Majority TTACCGGTGGATGTGGCTTTCTTGGGAGTAATCTTGCCTCCTTTGCTTTAAGTCAAGGGATTGATTTAATTGTATTCGAT
T T T T T T T T

18 28 30 40 50 68 78 ga
1 1 1 1 1 1 1 1
B T ga
SHAIIEYWD cSE0 cscsnssesnssnnessssnnsenssiosssenssssssssssesanssssosssssasesssssssssssssssssnsion 89
SBYIBEVVIN.SE0 aaeiannsnnsaainesnnsssnsssnesnssionsssnssasssasssnnssanssssesnassanassananssnnssann 94
SBIOOEYVD SSE0 = o nmin=m s nmmsainnsnesssssnsnessssnsssssssssssssss~@ssasssssssssssssssssesnssnassssn 94
B L T - 80
REE4BLYVD.SEBQ vevverennnnnnnnnnns I 82
Majority AATCTATCACGTAAAGGTGCAACAGATAATTTACATTGGTTATCCTCCTTAGGAAACTTTGAGTTTGTACATGGTGATAT
T T T T T T T T
9? 168 118 128 138 148 158 168
SBYBIEYVD SSE0 e aainain'sneneaininsnansssnsssnsssssinnssssssssssanssasssasssssssaasansssasssanssanasaan 168
SB9IOLYVD .SE0 sesesssssnsssmssneassssnsnsssssssnsesssssnsssnssssnssnnssnsssansssssssesnsssnsens 169
SHEIEEYYD cSE0 cecsnssesnsssnnssnsassnnssiosssenssssssssssessnssasnssassssnssssssssasnnssssssses 174
SDIOOLYVD S8 cscsinsssnssasncnsssssssnssinnascinnsssssssanssnnnsasssssssssssansnnssssnsssssssnsiss 174
S539BEYVD .SE0 = o nminmnsnnneninnsnessnnnnnsesnnsnnnennssanssnnssnsnsasssssennannnsansannnsannann 168
L L T 162
Majority TCGCAACAAAAATGATGTTACAAGATTAATAACTAAGTATATGCCTGATAGCTGTTTTCATCTTGCAGGTCAAGTGGCAA
T T T T T T T T
178 188 198 208 218 228 238 248
1 1 1 1 1 1 1 1
SDIBILYWD cSE0 csesnnssnsssnnessssnssssnsinssssinnssssnssnnenssssssasssssssesssesnssansssssssnnion 248
SBYIOEYVD SE0 o aaeianinsnnsaainessnsssnsssnsssssianssansssssssnssasssanssssessassasassaanssnnasann 249
SDIIBEYVD SSE0 = meinmm s m s winn s e m s ine e e e e e e e e e e e e s e e e e e 254
B 1 T - 254
SBIOBEYVDSE0 cascasnsssssanssnsssanssnsssnnassnssansasssasssnassasesnEesnaasanEsanaannnnseaEn 248
ROBFOEYVD SE0 e a'ainain's e seaininsnasssssssssssssiosssssssssssaassasssassssssssasanssssssansssnaseas 242
Majority TGACTACATCTATTGACAATCCTTGTATGGATTTTGAAATTAATGTAGGTGGAACTTTAAATTTACTTGAGGCAGTACGG
T T T T T T T T
250 268 278 280 298 300 318 328
1 1 1 1 1 1 1 1
B T 328
SHAIIEYWD cSE0 esesnssesnssnnessssnnsenssiosssenssssssssssesanssssosssssasssssssssssssssssssnsion 329
SHYIBEVVIN.SE0 aaeiannsnnsaainesnnsssnsssnesnnsionsssnssasssasssansnanssssesnassastassananssnnssann 334
SBIOOEYVD SE0 = o nmin = s s s s ainnsnesssssssnsssssnnssssssssssssss~essassssssssssssssassssnssnassssn 334
B L T - 328
REBIOEYWD cSE0 ssssnsssnssssnsssssnssssnsnssssnsssssissssesasssssssssssasssssnsssssasssssssnses 322
Majority CAGTATAATTCAAATTGTAATATAATTTATTCATCAACAAATAAAGTATACGGCGATCTTGAGCAATATAAATACAATGA
T T T T T T T T
3?6 340 350 360 378 380 390 400
SBYBIEYVD 2SE0 e aainain'snnneaininsnansssnsnsssssssionssssssssssasssasssasssssssaasansssassaanssanasann 408
SB930LYVD .SE0 sesesssssnsssmssnassssssnsssusssnsesssssnsssnssssnssnssnsnsssansssssnsesnsssnsenn 409
SHYIEEYYD cSE0 cvesnnsssnsssnessssnssesssiosssenssssnsnssnssssssesosssssnsessssssnssssssssssssion 414
SEIOOLYVD S8 csesinssanssssncnsssssssnssinnascnnsssssssasssnnsasssssssssssanssnssssnsssssssnsiss 414
SB39BEYVD .SE0 o nminmmsnnnsainnsnessnnnnnsesnnsnnsennssanssnnssnennasssssennannnsansannnsannann 408
L L T 402
Majority AACAGAAACTAGATATACTTGTATAGATAAGCCTAATGGATATGATGAGAGCACACAATTAGATTTCCACTCACCATATG
T T T T T T T T
418 428 430 448 450 460 478 480
1 1 1 1 1 1 1 1
55483tyvD.
s5439tyvD.
s5415tyvD.
sh4@6tyvD.
55395tyvD.
RE54@tyvD.
Majority GTTGTTCAAAAGGTGCTGCAGATCAATACATGCTTGATTATGCAAGGATTTT
T T T T T
498 i3] 518 528 530
1 1 1 1 1
55483tyvD. 532
s5439tyvD. 541
s5415tyvD. 546
s5406tyvD. 546
55395tyvD. 532
RE548tyvD . 534

