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Figure S1
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Distribution of AAGAG/CUCUU transcripts in syncytial embryo —
RNA-FISH shows that in intact embryonic nuclei, AAGAG and
CUCUU transcripts are not detectable as they are concealed beneath
the chromatin. In embryos with in situ NuMat preparation, AAGAG
transcripts are associated with interphase NuMat as well as mitotic
chromosome scaffold. CUCUU transcripts are seen to associate with
chromosomal scaffold but are absent in interphase NuMat. Lower
panel shows enlarged part to emphaize the presence of CUCUU
transcript in the mitotic chromosomes. Scale Bar — 10 uym.



Figure S2

AAGAG CuUCuu Lamin Merge
. ...!

NuMat

AAGAG cucuu Lamin Merge

Salivary
gland

NuMat

Distribution of AAGAG/CUCUU transcripts in S2 cells and Salivary
gland NuMat — RNA-FISH shows that both the transcripts are detectable in
NuMat of S2 cells and salivary gland. The transcripts are distributed
differently and do not show significant overlap except for a localized region
in the salivary gland nuclei (probably at the chromocenter). Scale Bar — 5
pum for S2 cells and 10um for salivary gland nuclei .
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