGAGCTTGATGATCCAAGCAGAAGCAAGACAAGCATGAA 

 
 AtTTG2-1   (984) GAACGAGAAGCAATCTAGTGAAGCAGGAGTATCGCAAGGCTCAGTGGAATCAGACAGTCT 
 AtTTG2-2   (738) GAACGAGAAGCAATCTAGTGAAGCAGGAGTATCGCAAGGCTCAGTGGAATCAGACAGTCT 
 BnWRKY44  (1099) GAACGAGAAGCAAGCAAGTCAAACAGGAGTATCACAAAGCTCAGTGGAATCAGACAGTCT 
 BrTTG2-1   (921) GAACGAGACGCAATCAAGTGAAGCTGGAGTATCGCAAAGCTCAGGGGAATCAGACAGTCT 
 BrTTG2-2   (957) GAACGAGAAGCAAGCAAGTCAAACAGGAGTATCACAAAGCTCAGTGGAATCAGACAGTCT 
 BoTTG2-1   (654) GAACGAGAAGCAAGCAAGTCAAACAGGAGTATCACAAAGCTCAGTGGATTCAGACAGTCT 
 BoTTG2-2   (915) GAACGAGAAGCAATCAAGTGTAGCTGGAGTATCCCAAAGCTCAGGGGAATCGGACAGTCT 

 
 AtTTG2-1  (1044) TGAAGATGGATTCAGGTGGAGAAAGTATGGACAAAAAGTGGTAGGAGGCAATGCGTATCC 
 AtTTG2-2   (798) TGAAGATGGATTCAGGTGGAGAAAGTATGGACAAAAAGTGGTAGGAGGCAATGCGTATCC 
 BnWRKY44  (1159) TGAAGATGGATTCAGGTGGAGAAAGTACGGTCAAAAAGTGGTTGGAGGCAATGCACATCC 
 BrTTG2-1   (981) CGAAGATGGATTCAAGTGGAGAAAGTACGGACAGAAAGCGGTTGGAGGGAATGCGTATCC 
 BrTTG2-2  (1017) TGAAGATGGATTCAGGTGGAGGAAGTACGGTCAAAAAGTGGTTGGAGGCAATGCGCATCC 
 BoTTG2-1   (714) TGAAGATGGATTCAGGTGGAGAAAGTACGGTCAAAAAGTGGTTGGAGGCAATGCACATCC 
 BoTTG2-2   (975) CGAAGATGGATTCAAGTGGAGAAAGTACGGACAGAAAGCGGTTGGAGGGAATGCGTATCC 

 
 AtTTG2-1  (1104) AAGAAGTTATTACAGATGCACAAGTGCTAATTGCAGAGCAAGGAAACATGTTGAACGAGC 
 AtTTG2-2   (858) AAGAAGTTATTACAGATGCACAAGTGCTAATTGCAGAGCAAGGAAACATGTTGAACGAGC 
 BnWRKY44  (1219) AAGAAGTTATTACAGATGCACGAGTGCAAACTGCAGAGCTAGGAAACATGTTGAGAGAGC 
 BrTTG2-1  (1041) GAGAAGTTATTACAGGTGCACGAGCGTGAATTGTAGAGCAAGGAAACGCGTGGAGAGAGC 
 BrTTG2-2  (1077) GAGAAGTTATTACAGATGCACGAGTGCAAACTGCAGAGCAAGGAAACATGTTGAGAGAGC 
 BoTTG2-1   (774) AAGAAGCTATTACAGATGCACGAGTGCAAACTGCAGAGCTAGGAAACATGTTGAGAGAGC 
 BoTTG2-2  (1035) GAGAAGTTACTACAGGTGCACGAGCGTGAATTGTAGAGCAAGGAAACGCGTGGAGAGAGC 