Figure S1 Alignment of 532 nt from #yvD for 6 serogroup O:9 (D1) isolates
representing common serovars. Left hand label includes isolate identification
information, e.g., s5483tyvD is isolate FSL S5-483. Sequences and isolate information
can be accessed at www.foodmicrobetracker.com.



Majority TATTATTTATTAGTAGTACAGTTGATGGGAGTATTAAATCTTGCTGAGCTAGGTATAAGTACAGCCTTAACATATATCCT
T T T T T T T T

1? 2? 3? 4? 5? 6? 7? 8?
RGOIBWZKES .SB0 scssssessscasnsnsnasanunsssssssssssassusassssssssenssssunsssssssssessssnssannnas 82
RE83909WZXEL cSE0] =« ssinssnsscssnsnsnssasusssssesssssssssnssssssssssessssnsssssnsesssssssssnsnssnnas 8a
RE3OBWZREL cSE0) = u'o s sissvinssiessssnssssssssssssssssssssssssssssssssssssssssssbssssssssssssnsssssssas 82
SD9G30WZXEL .S80] = s s s uisnenennnnsnnennnsnssenssanssnsessnssssnssensnnssenssnnssensearennonens 82
SBIBTWZXEL 880 cescsonsnnssassssnsunssanssnnnnannsnns Cecenssnnassasennsnnssssssnnssnsssssunnsss 82
SHASZWZXEL SBH ccsesessnsssnvssnssansannssnnsnansenss L esaveacnssnanssensonsnssasenssnnssssssnnass 169
SEE4PWZXE] .SB0 cccaasnamnancasansaanasansannaasansanancaasannananenasanannacenssanaanaseannnnnn 189
SHEBBWZXE]L .SBE asccasesmsascassasnanasansnannaasassananaaasasannananasasansasanssasansasennnnnnn 189
Majority ATTTAAACCACTGCATAGAAAAGAAAATAGTGAGTTAAGACAATTATATTTTATAATAAAGAAAATATACCATTTTATAG

T T T T T T T T

9? 1@8 1%6 1%8 1?6 110 158 1?0
REOIBWZKXES .SE0 sessnsensscasnsnsnusasunssnsssssssassanassssssssessnssunssnssssssensssnsnssnnas 162
RE83309WZXEL .SE0] «sessnnsnsssnsasnsnssasassssssssssssssnssssssssssessssssnsssssssssessssnssnsnnas 168
REB3308BWZXEL cSE0] = u s sissssssessnsnsssssssssssssssssssssssssssssssssssssssssssssssssessssnsssssssas 162
OEGIOWZHEL S0 '« u'o s vinssimin e snsnssssssssssssssssssssssssssssssssssssssssssssssssssssssssssssnes 162
SDIBTWZXEL .S80 sscssnsssisnassnssssssssssnsssnsssssssnnsnsssssssnnsnsssssnssnssssnnsnnssessennnnens 162
SDIS2WZXEL .S80 secsssssmnessnssunsunssansnnnsssssasnnnssssssssnune s nssnnss s nnny | P —— 189
SEEAOWZXEL cSBE e s ssnsionescnssnnsensssenssnnsessssnssnssessssnssasnesassasssensonssasesennsnnse 189
SHEBBWZXEL .SB0 cccanssamsancasansnanasensannaasansanananasannnnaaanasasannasensansaanasennnnnnn 189
Majority CATTGGGCATATTAGTTATIGGACTACTTTTCTTTTTGTIATTAAATTCIATAGTAAATQCAAGTATATQCCCTGAA#AI

1?6 1§B 1?6 2?8 2%6 2%6 2?6 216
REGSEWZXEG uSBO  sevsensensnssssnssssssnsssssssssssssssssssssssssssssssssssssnsssnssssssnnnsnsnsns 242
RE83309WZXEL .SE0] asessnsansscasnsnsnasanusssnsssssssassuanassssssssessnssunsssssssusessssnsnsnnnas 248
RE83308WZXEL .SE0] s e snnsnsscssnsnssasasassssssssssssssnsssssssssssssssssnssnssssssessssnsnsssnas 242
O5GIOWZHEL SO0 = u s sinsmminsiessnsnessssssnssssssssssssssssssssssssssessssnssssnsssssssssssssssssnns 242
SE487WZXEL.SB0 .ciererencnnnncncncnonanns Besenssssnssessssssnsssnnsssssissssssssnsnanssssussnssss 242
SB4320WZXEL.SB0 seeveescsscnscnssnnnnsnns Bessoscsssnnssnssssssussssssssssssssssasssssessannnnnss 269
SDE4OWZXE]L ;S8 sscsssssmnunesssussunssensunsnssesssnensssesssnenssssnssns s nnsunnesssennnnnns 269
SHOEEWZXEL .SB  accacssamsancasaanaanasennnanaasassnnansaasennananenasanaamasensansaanascannnnnn 269
Majority CTATATATAACATGGGGGGTGTTTGTTATAAGTACATCATTATCATATTTATACTCTGCTCA

