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Figure S2. A detailed motif analysis and multiple alignment of canola MKKs.

a, The analysis is from MEME 4.9.0 (Release date: Wed Oct 3 11:07:26 EST 2012).

Stack heights represent conservation at a position, and symbol heights within a stack represent the relative
frequency of each residue.

b, Multiple alignment of BnaMKKSs with 7 motifs shown as overbars.



