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Table T1: plasmids

plasmids vector cloning insertion via sense oligo (5' to 3') antisense oligo (5'to 3')

Flag-LEF1 pcDNA3.1-Flag zeo RT-PCR, Zero Blunt (Life Technologies) BamHI EcoRI ccGGATCCatgccccaactctccggaggaggtgge ccGAATTCtcagatgtaggcagctgtcattcttggac

PLVX-LEF1 :AL’\:/: puro-new RT-PCR, Zero Blunt (Life Technologies) BamHI EcoRI ccGGATCCatgccccaactctccggaggaggtgge ccGAATTCtcagatgtaggcagctgtcattcttggac

GFP-ZBP1 pEGFPC1 previously described (Huttelmaier et al., Nature 2005)

Luc-LEF1-(A) pcDNA3.1 FFL A frovm IR Gl tee Bl kit EcoRlI Xhol ccGAATTCaacatggtggaaaacgaagctcattce ccCTC ttt tttattacaaagc
Technologies)

Luc-LEF1-(B) pcDNA3.1 FFL AP fro.m EEREE e (i EcoRlI Xhol CtGAATTCaaacccagactgtctccacggee ccCTC aatttt tttattacaaagc
Technologies)

Luc-SNAI2-3'UTR pmirGLO _?Z;EE:S;?S'HFMA a3l Mo (i BamHI Xhol GGATCCGCTAGCgtgacgcaatcaatgtttactcgaacag TCTAGACTCGAGcttgttaacaaacaattctttgtacagtgg

promotor

constructs

FN-839 pGL4.21 :’;zx:;a)HEKZSS el B, e sy Xhol Bglll ccttCTCGAGaaaaagtaaactgttactttgtcc gBAGATCTgttgagacggtgggggagag

FN-789 pGL4.21 :’;zx:;a)HEKZSS e B, e EEsy Xhol Bglil ccttCTCGAGacttcccegggatctgeaaagegee 88AGATCTgttgagacggtgggggagag

FN-739 pGL4.21 ;’;I;rfr:::a)HEKZSS ESHCICDNLPCENTC Y Xhol Bglll ccttCTCGAGaagctcattaaaggtctctgttc 8BAGATCTgttgagacggtgggggagag

FN-689 pGL4.21 ;’;I;rfr:::a)HEKZSS ESHCmICDNLPCENTCaSY Xhol Bglll ccttCTCGAGcctttctcagagccagacaggeac ggAGATCTgttgagacggtgggggagag

FN-559 pGL4.21 ;’;I;;:Z?a;-iEKZSB ESHCIICDNLIPGERFCSY Xhol Bglll ggCTCGAGggcagcccegeectgggactg. geAGATCTgttgagacggtgggggagag

FN+1 pGL4.21 f;zr::;;;{m% GEE A, (Y Xhol Bglil ggCTCGAGgcccgegeeggetgtgetgeac BBAGATCTgttgagacggtgggegagag
PCRs based on FN-839 using FN-839 sense and

FN-839A4 pGL4.21 antisense oligos and following primers; three point Xhol/EcoRV/Bglll CtGATATCagggagcgggatggggggaaaggceag CtGATATCaagggtactgactcggactcccttat
ligation

SNAI1 promotor pGL4.21 subcloned from Addgene; SNAI1-pGL2 (ID: 31694) Kpnl HindIll

SNAI2 promotor pGL4.21 (it E 2 e O, el ieesy Xhol BamHI in Bglll  ccaaCTCGAGtgtcaaaagtgtgagagaat ge8cGGATCCcttgecagegggtetgge

(Promega); according to Lambertini et al., 2010

sh-plasmids

pLVX puro- new
MCs

previously described (Stohr et al..Genes Dev. 2012)