2§6 an 2?6 2§B 2?8 3@6
RE938WzXE4.580 .ivveiiiiiiiinnnnnan A iiiiit ittt it s 304
RB3309WZXEL .S cscsoncnnsncssnsasnsaanunsussnsssassnsssnuneasanuansensnsanasnnns 382
RE3488wzxEl.seqQ ..... Eessesssesasassnsnsnssanuns L eessssnssasanansnnssnnsananns 384
SE4IBWZKEL .SE0 scsenensssansssssnsssnunsunsnsnsnsnsnsnsnennnunsusssnnnannnn. 384
S54GPWZREL .SB0 s ucscnennnsnnnsssssnennsssssssnsnessssnssssunansessssnnnnsnns 384
SD952WZXE]L .88 ssassssssssssnsssnssennansnsnesssans s nsEnn s nanEn G 331
SBE4OWZXEL S8 cscsssssmnsscnsssnnssnssennnnnnssssnnnnnunssnunna s 331
SEE5BWZXEL.SBQ ceivevsenscnnnnnnnns flesessnsnncsanssassasssenssassassssnssnses 331

Figure S2 Alignment of 302 nt fragment from wzx for 7 serogroup 0:3,10 (E1)
isolates and 1 serogroup O:1,3,19 (E4) isolate. Left hand label includes isolate
identification information, e.g., R6938wzxE4 is isolate FSL R6-938, representing
serogroup E4. Sequences and isolate information can be accessed at
www.foodmicrobetracker.com.



“Table S1_Summary of molecular serotyping results o all top 40 and rare 70 Salmonella isolates’

