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Protein ID Protein Entry Gene Name Protein Name
Protein

Probability
Protein Coverage (%)

# of Unique 

Sequences

# of Identified 

Peptides

Peptide Sequence
Peptide

Charge
Peptide Probability

A0JNC0 TMOD1_BOVIN TMOD1 Tropomodulin-1 0.999 13.37 2 2

G1K1R3 G1K1R3_BOVIN TMOD1 Uncharacterized protein 0.999 13.41 2 2

PTQYKPVPDEEPNATDVEETLERIK 3 0.999

TLENELDELDPDNALLPAGLRQK 3 0.999

A2VDK3 A2VDK3_BOVIN DAAM1 Dishevelled associated activator of morphogenesis 1 1.000 4.87 3 3

FVTRFIDLDGLSCILNFLKTMDYETSESR 3 0.999

NEDELEFAKR 3 0.999

RITNQMTDSSRER 3 0.999

A3KN19 FA83D_BOVIN FAM83D Protein FAM83D 0.999 9.47 2 2

F1MRT0 F1MRT0_BOVIN FAM83D Uncharacterized protein 0.999 9.47 2 2

LAREVIAVVMDVFTDIDIFRDLQEISR 3 0.999

YDGLDELPAACLSPCGPPNPAELYSEER 3 0.999

A4FUE5 A4FUE5_BOVIN RAB3GAP1 RAB3GAP1 protein 0.999 4.48 2 2

KTSPSDNVTNTYSGDAGKSGDQLGPDNLR 3 0.999

VLHYLAVQKPADLAR 3 0.999

A4IFK4 A4IFK4_BOVIN SYNPO2 Synaptopodin 2 1.000 4.92 3 3

EFYIVPIKSGAPLAEEQASGAGFSGSIK 3 0.874

LQGGKEQQQPLQVAK 3 0.999

MDQITAQKEEERAVGVPSR 3 0.999

A4IFN9 A4IFN9_BOVIN SMG5 SMG5 protein 0.999 2.76 2 2

PVSASGKEMDWAQMACHR 3 0.999

PVSASGKEMDWAQMACHRCLVYLGDLSR 3 0.999

A5D7I1 A5D7I1_BOVIN EPS15 EPS15 protein 1.000 5.05 2 2

E1B8R2 E1B8R2_BOVIN EPS15 Uncharacterized protein 1.000 5.05 2 2

LPVDILGRVWELSDIDHDGMLDR 3 0.999

YYRQVDTGNTGRVLASDAAVFLK 3 0.999

A5D7M6 A5D7M6_BOVIN KRT5 KRT5 protein 1.000 7.04 4 4

Q5XQN5 K2C5_BOVIN KRT5 Keratin, type II cytoskeletal 5 1.000 6.99 4 4

E1BIL2 E1BIL2_BOVIN KRT5 Uncharacterized protein 1.000 7.33 4 4

LRSEIDNVKK 3 0.999

NKYEDEINKR 3 1.000

SLDLDSIIAEVK 2 0.999

YEELQQTAGR 2 0.983

A5PJE3 A5PJE3_BOVIN FGA Fibrinogen alpha chain 1.000 17.72 8 9

P02672 FIBA_BOVIN FGA Fibrinogen alpha chain 1.000 17.72 8 9

EEGSVSSGTKQEFHTGK 3 1.000

GDSVSQGTGLAPGSPR 2 1.000

GNLDDFFHR 2 0.997

MSTITGPVPREFKSQLQEAPLEWK 3 0.896

MVLETFGGDGHAR 2 0.999

MVLETFGGDGHAR 3 0.838

QFVSSSTTVNR 2 0.969

SQLQEAPLEWK 2 0.947

TGLAPEFAALGESGSSSSK 2 1.000

A6H6W9 SDS3_BOVIN SUDS3
Sin3 histone deacetylase corepressor complex 

component SDS3
0.999 14.02 2 2

NAELFLQLETEQVERNYIKEK 3 0.999

SPKRPASPSSPEHLPTTPAESPAQR 3 0.999

A6H709 A6H709_BOVIN HSPC321 HSPC321 protein 1.000 7.35 2 2

P0C1G6 SWP70_BOVIN SWAP70 Switch-associated protein 70 1.000 7.35 2 2

GIWHAFTALDLDHSGKVSKSQLK 3 0.999

QMKELQIANENKQQELEAVR 3 0.999

Q5EA25 SRPX2_BOVIN SRPX2 Sushi repeat-containing protein SRPX2 0.999 7.96 2 2

A6H7A3 A6H7A3_BOVIN SRPX2 Sushi-repeat-containing protein, X-linked 2 0.999 7.96 2 2

GGNYHSSLGTRCELSCDR 3 0.999

YYKMQISMLQQSTCGLDLR 3 0.999

A6QLN9 VWA1_BOVIN von Willebrand factor A domain-containing protein 1 0.999 15.01 2 2

ASLVHVGSRPHTEFPFGQHSSGSAVQDAIR 3 0.999

QQLPGNATGWAWTGLDSDTDYDVALVPESNVR 3 0.999

A6QLR2 A6QLR2_BOVIN LARS LARS protein 0.999 2.89 2 2

EKLYLRGFYDGVMLVDGFK 3 0.999

VLEPYPSKLSGLKGK 3 0.999

A6QNZ7 A6QNZ7_BOVIN KRT10 Keratin 10 1.000 13.69 8 8

P06394 K1C10_BOVIN KRT10 Keratin, type I cytoskeletal 10 1.000 13.69 8 8

DAEAWFNEK 2 0.997

IRLENEIQTYR 3 0.999

LAADDFR 2 0.990

QSLEASLAETEGR 2 1.000

QSVEADINGLR 2 0.991

QSVEADINGLRR 3 0.933

SQYEQLAEKNR 2 1.000

VLDELTLTK 2 1.000

A6QP52 A6QP52_BOVIN SMTN SMTN protein 1.000 9.16 2 2

MPGVPGPGSELAAALEERLGRALEELR 3 0.999

TSTRHSQQTADGSAVSTVTK 3 0.837

A6QP79 COL12_BOVIN COLEC12 Collectin-12 1.000 4.72 2 2

GLPGLPGMPGMPGIK 3 0.999

KALSTNSELSTFRSDILDLR 3 0.999

A6QPM5 A6QPM5_BOVIN ILDR2 ILDR2 protein 1.000 9.22 2 2

AAKAGYPPSVSGVPGPYSIPSVPLGGAPSSGMLMDK 3 0.999

SYCQDRMGESLGMSSPRTQSLSK 3 0.999

F1MIZ8 F1MIZ8_BOVIN Bt.24236 Uncharacterized protein 0.999 7.73 3 3

A7E300 RHG07_BOVIN DLC1 Rho GTPase-activating protein 7 0.999 7.73 3 3

ALSNGSFSPSGNNSSVNWRTGSFHGPGHISLRR 3 0.999

PSLNSVSLQINCQSVAQMNLLQK 3 0.999

RSISSSTQTSSSSSQSETSSNVSTPSPVTR 3 0.999

A7MBA4 A7MBA4_BOVIN PAG17 PAG17 protein 0.999 13.95 2 2

IIACSGGCEALVDTGTALIKGPR 3 0.999

NTLNNFLKEHTYSLSQISSRGSNLTIHPLR 3 0.999

A7Z025 A7Z025_BOVIN PRPF8 PRPF8 protein 0.999 2.01 2 2

ATKFFQSTKLDWVEVGLQVCR 3 0.999

VESHFDLELRAAVMHDILDMMPEGIK 3 0.999

A8E4N1 A8E4N1_BOVIN AIM1L AIM1L protein 0.999 3.03 2 2

DYITPEISLYSEEGLK 3 0.999

SAPGPAGFLEEAHPTPSQEVPAAHPDQEQDR 3 0.999

E1AXU0 E1AXU0_BOVIN CMYA1 Cardiomyopathy associated protein 1 1.000 2.47 2 2

EQQEREEEEGKPQGGPQPEIPHK 3 0.999

WLSKPAALAHSAAEEGGQGKHK 3 0.999

E1B6X6 E1B6X6_BOVIN Bt.32325 Tyrosine-protein kinase BAZ1B 0.954 2.43 2 2

EVVKFEPQVDTEAEDMISAVKSR 3 0.804

YAVGEECDFEVGK 3 0.851

G3MX12 G3MX12_BOVIN HERC2 E3 ubiquitin-protein ligase HERC2 1.000 1.14 2 2

E1B782 E1B782_BOVIN HERC2 Uncharacterized protein 1.000 1.11 2 2
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LCSHRQALGDHAQAFLQAIADNNIQDHNVK 3 0.999

LGVGGTESVSTPTLLESIQHVFIK 3 0.999

E1B783 E1B783_BOVIN TTC13 Tetratricopeptide repeat protein 13 0.999 5.01 2 2

QKVDFIDAYKSLGQAYR 3 0.999

SWMNLKSISPSYKTLPSVSETFPTLR 3 0.999

E1B7S3 E1B7S3_BOVIN EPB41L3 Band 4.1-like protein 3 0.999 5.39 2 2

DSVSAAEVGTGQYITTKGMSQTNLITTVTPEKK 3 0.999

SPGLGTDSCPPLPPSAHRPPASPTGLR 3 0.999

E1B7T1 E1B7T1_BOVIN Bt.77420 Filamin-A-interacting protein 1 1.000 2.14 2 2

KEEDVMASGTVK 3 0.839

SECTQLHLNLEKEK 3 0.999

E1B7V9 E1B7V9_BOVIN MAGI1
Membrane-associated guanylate kinase, WW and PDZ 

domain-containing protein 1
0.999 4.07 3 3

GFGFTVVGGDEPDEFLQIK 3 0.999

LKVGDRILAVNGCSITNK 3 0.999

PDPFKIWAQSRSMYENR 3 0.999

E1B805 E1B805_BOVIN C3 Complement C3 0.999 3.41 3 3

GTGQDPELVADSILIDVNDKCQEKLK 3 0.999

NHGSVFASTIIDVTSKMLPSFR 3 0.999

NHGSVFASTIIDVTSKMLPSFRILAFYLLPK 3 0.999

E1BB35 E1BB35_BOVIN Bt.106471 Uncharacterized protein 0.999 9.31 2 2

E1B834 E1B834_BOVIN CRNN Cornulin 0.999 7.8 2 2

ETVIRRQDQGSLHASVPSAQGR 3 0.999

GQITRHTGAGEQGQPQRQSGSSQR 3 0.999

E1B842 E1B842_BOVIN HIVEP2 Transcription factor HIVEP2 0.999 2.25 2 2

ALYHNPPLSMGQYLQAEPIVLGPPNLRR 3 0.999

TLVTNAAMQGIGFNIAQVLGQHAGLEK 3 0.999

E1B884 E1B884_BOVIN Bt.7490 Uncharacterized protein 0.999 3.98 2 2

Q0VCR7 C1TM_BOVIN MTHFD1L
Monofunctional C1-tetrahydrofolate synthase, 

mitochondrial
0.999 3.9 2 2

GPGSPAPPARDSIVREVIQNSK 3 0.999

YVLVAGITPTPLGEGK 3 0.999

E1B8H0 E1B8H0_BOVIN Bt.65579 Pseudopodium-enriched atypical kinase 1 0.999 4.01 3 3

