
0	
  

0.005	
  

0.01	
  

0.015	
  

0.02	
  

0.025	
  

WT	
   KO	
  R
el

at
iv

e 
m

R
N

A 
ex

pr
es

si
on

 
le

ve
ls

 (H
M

G
C

S
1/

G
A

P
D

H
) 

A. HMGCS1	


0 

0.004 

0.008 

0.012 

0.016 

WT	
   KO	
  R
el

at
iv

e 
m

R
N

A 
ex

pr
es

si
on

 
le

ve
ls

 (H
M

G
C

R
/G

A
P

D
H

)	


B. HMGCR	


*	


0	
  

0.01	
  

0.02	
  

0.03	
  

0.04	
  

WT KO R
el

at
iv

e 
m

R
N

A 
ex

pr
es

si
on

 
le

ve
ls

 (S
Q

LE
/G

A
P

D
H

)	


C. SQLE	


0 

0.002 

0.004 

0.006 

0.008 

WT	
   KO	
  R
el

at
iv

e 
m

R
N

A 
ex

pr
es

si
on

 
le

ve
ls

 (S
R

E
B

F2
/G

A
P

D
H

)	


D. SREBF2	


Supplemental Fig. 2.  Expression levels of HMGCS1 (A), HMGCR (B) SQLE (C) and SREBF2 (D) mRNAs in the 
intestines of WT and KO mice 
	

Expression levels were normalized by expression levels of GAPDH and are shown as means ± S. E. M. of six mice in 
each group. cDNAs prepared from each mouse were used for triplicate determination. *P < 0.05 versus WT mice.	



