Table S3-Proteins displaying changes in 4 months old hearts compared to control mice detected by LC-MS/MS approach

Swissprot Protein . Peptide Sequence
f . Acc.No* MwW pl Sub-cellular Location P Sum of Norm. Spectra q Fold Change p-value Fold Change  p-value cvt cv Ccv
ID Annotation Count Coverage
Day 0 4 months 6 months 4dmvsDay0 4mvsDay0 6 mvsDay0 6 mvsDay0 1Month 4 Months
BDH_MOUSE  D-beta-hydroxybui  Q8OXNO 38 kDa 862  Mitochondrion matrix 4 2.00 22.88 46.72 18% 12.20 0.00 23.36 0.00 0.00 35.58 111.90
GDIB_MOUSE  Rab GDP dissociati Q61598 51kDa 503 Cyioplasm Membrane; 4 3.16 11.44 n.d 11% 3.86 0.01 73.42 22.54 75.97
Peripheral membrane
ARHLI_MOUSE  [Protein ADP-ribos ~ Q8BGK2 40 kDa 5.62 3 458 15.19 9.56 13% 354 0.04 2.09 0.24 112.66 36.35 83.32
ODBA_MOUSE  2-oxoisovalerate d P50136 50 kDa 6.05 Mitochondrion matrix 3 3.16 8.81 n.d. 10% 2.97 0.03 73.42 35.15 71.61
IDH3G_MOUSE  Isocitrate dehydro;  P70404 43kDa 866  Mitochondrion 2 7.48 19.31 19.55 13% 2.75 0.03 261 0.09 74.15 30.69 67.35
Mitochondrion inner
NDUB9_MOUSE NADH dehydrogen ~ Q9cQJ8 22kDa 784 membrane; Peripheral 2 10.56 23.25 22.29 27% 2.35 0.08 211 0.09 100.92 16.76 65.87
membrane protein
CD36_MOUSE  Platelet glycoprote Q08857 53kDa 861  Membrane 2 12.41 26.44 28.38 6% 227 0.03 229 0.01 56.93 20.44 54.01
MYG_MOUSE  Myoglobin P04247 17 kDa 7.23 9 186.77 374.06 581.01 61% 214 0.00 311 0.00 35.02 6.70 44.46
NDUA9_MOUSE NADH dehydrogen ~ Q9DC69 43kDa 948  Mitochondrion matrix 3 13.76 26.44 30.75 14% 2.05 0.10 223 0.03 80.55 20.44 57.61
COX6C_MOUSE  Cytochrome coxid ~ Q9CPQ1 8 kDa 10.13 M't°cbh°"d”°n inner 3 9.74 18.56 18.20 26% 2.03 0.09 1.87 0.16 77.94 16.69 55.75
membrane
LAMA2_MOUSE Laminin subunital, Q60675 343 kDa 577 Sxtracellular matri 9 2241 40.88 33.98 3% 1.95 0.05 152 038 63.26 4.20 48.15
basement membrane
CPT1B_MOUSE Carnitine-O-palmit  Q924X2 88 kDa 8.65 M't°cbh°"d”°n outer 6 15.52 27.19 38.72 8% 1.87 0.05 249 0.00 19.92 34.56 44.59
membrane
ACTS_MOUSE  Actin, alpha skelet:  P68134 42 kDa 523 Cytoplasm cytoskeleton 12 509.27 814.50 1021.78 51% 171 0.01 201 0.00 20.40 17.75 33.80
ACS2L_MOUSE  Acetyl-coenzyme #  Q99NB1 75 kDa 598  Mitochondrion matrix 6 16.54 25.50 20.81 14% 164 0.00 1.26 027 1935 0.00 29.04
MMSA_MOUSE Methylmalonate-s:  Q9EQ20 58 kDa 7.02  Mitochondrion 8 2451 37.31 20.17 15% 162 0.03 119 0.49 31.32 13.57 33.14
Mitochondrion inner
CPT2_MOUSE  Carnitine-O-palmit  P52825 74 kDa 7.95  membrane; Peripheral 6 18.99 28.13 35.91 14% 158 0.05 1.89 0.00 717 28.94 32.86
membrane
Mitochondrion inner
NDUBA_MOUSE NADH dehydrogen Q9DCS9 21 kDa 8.36 membrane; Peripheral 4 35.06 51.19 4291 32% 1.56 0.06 1.22 0.22 20.34 25.21 32.37
membrane
Mitochondrion i
MPCP_MOUSE  Phosphate carrier|  Q8VEMS 40 kDa 9.11 m'et:;r:::”"” inner 6 43.41 61.88 67.48 20% 152 0.01 155 0.00 21.02 7.35 26.32
Mitochondrion i
ETFD_MOUSE  Electron transfer fl  Q921G7 68 kDa 6.47 m'et:;r:::”"” fnner 11 4833 67.88 67.29 20% 1.50 0.01 139 0.01 13.81 10.66 24.57
Endoplasmic reticulum
Peroxisome Mitochondri
CACP_MOUSE  Carnitine-O-acetyli  P47934 71kDa 8.63 Peroxisome Mitochondrion 6 30.44 4219 54.56 15% 148 0.01 179 0.00 6.26 13.49 23.56
inner membrane; Peripheral
membrane
ACOT2_MOUSE  Acyl-coenzyme At Q9QYR9 50 kDa 6.14 Mitochondrion matrix 3 11.01 14.81 11.30 7% 1.44 0.08 1.03 0.91 33.04 6.58 28.16
Mitochondrion i
NNTM_MOUSE NAD(P) transhydrc Q61941 114 kDa 6.45 m;;lrzger'°” inner 10 58.14 78.19 83.02 13% 1.43 0.03 143 0.04 1567 17.06 24.75
TERA_MOUSE Transitional endop Q01853 89 kDa 5.14 Cytoplasm, Nucleus 11 33.24 44.06 36.73 13% 141 0.10 1.10 0.60 28.10 17.55 28.04
ODO1_MOUSE  2-oxoglutarate det Q60597 116 kDa 605  Mitochondrion matrix 20 119.28 155.44 162.28 26% 1.39 0.05 1.36 0.02 21.62 13.34 23.97
HBA_MOUSE  Hemoglobinsubun  P01942 15 kDa 8.08 6 384.52 494.06 428.87 43% 137 0.08 112 059 24.48 13.17 24.42
ATSF1_MOUSE  ATP synthase subu  Q9CQQ7 29 kDa 8.55 M'wi)hr""d”"" fnner 5 28.21 36.19 36.88 15% 137 0.02 131 0.05 15.54 9.71 20.57
membrane
CMC1_MOUSE  Calcium-bindingm  Q8BHS9 75 kDa 8.43 M'wi)hr""d”"" fnner 8 36.81 45.75 57.14 19% 133 0.05 155 0.01 16.68 12.78 20.35
membrane
PEBP1_MOUSE Phosphatidylethan  P70296 21 kDa 519 Cytoplasm 7 52.04 63.38 48.79 64% 1.30 0.08 0.94 072 2038 10.85 2039
HBB1_MOUSE ~ Hemoglobinsubun  P02088 16 kDa 7.26 5 201.95 237.00 236.24 39% 1.25 0.06 117 0.16 1531 7.84 16.41
PGAM2_MOUSE Phosphoglycerate 070250 29 kDa 8.65 6 63.21 4931 47.86 21% 0.83 0.06 0.76 0.01 7.83 12.20 13.00
DESM_MOUSE  Desmin P31001 53kDa 521 Cytoplasm 23 234.48 182.81 166.32 51% 0.83 0.03 071 0.00 811 7.64 1216
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