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Supplementary Figures: 

Supplementary Figure 1: 

  

 

Supplementary Figure 1:  Schematic describing the sampling methodology for 

pentamidine metabolomics study. Drug was added at set time points to ensure final 

cell cultures were all at the same cell density for metabolomics sampling. A second 

drug-free control was included by seeding a culture at lower cell density to reach the 

sampling density at the same time as the 48 hour treated culture.  

 

 

 

 

 

 

  



Supplementary Figure 2:  

   

  

Supplementary Figure 2: Effect of pentamidine on cell growth after 24 or 48 hours in 

CMM or HMI11. Pentamidine concentration was 5 nM in HMI11 and 0.5 nM in CMM. 
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Data Deposition 

The three sets of metabolomics data, including fully functional IDEOM files, are deposited in 

the Metabolights database (http://www.ebi.ac.uk/metabolights/). Further information to assist 

with interpretation metabolite data in the IDEOM files is available from the IDEOM help file 

(http://mzmatch.sourceforge.net/ideom/Viewing_results_with_Ideom.pdf). 

1. Extracellular (supernatant) metabolite data from HMI11 and CMM following T. 

brucei growth from 2 × 10
4
 to 4 × 10

6 
cells.mL

-1
 over 56 hours. 

2. Intracellular metabolite data from T. brucei grown in HMI11 and CMM during 

growth from cell density of 2 × 10
6
 to 4 × 10

6 
cells.mL

-1
 over 8 hours. 

3. Intracellular metabolite data from pentamidine-treated cells in HMI11 and CMM over 

48 hours. 

http://www.ebi.ac.uk/metabolights/
http://mzmatch.sourceforge.net/ideom/Viewing_results_with_Ideom.pdf