LENLLLVHYQPGGPTQGLGPAEPSPTPSCPTR 3 0.999

PAIVFMYRCDPAQGQLSMDQGK 3 0.999

QSEPNYEGLSGNDQEK 3 0.829

E1B8L6 E1B8L6_BOVIN Bt.4662 Nitric oxide synthase 0.999 3.16 2 2

F1MY54 F1MY54_BOVIN Bt.4662 Nitric oxide synthase 0.999 3.15 2 2

P29473 NOS3_BOVIN NOS3 Nitric oxide synthase, endothelial 0.999 3.15 2 2

DEVQDAQERGVFGRVLTAFSR 3 0.999

LQEVEAEVASTGTYHLR 3 0.999

E1B8T3 E1B8T3_BOVIN Bt.44586 Transcription factor 20 0.999 1.37 2 2

DLPSPDSRNCPAVTLTSPAKTK 3 0.999

NCPAVTLTSPAKTKILPPR 3 0.999

E1B8Z3 E1B8Z3_BOVIN DAAM2 Disheveled-associated activator of morphogenesis 2 0.986 4.1 2 2

ELGSTEDIHLASRKVK 3 0.863

FVPVMSDFITVSSFSFSELEDQLNEARAK 3 0.900

E1B925 E1B925_BOVIN Bt.21378 AT-rich interactive domain-containing protein 1A 0.999 2.84 2 2

IQPPSPAGSGSMQGPQTPQSTSSSMAEGGDLK 3 0.999

LLDISVSPLMNSLVSQVICDVLFLIGQS 3 0.999

E1B935 E1B935_BOVIN Bt.11942 Uncharacterized protein 0.999 3.74 2 2

F1N6W9 F1N6W9_BOVIN COL18A1 Collagen alpha-1(XVIII) chain 0.999 2.92 2 2

EENIAGVGAKILNVAQGIR 3 0.999

PASARAGVLFAVTDPAQAVVSVGVK 3 0.999

E1B971 E1B971_BOVIN RPTN Repetin 1.000 6.29 3 3

ENGDSTSLCKEELKQLLLAEFGDILR 3 0.999

QGQSSHYGQTDRQGLSSQYGQTDR 3 0.895

RHEGERQDSCHSQSEK 3 0.999

E1B990 E1B990_BOVIN Bt.29236 Uncharacterized protein 1.000 8 3 3

Q29S21 K2C7_BOVIN KRT7 Keratin, type II cytoskeletal 7 1.000 6.87 3 3

AQYEEIANR 2 0.989

LALDIEIATYR 2 0.995

SLDLDSIIAEVK 2 0.999

E1B9D3 E1B9D3_BOVIN GPR179 Probable G-protein coupled receptor 179 0.999 2.34 2 2

AEVTAEDGEKVSSELQPVHLQESTAPR 3 0.999

VLTNDLGSLGSPKWPQGDGYVGDVQHVR 3 0.999

E1B9H2 E1B9H2_BOVIN Bt.103171 KIAA0232 0.999 3.84 2 2

AFETTQACSEGSPRGDGYSSGVIKDIWTK 3 0.999

SWSSGSSEAGSSSSGNQGEPKASAK 3 0.999

E1B9K2 E1B9K2_BOVIN Bt.23129 Uncharacterized protein 0.999 9.22 2 2

Q0VCP3 OLFL3_BOVIN OLFML3 Olfactomedin-like protein 3 0.999 9.36 2 2

EVDYLETQNPALPCVEVDEK 3 0.999

YDMITDCGYTISQVRSMK 3 0.999

E1B9K4 E1B9K4_BOVIN HMCN2 Hemicentin-2 0.990 1.42 3 3

EGLSVPAGAGTQVLPGGQLR 3 0.876

PPLVEGWGGSGSLRGEPAATHLLFLLSPQIEK 3 0.841

SALLACRATGHPLPTITWHR 3 0.846

G3N309 G3N309_BOVIN DNAH8 Dynein heavy chain 8, axonemal 1.000 1 2 2

E1B9R5 E1B9R5_BOVIN Bt.100108 Uncharacterized protein 1.000 0.97 2 2

KGENIFLVLDGPVDAIWIENLNSVLDDNK 3 0.999

SRKNLHVVLCFSPVGEK 3 0.999

E1BA03 E1BA03_BOVIN PAK6 Serine/threonine-protein kinase PAK 6 1.000 5.73 2 2

HGPEEARPQSCLVGSAAGR 3 0.999

QVPWPELQSPRVLPNGLAAK 3 0.999

E1BA17 E1BA17_BOVIN Bt.56329 Collagen alpha-1(XIV) chain 0.999 2.5 2 2

ELGLTGVKGEKGNPGIGTQGPR 3 0.999

KIEDELITFVCETASATCPLVHK 3 0.999

E1BA65 E1BA65_BOVIN Bt.38732 Mismatch repair endonuclease PMS2 1.000 6.81 2 2

LKDYGVELIEVSDNGCGVEEENFEGLTLK 3 0.999

LVFDHNGKILQKTPYPR 3 0.999

E1BA80 E1BA80_BOVIN Bt.89517 Unconventional myosin-XVIIIb 0.989 1.94 3 3

DPLWSPTLR 3 0.893

LCVDADGSVTEVDEEHVHR 2 0.940

TPSPATDPGGGKKGDIPGTPR 3 0.816

E1BAA5 E1BAA5_BOVIN Bt.53895 Probable tRNA (uracil-O(2)-)-methyltransferase 0.999 4.19 2 2

GGSLSLAEVAGELDRETLQR 3 0.999

SPAGGSAQAWNRGGSLSLAEVAGELDRETLQR 3 0.999

E1BAF6 E1BAF6_BOVIN Bt.7325 Protein PRRC2A 0.999 0.97 2 2

QAADEDEKGMR 3 0.869

WGPRPGSSRR 3 0.999

E1BAR2 E1BAR2_BOVIN Bt.42314 Terminal uridylyltransferase 7 0.999 3.07 2 2

GQVPLIFDSKQQPSVPIGQLWVELLR 3 0.999

MEYFFDPDVLTEGELAPNDR 3 0.999

E1BAT5 E1BAT5_BOVIN ANKRD11 Ankyrin repeat domain-containing protein 11 1.000 1.5 2 2

HNTGHADPHAKHWRTDNWK 3 0.999

QQSVPAAPSYGSPGQHPEDK 3 0.999

E1BAU4 E1BAU4_BOVIN PCDH17 Protocadherin-17 0.999 3.7 2 2

EQQNHHTLVLTALDGGEPPR 3 0.999

VLGGGGPGGGGGLGGPGGSVPFK 3 0.999



G5E518 G5E518_BOVIN Bt.67418 Uncharacterized protein 0.999 2.82 2 2

E1BB50 CDK12_BOVIN CDK12 Cyclin-dependent kinase 12 0.999 3.32 2 2

FDIIGIIGEGTYGQVYK 3 0.999

KDGSGGASGTLQPSSGGGSSNSRER 3 0.999

E1BBR6 E1BBR6_BOVIN FYCO1 Uncharacterized protein 0.999 3.58 2 2

G3MZW6 G3MZW6_BOVIN FYCO1 Uncharacterized protein 0.999 3.53 2 2

G3N2N5 G3N2N5_BOVIN FYCO1 FYVE and coiled-coil domain-containing protein 1 0.999 3.6 2 2

ERVEGALAHTIQELREAQEAASR 3 0.999

SPFLKPKLSSDIVGQLYELTDVQFDLASR 3 0.999

E1BBZ7 E1BBZ7_BOVIN EGR3 Early growth response protein 3 0.999 10.85 2 2

PNPELSYSGSFQPAPGNKTVTYLGK 3 0.999

QIHPGFGSLPQPPLTLK 3 0.999

E1BC24 E1BC24_BOVIN Bt.46644 Midasin 0.999 0.96 3 3

FMKKFEAVLSEPCR 3 0.831

KMVAFNNQIDHEVTVEKK 3 0.999

YPSLSAATDHLLDIYFQLIGEK 3 0.999

E1BC55 E1BC55_BOVIN LOC533883 Uncharacterized protein 0.999 2.67 2 2

NVSLFPKAAISQPMPNPVIFESNK 3 0.999

TTLEAQHPGTEGAGIQPGERAPPR 3 0.999

E1BC86 E1BC86_BOVIN Bt.37491 Polycystin-1 1.000 1.74 3 3

SEGLVPLEETSPREAVCLTR 3 1.000

SSYVYLEGRCDNCDGGLEHGLWAAR 3 0.999

YSPAVGLHAAVTLRLEFPAAGHAVAALSVR 3 1.000

E1BCE1 E1BCE1_BOVIN ATAD5 ATPase family AAA domain-containing protein 5 0.999 1.79 2 2

EVIDLSESLSLAEELNFLKK 3 0.999

TLANYFKVSSKPK 3 0.999

E1BCH1 E1BCH1_BOVIN MAPKBP1 Mitogen-activated protein kinase-binding protein 1 0.999 3.13 2 2

EYSLQQTLDEHSSSITAVKFAASDGQVR 3 0.999

GSEKHSPDSACSVDFSSSR 3 0.999

E1BCJ1 E1BCJ1_BOVIN ATP6V1B1 V-type proton ATPase subunit B, kidney isoform 0.999 15.79 3 3

GLPGGGASLGAAREHVQAVTRNYITHPR 3 0.999

IYPEEMIETGISPIDVMNSIAR 3 0.999

QVASPLYPLPSLSTISKDNDYMSPNTAPQPK 3 0.999

E1BCY7 E1BCY7_BOVIN Bt.45696 Tyrosine-protein kinase SgK223 1.000 3.34 2 2

GPPSQQAPEAGGEEPSAGQGLGSRESRHR 3 0.999

VGCLPPPPRLHPRPESDR 3 0.999

E1BCZ9 E1BCZ9_BOVIN ADNP ADNP homeobox protein 2 0.999 3.9 2 2

IFHAPNASAPSSSLSTFKDK 3 0.999

TQAPARYSLQSPNAPSLSSGQLK 3 0.999

E1BD77 E1BD77_BOVIN ZFHX2 Zinc finger homeobox protein 2 1.000 2.26 2 2

EGGTLPALGGSPEDPGDPAQPYR 3 0.999

NASDGGPAPSGGGTGGASGCRRCHATFSCVFDLVR 3 0.999

Q3B7M1 KLH36_BOVIN KLHL36 Kelch-like protein 36 0.999 7.79 2 2

E1BDD0 E1BDD0_BOVIN KLHL36 Uncharacterized protein 0.999 7.8 2 2

CLELSDDTCYLDAQSEQWVK 3 0.999

FTYGHAGTIYKDFVYISGGHDYQIGPYR 3 0.999

E1BDN7 E1BDN7_BOVIN JAG1 Protein jagged-1 0.999 3.45 2 2

PGSHARAASEDNTTNNVREQLNQIK 3 0.999

TCMEGWMGPECNKAICR 3 0.999

E1BDU8 E1BDU8_BOVIN Bt.58516 LIM domain and actin-binding protein 1 0.999 4.99 2 2

KFQAPARETCVECQK 3 0.999

WENPVLGADSLPDSVRNSSAEVR 3 0.999

E1BDV8 E1BDV8_BOVIN DPY19L3 Protein dpy-19 homolog 3 0.999 5.3 2 2

QMLQAPTLMQGFRGLIYDNK 3 0.999

SFGTDYVILEDSICYERR 3 0.999

E1BE11 E1BE11_BOVIN Bt.37052 Hemicentin-1 1.000 1.32 3 3

KCVDINECRQNVCR 3 0.999

MSWLRDGRPLGLDAHLSISSQGMVLQLIK 3 0.999

SDGSLHIERVRLQDGGEYTCVASNVAGITNK 3 0.830

E1BE13 E1BE13_BOVIN  BIRC6 Baculoviral IAP repeat-containing protein 6 0.999 1.03 2 2

