Table S5. Summary of expression differences between genes-pair classifiers.

Node o s | Gene i Gene j
ode phenotype ample i .
Node # classes number Gone symbol '::fgg;eltgx Gone symbol Qm‘;el‘[')ix Mean St. dev. Max. Min. Median
2 ,\EAF;:\(‘; %ﬁ’_"é "SEL 718 PRPF40A 218053 _at PURA 204021_s_at 43147 16855 108890 25030  4,370.5
3 normal 203 PURA 204021_s_at PRPF40A 218053_at 17935 11222 92490 1760  1591.0
NRCAM 204105_s_at ISLR 207191_s_at 103760 24755 132710 -7,491.0 112830
. EPN GBM MDL 57
OLG PA
IDH2 210046_s_at GMDS 214106_s_at 51531 16471 92640 66620 52380
5  MNG 161 ISLR 207191_s_at NRCAM 204105_s_at 85689 24499 11,8840 116740 8,977.0
SALL1 206893_at PAFAH1B3 203228_at 82396 27671 125740 -9,364.0  8,728.0
SRI 208920_at NBEA 221207_s_at 45138 20018 106920 4010  4,536.5
6 Stg EEM 456 DDR1 210749_x_at TIA1 201447 _at 42277 15287 95800 -3227.0  4536.0
DDR1 208779_x_at MAB21L1 206163_at 95149 22230 132510 -1759.0 10,267.0
ITPKB 203723_at PDS5B 204742_s_at 70517 25514 113730 15240 74785
PAFAH1B3 203228_at SALL1 206893_at 87296 27766 120960 90  9,341.0
NBEA 221207_s_at SRI 208920_at 38583 20747 84400 280 37150
- 101 TIA1 201447_at DDR1 210749_x_at 34764 16185 87090 270 34810
MAB21L1 206163_at DDR1 208779_x_at 45106 18459 87710 54150  4,562.0
PDS5B 204742_s_at ITPKB 203723_at 54954 25151 116250 20260 55380
NUP62CL 220520_s_at ZNF280A 216034_at 56760 34446 115120  -8300 60795
GALNS 206335_at wAs 38964_r_at 39527 20955  7,831.0 -12160  4,0985
8  EPN 102
CELSR1 41660_at OR10H3 208520_at 49598 27986 11,3650 -1,367.0  5058.5
TLE4 216997_x_at oLIG2 213824_at 34234 24015 97650 32390 33865

Node #: Corresponds to numerical labels shown in the brain phenotype diagnostic hierarchy (Fig. 1). Brain
phenotype abbreviation (name): EPN (Ependymoma), GBM (Glioblastoma multiforme), MDL (Medulloblastoma),
MNG (Meningioma), normal (Normal brain), OLG (Oligodendroglioma), and PA (Pilocytic astrocytoma). Sample
number: Number of total samples in classes of respective Node #. Gene i / Gene j: the gene expressed higher and
lower in the gene-pair, respectively, within each corresponding phenotype. Gene name / Chromosome locus:
according to Entrez Gene. Affymetrix Probe ID: For both Affymetrix Human Genome U133A and U133Plus2.0
Arrays. k: The minimum number of gene-pair classifiers whose decision rule outcomes for a test sample are required
to be ‘true (= 1)’ for the sample to be classified as the phenotype(s) of the corresponding node. Ranked expression
differences of each gene pair (i.e. Rank gene i— Rank gene j) were calculated for each sample, and Mean, St. dev.,
Max., Min., and Median were found across all samples within classes of respective Node #.



Table S5. (Continued) Summary of expression differences between genes-pair classifiers.

Node # Node phenotype Sample Gere! - Gere) n Mean St. dev. Max. Min. Median
classes number Gene symbol é«:foybn;eltgx Gene symbol gmﬁgx
9  GBM OLG PA 354 ZNF280A 216034_at NUP62CL 220520_s_at 13925 6739 32110 -42790 13540
DDX27 215693_x_at KCNMA1 221584_s_at 21448 13663 64510 -1681.0 21245
10 GBM OLG 292
cox7A2 217249_x_at GNPTAB 212959_s_at 17772 1,068 51250 -2,0400 1,664.0
KCNMA1 221584_s_at DDX27 215693_x_at 18322 9425 35580 1050  1,853.0
GNPTAB 212959_s_at NDUFS2 201966_at 11497 7373 30610  -8250  1,1125
APOD 201525_at PPIA 211378_x_at 1214 173 494.0 4260 1045
nPA 62 cD59 212463 _at SNRPB2 202505_at 11691 10380 39890 -2,247.0  1,059.0
SEMASE 206941_x_at ADAMTS3 214913 _at 43763 30261 85510 -8061.0 571945
cD59 200985_s_at HINT1 208826_x_at 3885 4225 15860  -2700 2145
BAMBI 203304_at CIAPINT 208968_s_at 19764 9751 38020  -5940 19840
FLNA 214752_x_at TNKS2 218228_s_at 32388 28043 96910 -41330 3557.0
12 GBM 231 ITGB3BP 205176_s_at RB1CC1 202034_x_at 17937 23579 86650 -4597.0  1560.0
DDX27 215693_x_at TRIMS 221012_s_at 18191 14926 60830 -1,099.0 1636.0
13 OLG 61 LARPS5 208953_at ANXAT 201012_at 28434 34630 90550 -5831.0 2,788.0

Node #: Corresponds to numerical labels shown in the brain phenotype diagnostic hierarchy (Fig. 1). Brain
phenotype abbreviation (name): EPN (Ependymoma), GBM (Glioblastoma multiforme), MDL (Medulloblastoma),
MNG (Meningioma), normal (Normal brain), OLG (Oligodendroglioma), and PA (Pilocytic astrocytoma). Sample
number: Number of total samples in classes of respective Node #. Gene i / Gene j: the gene expressed higher and
lower in the gene-pair, respectively, within each corresponding phenotype. Gene name / Chromosome locus:
according to Entrez Gene. Affymetrix Probe ID: For both Affymetrix Human Genome U133A and U133Plus2.0
Arrays. k: The minimum number of gene-pair classifiers whose decision rule outcomes for a test sample are required
to be ‘true (= 1)’ for the sample to be classified as the phenotype(s) of the corresponding node. Ranked expression
differences of each gene pair (i.e. Rank gene i— Rank gene j) were calculated for each sample, and Mean, St. dev.,
Max., Min., and Median were found across all samples within classes of respective Node #.