Results by O-antigen PCR results™ Hl-antigen PCR . H2-antigen PCR -
Sequence. Sequence
Serotype Tsolate Serogroup Hl antigens  H2 antigens B c o2 D E G K PCR Sequencing length (No. Sequencing JliC Blastn fic PCR Sequencing length (No. Sequencing fjB Blastn  fljB antigens
primers  primers SN covenuge anigens  primers  Primers S Coverge
Top 10
Reading FSLRS-1987 0 (B) eh 15 G G0 0 0 0 (O ficSsal  AiCSal B0 single Anatum eh  fBsal  fjBsal 108 single Barcilly 15
Derby FSLRS2630 04 (B) fe 12 G O 0 O O O () fiCSal SequncingSetl 794 double Derby fe BSet 1 no per product - - - -
Stanley FSLSS408  0:4(B) @ 12 O 60 O 0 O O ficsal  icSa 1375 single  Muenchen d /BSet 1 Sequencing Set 1 867 single Newport 12
Typhimurium FSLSS433 04 (B) 12 G 00 0 0 O (O ficsal  ACSal 1321° single  Typhimeriom i BSetl  per product - NA - -
Parayphi B var. Jva FSLS5-447 04 (B) 12 O G0 0 0 O (O ficsal  CSal 1314 single  ParayphiB b BSetl B Setl 120 single Hissar 12
Heidelber FSLSS448 0:4(B) 12 O 00 0 0 O O ficsal  AcSal 1345 single  Heidelberg . jBSetl B Setl 8120 single Heidelberg 12
Schwarzengrund FSLSS4SS 04 (B) 7 G 6O 0 60 0 O mcSal  AcSal 1378 single  Schwarengnnd BSetl B Setl 1907 single  Schwarengund 17
Heidelberg FSLSS480 04 (B) 12 G 6 O 0 60 0 O mcsal  csal 1388 single  Heidelberg . BSetl B Setl 118 single Heidelberg 12
Agona FSLSSSIT 04 (B) (12 M G O @ @ O O fiCSal SequencingSel 673 double Agona fes  MUBSetl  moper product NA
Typhimurium FSLES$36 O (B) 12 O 6O e 0 0 O fcsal  acSal 1382 single  Typhimorom i BSetl  fjBSetl 10 single  Typhimuriom 12
45,12 FSLSSS80  0:4(B) i B ® 0 6 60 O 0 O mcsal  mcsal 1383 single  Typhimuiom i BSet 1 no per product - - B
Saintpaul FSLSS649 0:4(B) eh 12 ® 0 6 6 O 6 O mcsal  mcSal 1301 single Anatum eh  fBSal 19200 single Saintpaul 12
Typhimurium, var. 5= FSLS5-786  0:4 (B) i 12 ® 0 6 60 O 6 O mcSal  ficsal 1353 single  Typhimuiom BSetl flBSetl 14120 single  Typhimurium 12
Temessee FSLRS-1965 0.7 (C1) 29 027 O G 0 0 0 0 O ficsal SequecingSel 737 double 29 BSet 1 no per product - NA - -
Choleracsuis FSLRS3632 07 (Cl) < 15 O O 6 6 @ 0O ficsal  ficSal 401 single © B Set]  noper product - NA - -
Braenderup FSL§5-373  O:7(Cl) eh enzls (O O RG] S} ) (e} C Set 1 SiC Set 1 1334 single eh SUB Set 1 B Set 1 1399* single Braenderup enzls
Mbandaka FSL 85-451 o7(C) 210 enzls (O I O RN ) ) ) SC Set 1 SiC Set 1 1383 single 210 SUjB Set 1 JUB Set 1 1399* single Mbandaka enzls
‘Thompson FSLS5-523  O:7(Cl) k 1.5 [ A G O ] ) ) ) MiC Set 1 fHC Set 1 1383* single k fUjB Set 1 fB Set 1 1398% single Thompson 15
Oranienbur, FSLSS.682  07(Cl) mt 1257 O ® 0 0 6 @ O ficsal  ficsal 1353 single  Onmienburg  me B Set]  no perproduct - - N
Infantis FSLS5-734  0:7(Cl) r 15 G ® 0 0 0 @ @ iCsal  ficSel 13717 single Heidelberg r MBSl B Setl 1410% single Infantis 15
Virchow FSLSS961 07 (Cl) . 12 O ® 0 0 0 O O ficsal  ficSal 1350°  single  Heidelberg . BSetl B Setl 19T single Hissar 12