KSDISTLGHLVITTQGGYVK 3 0.999

TCPVESLSAINQVEALNNLNKLNSALCNRR 3 0.999

E1BE19 E1BE19_BOVIN AHDC1 AT-hook DNA-binding motif-containing protein 1 0.999 2.5 2 2

EPVVVAAEAATVATASMAMPEVK 3 0.999

LDLCSPHGPPGPEGHPK 3 0.999

E1BE25 E1BE25_BOVIN FLNC Filamin-C 1.000 2.72 3 3

ARVPQTFTVDCSQAGR 3 0.999

LTVTSLQETGLKVNQPASFAVQLNGARGVIDAR 3 0.999

VVTRGPGLSQAFVGQKNSFTVDCSK 3 0.845

E1BE29 E1BE29_BOVIN RYR2 Ryanodine receptor 2 1.000 0.89 2 2

E1BHV1 E1BHV1_BOVIN RYR2 Uncharacterized protein 1.000 0.9 2 2

GSTPLDVAAASVMDNNELALALREPDLEKVVR 3 0.999

LSKGCSLTKAQR 3 0.999

E1BE63 E1BE63_BOVIN Bt.103153 Uncharacterized protein 0.999 6.49 3 3

E1BFX6 E1BFX6_BOVIN Bt.103153 Uncharacterized protein 0.999 6.89 3 3

E1BHD6 E1BHD6_BOVIN Bt.103153 Putative RNA-binding protein 15 0.999 6.44 3 3

DSYPPSASVVGSSVSGHRHPPGGGGGGQR 3 0.999

LWVGGLGPWVPLAALAREFDR 3 0.999

SSRLLLERPSPIR 3 0.852

E1BEK7 E1BEK7_BOVIN TTLL7 Tubulin polyglutamylase TTLL7 0.999 3.16 2 2

PANGAMGHGISLIR 3 0.999

PLSSMPESTEIMKR 3 0.999

E1BEW9 E1BEW9_BOVIN WDR87 WD repeat-containing protein 87 1.000 1.04 2 2

ETFREMQQEMVGDETLDR 3 0.999

LPGEEEKLTEKR 3 0.999

E1BF46 E1BF46_BOVIN ZNF407 Zinc finger protein 407 0.999 2.76 2 2

DDASTDENRCTHCEFKAHSSTSLELHVK 3 0.999

SSQSFNGDSALQTFPLSTLESENAKVSVSEAGK 3 0.999

E1BF59 E1BF59_BOVIN PLEC Plectin 0.999 1.14 3 3

LQNVQIALDYLRHRQVK 3 0.999

LRGTPRHPELEDSTLR 3 0.999

QVQVALETAQRSAQAELQSK 3 0.999

E1BF85 E1BF85_BOVIN GARNL3 GTPase-activating Rap/Ran-GAP domain-like protein 3 0.999 4.53 2 2

TKGCHLYAINTHHSKELR 3 0.999

VNFVAAIDVYEDGEAGLLLCYNYSCIYKK 3 0.999

E1BF91 E1BF91_BOVIN Q58CX6 Alpha-tubulin N-acetyltransferase 0.999 9.5 2 2

LCPPHPTARLLLATDPGGSPAQR 3 0.999

TSGTPPGLVAQSCSYSR 3 0.999

E1BFB0 E1BFB0_BOVIN SPTAN1 Spectrin alpha chain, brain 1.000 3.03 4 4

ALINADELANDVAGAEALLDR 3 0.999

DLTSWVTEMKALINADELANDVAGAEALLDR 3 0.999

FMLFREANELQQWINEK 3 0.999

QQVAPMDDETGKELVLALYDYQEKSPR 3 0.999

E1BFB4 E1BFB4_BOVIN MTOR Serine/threonine-protein kinase mTOR 0.999 2.08 2 2

ELLEPMLAVGLSPALTAVLYDLSRQIPQLKK 3 0.999

SLVVSPHEDMRTWLKYASLCGK 3 0.999

E1BFH7 E1BFH7_BOVIN SMC6 Structural maintenance of chromosomes protein 6 0.999 3.45 2 2

FRQFILLTPQSMSSLPSSKLIR 3 0.999

TKEQINQGEERLSELK 3 0.999



E1BFM5 E1BFM5_BOVIN Uncharacterized protein 0.999 3.74 3 3

F1MGK2 F1MGK2_BOVIN Uncharacterized protein 0.999 3.6 3 3

G3MWW2 G3MWW2_BOVIN TET1 Methylcytosine dioxygenase TET1 0.999 3.67 3 3

DTANHNNVMSTIASSASCDHLKGKSNVLVIQK 3 0.999

ITLDSSRNLQQLTTITSK 3 0.999

TGHHCPTAVMVVLIMVWDGIPLPMADK 3 0.999

E1BFW7 E1BFW7_BOVIN Bt.33460 DNA-binding protein RFX7 0.999 2.74 2 2

SHYIGTKSMAALTVMAAAPPGIK 3 0.999

TRQLVTSPSPMSSSDGK 3 0.999

E1BG53 E1BG53_BOVIN Bt.63860
Peroxisome proliferator-activated receptor gamma 

coactivator 1-beta
0.984 3.92 2 2

EDEEAGEDCPSPQLAPASPGDSPALGR 3 0.872

EEDGSCDVGAPTK 3 0.871

E1BG99 E1BG99_BOVIN EIF4ENIF1 Eukaryotic translation initiation factor 4E transporter 1.000 5.79 3 3

TPTLASPVPGTPFLR 3 0.999

TPTLASPVPGTPFLRPVHQVPLVPHVPIVR 3 0.999

VDQQVKNSTPFMAEHLEETLSTVASNR 3 0.999

E1BGB2 E1BGB2_BOVIN Bt.103069 Protein PRRC2B 1.000 2.02 2 2

LHSWASGPDYQQKSSMGTVFR 3 0.845

RDHHIQRAIGLSHMSFPTADLTLK 3 0.999

E1BGF3 E1BGF3_BOVIN HCFC1 Host cell factor 1 0.999 1.8 2 2

SGTVTVAQQAQVVTTVVGGVTK 3 0.999

VASSPVMVSNPATR 3 0.999

E1BGJ0 E1BGJ0_BOVIN Bt.854 Prolow-density lipoprotein receptor-related protein 1 1.000 1.03 2 2

MLTPPLLLLLPLLSALVAAAVDVPKTCSPK 3 0.859

RELLGRGPEDEIGDPLA 3 1.000

E1BGY9 E1BGY9_BOVIN JPH3 Junctophilin-3 1.000 5.84 2 2

HGYGCMTFPDGTKEEGKYK 3 0.999

LSNYEMEMKPLLRMDSYAQDMHPPK 3 0.999

F1MVK1 F1MVK1_BOVIN Uncharacterized protein (Fragment) 0.999 2.22 2 2

E1BH06 E1BH06_BOVIN Bt.105154 Uncharacterized protein 0.999 2.01 2 2

P01030 CO4_BOVIN C4 Complement C4 (Fragments) 0.999 3.8 2 2

LGQYTSPVAK 2 0.988

LPQGCAEQTMTLLAPTLAASRYLDK 3 0.999

E1BH49 E1BH49_BOVIN LOC100140733 Uncharacterized protein 1.000 0.77 2 2

F1MB15 F1MB15_BOVIN FSIP2 Fibrous sheath-interacting protein 2 1.000 0.77 2 2

AKELEYSLLLLNLPHLEDCENRFYSCFK 3 0.999

PQTPAAAGIYTETFVREIVARLLSK 3 0.999

E1BHF2 E1BHF2_BOVIN Bt.104141 Uncharacterized protein 0.976 9.18 2 2

F1MAX6 F1MAX6_BOVIN Bt.104141 Katanin p60 ATPase-containing subunit A-like 1 0.976 9.02 2 2

QELLEEYEQVKSIVSTLESFK 3 0.833

RVKSELLIQMDGVGGALENDDPSK 3 0.816

E1BHF6 E1BHF6_BOVIN SIPA1L3 Signal-induced proliferation-associated 1-like protein 3 0.999 1.73 2 2

AAAGSPSGGGGGGEVR 3 0.999

RGWPETYDMNTSEPK 3 0.999

E1BHM6 E1BHM6_BOVIN Bt.88468 Uncharacterized protein 0.999 2.47 2 2

E1BI61 E1BI61_BOVIN Bt.88468 Sodium channel protein type 11 subunit alpha 0.999 2.46 2 2

CYPVIFPDGRNFR 3 0.999

LHCLDILFAFTTRVLGESSGLDSMKAAIEEK 3 0.999

E1BI97 E1BI97_BOVIN C13ORF40 Coiled-coil domain-containing protein 168 1.000 3.44 4 4

DYESERLDYFPSKYK 3 0.999

LPPPQAESPIVLTHNLTDLQGKTKGK 3 0.999

RLDAGIKELLESSGTGK 3 0.999

VDSSGESGGHSINTQPLEHIPFK 3 0.883

E1BIN0 E1BIN0_BOVIN FHOD1 FH1/FH2 domain-containing protein 1 1.000 3.18 2 2

G3MYQ1 G3MYQ1_BOVIN FHOD1 Uncharacterized protein 1.000 4.12 2 2

PDSSDLYSEIPALARCAK 3 0.999

SPFPPTPPPPPAAPLPHSAPDGPALPTKR 3 0.815

E1BIR8 E1BIR8_BOVIN FLG2 Filaggrin-2 0.999 2.44 3 3

GRHGTAHGQSGDTSRHDHSR 3 0.999

HGSSSEELEASYARQKHGSSSK 3 0.999

NQHGSSQGQTGDSSRHSESHQGRHNSGR 3 0.999

E1BIU4 E1BIU4_BOVIN ZC3H7B Zinc finger CCCH domain-containing protein 7B 1.000 4.92 2 2

KYWQQMEAHTGKASSSLGAPR 3 0.999

PAPSPEPSMPNTALLIKNPLAATHEFK 3 0.821

E1BIU8 E1BIU8_BOVIN PTPRS Receptor-type tyrosine-protein phosphatase S 1.000 1.88 2 2

DENVYECVAQNSVGEITVHAK 3 0.999

QYGGFDNRGLEPGHR 3 0.999

E1BJ11 E1BJ11_BOVIN CELSR2 Cadherin EGF LAG seven-pass G-type receptor 2 0.999 1.64 2 2

LERQYVLAVTASDGTR 3 0.999

STITLQLREGRVVLSVEGTGLQASSLQLEPGR 3 0.999

E1BJC1 E1BJC1_BOVIN OSBPL11 Oxysterol-binding protein-related protein 11 0.999 5.15 2 2

LHRVTGEVKHNITNTVVCR 3 0.999

NSSNSSCGGGISSSSSSSSR 3 0.999

E1BJV9 E1BJV9_BOVIN Bt.40077 Actin filament-associated protein 1-like 2 0.999 6.21 2 2

LSSERPSSDGEGVAENGIAMCNGKEQVK 3 0.999

NRGLGEEALYDNAVLYDNLPSPK 3 0.999

E1BJW7 E1BJW7_BOVIN VPS53 Vacuolar protein sorting-associated protein 53 homolog 0.999 5.17 2 2