 
 AtTTG2-1  (1164) GAGTGATGATCCAAGAGCTTTCATTACAACCTACGAGGGTAAACATAATCAT---CATTT 
 AtTTG2-2   (918) GAGTGATGATCCAAGAGCTTTCATTACAACCTACGAGGGTAAACATAATCAT---CATTT 
 BnWRKY44  (1279) GAGTGATGATCCAAGAGCTTTCATTACAACCTATGAAGGTAAACACAATCA---CCATTT 
 BrTTG2-1  (1101) GAATGATGATCCAAAAGCTTTCATTACAACCTACGAAGGTAAACACAATCATCACCATTT 
 BrTTG2-2  (1137) TAGTGATGATCCAAGAGCTTTCATTACAACCTATGAAGGTAAACACAATCA---CCATTT 
 BoTTG2-1   (834) GAGTGATGATCCAAGAGCTTTCATTACAACCTATGAAGGTAAACACAATCA---CCATTT 



 BoTTG2-2  (1095) GAGTGATGATTCAAGAGCTTTCATTACAACCTACGAAGGTAAACACAATCATCACCATTT 
 

 AtTTG2-1  (1221) GCTCTTGAGCCCTCCATCTTCCTCTACTCTTCCCTTTAACTCCCCACAACTTTCTAAGCA 
 AtTTG2-2   (975) GCTCTTGAGCCCTCCATCTTCCTCTACTCTTCCCTTTAACTCCCCACAACTTTCTAAGCA 
 BnWRKY44  (1336) GAACTTGAGACCTCCAACTTCGCCTACTCTTCCCTTTACCTCTACACAACATTCTAATCA 
 BrTTG2-1  (1161) GCAACTGAGGCCTCCAACTTCTTCTACTCTTCCTTTTAGCTCCCCACAACATTCTAATCA 
 BrTTG2-2  (1194) GAACTTGAGACCTCCAACTTCGCCTACTCTTCCCTTTACCTCCTCACAACATTCTAATCA 
 BoTTG2-1   (891) GAACTTGAGACCTCCAACTTCGCCTACTCTTCCCTTTACCTCTACACAACATTCTAATCA 
 BoTTG2-2  (1155) GCAACTGAGGCCTCCAACTTCTTCTACTCTTCCTTTTAGCTCCCCACAACATTCTAATCA 

 
 AtTTG2-1  (1281) AACAATTTGA-------------------------------------------------- 
 AtTTG2-2  (1035) AACAATTTGA-------------------------------------------------- 
 BnWRKY44  (1396) AGCCATTTGATGAGTCCCCATTGATGCTTCTTCTTCTTCAATCTTCATAGCACATTTGAT 
 BrTTG2-1  (1221) AGCCATTTAA-------------------------------------------------- 
 BrTTG2-2  (1254) AGCCATTTGA-------------------------------------------------- 
 BoTTG2-1   (951) AGCCATTTGA-------------------------------------------------- 
 BoTTG2-2  (1215) AGCCATTTAA-------------------------------------------------- 

 
 AtTTG2-1  (1291) ------------------------------------------------------------ 
 AtTTG2-2  (1045) ------------------------------------------------------------ 
 BnWRKY44  (1456) TAATCAATCAATTTCTTGTTTCCATTGTGAATTTATTTTATTTTACATCAAAGTTGTAAG 
 BrTTG2-1  (1231) ------------------------------------------------------------ 
 BrTTG2-2  (1264) ------------------------------------------------------------ 
 BoTTG2-1   (961) ------------------------------------------------------------ 
 BoTTG2-2  (1225) ------------------------------------------------------------ 

 
 AtTTG2-1  (1291) ------------------------------------------------------------ 
 AtTTG2-2  (1045) ------------------------------------------------------------ 
 BnWRKY44  (1516) GACAAGAAGATAATTGTTATTTGACAAACAACAGAAAAAAAAAAAAGCAAATAAAAAGAG 
 BrTTG2-1  (1231) ------------------------------------------------------------ 
 BrTTG2-2  (1264) ------------------------------------------------------------ 
 BoTTG2-1   (961) ------------------------------------------------------------ 
 BoTTG2-2  (1225) ------------------------------------------------------------ 

 
 AtTTG2-1  (1291) ---------------------------- 
 AtTTG2-2  (1045) ---------------------------- 
 BnWRKY44  (1576) TGTTTGATTTTAAAAAAAAAAAAAAAAA 
 BrTTG2-1  (1231) ---------------------------- 
 BrTTG2-2  (1264) ---------------------------- 
 BoTTG2-1   (961) ---------------------------- 
 BoTTG2-2  (1225) ---------------------------- 