Kentucky FSLSS273 O (C2.C3) i % O 0B 60 60 0 0 Agcsal 13720 single i BSetl B Setl 13990 single Kentucky 6
Kentucky FSLSS431 038 (C2-C3) i 6 GO 0 ®H 0 6 O G icsl 1381% single  Typhimurium i BSetl  fliBSetl 1304% single Kentucky 26
Newport FSLSS436  O(C2C3) e 12, O 60 O 6 0 0 O ficsa 1402 single  Newport eh BSetl flBSetl 1416 single Newport 12
Muenchen FSLSSS04 O (C2C3) 1] 1 O 60 O 6 60 60 O fcst 137 single  Muenchen a4 BSetl B Setl 14100 single Muenchen 12
Hadar FSLSS:543 08 (C2-C3) 210 enx O 60 O 6 6 60 O fcst 1304 single adar 210 BSetl B Setl 1308 single Bomn enx
Newport FSLSS630 O (C2C3) e 12, O 60 O 6 0 6 6 ficsa 1388 single  Newport eh BSetl  flBSetl 1401 single Newport 12
Blockley FSLSS-648  O:8(C2-C3) k 15 GO ®H 0 6 O O ficsal 1386% single Thompson k BSetl  fliBSetl 1348% single Blockley 15
Typhi FSLR6-540 4 O 60 6 O 6 60 0 s 317 single Typhi 4 BSett  noper product NA
Javiana FSL$5-395 1228 15 0O 60 60 O 6 6 0 fcsa 1395 single Javiana 128 fiBSel B Setl 13090 single Thompson 15
Javiana FSL 5406 1228 15 B 060 ®m 0 6 @ mcsel 1049% single Taviana 1228 B Sl fliB Setl 1399% single Thompson 15
Enteritdis FSLS5415 & - 0O 60 60 O 0 6 0 fcsa 2820 single  Emeriidis g /BSet1 o per product - - - -
Dublin FSL$5-439 & - 0O 6 60 ®m 6 0 O Apcsa 74 double Dublin £ /BSet1 o per product - - - -
Enteritidis FSL $5-483 &m - ) [ I G N I ) ) © JUC Set 1 SHCSet 1 1286* single Enteritidis &m B Set1 no per product: - - - -
Meleagridis FSL R6-938 eh ) 060 60 ® ) (S} SC Set 1 SHCSet 1383 single Anatum eh B Set | B Set 1 1385 single Meleagridis Lw
Uganda FSLRS3404 05310 (E1) 1213 O B 0 0 G O O ficsal  acsal B0 sngle  Kimhasa  La3 fiBSal  fjpSel 1408 single Uganda
Orion va. 15+34+ FSLR8-3408  0:3,10 (E1) ¥ ) 660 60 ® ) ) SC Set 1 JHC Set 1 1382% single Orion y SB Set | JB Set 1 1414 single Thompson
Mucnster FSLS5432  0:3,10(El) eh G 60 0 0 ® GO @ icsal  ficseal 13917 single Anatum ch MBSl flBSetl 1402% single Vanier
Weltevreden FSLSS438 03,10 (El) ' O 60 60 60 G 6O O ficsal  ficsal 151° singde  Weleweden  r o fiBSal  fiBSetl 1305 single  Weltevreden
Give FSLSS487 0510 (El) I O 60 60 60 G O O ficsal  ficsal 13520 single Panama v fBSatl SequencingSetl 928 double Give 17
Anatum FSLSS:540 010 (El) e O 60 60 60 G @O O ficsl ficsal 360 single Anatum eh BSetl B Setl 14090 single Anatum 16
Senftenberg FSLS5-658  0:1.3,19 (E4) elslt - G O O O " () () fCSet] SequencingSet 1 723 double  Senftenberg  g[s)t /B Set 1 no per product - - - -
Mississipi FSLAG6S  O:13(G) b 15 O 60 60 60 6 ® O ficsal ficsal 1360°  single  ParayphiB b BSetl B Setl 1407 single Missisippi Ls
Worthington FSLSS490  0:13(G) . L O 60 60 60 6 ®» O ficsal ficsal 136 single Indiana 2 BSetl B Setl 13020 single Cloucester L
Cerro. FSLR8-370  0:18(K) 24223 s G O 60 0 0 O ¢ ficsel  MCSel 1003% single  Stanleyville 74223 /B Set 1 no per product - NA - -
Montevideo FSLSS.630 054 ams O M 60 60 6 6O O fcsal ficsal 13799 single  Monevideo  gms  fJBSet!  noperproduct NA
Rare 70

