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Supplemental Data 7: 

 

Content: 

- Coomassie-stained gel of the samples used in the second verification experiment. 

- Western blots and densitometric analysis of the six candidate proteins. 

 

  



Coomassie-stained gel of the sample set used in the 2nd verification 

 

 

 

Coomassie-stained gel of the samples used in the second verification set shows the 

degradation of the following samples: 9 (tumor), 16(non-tumor), 17 (tumor), 66 (both states). 

These samples were excluded during densitometric analysis. 

 

 

 

 

 

 

 

 

 



Western blots and densitometric analysis of the six candidate proteins 

 

 