GATCCGttgtactacacaaaagtactgTTCAAGAGAcagtacttttgtgtagtaca

AATTCACGCGTAAAAAAttgtactacacaaaagtactgTCTCTTGAAcagta

shC pLVX-shRNA2 direct cloning of annealed oligos BamHI/ EcoRI A ACGCGTG cttttgtgtagtacaaCG
. . " GATCCGccgggagceagaccaggcaaTTCAAGAGAttgcctggtctgeteeeggT AATTCACGCGTAAAAAAccgggagcagaccaggcaaTCTCTTGAAttgect
shi1-1 pLVX-shRNA2 direct cloning of annealed oligos BamHI/ EcoRI ACGCGTG ggtctgcteccggCG
viral contructs
PpLVX-shRNA2- ZsGreen casette of pLVX-shRNA2 was replaced by
Crimson-puro Crimson and puromycin resistence
pLVX-shRNA2- . . . GATCCGttgtactacacaaaagtactgTTCAAGAGAcagtacttttgtgtagtaca ~ AATTCACGCGTAAAAAAttgtactacacaaaagtactgTCTCTTGAAcagta
shC e direct cloning of annealed oligos BamHI/ EcoRI A ACGCGTG cttttgtgtagtacaaCG
- pLVX-shRNA2- " . . GATCCt agaccaggcaaTTCAAGA tgcetggtctgeteeeggT AATTCACGCGTAAAAAAccgggagcagaccaggcaaTCTCTTGAAttgect
shi1-1 CHIEeTe direct cloning of annealed oligos BamHI/ EcoRI TTTTTACGCGTG R
} pLVX-shRNA2- ) ) ) GATCC TTC getctatttctttcTT  AATTCACGCGTAAAAAAgaaagaaaugagagcgaauTCTCTTGAAattcg
itk Crimson-puro Clecieeninelciiang e=lediclzes TTTTACGCGTG ctctcatttctttcCG
shS2-1 Addgene; (ID: 10905)
GFP pLVX puro- new previously described (Stohr et al.,Genes and
MCcs Development 2011)
GFP-ZBP1 pLVX puro- new previously described (Stohr et al.,Genes and
MCS Development 2011)
pLVX puro- new y .
GFP-LEF1 MCS RT-PCR, Zero Blunt (Life Technologies) BamHI EcoRI ccGGATCCatgccccaactctccggaggaggtgge ccGAATTCtcagatgtaggcagctgtcattcttggac
pLVX puro- new
GFP-SNAI1 MCS PCR based on Addgene; pTK-SNAIL (ID: 36976) EcoRI Xhol agcGAATTCatgecgegetecttectggtcagg gctCTCGAGtcagcgagggectecggageagee
pLVX puro- new
GFP-SNAI2 MCS PCR based on Addgene; pTK-SLUG (ID: 36986) EcoRI Xhol gcaGAATTCatgecgegctecttectggtcaag gcaCTCGAGtcagtgtgccacacageagecagac
Table T2: siRNAs Table T3: antibodies
SiRNA sequence (5'to 3') primary antibody produced in company/provider
sic UUGUACUACACAAAAGUACUG AT (NS S A1l
} anti-CDH1 rabbit Sigma Aldrich
sill-1 CCGGGAGCAGACCAGGCAA anti-CDH1 rabbit Abcam
sill-2 UGAAUGGCCACCAGUUGGA anti-CDH2 mouse Santa Cruz
sil1-3 CCAUCCGCAACAUCACAAA anti-CTNNB1 rabbit Cell Signaling
sil2-1 CCAUAAAGAACAUCACUAA anti-CTNNB1 mouse Santa Cruz
anti-CTNND1 mouse BD Transductions
sil3-1 UAAGGAAGCUCAAGAUAUA . .
anti-Fibronectin mouse Santa Cruz
sil1-1 GAAAGAAAUGAGAGCGAAU anti-Flag mouse Sigma Aldrich
siL1-2 GAUGGAAGCUUGUUGAAAA anti-GFP mouse Roche
anti-HSP27 (HSPB1) goat Santa Cruz
