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hsa05330: Allograft rejection
hsa05332: Graft-versus-host disease

hsa04630: Jak-STAT signaling pathway
hsa04670: Leukocyte transendothelial migration
hsa04666: Fc gamma R-mediated phagocytosis

hsa04620: Toll-like receptor signaling pathway
hsa04672: Intestinal immune network for IgA 
hsa04514: Cell adhesion molecules (CAMs)

hsa04062: Chemokine signaling pathway
hsa04662: B cell receptor signaling pathway
hsa04660: T cell receptor signaling pathway

hsa04650: Natural killer cell mediated cytotoxicity
hsa05340: Primary immunodeficiency

hsa04060: Cytokine-cytokine receptor interaction
hsa04640: Hematopoietic cell lineage

-log (P value)

GO:0045321  leukocyte activation

GO:0006954 inflammatory response

GO:0009611 response to wounding

GO:0006935 chemotaxis

GO:0006968 cellular defense response

GO:0001817 cytokine production

GO:0002274 myeloid activation

GO:0051707 response to other organism

GO:0042981 regulation of apoptosis

GO:0009615 response to virus

GO:0006959 humoral immune response

GO:0007229 integrin-mediated signaling

GO:0043122 NFκB cascade

GO:0042113 B cell activation

GO:0042110 T cell activation

GO:0009617 response to bacterium

GO:0002376 immune system process


