
Figure S6. ZnO-1 and TiO2 induced  gene  expression  in  HMDM,  MDDC  and

Jurkat cells. The number of genes having on average at least 1.5-fold difference in

expression between the nanoparticle exposed and the untreated control cells in the

whole-genome microarray analysis with Illumina Sentrix HumanHT-12 Expression

BeadChips. The cell type, timepoint and the doses are indicated in the figure. The red

bars represent the genes, which were upregulated after nanoparticle treatment and the

green the downregulated ones. Three replicates of each treatment were used in the

analysis.
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