Paratyphi A FSLR6-883 02 (A) a 15 G G O O () () () fCSet2 SequencingSet 1 773 double  Paratyphi A a B Set2 Sequencing Set1 874 double Paratyphi A 15
Abon, FSLSS469  0:4(B) b enx M 0 0 6 O O (O CSa2 SequencingSetl 643 dowble  PoratyphiB b /JBSa2 SequencingSerl 921 double Hadar enx
Arechavaleta FSLSSAS) 04 (B) a 17 @ 0 0 0 O O (O fiCSa2 SequencingSetl 692 double Miami a BSet2 SequencingSet | 769 dowble  Schwarzengnd 1.7
Brandenburg FSLRE-1984 04 (B) v enzls M O O O O (O (O MCSa2 SequencingSetl 635 double Give v BSer2 SequencingSetl 928 double  Brandenburz  en1S
Indiana S| 27 0:4(B) z 17 (OGO RN ) (5] (S} C Ser2 Sequencing Set | 635 double Indiana z /B Set 2 Sequencing Set | 809 double Indiana N
Kiambu FSLR6-203  0:4(B) z 15 w60 60 6 © ) ) MiC Set2 Sequencing Set 1 603 double Indiana z JIjB Set2 Sequencing Set | 847 double Nima, 15
Paratyphi B* FSLRE-IS3 04 (B) s 264 © 0 6 0 0 O O fiCSal SequencingSetl 652 ouble  ParayphiB b fjBSet? SequencingSetl 901 double Newport 12
Remo FSLR83S21 04 (B) r 17 O @O @ 0 O (O fiCSa2 SequencingSal 727 Gouble  Welteweden  r fBSet2 SequencingSetl 808 double  Schwarzengrund 1.7
Sandicgo FSLAGRT 04 (B) eh eazls () O O @ @ O () fiCSa2 SequencingSetl 617 double Chester eh  fiBSa2 SequencingSetl 904 double  Brandenburg  en1S
Bareilly FSLRS249 0.7 (Cl) y 15 O M 0 6 @ O (O ficSal ScqueingSal 72 double Cocin Y fiBSet2 SequencingSetl 634 double  Cholerasuis 15
Concord FSLRS57  0.7(Cl) 1y 12 O M 0 0 0 O O ficsa SequencingSetl 730 double  London v fiBSa2 ScquencingSetl 739 double  Typhimurium 1.2
Georgia FSLR6-992 07 (Cl) b enzls G ¢ O O ) () () fCSe2 SequencingSetl 700 double  Paratyphi B b B Set2 Sequencing Set 1 860 double Brandenburg 215
Hanford FSLA46IT  07(Cl) y enx O M 0 0 6 O O lCSa2 SqueningSeal 525 double Cocin y BSet2 Sequencing Set] 805 double Hadar enx
Mikawasima FSLR6-244 07 (Cl) v enzls G M O O () () () fCSet2 Sequencing Set | 480 double Coeln ¥ /B Set2 SequencingSetl 709 double Brandenburg  enz1S
Ohio LSS5 0.7(Cl) b L O ® 0 O O O (O ficSal ScquecingSetl 821 dowble  ParayphiB b BSet2 SequencingSet1 654 double Ohio L
Paratyphi C FSLR6305  0.7(Cl) B Ls G M O O O @ O /fiCSa2 ScquncingSetl 650 dowble  Choleraesuis ¢ /BSet2 Sequencing Set1 808 double Michigan 15
Bardo FSLSS.T74 O (C2.C3) e 12 O 60 M O O O O /ficsal ScquningSetl 616 dowble  Newport eh /BSet2 SequencingSet1 805 dowble  Typhimurium 12
Bovismorbificans  FSLA4ST7  O:8 (C2-C3) +fi] 15 O 60 M O O O O /fiCSa2 ScqucingSetl 626 dowble  Heidelberg . /BSet2 SequencingSetl 666 dowble  Paratyphi A L
Corvallis FSLRS092  O8(C2C3) 7423 6] O 60 M 6 O O O fiCSa SequeningSerl 592 double Cemo 24223 B2 SequencingSetl 805 dowble  Pararyphi A s
Glostnup FSLRE2600  O:8 (C2-C3) 210 enzls O O () O O O (O ACSa2 SequencingSerl 761 double Hadar 210 BSet2 Sequencing Set | 831 dowble  Brandenburg  en1S
Hindmarsh FSLRS-3386  O:8 (C2-C3) 3 15 [ I S B N B C NN N 726 double  Bovismorbificans il fIjB Set2 SequencingSetl 911 double. Paratyphi A 5
Holcomb, FSLR6227 08 (C2-C3) Ly enx 0O 60 O 60 60 60 0 681 double Give Ly BSet2 SequencingSet | 678 double Hadar enx
Kottbus FSLR8-2447  O:8 (C2-C3) eh 15 ) RO ENC] )y ) © 77 double Newport eh B Set2  Sequencing Set | 738 double Paratyphi A 15
Litchfield FSLR8-2112 08 (C2-C3) Ly 1.2 ) (SO RG] )y ) ) 712 double London v B Set2  Sequencing Set | 769 double “Typhimurium 12
Manhattan FSLRS8-1303  O:8 (C2-C3) d 15 ) [ O ENC] © ) ) 71 double Muenchen d B Set 2 Sequencing Set | 827 double Paratyphi A 15
Bera FSLRS2917  0:9(D1) el - O 60 60 6O 6 6 0 7 double Rissen fe fjBSe? SequencingSetl - - - -
Javiana® FSLS9-275  0:9(D1) 238 12 ) [ C R ) ) (e} 719 double Javiana 1228 JUiB Set2 Sequencing Set 1 794 double Paratyphi A 15
Miami FSLRS.2520 09/(DI) a 15 O 60 6 O @ O (O ficSal ScquecingSatl 742 double Miami o /St SequencingSetl 589 double Paratyphi A 15
Panama FSLR8-2486  0:9 (D) v 15 ) [C G R RN ) ) ) MliC Set 1 Sequencing Set 1 817 double Panama Lv fIjB Set2 Sequencing Set 1 637 double Nima 1
Wangata FSLRS-1542 09 (D1) 24,223 17 G O O O () () fiCSe2 Sequencing Set | 659 double. Cerro. 24223 fjB Set2 Sequencing Set | - NA - -
Baildon FSLR6-199  0:9.46 (D2) a enx G O O ® () () () fCSet] SequencingSet | 78 double  Paratyphi A a fiBSet2 Sequencing Set] 682 double Hadar enx
Amager FSLAG650 0310 (EI) y 12 O 0 0 0 6 O O fiCS2 ScquncingSetl 684 double Cocin Y fiBSct2 SequencingSetl 944 double Newport 12
London FSLRS459 05310 (EI) Iy 1 O 60 O 6 O O O ficSal SquecngSal 785 double  London Iv BSet2 Scquencing Set 1 959 double Agama 16
Aberdeen FSLRS3524 O:11 (F) i 12 O M O O O O O ficSal ScquncingSetl 659 double  Typhimuriom i /BSet2 Sequencing Set1 928 double Newport 12
Kisarawe FSLAGSOS 011 (F) K enxfdSl (O () O O O O () /iCSal SequencingSetl 858 dowble  Zanaibar x BSet2 SequencingSetl 955 dowble  Aborusequi e
Luciana FSLR835S5 011 (F) a esls O B 0 O O O O fiCSa2 SequencingSetl 613 double . a /BSet2 Sequencing Set1 885 dowble  Sunkigeorg  enzlS
Nyanza FSLSS.654 Ol (F) M 2% O ® O O O © O /ficSal ScqucingSetl 819 double Indiana 2 BSet2 SequencingSetl 595 double  Welievreden 26
Rabislaw 011 (F) v enx O ® O 6 O O O ficSal SequeingSal 715 dowble  Welovieden ¢ BSet2 SequencingSetl 932 dowble  Aborusequi eax
Agbeni FSLSS417  0:13(G) sl O O 0 O O @ O CStl SequencingSetl 707 dowble  Emeriidis  gm /BSet2 o per product
Cotama FSLSS632 O3 (G) ey G 0 0 O O 6 (O ficSa SequecingSetl 655 dowble  Temessce 720 fjBSat2  noperproduct
Grumpensis FSLR41S  0:13(G) i 5] 0O 60 60 60 60 6 0 709 dowble  Schwarzengrund  d flifSet2 SequencingSetl 929 dowble  Schwarzengnd 17