anti-IGF2BP1 mouse BSBS AB facility
anti-IGF2BP2 mouse BSBS AB facility
Table T4: oligos anti-IGF2BP3 mouse BSBS AB facility
anti-lgG mouse Millipore
qRT-PCR forward (5'to 3') reverse (5'to 3') LaiE U R
anti-KRT8 rat kind gift of AG Prof.Magin, University of Leipzig
ACTB AGAAAATCTGGCACCACACC AGAGGCGTACAGGGATAGCA
anti-LEF1 (C18A7) rabbit Cell Signaling
CDH1 GCCGAGAGCTACACGTTCAC GTCGAGGGAAAAATAGGCTG . . "
anti-SNAI1 mouse Cell Signaling
CTNNB1 TCGAAATCTTGCCCTTTGTC ATCCCGAGCTAGGATGTGAA anti-SNAI2 rabbit Cell Signaling
FN1 ACCAACCTACGGATGACTCG GCTCATCATCTGGCCA anti-TUBA4A,DM1a mouse Sigma Aldrich
IGF2BP1 TAGTACCAAGAGACCAGACCC GATTTCTGCCCGTTGTTGTC anti-VCL mouse Sigma Aldrich
IGF2BP2 ATCGTCAGAATTATCGGGCA GCGTTTGGTCTCATTCTGTC anti-vim mouse BD Transductions
IGF28P3 AGACACCTGATGAGAATGACC GTTTCCTGAGCCTTTACTTCC @ntizZEBL [abblt SantalCiuz
ChIPAb+ anti-LEF1 mouse Millipore
LEF1 CGGGTACATAATGATGCCAA TCACTGTAAGTGATGAGGGGG
secondary antibodies in provider
MycC AGCGACTCTGAGGAGGAAC CGTAGTTGTGCTGATGTGTG
IRDye® 700 anti-lgG-mouse-infrared-dye donkey LI-COR Biosciences GmbH
PPIA GTCAACCCCACCGTGTTCTT CTGCTGTCTTTGGGACCTTGT IRDye® 700 anti-IgG-rabbit-infrared-dye donkey LI-COR Biosciences GmbH
RPLPO GGCGACCTGGAAGTCCAACT CCATCAGCACCACAGCCTTC IRDye® 800CW anti-IgG-mouse-infrared-dye donkey LI-COR Biosciences GmbH
SNAI2 TCGGACCCACACATTACCTT TTGGAGCAG GCACTG IRDye® 800CW anti-IgG-rabbit-infrared-dye donkey LI-COR Biosciences GmbH
VCL TTACAGTGGCAGAGGTGGTG TCACGGTGTTCATCGAGTTC IRDye® 800CW anti-lgG-rat-infrared-dye donkey LI-COR Biosciences GmbH
ChIP gRT-PCR forward (5'to 3') reverse (5'to 3') IRDye® 800CW anti-IgG-goat-infrared-dye donkey LI-COR Biosciences GmbH
FN1PL GCGGAACTCCCGGTACTTAG GCCTGTCTGGCTCTGAGAAA dylight488TM-conjugated anti-mouse-IgG F(ab)2 donkey Jackson ImmunoResearch
dylight488TM-conjugated anti-rabbit IgG F(ab)2 donkey Jackson ImmunoResearch
FN1P2 GCGCTGAGAAGGGAAGAAGT CCATCCCGCTCCC CTTT . .
CyTM3-conjugated anti-mouse-IgG F(ab)2 donkey Jackson ImmunoResearch
SNAI2 TGCCCCCCTTCTCTGCCAGAGTT TTCCGCGAAGCCAGGGGCAGCG . . .
CyTM3-conjugated anti-rabbit-IgG F(ab)2 donkey Jackson ImmunoResearch
CDH1 TGGTGGTGTGCACCTGTACT GGGC ACACTTGGCTGA dylight649TM-conjugated anti-mouse-IgG F(ab)2 donkey Jackson ImmunoResearch
Intergenic CGTGCTTGTGCATTTACCCGCC TGCCTCCATAGTGACTGCGCCT dylight649TM-conjugated anti-rabbit IgG F(ab)2 donkey Jackson ImmunoResearch

Figure S9, Zirkel et al.



