SUPPLEMENTARY DATA

FiG. S1. Images of Taxus baccata samples used in this work. LAL, LA2, LA3: leafy arils at different
stages of development; FA, fleshy green arils; B1, breaker-1 arils; B2, breaker-2 arils; R, red ripe arils.




FiG. S2. Characterization of the various Ginkgo samples used in this work.

C
SAMPLE X{cm) | Y(cm) | Z(cm)
8/5 08 06 0.2
15/5 1.0 1,0 03
23/5 1,4 1,2 04
6/86 25 1,6 0,7
1717 3 28 09
4/8 3 27 09
3/9 3 27 09




FiG. S3. Pollen viability assay.




FiG. S4. K-domain analysis of Arabidopsis thaliana transparent testa 16 (ABS/TT16), Ginkgo biloba B-
sister (GBM10), Taxus baccata B-sister (TbBS), Arabidopsis thaliana GORDITA (GOA/AGL63).
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TABLE S1. List of primers used in this work.

OLIGONUCLEOTIDE SEQUENCE 5'-3'

|'NOTE

Taxus baccata Bs

S'race abridged anchor primer

GEOCACGCGTCGACTAGTACGGGIGGEGIGEEG (supplied by the kit)

TbBsdegfor TCCAGCATGARRAAGRTYMTMGA primers used for the amplification of most
ThBsdegrevd TCCTGSARRTTYGGY TOWKTKGG part of k-domain and C- domain
RIVmadsfor GRCARRTHMACHTTYKSMAARMG primers used for the amplification of most
ThBsrealrey CGCCGCOGCCTCTTGTTGT part of MADS domain and K-domain
TbBsrealfor GTCCGCCAATCGTGTTCGTGCTA 3 RACE

AUAP GGHCCACGCGTCGACTAGTAC (supplied by the kit)

TbBsSracerevi GHAGAAGATGATGAGCCCAAGTT 5 RACE. Primer used for cDMA synthasis
ThBsSracersvT GTGACTTGTCTGTIGGTGCTGTTC 5 RACE

GbMADSE 10realtimefor
GhMADS 10realfimeray

TCAAGCTGCAGTGGAAGGTGTGET
TTGGECTETGTTGGCTGGAGACE

TbBsintfor AGGAGACATGGEGACGCEGAAAGAT Jorimers used to amplify and to conirol
ThBsintrev CAGACTAGAGTTGTAGCGGTGCTC the coding region

ThITS#or AAGTGTCGCOGGEHIAGETAATG Jorimers used to nomnalized the expression
TBITSrev CETEEGEEEAAAATCEEAGAAS

ThBsrealfor GTCCGECCAATCGTGTTCGTGCTA Jorimers used to study the expression
ThBsrealrey CGCCGCCGCCTCTTIGTTGT

Ginkgo biloba GBMADS 10

Ghitsfor GCGETCGGGAAGRATGTGC Jorimers used to nomnalized the expression
Ghitsrev GCCGAGGEEEAAATECGAGAAG

primers used to study the expression

TABLE S2. Primers, vectors and enzymes used to prepare the probes for the in situ hybridization analysis.

Name Primer forward Primer reverse Lenght |Vector Enzymes used
to linearized
ThBS GCCCGGCTATGCGAGTTT CGCCGCCGCCTCTTGTTGT 300bp pGEM-T | 3all, Mcol
Easy
(Promega)
GBM10 AAGTCGCAGCAAATCGTGTTCG | TTGGCTGTGTTGGCTGGAGACG | 261bp pCRII BamHI, Xhaol
TOPO
(invitrogen)