GQTNVGQDGRQALEEAQK 3 0.999

QHLSEYLVLFQENQDVAWLDKIDRR 3 0.999

E1BK68 E1BK68_BOVIN FBXO41 F-box only protein 41 0.999 6.84 2 2

EGLKGLEMLVLTATPVTPKALLHFNSICR 3 0.999

MREHHAGPAMPSTYAVSRHGSSPSTGASSR 3 0.999

E1BK89 E1BK89_BOVIN LCT Lactase-phlorizin hydrolase 0.999 1.76 2 2

QCPSPVAQLPEFTEAEK 3 0.999

QKHTQPGEQELSHRSSF 3 0.999

E1BKB7 E1BKB7_BOVIN MGA MAX gene associated 1.000 1.3 2 2

EESKVEFSGSRVAEQQSNPK 3 0.999

MFPYCRYWITGLDSNMK 3 0.999

E1BKN0 E1BKN0_BOVIN Bt.8035 Histone-lysine N-methyltransferase MLL4 1.000 2.25 3 3

DALAPGPFASFPNGWTGKQK 3 0.999

GGGAAGPGGAEPGEDTALLRLLGLHR 3 0.999

HAYHPACLGPSYPTR 3 0.999

E1BKN6 E1BKN6_BOVIN ANKRD12 Uncharacterized protein 0.999 1.76 2 2

DRFNARQFMSWLQDVDDK 3 0.999

VSRVPQPVQVSPSLLQAK 3 0.999

E1BKQ9 E1BKQ9_BOVIN GALNT5 Uncharacterized protein 0.999 4.57 2 2

DPKAPGQFGRPVVVPHGK 3 0.999

TPFIAARGTPLAKISVHTGPVGINK 3 0.999

E1BKS0 E1BKS0_BOVIN Bt.105467 Uncharacterized protein 0.999 5.19 2 2

MSTTSGPEASLKQSAK 3 0.999

PPSGAEYTDVLQKIKYAFSLLAR 3 0.888

E1BKW7 E1BKW7_BOVIN Uncharacterized protein 0.999 1.29 2 2

ELSKTDGMSTQLNVACK 3 0.999

LMETLGQAEPYFVKCIR 3 0.999

E1BL04 E1BL04_BOVIN XIRP2 Uncharacterized protein 0.999 2.25 4 4

KGILIQEDERGDINMTIYCLLHENAGDTIK 3 0.999

NIKQESRSFK 3 0.894

VIEAPGIIIEADEVGDVRMAKYK 3 0.873



WLFETQPLDSIKHFSNMEEVER 3 0.999

E1BLB4 E1BLB4_BOVIN Bt.67656 Uncharacterized protein (Fragment) 1.000 2.23 4 4

GNALLVGVGGSGKQSLSRLAAYISALDVFQITLK 3 0.999

SCGNIYKGLAQTGAWGCFDEFNR 3 0.999

SIAAMESIMDALCKSGSLFEVSVPDYK 3 0.999

SWPVMLVGNAGTGK 3 0.830

E1BLD1 E1BLD1_BOVIN Bt.76331 Uncharacterized protein 0.999 1.88 2 2

DCLYIWSDAAALELSNGSNGWFRFILDGK 3 0.999

MGCWSIEHVEQYLGTDELPK 3 0.999

E1BM04 E1BM04_BOVIN TBKBP1 Uncharacterized protein 0.999 5.85 2 2

AQDLASNQSERDMAWVKR 3 0.999

VSLQQRLNQFQHELQKNK 3 0.999

E1BM25 E1BM25_BOVIN C10orf93 Uncharacterized protein 0.999 1.95 2 2

GFDGWHSGVSGKK 3 0.999

IKTYTREAVELQFLAER 3 0.999

E1BM83 E1BM83_BOVIN FAM179B Uncharacterized protein 1.000 2.6 2 2

ALFTQMGQNLLNQAASQPSHIK 3 0.999

SSYSGPNSSSGAVLLPSYPLSSPR 3 0.999

E1BMF6 E1BMF6_BOVIN Uncharacterized protein 0.999 2.67 2 2

ELMDKFLRVNFSK 3 0.999

FLRVNFSKGCPPLFTTLK 3 0.999

E1BMG2 E1BMG2_BOVIN Bt.65326 Uncharacterized protein 1.000 2.34 5 5

HLMFYYQDVEVVETGQLGSPGGVNSVSGKMK 3 0.866

LKVIQLFETQR 3 1.000

LTSTQGSLVEDESLILVLSKTKK 3 0.871

MGTTYGPPAGKK 2 0.913

PLLIEDVGEELDPALDNVLERNFIKTGSTFK 3 0.999

E1BMG8 E1BMG8_BOVIN DOCK4 Uncharacterized protein 0.999 2.79 2 2

SDPNLSAPEKAVNPTPSSWSLDSGKEAK 3 0.999

SVLEEIDVIVASLLDILLRTILEITSR 3 0.999

E1BMH5 E1BMH5_BOVIN Bt.60929 Uncharacterized protein 0.999 3.82 2 2

E1BMT0 E1BMT0_BOVIN Bt.60929 Uncharacterized protein 0.999 3.82 2 2

F1MXC3 F1MXC3_BOVIN Bt.60929 Uncharacterized protein 0.999 3.82 2 2

Q27ID4 TERT_BOVIN TERT Telomerase reverse transcriptase 0.999 3.82 2 2

IWSQLQRLGVRQHLDR 3 0.999

RSFLLCSLPPSLAGARTLVETIFLDSK 3 0.999

E1BMN2 E1BMN2_BOVIN DIAPH3 Uncharacterized protein 0.977 4.06 2 2

IFPPPEDLHDKFVTKMSIFVISAK 3 0.866

LIDECVSQIVLHRDGMDPDFTYRK 3 0.831

E1BMN9 E1BMN9_BOVIN BSN Uncharacterized protein 0.999 2.6 4 4

PAAAKGPGTGGPPRPELPAGAAR 3 0.999

PSRASEPSRTPSSAQEK 3 0.999

QPVVYGDPFQSRLDFGQGAGSPVCLAQVK 3 0.999

TAGTAPPKQKGPQGLGQPSGPPPAK 3 0.999

E1BMP2 E1BMP2_BOVIN SEC31A Uncharacterized protein 1.000 2.93 2 2

FASSPLRVLENHAR 3 0.999

LLTLGVNESEHYLSNINSFK 3 0.999

E1BMP8 E1BMP8_BOVIN SBNO1 Uncharacterized protein 0.999 6.16 3 3

AGFLIGDGAGVGKGRTIAGIIYENYLLSR 3 0.999

DVRQGLIGVGLINVEDRSGILTLDK 3 0.999

LAEDLPPNTLDELIDELGGPENVAEMTGRKGR 3 0.999

E1BMR3 E1BMR3_BOVIN RBL1 Uncharacterized protein 0.999 5.24 2 2

IAPSSSITAENISISPGHSLLTMATAIVAGTTGHK 3 0.999

QQPGSPRRISQQHSIYVSPHK 3 0.999

E1BN35 E1BN35_BOVIN CYP27B1 Uncharacterized protein 0.999 4.13 2 2

PQAAARYAGTLHGVVRDLVR 3 0.999

YAGTLHGVVRDLVRR 3 0.999

E1BNC2 E1BNC2_BOVIN KCTD3 Uncharacterized protein 0.999 5.87 2 2

FRGMISTQPGSTPLASFK 3 0.999

LLDQCDLSTSRCATPNISPATSVVQHSRLR 3 0.999

E1BNC3 E1BNC3_BOVIN Bt.80160 Uncharacterized protein 0.999 1.76 2 2

F1N2K7 F1N2K7_BOVIN PIKFYVE Uncharacterized protein 0.999 1.76 2 2

NRSASITNLSLDR 3 0.999

THPNCIVGKELVNWLIRNGHIATR 3 0.999

E1BND5 E1BND5_BOVIN NCOA6 Uncharacterized protein 0.999 2.24 2 2

LDTILENVPNLLHMGDQESSKLKVQK 3 0.999

PPGLTDLEVTPPGVSGEDPK 3 0.999

E1BNF6 E1BNF6_BOVIN Bt.5804 Uncharacterized protein (Fragment) 1.000 1.64 3 3

F1MRK2 F1MRK2_BOVIN Bt.5804 Uncharacterized protein (Fragment) 1.000 1.64 3 3

QQEDQEKALTASKGK 3 0.999

TAGEKTGEGPPVPEEKTIEPASVPEEAK 3 0.999

TLFIGNLEKTTTYHDLR 3 0.999

E1BNF9 E1BNF9_BOVIN Bt.103903 Uncharacterized protein 0.999 16.55 2 2

LATVVPEKEGHPATIMVTDPR 3 0.999

PIQAGSFCADPGYPLEKASTSFCLLAK 3 0.999

E1BNH7 E1BNH7_BOVIN Bt.105989 Uncharacterized protein 0.999 5.21 3 3

MDFSFSFMQGIMGNTIQQPPQLIDSANIR 3 0.812

PSPPQPPPPPPSVPQTVIPKK 3 0.999

TEPKQLHEDFCFQCGDGGELVMCDR 3 0.999

E1BNJ1 E1BNJ1_BOVIN Bt.53716 Uncharacterized protein 1.000 1.13 2 2

DHRDKLAAILR 3 0.999

WWTLAGQEITVSFSRFRK 3 0.999

E1BNV7 E1BNV7_BOVIN Bt.1774 Uncharacterized protein 0.999 3.33 3 3

GSSSSGPEELGVLQEEEAAGGDEDR 3 0.999

SNLKTMYSVPNGK 3 0.999

TEMEMAAPKKQPQVPPQAAPSSLDSGEAQAGSPR 3 0.999

E1BNY8 E1BNY8_BOVIN GTF3C1 Uncharacterized protein 0.999 2.15 2 2

DFGFGWALVSDLLLCLPLSIFTQVVQVSYK 3 0.999

YDILMEKLSTLLSAR 3 0.999

E1BNZ0 E1BNZ0_BOVIN KNDC1 Uncharacterized protein 0.999 2.1 2 2

G3N205 G3N205_BOVIN KNDC1 Uncharacterized protein 0.999 2.08 2 2

PPADQDRGFLDK 3 0.999

SADDGSTWVAAEIVTSHTSK 3 0.999

E1BP53 E1BP53_BOVIN PIP5K1C Uncharacterized protein (Fragment) 0.999 8.08 2 2

SIPTYKDLDFIQDMPEGLMLDADTFSALVK 3 0.826

VSPSVPLMTGQPGPGHGKKLGHR 3 0.999

E1BP74 E1BP74_BOVIN Bt.59143 Uncharacterized protein 0.999 2.58 2 2

EQGNGRLVCLLPSSQAR 3 0.802

LIELLEAVPHVLQILGMGSKRLLTLTHR 3 0.999

E1BP91 E1BP91_BOVIN NPEPPS Uncharacterized protein 0.999 5.43 2 2

LLFLGPPPPPLLLLLLSRSSR 3 0.999

QILSADLRSPVYLTVLKHGDGTTLDIMLK 3 0.999

E1BPD7 E1BPD7_BOVIN MKI67 Uncharacterized protein 0.999 2.32 3 3

PQQTPGETTHSPREPEDGDRGTAVSQEAPEEK 3 0.999

PTHTPGVTTHSPKEPEGGDRGAAVSR 3 0.999

PVAHGEDVTATHAVSGR 3 0.999

E1BPN4 E1BPN4_BOVIN CHST3 Uncharacterized protein 0.999 7.1 2 2