FSLSSS49 0:13(G) fe) - 060 60 60 6 0 0 746 double Derby fe /BSet2 o per product - - - -
Kintambo FSLS5-712 O:13(G) mt - ) RO RG] [N ) MiC Set2 Sequencing Set | 665 double myt /B Set2  no per product - - - -
Mississippi FSLR8-2455  0:13 (G) b 15 ) (S C ] (SN [S] CSet 1 Sequencing Set | 831 double b /B Set 2 Sequencing Set | 887 double Paratyphi A 15
Poona FSLRS-1546  0:13(G) 2 16 O 0 0 @ @ 0 (O ficSa2 SequencingSerl 702 double 2 fjBSe SequencingSetl 916 double Agama 16
Putten FSLA4-590  0:13(G) d 1w ) [CEERC N C] [N ) fUCSet 1 Sequencing Set | 680 double Putten d B Set 2 Sequencing Set | 834 double Ohio Lw
Telelkebir FSLRS8-1526  0:13 (G) d enzls ) (SN C N ] [ORENG] [E] FUCSet 1 Sequencing Set 1 660 double  Schwarzengrund d fjB Set2 Sequencing Set 1 943 double Brandenburg enzls
Madelia FSLR6-630 y 7 O 0 0 @ @ O (O ficSa2 SqueingSal 725 double Cocln Y /yBSt2 SequencingSetl 633 double Nola 7
Barmanquilla FSLRS-1295 4 ens O 0 0 G O O (O ficSa2 ScquecingSetl 651 Gouble  Muenchen 4 fiBSa SequencingSetl 978 double Hadar enx
Gaminara @ 17 O 0 O O O @ O fiCSa2 ScquncingSetl 69 Gouble  Muenchen 4 fiBS2 SequencingSetl 850 double ndiana 17
Huittingfoss FSLRS-789 b enx © O O O ) () )  fiCSe2 SequencingSet 1 70 double  Paratyphi B b /B Set2 Sequencing Set1 967 double Hadar enx
Huitingfoss FSLRS-001 i 1s O @ 0 0 6 O O MCSa SquencingSetl 783 dowble  PorayphiB b BSet2 SequencingSetl 914 double Hadar enx
Cotham FSLR8792 i 15 O @ 0 0 6 O O mCSal SquencngSetl 715 double  Typhimuriom i BSet2 Sequencing Set1 945 double Agama 16
Pomona FSLS5.481 y O 0 0 O O O (O ficSa2 ScquecingSetl 663 double Cocln y /BSet2 Sequencing Setl 885 double Indiana 17
Urbana FSLSS410 b O 60 O O O @ O /fiCSa SquingSetl 676 dowble  ParayphiB b BSet2 Sequencing Set | 649 double Hadar enx
Adelide FSLSS.551 fe O 60 O O O © O /ficSal ScqucingSetl 756 double Rissen g /BSet2 o per product - - - -
Alschua FSLR82924 24,223 O 60 60 6 O O O ficSa SequingSerl 1 double Cemo 24223 fBSat2 o perproduct
Ealing FSLA4670 ems O 0 0 O O O (O JfiCSe) SequecingSetl 654 double  Amstrdam  gms  fJBSet2  noperproduct
Freetown FSL $5-668 v 15 G GO O O () () () fCSet2 SequencingSet 1 626 double. Coeln y JjB Set2 Sequencing Set1 821 double Nima 15
Wandsworth FSLR6-526 b 12 O @ 0 O 0 O O fiCSa2 SequencingSetl 529 dowble  ParayphiB b fJESet2 SequencingSetl 680 double Indiana 7
Johannesburg FSLRS-3499 b enx O @ 0 O O O O fiCSa2 SquencingSetl 760 dowble  ParayphiB b BSet2 SequencingSetl 818 double Hadar enx
Tilene FSL R8-3597 eh 12 G G G O ) () () fCSet] Sequencing Set | 621 double. Saintpaul eh  fjBSet2 SequencingSetl 851 double. Typhimurium 12
Overschie FSL R8-144 Ly 15 ) (S C ] )y ) [S] lCSet2 Sequencing Set | 601 double Give v B Set2  Sequencing Set | 653 double Nima 15
111 35:Rough FSL R8-3567 NA NA ) (SN C N ] S} ) [S] 609 double Give Lv JIjB Set2  Sequencing Set | 734 double 1HIb 38:(k):z35 235
Untypable FSLRS8-143 NA NA ) [CEENCEENC] ) (5] [E] 699 double Arizonae 252 JIjB Set2  Sequencing Set | 604 double 1Hib 61:i:2 z
Uniypable FSLRET56 NA NA O 0 0 G @ O (O ficSa2 ScquencingSerl 501 Gouble  Blockley K /iBSe2 SequencingSetl 653 double 4213157 157
Uniypable FSLR82289 NA NA O 0 0 O ¢ O O ficSal SquncingSetl 767 Gouble  Senfienberg  g{slt /B Set2  no perproduct - - - -
Uniypable FSLR6-592 NA N O 0 O O O @ () fiCSa2 ScquecingSetl T30 double Cemo #4223 fiBSei2 noper product - - - -
Untypable FSLRE90 NA NA O 0 0 0 O O @ fiCSal SquncingSel 792 double c 223 fiBSal SequencingSetl  NA NA NA NA
Untypable FSLAGSM NA NA 0 0 0 0 60 0 0 _ficsal L e double Coeln 78 Set2 L9 single 17

