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Figure S1: Bond cleavage upon covalent inhibition by: a) avibactam and b) carbapenem.



Figure S2:

Asn373

Lys342

Overlay of avibactam on ceftazidime bound to AmpC. The carbon atoms of Avibactam are
colored magenta, ceftazidime is colored green and the water molecules from each structure

are shown in respective colors.



Figure S3:

Comparison of the binding modes. Overlay of avibactam bound to CTX-M-15 and AmpC.
The backbone chain for each protein is shown in cartoon diagram where CTX-M-15 is
colored grey, while AmpC is colored cyan. The avibactam is depicted as sticks and the

carbon atoms are colored magenta for CTX-M-15 and yellow for AmpC forms.



Figure S4:

E. coli and P. aeruginosa sequence alignment:
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