MEKGLSLPQDCRHFLHSLR 3 0.999

RCGPLNMTLAAEACR 3 0.999



E1BPS1 E1BPS1_BOVIN BRPF1 Uncharacterized protein 0.999 3.63 2 2

NRESQMTPSHGGSPVGPPQLPIMGSLRQR 3 0.999

PMDFFTMKQNLEAYR 3 0.999

E1BPS3 E1BPS3_BOVIN Bt.105149 Uncharacterized protein 0.999 1.47 2 2

F1N6Q9 F1N6Q9_BOVIN Bt.105149 Uncharacterized protein 0.999 1.48 2 2

PDTGTEEEFGGLVSANLILLRNR 3 0.999

VLIIDNLCLTPASKQTPLIDLLLEASPER 3 0.999

E1BPS4 E1BPS4_BOVIN LOC522232 Uncharacterized protein (Fragment) 1.000 2.81 2 2

GLGEVDCKEIGDCVPGPGAASPDLCLPALDYLR 3 0.999

SDVSDIGSDNCSLADEEQTPRDCLGHR 3 0.999

E9QB09 E9QB09_BOVIN Uncharacterized protein (Fragment) 0.974 6.32 2 2

HEQDAGVRCSGARTTLPLATAGTK 3 0.837

HYCDHSEDAGVICSGRFVRLAGGDGPCSGR 3 0.844

F1MB97 F1MB97_BOVIN Bt.5804 Uncharacterized protein (Fragment) 0.999 5.03 2 2

QQEDQEKALTASKGK 3 0.999

TLFIGNLEKTTTYHDLR 3 0.999

F1MC03 F1MC03_BOVIN Bt.59025 Uncharacterized protein 0.999 2.29 2 2

F1MK79 F1MK79_BOVIN Bt.59025 Uncharacterized protein 0.999 2.36 2 2

F1N4A0 F1N4A0_BOVIN Bt.59025 Uncharacterized protein 0.999 2.19 2 2

SQGNVSSGQICPSFTPRLGQLSLTSLPSAESR 3 0.999

YPSMSATPVIPDSVTSVPPPKSER 3 0.999

F1MC11 F1MC11_BOVIN Bt.91072 Uncharacterized protein 1.000 6.29 3 3

ALEEANADLEVK 2 0.999

VLDELTLAR 2 0.980

VTMQNLNDR 2 0.979

F1MC30 F1MC30_BOVIN GCNT4 Uncharacterized protein 0.999 12.11 2 2

LVSEEEKSFPIAYSLVVHKDAIMVER 3 0.999

NRYTHVKNEIGYEINCSGVYEQEPLEIGK 3 0.868

F1MC48 F1MC48_BOVIN Bt.97636 Uncharacterized protein 0.999 3.81 3 3

GQNALRQILAPVVKEIMDDK 3 0.999

KQIPAITCIQSQWRGYK 3 0.999

VNLLAALTNIDLALEQGSAPALFK 3 0.999

F1MC84 F1MC84_BOVIN LOC535409 Uncharacterized protein (Fragment) 0.999 1 2 2

FNIDDESGVISTADILDR 3 0.999

VTQVLSGFQGCLDSVVLNNNELPLQNKR 3 0.999

F1MC90 F1MC90_BOVIN ZFP106 Uncharacterized protein 1.000 3.73 4 4

GSLKIEFQVQTLEDESDGEISDTEK 3 0.999

GSLKIEFQVQTLEDESDGEISDTEKHETK 3 0.999

PTMSLKQEVTPLAASLRTDER 3 0.999

TLDLQSGMKEVTGNKSEMIDK 3 0.999

F1MCH3 F1MCH3_BOVIN Bt.24813 Uncharacterized protein 0.999 6.37 2 2

AGPPPQGSSSQPIWKAIPK 3 0.999

CSRSQFEKPDFSPESSK 3 0.999

F1MCL3 F1MCL3_BOVIN Bt.61353 Uncharacterized protein 1.000 2.81 2 2

NLSFSEDGYQMHPKLVIILLNKER 3 0.999

VFASTGYGIAIQKDSGWK 3 0.848

F1MCL8 F1MCL8_BOVIN ARHGAP31 Uncharacterized protein (Fragment) 1.000 3.77 2 2

SLTLPALSLPMKLVSLEEAQARSLATNHPAR 3 0.999

TSESPLGSQHSSELEKKLDEEK 3 0.999

F1MCM3 F1MCM3_BOVIN UHRF1BP1 Uncharacterized protein (Fragment) 0.999 2.17 2 2

AQASDSPAALKPPGSR 3 0.999

VVEGMFIMVNSITIK 3 0.999

F1MD25 F1MD25_BOVIN Bt.62085 Uncharacterized protein 0.999 1.62 2 2

ATTLGSYTVQMVKMQR 3 0.999

RSPQNVMAQQKVTK 3 0.999

F1MD40 F1MD40_BOVIN COL6A6 Uncharacterized protein 1.000 4.8 4 4

IHAGTPQVLLVLTDGQSQDEVAQAAEELR 3 0.999

KNQGVPQIAVLVTHSPSQDNVTKAAVNLR 3 0.999

RTTAAHGQRGHTGPQGK 3 0.999

TGLPGFKGSEGYLGEEGTAGERGASGPVGEQGTK 3 0.999

F1MD64 F1MD64_BOVIN FAM38A Uncharacterized protein (Fragment) 0.999 3.04 3 3

GAEEEPALPAPQEEPGGAARPPAEDNVQAEAK 3 0.999

RQLASLLEGTSDQSVVIPHLFPK 3 0.999

VPVLGAGAVQASAPGLSPVPRR 3 0.999

F1MDB9 F1MDB9_BOVIN TACC2 Uncharacterized protein (Fragment) 0.999 1.94 2 2

PAGLLFQQPDLDSALQIARAEIITKER 3 0.884

QASDLRGEGEGLEGGPSEIPAPIPPEER 3 0.999

F1MDF3 F1MDF3_BOVIN ALS2 Uncharacterized protein 0.999 2.89 2 2

LNKQTDLALLGFLGVQRK 3 0.999

NLGSEVHLIEDLMDPYLQHGEQGIMFTTLK 3 0.999

F1MDU7 F1MDU7_BOVIN DNA topoisomerase 2 0.999 1.89 2 2

EDLAAFVEELEVVEAKEK 3 0.999

GIPVVEHKVEK 3 0.999

F1ME37 F1ME37_BOVIN Bt.63162 Uncharacterized protein (Fragment) 0.999 10.94 2 2

F1MIP0 F1MIP0_BOVIN Bt.63162 Uncharacterized protein (Fragment) 0.999 8.06 2 2

F1MUL5 F1MUL5_BOVIN Bt.63162 Uncharacterized protein (Fragment) 0.999 8.45 2 2

LLADELSLESVLCSYLEEAMK 3 0.999

PLRIGYYESDGFTQPSPSMAR 3 0.999

F1ME62 F1ME62_BOVIN Bt.82462 Uncharacterized protein (Fragment) 0.999 1.55 3 3

PSFLTPDTSVATFLETAK 3 0.999

QRAEPSVSAPEDLSQLPSTNEAEKAEIK 3 0.999

SEGVSEHKTVLEEEK 3 0.999

F1MEQ5 F1MEQ5_BOVIN DARS2 Uncharacterized protein 0.999 7.07 2 2

FIMEEQGLGLVKLLETQEEDVVLLTAGEHK 3 0.999

IHNSELQHYVLDTVLK 3 0.999

F1MER4 F1MER4_BOVIN VIT Uncharacterized protein 0.999 5.67 2 2

Q95LI2 VITRN_BOVIN VIT Vitrin 0.999 5.67 2 2

GGAPNVAVVMVDGWPTDK 3 0.999

GVTYPSSLTYSSSKSPAAK 3 0.999

F1MER7 F1MER7_BOVIN HSPG2 Uncharacterized protein (Fragment) 1.000 1.53 3 3

AHSVEECRCPIGYSGLSCESCDAHFTR 3 0.999

AQVHRGILRLPAVEASDQGQYLCR 3 0.844

LRPGIVQSGGIVRIAR 3 0.999

F1MEU0 F1MEU0_BOVIN RP9 Uncharacterized protein (Fragment) 1.000 13.19 2 2

AASAAPRGAAMSSRAR 3 0.999

PEDCIPDVPGNEHAR 3 0.999

F1MEY0 F1MEY0_BOVIN Bt.105538 Uncharacterized protein 0.999 3.6 2 2

DSTISNESSQSCSSGR 3 0.999

TAPLVLRPRDSSMDDGQSSEATTSR 3 0.999

F1MEY1 F1MEY1_BOVIN Bt.105691 Uncharacterized protein 0.999 3.48 2 2

AVMSSGHALSPIIKPLLERSFNNILAVLQK 3 0.999

LEALECSTNEKLEPGPDVEVK 3 0.999

F1MF78 F1MF78_BOVIN SYNE2 Uncharacterized protein (Fragment) 1.000 0.63 2 2

EEFNEHLEVVDKINQICKNLQFHLNK 3 0.999

EVIILDNLQEEVPEISK 3 0.822

F1MF87 F1MF87_BOVIN Bt.91527 Uncharacterized protein (Fragment) 1.000 1.53 2 2

FALIAVPSIRSLSPQAKSHLR 3 0.999

SQAASSSSPVTIKPK 3 0.999

F1MFT9 F1MFT9_BOVIN MTMR3 Uncharacterized protein 0.999 3.23 2 2



PVLAHCSDGWDRTPQIVALAK 3 0.999

SPAHSPSALPLAECK 3 0.999

F1MFX9 F1MFX9_BOVIN Bt.42860 Uncharacterized protein (Fragment) 0.999 16.06 2 2

ITDTSLVFSFSAEDSESGVYMR 3 0.999

LVVVNEADSIVGIISLSDILQALILTPAGAK 3 0.999

F1MFY5 F1MFY5_BOVIN LOC768315 Uncharacterized protein 1.000 1.66 2 2

F1MPW9 F1MPW9_BOVIN LOC768315 Uncharacterized protein 1.000 1.66 2 2

NNVMIIETWNKVRSPGQDK 3 0.999

YYYPNVRDQMVAKGTLPLSR 3 0.999

P42916 CL43_BOVIN CL43 Collectin-43 0.999 15.26 2 2

F1MFY6 F1MFY6_BOVIN LOC790293 Uncharacterized protein 0.999 20 2 2

AVLFPDGQAVGEKIFKTAGAVK 3 0.999

GERGTPGPGGAIGPQGPSGAMGPPGLK 3 0.999

F1MG06 F1MG06_BOVIN Bt.88378 Uncharacterized protein 1.000 2.92 2 2

DNGHKYFLSVLADPYMPAEHR 3 0.890

ILSTSSLTQSAPASPTNK 3 0.999

F1MG24 F1MG24_BOVIN 785381 Uncharacterized protein 1.000 4.11 4 4

DVESSLSSCRNSSSTVSYLKK 3 0.820

ICVGIPPGECFGLLGVNGAGK 3 0.816

LNAAQQVLRSNLDILKPVLTK 3 0.999

NSILSDIHEVHQNMGYCPQFDAITELLTGR 3 0.999

F1MG39 F1MG39_BOVIN SPOCD1 Uncharacterized protein (Fragment) 0.999 4.35 2 2

