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hsa05322: Systemic lupus erythematosus
hsa05416: Viral myocarditis

hsa04664: Fc epsilon RI signaling pathway
hsa04630: Jak-STAT signaling pathway

hsa05310: Asthma
hsa04612: Antigen processing and presentation

hsa04514: Cell adhesion molecules (CAMs)
hsa04620: Toll-like receptor signaling pathway

hsa05320: Autoimmune thyroid disease
hsa04060: Cytokine-cytokine receptor interaction

hsa04062: Chemokine signaling pathway
hsa04672: Intestinal immune network for IgA 

hsa04940: Type I diabetes mellitus
hsa05332: Graft-versus-host disease

hsa04650: Natural killer cell mediated cytotoxicity
hsa05330: Allograft rejection

hsa04660: T cell receptor signaling pathway
hsa04662: B cell receptor signaling pathway

hsa05340: Primary immunodeficiency
hsa04640: Hematopoietic cell lineage
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