Figure S3. Multiple sequence alignments of a set of complement and coagulation pro-

teases serine protease domains. It includes the complement Clr, C1s, MASP-1 and MASP-2 proteases,
coagulation factors 9, 10, 11 and thrombin; Rat trypsin as a reference; MASP-3 from human and other species.
The surface loops defining the substrate specificity and catalytic efficiency are noted on the top of the align-
ment, following the nomenclature introduced by Perona and Craik (1997, JBC, 272, 29987-90). Yellow
diamonds locate the position of the human MASP-3 glycosylation sites.
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MASP3_hu e eeeeeesees.CGQPSRSL..PSLVKRIIGERNAEPGLF|WOALIVVEDTSRVPNDKWFGSGALLSASW
MASP3_RAT = . ... eeennn CGIQP|SRAL. .PNLVKRIIGERNAELGLFIgWOALIVVEDTSRIPNDKWFGSGALL|SE|SW
MASP3_Xenopus . .. ....oo... CGKPARPL..PGIVKRIIGERNAEPGFFFIgWOQVLIVVEDLSRVPMNKWFGGGALI|SD|SW
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MASP3_TRISC TALVKMKDKV|SMNVFVMPLCLPSLHQEMEEPQPNTLGLVA[W[EI TNPNLTLDDASGSDQATLSNIIHOY VK
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