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BnaMPK4 139

AtMPK4 139

AtMPK11 136

AtMPK12 137

BAMPK11 150

OsMPK4 139

BnaMPK5 136

AtMPK5 138

AtMPK13 129

BnaMPK3 134

AtMPK3 134

OsMPK3 132

BdMPK3 132

BnaMPK6 ST OE T SINEHCQYFLYQELRGLKY THSANVLHRDLKPENLLENANCDLKICDEFGLAR\NASSEES
AtMPK6 SN QI SIHFE HCOYFLYQELRGLKY THSANVLHRDLKPEINLLENANCDLKI CDFGLAR\ AR
OsMPK6 AN QI SINEHCQYFLYQELRGLKY THSANVLHRDLKPENLLENANCDLKICDEFGLARIKSEEES
BAMPK6 IRSYIN QI SIHE HCOYFLYQRELRGLKY THSANVLHRDLKPEINLLENANCDLKICDFGLARIKEEES
AtMPK10 157 DQELTKDHGEYFMYQILRGLKYIHSANVLHRDLKPSNLLLEEQCDLKICDFGLARA————
OtMPK 197 SQSLTDEHCQYFLYQILRGLKYIHSAEVLHRDLKPGNLLLNANCDLKICDFGLA‘TALVD
BnaMPK1 VARSI O LSINDHCQYFLEQOLLRGLKY THSANELHRDLKPENTLLENANCDLKICDEFGLARINKEEES
AtMPK1 IS O LSINDHCOYFLEQLLRGLKYTHSANELHRDLKPENLLVMNANCDLKICDFGLARNCEEES
BnaMPK2 VARSI O LSINDHCQYFLEQOLLRGLKY THSANELHRDLKPE@NTLIMNANCDLKICDEFGLARVSEEES
AtMPK2 ARSI O LSINDHCQYFLEQOLLRGLKY THSANELHRDLKPENLIMNANCDLKICDFGLARINKEEES
OsMPK2 IR A= O€ T SINDHCOYFLEQLLRGLKYEHSAIMELHRDLKPENLLMNANCDLKICDFGLARINNGEES
OsMPK14 A= O€ 1 SNDHCQYFLEQOLLRGLKYEHSAIMITL.HRDLKPENTLIMNANCDLKICDFGLARINNEEES
BdAMPK14 IR A= O€ T SINDHCOYFLEQLLRGLKYEHSAIMELHRDLKPENLLMNANCDLKICDFGLARINNGEES
OsMPK7 ARSI O L SNDHCQYFLEQOLLRGLKYEHSAGTTL.HRDLKPENTLIMNANCDLKICDFGLARINNEEES
BAMPK7 172 OLLRGLKYEHSAEGILHRDLKPENLLMNANCDLKICDEGLARINNEakale
AtMPK7 128 OLLRGLKYEHSANELHRDLKPENLLVMNANCDLKICDEGLARINS ks
AtMPK14 128 OLLRGLKYEHSANELHRDLKPENLILMNANCDLKICDEFGLARINtts
AtMPK19 121 MHRDLKPIMINTLEWNANCINLKMCDFGLAR]
BnaMPK19 121 MHRDLKPIMNELIANANCINLKMCDFGLAR
AtMPK18 121 MHRDLKPIMINTLEWNANCINLKMCDFGLAR]
BnaMPK20 132 MHRDLKPIMNELINANCIMLKICDFGLAR
AtMPK20 131 MHRDLKPIINTLIINANCIMLKICDFGLAR
OsMPK20 131 YHRDLKPKNIL‘NENCKLKICDFGLA'
AtMPKS8 VIO BN [, TIXE HMOFEFLYQLLRGLKYMHRMANVIHRD LK PIINT LIANABCINLKICDFGLAR
BnaMPK8 ERCHRRNBIY | TIHDHMOEFLYQLLRGLKYMHRNANVIFHRD LK PIINT LIANABCINTL.K ICDFGLAR
BnaMPK9 IR BN, TIRE HMOF FLYQLLRGLKIET HEANVIFHRDLK PINE LIANSIBCINL. K TCDFGLAR
AtMPK9 ERCINIBID T T)%E HMOEFLYQLLRGLKEIHEANVIFHRD LK PINT LIANSIBCINTL. K TCDFGLAR
OsMPK17 RGN DI T TIEE HMOF FLYQLLRALKY T HAANVIEHRD LK PN LIANSIB CIN L. K T CDE GLARESIINIB]
BAMPK17 ERSICINN D)D) T T)XE HMOEFLYQLLRALKYIH IAHRDLKPINE LEWNSISCINLKTCDFGLAR
BnaMPK16 109 IIHRDLKPIWNE LIANABCINLKICDFGLAR
AtMPK16 121 IAHRDLKPINE LIEWNABCINLKTCDFGLAR
OsMPK16 109 IHRDLKPIWNE LIANABCINLKICDFGLAR
OsMPK21 201 IAHRDLKPINE LIEXNABCINLKMCDFGLAR
AtMPK15 186 IHRDLKPIWNE LIENABCINLKICDFGLAR
BnaMPK17 112 IHRDLKPIMNE LIANABCISEIK TCDIBGLAR
AtMPK17 112

consensus ng Lt ehcqgyflyQlLRglKyiHsAnv1HRDLkP N1lllnancdlKicDfGLAR

Figure S4. Multiple alignment of MAPK domains of BnaMPKs and selected Arabidopsis, rice, B. distachyon
and O. tauri MAPKSs. Alignment was performed using Clustal x1.83 and illustrated with Boxshade. The

closed triangles represent highly conserved amino acids.



