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Multidrug-Resistant Atypical Variants

of Shigella flexneri in China

Technical Appendix

Technical Appendix Table 1. Agglutination reactions of the variant serotypes of Shigella flexneri and reference strains tested during a study of multidrug-resistant atypical variants of

Shigella flexneri in China. May 2008—December 2010 *

Antisera specific for all type- and group-factor antigenst

Panel of monoclonal antibodies against S. flexnerif

Typing sera Grouping sera Type antigen specific Group antigen specific
Isolate Serotype | Il Il W )Y VI B4 6 78 | Il IV:2 VI Y5 6 7,8 B Vi1 1c
Sf301 2a - + - - _ _ + - — - + - - + - - + _ _
ATCC 4a 4a - - - + - - + - - - - + - + - - + + -
NCTC 4b 4b - - - + - - - + - - _ + - + _ + _ _
Shig0001 SFxv - - - + - - - + _ - _ _ _ _ + + _
Shig0004 S. flexneri untypeable - - - + - - - - - - - _ _ _ _ _ + + _
variant (—:E1037)
Shig0083 S. flexneri untypeable - - - + - - - - - _ _ _ _ _ _ - + + _
variant (-:E1037)
Shig0008 X variant (-:7,8, E1037), - - - + - - - - + - - - - - _ + + + _
indole-negative variety
Shig0009 X variant (-:7,8, E1037), - - - + - - - - + - - - - - - + + + —
indole-negative variety
Shig0190 S. flexneri serotype 2 - + - - - - + - + - + - - + - + + - -
variant (11:3,4,7,8)
Shig0191 S. flexneri serotype 2 - + - - - - + - + - + - - + - + + _ _

variant (11:3,4,7,8)

*SFxv, S. flexneri serotype X variant.
tFrom Denka Seiken, Tokyo, Japan.
1IMASF (Reagensia AB, Stockholm, Sweden).
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Technical Appendix Table 2. Antimicrobial drug resistance of atypical Shigella spp. collected during 1991-2000 and 2008-2010, China

% Resistant S. flexneri variants collected during May 2008—December 2010t

% Resistant Shigella S. flexneri X variant (-:7,8, Untypeable S.

spp. isolates collected E1037), indole-negative S. flexneri serotype 2 flexneri Other S. flexneri ~ S. sonnei
Antibiotic during 1991-2000* variety (n = 73) (1:3,4,7,8) (n=17) (=:E1037) (n=2) (n=78) (n =56)
Ampicillin 53.0 100.0 100.0 100.0 96.2 92.9
Ampicillin/sulbactam - 100.0 100.0 100.0 73.1 62.5
Chloramphenicol 18.0 100.0 100.0 100.0 93.6 10.7
Nalidixic acid - 100.0 100.0 100.0 100.0 100.0
Tetracycline - 100.0 100.0 100.0 94.9 85.7
Amoxicillin/clavulanic acid - 91.8 88.2 100.0 69.2 58.9
Trimethoprim/sulfa 62.0 90.4 58.8 100.0 75.6 89.3
Norfloxacin 4.9.0 82.2 29.4 100.0 32.1 8.9
Ciprofloxacin 20.0 39.7 294 100.0 23.1 5.4
Levofloxacin - 21.9 17.6 0 15.4 1.8
Cefotaxime - 13.7 17.6 0 17.9 25.0
Ceftazidime - 5.5 0 0 5.1 8.9
Gentamicin 13.0 6.8 5.9 0 14.1 85.7
Imipenem — 2.7 0 0 0 0
*From (1).

tVariants were collected from patients with diarrhea. —, not detected.
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Isolate Serotype Region PTs STs TEChmcal Appendlx Flgure-
2a Xinjiang 1 100

sw  » w1+ w  Pulsed-field gel electrophoresis
| Shig0187 2 Jiangsu 2 100
hig01! B Jiangsu 3 100 . .
i | aww ¢ ww . w  dendrogram of Shigella flexneri
it Shig0198 B Jiangsu 5 100
i Shig0167 2a Xinjiang .
n [ 1 wew = wmes o  subtypes. The genetic
[ Shig0205 B Jiangsu 8 100
| igd173 2 Jiangsu .
IS 2 @ L % relatedness of atypical and