F1MNK4 F1MNK4_BOVIN SPOCD1 Uncharacterized protein (Fragment) 0.999 5.04 2 2

NHAFQRATSQVPVSFPDMPQNKEK 3 0.999

VVHGDITPHGLVRMSSVQLAPQELAR 3 0.907

O02776 PARG_BOVIN PARG Poly(ADP-ribose) glycohydrolase 1.000 5.22 2 2

F1MG95 F1MG95_BOVIN PARG Uncharacterized protein 1.000 5.22 2 2

GGEIRLHFQFEGGESRAGMNDVNAK 3 0.999

PGVSSENLSAVATGNWGCGAFGGDAR 3 0.999

F1MGG8 F1MGG8_BOVIN Bt.88826 Uncharacterized protein 0.999 3.59 2 2

DQGAGDGHGSGGGKNSGGGKGSGSGK 3 0.999

SSPLGQSDHSEYVPMLPGK 3 0.999

F1MGK5 F1MGK5_BOVIN Bt.39123 Uncharacterized protein 1.000 1.89 2 2

QEENPSTSLDSNGAALADGNIAESLESLV 3 0.999

SPPTNVPPQKHNDGK 3 0.999

F1MGQ6 F1MGQ6_BOVIN KRT6A Uncharacterized protein 1.000 7.18 4 4

AQYEEIAQR 2 0.973

NKYEDEINKR 3 1.000

NLDLDSIIAEVK 2 0.999

WTLLQEQGTK 2 0.987

F1MGS8 F1MGS8_BOVIN NAALAD2 Uncharacterized protein 1.000 5.81 2 2

NKYAGESFPGIFDAMFDIENKADPHSAWK 3 0.999

SIYNSSRKHEQACR 3 0.902

F1MGT1 F1MGT1_BOVIN SYNE1 Uncharacterized protein (Fragment) 1.000 0.83 4 4

EHMTLEKGLHLTKEFSDK 3 0.999

ELVKEQTSHLEQRWFQLEDLVK 3 0.823

NVISEKQRTLYEALER 3 0.999

QWKDLQAEAPYHLLHLK 3 0.999

F1MGW0 F1MGW0_BOVIN Bt.23316 Uncharacterized protein (Fragment) 0.999 2.77 2 2

P02453 CO1A1_BOVIN COL1A1 Collagen alpha-1(I) chain 0.999 2.67 2 2

GPPGPPGKNGDDGEAGKPGR 3 0.999

RGARGEPGPAGLPGPPGER 3 0.824

F1MH31 F1MH31_BOVIN NUP214 Uncharacterized protein (Fragment) 0.999 2.51 2 2

QLAVGKQNGTVVQYLPTLQEK 3 0.999

RQMASQAPAVSTLTESTLKNVPQVVNVQELK 3 0.999

F1MHS0 F1MHS0_BOVIN KIAA0586 Uncharacterized protein 1.000 3.69 3 3

LTAAAAENLFR 3 0.999

PTKVDSKLQHSITTLSPGDQQYLFSPSR 3 0.999

TPDSSPSVSDHDVAFPMK 3 0.999

F1MHT1 F1MHT1_BOVIN AGL Uncharacterized protein 1.000 4.83 3 3

GFNYHQGPEWLWPVGYFLRAKLYFSR 3 0.999

GYDELVPHQISVVSEER 2 0.978

YLEARNIILAFASTLRHGLIPNLLGEGTHAR 3 0.999

F1MI25 F1MI25_BOVIN Bt.18057 Uncharacterized protein (Fragment) 0.999 0.9 2 2

GSIDSPKSYIFK 3 0.806

SNLSKRALGNQK 3 0.999

F1MI56 F1MI56_BOVIN ANKRD17 Uncharacterized protein 1.000 1.45 2 2

APSPAPSSVPLGSEKPSNVSQDRK 3 0.999

PPLQQSQVPPPEVR 3 0.895

F1MI60 F1MI60_BOVIN MAP4K4 Uncharacterized protein (Fragment) 0.999 4.54 2 2

SPVLSRRDSPLQGSGQQSNQAGQR 3 0.999

TMVVHDDVESEPALTPSKEGTLIVRQSAVDQK 3 0.999

F1MIE6 F1MIE6_BOVIN IGF2R Uncharacterized protein 0.999 1.52 2 2

PWQEPGRPRAELNISFLSGGR 3 0.999

SLLEFNTTVNCKQQNHK 3 0.845

F1MIL0 F1MIL0_BOVIN Bt.18332 Uncharacterized protein (Fragment) 0.999 1.32 2 2

F1MMT2 F1MMT2_BOVIN Bt.18332 Uncharacterized protein (Fragment) 0.999 0.97 2 2

GKVSFLWDVGSGVGRVEYPDLTIDDSYWYR 3 0.999

VSFLWDVGSGVGRVEYPDLTIDDSYWYR 3 0.999

F1MJ07 F1MJ07_BOVIN Bt.62452 Uncharacterized protein (Fragment) 0.999 3.34 3 3

F1MJ08 F1MJ08_BOVIN QRICH2 Uncharacterized protein (Fragment) 0.999 4.84 3 3

RESLDKLAPSFPIAVETFR 3 0.999

SIPPDLQEQLKTLK 3 0.999

TFSGTSGIGYPFDGPSGRER 3 0.999

F1MJ19 F1MJ19_BOVIN PCIF1 Uncharacterized protein 0.999 7.75 2 2

ELCQQREGIEPPRESFNR 3 0.999

MANENHGSPREEASLLSHSPGTSSQSQPCSPK 3 0.999

F1MJ88 F1MJ88_BOVIN ZNF345 Uncharacterized protein 0.999 3.14 2 2

DERIHASDKLLECK 3 0.999

PYECKECGKAFSFGSGLIR 3 0.999

F1MJJ0 F1MJJ0_BOVIN DNAH9 Uncharacterized protein 1.000 1.02 2 2

EFYRQLVANLELTATWYNKVMK 3 0.882

PGPGGLAVRLGLDAGPEAGPPRAK 3 0.999

F1MJK2 F1MJK2_BOVIN Bt.62664 Uncharacterized protein (Fragment) 0.999 2.16 2 2

G3MXV5 G3MXV5_BOVIN Bt.62664 Uncharacterized protein (Fragment) 0.999 2.24 2 2

HLRRSLSTPNVHNVSSSR 3 0.999

RSKEGCTSENPHALTVSPFK 3 0.999

F1MJQ6 F1MJQ6_BOVIN COL5A3 Uncharacterized protein (Fragment) 0.999 1.94 2 2

GSKGSPGSQGPRGDAGPPGPPGPPGPSAELHGLR 3 0.999

GSPGSQGPRGDAGPPGPPGPPGPSAELHGLRR 3 0.999

F1MJY3 F1MJY3_BOVIN TET3 Uncharacterized protein (Fragment) 1.000 3.22 2 2

PPNCNCDGPECPDYLEWLEGKIK 3 0.806

PSDPYSVNSVYSYHSHYAQPGLAAVNGFHSK 3 0.999

F1MJY9 F1MJY9_BOVIN COL4A6 Uncharacterized protein (Fragment) 0.999 4.74 3 3

GEKGSPGIGIGAPGKPGIR 3 0.999

GPPGLDGCNGTQGAVGFPGPDGYSGLPGPPGLPGQK 3 0.999

GTHGTPGPSITGVPGPAGLPGPKGEKGSPGIGIGAPGK 3 0.999

F1MK99 F1MK99_BOVIN UNC13A Uncharacterized protein (Fragment) 0.999 2.83 2 2

EDRTVGLAVLQLRELVQR 3 0.999



GSGVEDPVGEVSVHVELFTHPGTGEHKVTVK 3 0.999

F1MKA6 F1MKA6_BOVIN LOC100337465 Uncharacterized protein 0.999 3.76 2 2

AQVCGGFILHEVVAPER 3 0.999

VGDQVQLHVDEAWRLSCMEK 3 0.999

F1MKE7 F1MKE7_BOVIN Uncharacterized protein (Fragment) 1.000 3.93 2 2

AQYEEIAQR 2 0.973

NLDLDSIIAEVK 2 0.999

F1ML50 F1ML50_BOVIN SLC35E1 Uncharacterized protein 0.999 7.77 2 2

AWRVPPAPPVSGPGPGPHQSSGPLLPPRFYPR 3 0.999

VPPAPPVSGPGPGPHQSSGPLLPPR 3 0.999

F1ML89 F1ML89_BOVIN CPS1 Uncharacterized protein 0.999 2.33 2 2

LTSIDKWFLYKMR 3 0.999

QAFITAQNHGYALDSTLPAGWK 3 0.999

F1MLB1 F1MLB1_BOVIN Bt.84314 Uncharacterized protein 0.999 1.24 2 2

APGAAVSAPPKPQSPAQNAAPPQDSSQDK 3 0.999

RLPKLQEAPR 3 0.999

F1MLF8 F1MLF8_BOVIN HGD Uncharacterized protein 1.000 7.22 2 2

TSNCLDENYYKCWEPLK 3 0.999

YISGFGNECASEDPR 3 0.999

F1MLJ1 F1MLJ1_BOVIN PCDHB1 Uncharacterized protein 1.000 7.58 2 2

LVYRAQVPENSANGSLVATVTATDLDEGSNK 3 0.999

PLDREEQPEVNMTITAVDGGSPPKSGTAHIR 3 0.999

O02811 PI4KA_BOVIN PI4KA Phosphatidylinositol 4-kinase alpha 0.999 2.1 2 2

F1MLV0 F1MLV0_BOVIN PI4KA Uncharacterized protein 0.999 2.1 2 2

SFPPDAILFYIPQIVQALRYDKMGYVR 3 0.999

YLTASQLVPPDNQDTR 2 0.937

F1MM15 F1MM15_BOVIN RGS3 Uncharacterized protein (Fragment) 1.000 4.17 2 2

DPSPGQEPLPGQELPPKEDSSSGQK 3 0.999

TPGGEDAENGEKLKITIPR 3 0.999

F1MNA8 F1MNA8_BOVIN ZMYM2 Uncharacterized protein 0.999 2.18 2 2

PHMQSKSCQTDGDWR 3 0.858

SWQPSILPDGSIFSR 3 0.999

F1MNH3 F1MNH3_BOVIN SVEP1 Uncharacterized protein 0.999 1.43 2 2

KCLSNSSWSGSPPSCLPCK 3 0.999

LFPEAAPGAPGRLPEPPAPSEDAAAAESKVER 3 0.999

F1MNM6 F1MNM6_BOVIN TMCO7 Uncharacterized protein 0.999 3.4 2 2

GILEGAGAGAAGGSDAEATAADWKK 3 0.999

LMRPSGVQAVVRGILEGAGAGAAGGSDAEATAADWK 3 0.999

F1MPT4 F1MPT4_BOVIN SDK2 Uncharacterized protein (Fragment) 1.000 3.04 3 3

NTSVVAGSSEVTMECVANARPLIK 3 0.999

TTTWAEAGRTSPSLGSGCCFAGSDR 3 0.999

YSRADGHGKTLSHVVHDR 3 0.828

F1MPT5 F1MPT5_BOVIN DST Uncharacterized protein (Fragment) 1.000 0.61 2 2

RRAADPSSLQSHIPVLDK 3 0.999

TIAEGENLLLKTQGSEKVALQLQLNTIK 3 0.999

