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Text S3. Twenty-five anatomical regions of the human brain from 
which normal transcriptome samples were obtained 
 
Roth et al. [1] and Roth et al. (GSE7307, unpublished): Accumbens, amygdala, brain stem, 
caudate, cerebellum, cerebral cortex, entorhinal cortex, frontal lobe, hippocampus, hypothalamus, 
lateral ventricle, medulla, middle temporal gyrus, occipital lobe, optic nerve, posterior cingulate 
cortex, prefrontal cortex, posterior fossa, parietal lobe, putamen, superior frontal gyrus, substantia 
nigra, thalamus, temporal lobe, and visual cortex. 
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