
 
 

FIGURE S6 
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HP haptoglobin-related protein; haptoglobin

OGG1 8-oxoguanine DNA glycosylase

HAUS1 HAUS augmin-like complex, subunit 1

CCDC127 solute carrier family 38, member 2

SLC38A2 coiled-coil domain containing 127

CCDC115 coiled-coil domain containing 115

ARMC8 armadillo repeat containing 8

PTGER2 prostaglandin E receptor 2 (subtype EP2), 53kDa

PSMD11 proteasome (prosome, macropain) 26S subunit, non-ATPase, 11

KIFC3 kinesin family member C3

NOL11 nucleolar protein 11

ARL4C ADP-ribosylation factor-like 4C

FAM32A family with sequence similarity 32, member A

CKMT1A creatine kinase, mitochondrial 1A; creatine kinase, mitochondrial 1B

PRH1 proline-rich protein HaeIII subfamily 1; proline-rich protein HaeIII subfamily 2
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