T Minor scheme. All sequences and be

"Presence of expected PCR amplicon indicated by (+) and lack of amplicon indicated by (-).
“For specific primer details efer to Table |
“Sequencing primers resulting in only single coverage for majority of targeted gen marked with an astrisk.
 repeated serotyping, y amended. S. P
‘ of Salmonella Montevid " (6.7.14,154)); ifthe phage is present, factor O:54 can replace 0:6.7,14 expression

as S. Idikan; 5. Paratyphi B was previously identified as . Aaruhus; . Javiana was previously identified as S. Lille
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TABLE S4 Summary of the Max Planck 7-gene MLST for the 'top 40' Sa/monella serovars

Serovar FSL number  aroC AT dnaN AT hemD AT hisD AT purE AT sucA AT  thrA AT ST Serovar predicted by MLST
Typhimurium FSL §5-433 10 7 12 9 5 9 2 19 Typhimurium
Typhimurium FSL S5-536 10 7 12 9 5 9 2 19 Typhimurium
Enteritidis FSL S5-415 5 2 3 7 6 6 11 11 Enteritidis
Enteritidis FSL S5-483 5 2 3 7 6 6 11 11 Enteritidis
Newport FSL S5-436 10 7 21 14 15 12 12 45 Newport
Newport FSL S5-639 16 43 45 43 36 39 42 5 Newport
Heidelberg FSL S5-448 2 7 9 9 5 9 12 15 Heidelberg
Heidelberg FSL S5-480 2 7 9 9 5 9 12 15 Heidelberg
Javiana FSL S5-395 13 12 17 16 13 16 4 24 Javiana
Javiana FSL S5-406 13 12 17 520° 13 16 4 1674*  Javiana
4,5,12:i:- FSL S5-580 10 7 12 9 5 9 2 19 Typhimurium
Montevideo FSL S5-630 11 41 55 42 34 58 12 1677* Montevideo
Muenchen FSL S5-504 41 9 21 12 8 37 17 83 Muenchen
Oranienburg FSL S5-642 13 11 315¢ 15 12 15 4 1675* Oranienburg
Mississippi FSL A4-633 48 128 96 119 116 119 118 448  Mississippi
Saintpaul FSL S5-649 5 21 18 9 6 12 17 50  Saintpaul
Braenderup FSL S5-373 12 2 15 14 11 14 16 22 Braenderup
Agona FSL S5-517 3 3 7 4 3 3 7 13 Agona
Infantis FSL S5-734 17 18 22 17 5 21 19 32 Infantis
Thompson FSL S5-523 14 13 18 12 14 18 1 26 Thompson
Paratyphi B var. Java ~ FSL S5-447 46 44 46 46 38 18 34 88  Paratyphi B var Java
Typhi FSL R6-540 1 1 1 1 1 1 5 1 Typhi
Stanley FSL S5-408 16 16 20 18 8 12 18 29  Stanley
Tennesee FSL R8-1965 118 107 8 51 2 117 16 319 Tennesee
Hadar FSL S5-543 2 5 6 7 5 7 12 33 Hadar
Virchow FSL S5-961 6 7 10 10 8 10 14 16 Virchow
Blockley FSL S5-648 23 9 15 12 17 20 12 52 Blockley
Anatum FSL S5-540 10 14 15 31 25 20 33 64 Anatum
Weltevreden FSL S5-438 130 97 25 125 84 9 101 365  Weltevreden
Orion va. 15+,34+ FSL R8-3408 99 175 58 11 111 9 2 639 639 serovar not in database
Dublin FSL S5-439 5 2 3 6 5 5 2 1673* Dublin
Derby FSL R8-2630 39 35 8 36 29 9 36 71 Derby
Senftenberg FSL S5-658 7 6 8 8 7 8 13 14 Senftenberg
Kentucky FSL §5-273 76 14 3 77 64 64 67 198 Kentucky
Kentucky FSL S5-431 62 53 54 60 5 53 54 152 Kentucky
Muenster FSL S5-432 119 10 17 42 12 13 4 321  Muenster
Mbandaka FSL S5-451 15 70 93 78 113 6 68 413 Mbandaka
Cerro FSL R8-370 14 112 43 123 118 115 120 367  Cerro
Choleraesuis FSL R8-3632 34 31 35 14 26 6 8 66  Choleraesuis var. Kunzendorf
Reading FSL R8-1987 46 60 10 9 6 12 17 1628° 1628 serovar not in database
Meleagridis FSL R8-938 92 125 78 128 138 9 141 463 Meleagridis
Uganda FSL R8-3404 147 13 15 123 15 9 17 1676* Uganda
Schwarzengrund FSL S5-458 43 47 49 49 41 15 114 322 Schwarzengrund
Give FSL S5-487 84 11 16 42 40 398° 4 1678* Give
Worthington FSL §5-490 189 70 68 132 175 9 172 592 Worthington
T. var. 5- (Copenhagen) FSL S5-786 10 7 12 9 5 9 2 19 Typhimurium

“Represents a new allelic type or sequence type that was submitted to the MLST database

® An exisiting sequence type was found in the MLST database, however, no serovar information was available for the isolate(s).