F1MPX8 F1MPX8_BOVIN GRIP1 Uncharacterized protein (Fragment) 0.999 7.8 3 3

G3MZP1 G3MZP1_BOVIN GRIP1 Uncharacterized protein (Fragment) 0.999 9.5 3 3

EGNTFGFVIRGGAHDDRNK 3 0.999

PGDRLLSVDGIRLLGTTHAEAMSILK 3 0.999

VLAINGIPTEDSTFEEANQLLRDSSITSK 3 0.999

F1MQI3 F1MQI3_BOVIN NEB Uncharacterized protein 0.999 1.24 4 4

CMSYYETVLDTPEMQRVR 3 0.859

ENVGKGTPTPVTPEMQR 3 0.824

TTVHIMPDTPEVLLAKQNQINYSEKLYK 3 0.999

YRQPAVQLKFTSITDTPEIVLAK 3 0.999

F1MRU4 F1MRU4_BOVIN Bt.63231 Uncharacterized protein 0.999 2.01 4 4

FLEDVELDDNIRIQVISMCKYFQESVK 3 0.999

GHLLLVGIGGSGRQSASK 3 0.999

GLAQAGAWACFDEFNR 3 0.999

VIQGVLLCPHTHLQDVEKFIR 3 0.999

F1MS10 F1MS10_BOVIN Bt.65326 Uncharacterized protein (Fragment) 0.999 2.12 3 3

LTSTQGSLVEDESLILVLSKTKK 3 0.871

MGTTYGPPAGKK 2 0.913

PLLIEDVGEELDPALDNVLERNFIKTGSTFK 3 0.999

F1MSF2 F1MSF2_BOVIN Bt.50224 Uncharacterized protein (Fragment) 0.999 5.82 2 2

LAGLSPGLHHSPEIKLDHFSNVDQYLYHMR 3 0.999

VEMESQIYAIPEDIMR 3 0.999

F1MSG6 F1MSG6_BOVIN Bt.17143 Uncharacterized protein 0.999 2.83 2 2

DVSLDADSSSMTAVTAEEAK 3 0.999

PAAMAAHIAVTPSAAKGLIARK 3 0.999

F1MSH1 F1MSH1_BOVIN Bt.13071 Uncharacterized protein (Fragment) 0.999 1.52 2 2

F1N1E0 F1N1E0_BOVIN CACNA1A Uncharacterized protein 0.999 1.32 2 2

HPFDVGALRR 3 0.999

YPGPVAEPLAGERPPTGGHGSSR 3 0.999

F1MSK0 F1MSK0_BOVIN Bt.92800 Uncharacterized protein 0.999 2.77 3 3

ERKIPDEDFIILIDGLNEAEFHK 3 0.999

PHPPTPRPLLHSQSVGLR 3 0.999

YQSSQGDIGVSQSR 3 0.999

F1MT60 F1MT60_BOVIN NEB Uncharacterized protein 0.999 1.04 2 2

TTVHIMPDTPEVLLAKQNQINYSEKLYK 3 0.999

YRQPAVQLKFTSITDTPEIVLAK 3 0.999

F1MTE8 F1MTE8_BOVIN Bt.63797 Uncharacterized protein 0.999 2.22 2 2

AKQLLQQILVMDQDTKPIATDYFLMEEK 3 0.999

SSTPKASQRVLLDQECVFQAQSK 3 0.999

Q08DG4 FBXL8_BOVIN FBXL8 F-box/LRR-repeat protein 8 0.999 10.43 2 2

F1MU23 F1MU23_BOVIN FBXL8 Uncharacterized protein 0.999 10.43 2 2

DVLDAVHALCGAASALRHLDLR 3 0.999

EVHCFCVVRPSVLHAFR 3 0.999

F1MU48 F1MU48_BOVIN TOP2B Uncharacterized protein (Fragment) 0.999 2.13 2 2

GIPVVEHKVEK 3 0.999

NMTCIKVSIDPESNIISIWNNGKGIPVVEHK 3 0.999

F1MUF3 F1MUF3_BOVIN P2RX5 Uncharacterized protein 0.999 7.72 2 2

CYQDTDTSLQSSIITKVK 3 0.999

TFLKSCKFSPENPYCPIFR 3 0.999

F1MUK2 F1MUK2_BOVIN MED24 Uncharacterized protein 0.999 5.46 2 2

EGLEAGTPAAGEKQLAMCLQRLEK 3 0.999

ILNPDHPCFRPDSTKVESLVALLNNSSEIK 3 0.999

F1MUY2 F1MUY2_BOVIN KRT6C Uncharacterized protein 1.000 5.43 3 3

AQYEEIAQR 2 0.973

NKYEDEINKR 3 1.000

NLDLDSIIAEVK 2 0.999

F1MVG5 F1MVG5_BOVIN Bt.106492 Uncharacterized protein 0.999 7.74 2 2

CPECRGIAETPDFK 3 0.999

PEHTAHSHSPIHRAAEESREK 3 0.999

F1MVT7 F1MVT7_BOVIN Bt.35384 Uncharacterized protein 1.000 9.7 2 2

DLGQFYAGLPAESYPIIKGVACKVASLFDSSK 3 0.999

EWLCDFGFLVDIMDHLREISELLRVSK 3 0.999

F1MW73 F1MW73_BOVIN MGC148692 Uncharacterized protein 0.999 3.42 2 2

PAGQTPPPSPLSKVSRPYLVELLTR 3 0.999



PAWQKFSDGGGEGESIR 3 0.999

F1MX14 F1MX14_BOVIN MDGA2 Uncharacterized protein (Fragment) 1.000 5.58 2 2

GPGIEGDIAIDDVSIAEGECAKQDLTTK 3 0.999

SIRVDVYYLDDPVVTVHQSIGEAK 3 0.999

F1MX58 F1MX58_BOVIN Bt.74139 Uncharacterized protein 0.999 3.39 3 3

ANSLGDLYAQKNSGVTANGGPR 3 0.999

KKTILDQIFVWEQNLEQFQMDLFR 3 0.999

NSGVTANGGPRSKLAGYCR 3 0.999

F1MX80 F1MX80_BOVIN METTL3 Uncharacterized protein 0.999 15.86 3 3

RAEQDSTTAAAFTSSLASGLASSASEVAK 3 0.999

SDSPVPAAPTSGGPKPSTASAVPELATDPELEK 3 0.999

SLLQDDAHPTLVTYADHSKLSAMMGAVAEK 3 0.999

F1MX93 F1MX93_BOVIN MYO5C Uncharacterized protein 0.999 2.6 3 3

IQKLESELDRAAAHR 3 0.999

REDEAKLIQNLILDLK 3 0.999

VLENHFQSQKDCYEK 3 0.999

F1MXJ2 F1MXJ2_BOVIN Bt.37052 Uncharacterized protein (Fragment) 0.999 1.45 2 2

MSWLRDGRPLGLDAHLSISSQGMVLQLIK 3 0.999

SDGSLHIERVRLQDGGEYTCVASNVAGITNK 3 0.830

Q8HXQ5 MRP1_BOVIN ABCC1 Multidrug resistance-associated protein 1 1.000 3.2 2 2

F1MY01 F1MY01_BOVIN ABCC1 Uncharacterized protein (Fragment) 1.000 3.24 2 2

F1MXK7 F1MXK7_BOVIN Bt.88646 Uncharacterized protein (Fragment) 1.000 3.2 2 2

LECVGNCIVLFASLFAVISR 3 0.999

VSLARAVYCDSDVYLLDDPLSAVDAHVGK 3 0.999

P04258 CO3A1_BOVIN COL3A1 Collagen alpha-1(III) chain 1.000 5.53 2 2

F1N2Y4 F1N2Y4_BOVIN COL3A1 Uncharacterized protein (Fragment) 1.000 5.54 2 2

F1MXS8 F1MXS8_BOVIN COL3A1 Uncharacterized protein 1.000 3.96 2 2

DGPRGPTGPIGPPGPAGQPGDKGESGAPGVPGIAGPR 3 0.999

GFPGPPGMKGPAGMPGFPGMK 3 0.999

F1MXV4 F1MXV4_BOVIN Bt.77614 Uncharacterized protein 0.999 2.93 2 2

NSPSSLSSSSETGSGGGTYRQK 3 0.831

SNSDITISELDVDSFDECISPTYKTGPSLHR 3 0.999

F1MYB0 F1MYB0_BOVIN STOX2 Uncharacterized protein (Fragment) 0.999 5.87 2 2

GPGGGPVAPGTVVEGLANGRLIQHHGAEPSTLDK 3 0.999

RTEMPFPEPSRGSSHSK 3 0.999

F1MYC9 F1MYC9_BOVIN SPTBN1 Uncharacterized protein 1.000 2.84 3 3

HALVEADIGIQAERVRGVNASAQK 3 0.999

HQILEQAVEDYAETVHQLSKTSR 3 0.882

LVSQDNFGFDLPAVEAATKK 3 0.999

F1MYE0 F1MYE0_BOVIN IRS1 Uncharacterized protein 0.999 3.72 2 2

CPSQLQPAPREEDTGAEEYMNMDLGPGR 3 0.999

SSAPKRSIPLESCFNINK 3 0.999

F1MYJ6 F1MYJ6_BOVIN Bt.31718 Uncharacterized protein (Fragment) 0.999 3.14 2 2

DVILTLQEKLSIKGIEHFSLMLEQR 3 0.999

RDPVLGFGFVAGSEK 3 0.999

F1MYN2 F1MYN2_BOVIN CGN Uncharacterized protein 0.999 4.19 2 2

ASTYGVAVRVQGIAGQPFVVLNSGEK 3 0.999

QDCEEASKAQMAAETEAAVLGQRR 3 0.873

F1MYQ7 F1MYQ7_BOVIN FRY Uncharacterized protein (Fragment) 0.999 1.39 2 2

NEVNVPCLRNFVESLYDTTLELSSR 3 0.999

TLDFHFDISETPIIGRR 3 0.999

F1MYW0 F1MYW0_BOVIN NT5DC3 Uncharacterized protein 0.999 6.24 2 2

MATAAVTAAARGAGAR 3 0.999

YEYDPNFAIRGLHYDVQR 3 0.999

F1MYW2 F1MYW2_BOVIN Bt.32395 Uncharacterized protein 0.999 1.97 2 2

LGQGRNARSGR 3 0.999

TDSFFLEPLMPAVLRPAKEK 3 0.999

F1MZA7 F1MZA7_BOVIN Bt.9590 Uncharacterized protein 0.999 3.79 3 3

EAPDDFLPIVHVYLQGRTQGCFTR 3 0.999

MARACLNLMAAMVTQGPEAARDVCSHFDLNK 3 0.999

MVLDTAEDLGGGNEEAIVRLCRDIAATVPDI 3 0.999

F1N061 F1N061_BOVIN KIF7 Uncharacterized protein 1.000 3.33 2 2

HTGATHLNRLSSRSHTIFTVTLEQR 3 0.999

LEEENRDFLAALEDAMEQYK 3 0.999

F1N0A6 F1N0A6_BOVIN Bt.63011 Uncharacterized protein (Fragment) 0.999 0.93 2 2

SFIISARDDNEEEGEELFILK 3 0.999

VAVLTILDDSEPEDDEIIVVSLVYTEGGSR 3 0.999

G3MYZ7 G3MYZ7_BOVIN USP34 Ubiquitin carboxyl-terminal hydrolase (Fragment) 0.999 1.07 2 2