— e
——— —
—E —_— -

| | Shig177 2 Jiangsu 1 100
) Shig0179 2 Jiangsu 1" 100 .
L gl D T S previously known serotypes of S.
| Shig0175 2a Jiangsu 13 100
' ' I R ‘ Shig0182 2 Xinjiang 13 100 ..
| C swows B Jegm 13 0 flexneri is shown and was
| Shigo195 B Jiangsu i 100
| I Shigh138 2 Beijing 15 100 . .
CopprmSEs L SN & W determined by using the
| | Shig0204 B Jiangsu 17 100
Shig0163 2a Yinjiang 18 100 . .
vl ‘ ongotes 3 %mew 18 0 unweighted pair group method
| | $higd168 2 Xinjiang 18 100
| Shig0191 B Jiangsu 19 100 . . . . .
h | ! | ot B Gagu D 00 with arithmetic mean and pairwise
| Shig0194 B Jiangsu 21 100
Shig0188 ki Jiangsy 2 100 - .. .
[ 10 s B umw 2w DiCe coefficients. The strain
0 i Shigo201 B Jiangsu 24 100
| | $hig0200 B Jiangsu 25 100 .
1 e = number, serotype, region, pulse
‘ ‘ Shig0153 2a Xinjiang 27 100
Shig0155 2a Xinjiang 7 100 .
_(E ' s = omes = w types (PTs), and strain types
Shigo189 » Jiangsu 2 100
Shig0o13 A Beijing 0 100 .
I L IWLUNL L st A Beg % 0 (STs) are shown for each strain.
8hig0007 A Beijing 30 100
Shig0063 A Beijing 0 100
| 1} s A Bejing 0w Serotypes A, B, and C represent
Shigoo19 A Beijing 0 100
Shig0027 A Beijing 20 100 .
R sos A e » w  the X variant (-:7,8, E1037),
Shig0001 8Py Henan 31 18
| N RIRL Shigoo71 shxv Henan 31 18 . . .
| Rt S el et e S indole-negative variety; serotype
| 1P 18] I $higoo7o LY Henan 31 8
| Shig0003 SFxv Henan 31 18 .
' Seew ¢ s w» w  2variant (11:3,4,7,8); and S.
| Shigooog A Beijing B 100
Shigo018 A Bejjng kS 100 . .
T st A B » w  fleXneri untypeable variant
Shig0os9 A Beijing Ee) 100
{ U1 Shig0156 A Beijing 34 100 .
l D0 amm A sm  x w  (—E1037), respectively.
| Shig0172 A Beijing 34 100
Shig0183 A Beijing 34 100
Shig0186 A Beijing 34 100
| Shig0171 A Beijing s 100
| | F ’ Shig0174 A Beijing » 100
Shig0026 A Beijing 37 100
| | $higoo29 A Beijing 7 100
Shigno23 A Beijing 38 100
| | 1W Shigoot1 A Shandong » 100
Shig0064 A Shandong 39 100
8hig0014 A Beijing 39 100
| 1 11 }i ] Shign016 A Beijing 9 100
| 1! |l $higo032 A Beijing » 100
Shig0034 A Beijing 39 100
I I Shig0036 A Beijing 39 100
— | H | I Shigoo40 A Bejing k] 100
| 11| Shig0os5 A Beijing E:] 100
| Shig060 A Beijing 3 100
| l | Shig0o61 A Beijing 39 100
| | Shig0062 A Beijing 39 100
| ‘ | Shig037 A Beijing 39 100
' PRIl NN Shigo033 A Beijing ] 100
! Shigoo17 A Beijing 0 100
Shig0056 A Beijing M 100
1 {1 | Shigoo12 A Jiangsu 2 100
! Shig0o15 A Jiangsu 43 100
Shig0020 A Jiangsu a4 100
| Shigo071 A Beijing 5 100
B “ | Shigoo72 A Bejing 4 100
Shigoo73 A Beijing 45 100
|| | ShignoT4 A Beijing 5 100
Shigo75s A Beijing 45 100
M 8hig0021 A Beijing 46 100
8hig0022 A Beijing 46 100
| Shigoo24 A Bejing 4 100
| | | Shig0o25 A Beijing 46 100
Shig0030 A Bejing 4 100
B ] I 1mninl | snigooss A Bejing I3 100
Shig0044 A Beijing a7 100
_E | ShigD0ss A Beijing 7 100
| I g Shigo03s A Beijing 8 100
| Shig0028 A Bejing e 100
| | 1l ' Shig0o42 A Beijing 50 100
1 1) Shigdo4s A Beijing 51 100
Shig0047 A Beijing 51 100
' Shig004g A Beijing 51 100
I | ShigHoso A Beijing 51 100
| Shig051 A Beijing 51 100
| Shig0052 A Beijing 51 100
| ] | Shigoos3 A Beijing 51 100
Shigo04s A Beijing 52 100
Shig0054 A Beijing 53 100
—_ | | H % R HE ShigD04s A Beijing 54 100
i ! Shig0088 A Beijing 55 100
| Shig00ss A Beijing 56 100
| Shig0034 A Beijing 57 100
Shig0090 A Beijing 8 100
N 11010 Shigo043 A Beijing 59 100
pu— Shig0067 A Beijing 80 100
—_————— ! . Shig0208 B Jiangsy 61 100
L) Shig0202 B Jiangsu (] 100
I 1 ll RIR! Shig0199 B Jiangsu 63 100
| | | | Shig0102 i Chengdu B4 104
| ' | Shig0107 1 Chengdu 64 104
R | Shigd101 1 Chengdu 65 104
8hig0104 10 Chengdu 85 104
| 111 || | ) Shig0106 1t Chengdu & 104
' | Shig0108 1 Chengdu =3 104
j ' | | Shig0114 1 Xinjiang 67 104
| 8hig0115 1 Xinjlang 67 104
Shig0113 1 Xinjlang 68 104
| N | Shigd116 1o Xinjiang 69 104
| | 1 Shig190 B Jiangsu 70 100
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