F1N0A8 F1N0A8_BOVIN USP34 Uncharacterized protein (Fragment) 0.999 1.07 2 2

FMDFSFEKTHSAYMLFYKR 3 0.999

PPRPELNMCLLPTMVETSK 3 0.999

F1N0D4 F1N0D4_BOVIN Bt.51583 Protein phosphatase methylesterase 1 0.999 13.99 2 2

Q58DN4 PPME1_BOVIN PPME1 Protein phosphatase methylesterase 1 0.999 14.21 2 2

VYKSGSEGPVLLLLHGGGHSALSWAVFTAAIISR 3 0.999

YWDGWFRGLSNLFLSCPIPK 3 0.999

F1N0J3 F1N0J3_BOVIN Bt.73262 Uncharacterized protein (Fragment) 0.974 4.41 2 2

EHPITLAIGDGANDVSMILEAHVGIGVIGK 3 0.852

SATGEIYLFCKGADSSIFPR 3 0.825

Q28083 COBA1_BOVIN COL11A1 Collagen alpha-1(XI) chain (Fragment) 0.999 6.59 2 2

F1N0K0 F1N0K0_BOVIN COL11A1 Uncharacterized protein 0.999 3.3 2 2

GHPGPPGPPGEQGLPGAAGKEGAKGDPGPQGVSGK 3 0.999

PGLAGLPGADGPPGHPGKEGQSGEK 3 0.999

F1N0Q7 F1N0Q7_BOVIN FDPS Uncharacterized protein 0.999 4.83 2 2

ILLEMGEFFQIQENYGQKEAEK 3 0.999

VLTEEDIGHPEIGDAITRLK 3 0.999

F1N0S1 F1N0S1_BOVIN ASAP3 Uncharacterized protein 1.000 4.31 2 2

CGVKYGCLTISHSTINR 3 0.852

SARQPVPGRNVMVGFPEGDGSR 3 0.999

F1N0V8 F1N0V8_BOVIN GLT25D2 Uncharacterized protein 1.000 6.23 2 2

IHRNAKNTEALPPPASLDTAPSR 3 0.999

IVEAVDGKALNTSQLK 3 0.999

F1N121 F1N121_BOVIN Bt.62297 Uncharacterized protein 0.999 8.6 2 2

DTPNPPGIFSILRHALAKESLVGATALSDR 3 0.999

HFDTIQICSLSPEVLGPSPAGGGWHIHTFQGR 3 0.999

F1N1K6 F1N1K6_BOVIN 617212 Uncharacterized protein (Fragment) 1.000 0.99 2 2

ELAASVFYGGPVGDDKDR 3 0.999

LKGHSSTVLGDTLLCSAAINYLGPFPPVR 3 0.999

F1N1N9 F1N1N9_BOVIN HERC5 Uncharacterized protein 0.999 4.8 2 2

KSYFFFGLLCGLSLFNCNVADIPFPLALFK 3 0.999

PVPGRVSESRPPPASR 3 0.999

F1N1R6 F1N1R6_BOVIN PDGFRL Uncharacterized protein 0.999 9.87 2 2

DRDSADPTPKTPSIMTQMMDK 3 0.999

RDEAKTGSTYIFFTEK 3 0.999

Q2KHZ2 HBS1L_BOVIN HBS1L HBS1-like protein 0.961 4.52 2 2

F1N1V0 F1N1V0_BOVIN HBS1L Uncharacterized protein 0.961 4.52 2 2

FDVQKALSVVLEQDK 3 0.805

YSGSTIAAGVVTEIKD 3 0.801

F1N2D3 F1N2D3_BOVIN ZO1 Uncharacterized protein (Fragment) 1.000 2.28 2 2

AEQLASVQYTLPKTAGGDRADFWR 3 0.999



PVTIFGPIADVAREK 3 0.999

F1N300 F1N300_BOVIN Bt.76801 Condensin complex subunit 1 (Fragment) 1.000 1.83 2 2

F1N3G4 F1N3G4_BOVIN NCAPD2 Condensin complex subunit 1 1.000 1.72 2 2

GQVSEMAVLLIDPAPQIAALAK 3 0.999

VKGQVSEMAVLLIDPAPQIAALAK 3 0.999

F1N329 F1N329_BOVIN Bt.56498 Uncharacterized protein 1.000 3.91 2 2

PFLLNRTEHFIHEFISFAR 3 0.999

RELATSAPVRPAPASSEIMASAAK 3 0.999

F1N3L2 F1N3L2_BOVIN ABCG5 Uncharacterized protein 0.999 4.16 2 2

TGTLLGEVFVNGQELHR 3 0.999

TTLLDAMSGR 3 0.999

Q0VCA3 LETM1_BOVIN LETM1
LETM1 and EF-hand domain-containing protein 1, 

mitochondrial
1.000 8.06 2 2

F1N3R4 F1N3R4_BOVIN LETM1 Uncharacterized protein 1.000 8.06 2 2

VAEVEGEQVDNKAKLEATLQEEAAIQQEHR 3 0.999

VIELVDKEDVHISTSQVAEIVATLEKEEK 3 0.999

F1N415 F1N415_BOVIN PCLO Uncharacterized protein 0.976 0.62 2 2

DDMTESTVDFDR 3 0.805

TIPQPGPAKPLAQQLGTAK 3 0.803

F1N439 F1N439_BOVIN STXBP5L Uncharacterized protein 0.999 2.19 2 2

HEITTEIVSLEVR 3 0.999

TVLLSMGTIDLYR 3 0.999

F1N482 F1N482_BOVIN RGNEF Uncharacterized protein (Fragment) 0.999 3.67 2 2

GMFLISASSAGPEMYEIHTNSKEER 3 0.999

LVLQQRESLAPGPAFRGSPFQDQEK 3 0.999

F1N4I1 F1N4I1_BOVIN Bt.45632 Uncharacterized protein (Fragment) 0.999 1.83 2 2

IPDACLFRPSWAIPPKIEQLPMPPAATFIR 3 0.999

YIFTANKKCK 1 0.999

Q0IIH7 ST14_BOVIN ST14 Suppressor of tumorigenicity 14 protein homolog 0.999 4.21 2 2

F1N4X7 F1N4X7_BOVIN ST14 Uncharacterized protein 0.999 4.23 2 2

FKAFFLQEPNVPVGSCTK 3 0.999

RGAGGSGDLGAGFKYTSR 3 0.999

F1N510 F1N510_BOVIN CBLB Uncharacterized protein 1.000 5.7 3 3

ASQDYDPLPSSSDGSQAPARPPK 3 0.999

LAQLSENEYFKIYIDSLMK 3 0.999

RALEIAQNNVEVAR 3 0.832

F1N5I4 F1N5I4_BOVIN ADAM11 Uncharacterized protein (Fragment) 0.999 6.41 2 2

GPSGTNIIIGSIAGAVLVAAIVLGGTGWGFK 3 0.999

LGDLGGDISSVTFYHQGK 3 0.809

F1N5M2 F1N5M2_BOVIN Bt.53584 Uncharacterized protein 0.999 8.86 2 2

Q3MHN5 VTDB_BOVIN GC Vitamin D-binding protein 0.999 8.86 2 2

ILESTLKSLDECCHSESSTACLNAKGPQLTR 3 0.999

VLDQYIFELSR 2 0.995

F1N5T2 F1N5T2_BOVIN Uncharacterized protein (Fragment) 0.999 9.3 2 2

AEVAQREAETLREQLSSANHSLQLASQIQK 3 0.999

LEQDLSTIQSIQRPDAEGAAELGLEK 3 0.999

F1N643 F1N643_BOVIN SHROOM3 Uncharacterized protein (Fragment) 1.000 1.81 2 2

RLLTPLEGHSPHPSER 3 0.999

TTMDLMEGLFPRDVNLLK 3 0.999

P31407 VATB1_BOVIN ATP6V1B1 V-type proton ATPase subunit B, kidney isoform 0.999 9.75 2 2

F1N688 F1N688_BOVIN Bt.4211 Uncharacterized protein 0.999 9.75 2 2

GLPGGGASLGAAREHVQAVTRNYITHPR 3 0.999

IYPEEMIETGISPIDVMNSIAR 3 0.999

F1N693 F1N693_BOVIN Bt.8487 Uncharacterized protein (Fragment) 0.999 3.97 2 2

AEVAQREAETLREQLSSANHSLQLASQIQK 3 0.999

EEAPRPAEKAEPPPSGTPVPDAAADEGR 3 0.999

F1N6H4 F1N6H4_BOVIN MACF1 Uncharacterized protein (Fragment) 1.000 1.13 4 4

EGLDKLVSDANEQYKLVSDTVGQR 3 0.850

EGRLTNKATLSSEMMNGIIDPESYR 3 0.855

FEQLCLQQQEKESSLKK 3 0.818

NLLSVESLKEEWQILR 3 0.809

F1N6Y5 F1N6Y5_BOVIN SETD1B Uncharacterized protein 0.999 2.14 2 2

MENSHPPHHHHQQPPPQPGPSGERR 3 0.999

VDHDTIIDATKCGNFAR 3 0.999

Q3ZBU3 CP059_BOVIN Uncharacterized protein C16orf59 homolog 0.999 9.71 2 2

F1N6Y6 F1N6Y6_BOVIN Bt.49344 Uncharacterized protein 0.999 9.71 2 2

LPMCASSLWAQLSSMQTR 3 0.999

PEAGLRDQQIVPQAASQVPEAFTLK 3 0.999

F1N724 F1N724_BOVIN Bt.105725 Uncharacterized protein 0.999 0.57 2 2

ELMFRTAKIK 3 0.863

RFAKASSITEIWSLEK 3 0.999

F1N757 F1N757_BOVIN TTN Uncharacterized protein 1.000 2.15 37 37

AENEVGIGEPSLPSRPVVAK 3 0.897

DEADVLEDDRTHIKTTPTTLALEK 3 1.000

DPIYPPDPPIKLKIGLVTK 3 1.000

EQLLPPKILMPEQITIK 3 0.824

EVSRDSVTITWEVPTIDGGAPVNNYIIEK 3 1.000

FGCGPPVEIGPILAVDPLGPPTSPER 3 1.000

FVSMDDEGKTHSITFRNLSIDDTSQIK 3 0.999

IGVGKPSAATPFIK 3 0.829

IKAANIVGEGEPRELAESVIAK 3 1.000

IREYTLTHLPQGAEYRFR 3 0.868

ITNLQEGAIYYFR 3 0.821

KPNQKGWSIVASDVTK 3 0.861

LEMREVTMDDISQIKAQVK 3 0.933

LLAGITVKAGTKIELPATVTGK 3 1.000

LTVLEGDPYFTGK 3 0.889

LVCEVSKPGAEVTWYKGDEEIIETGR 3 0.833

LVIAKAGDNIK 3 0.826

MAHEGALTGVTTDQKEKQK 3 0.882

MGQKYSFRVAAVNVK 3 0.840

NPFVVPDAPKAPEITAVTK 3 0.921

NRSSVTLYVNAPEPPQILQELQPITVQSGK 3 1.000

NSITLAWGKPIYDGGSEILGYVVEICK 3 0.932

RCNEHLVPVLTYTAKGLEEGK 3 0.930

SEKDEKEFEELVSFIQQR 3 1.000

SPLLVRKAQTPTMPPGPEVPPPWK 3 0.916

SVRADAGIYTVTLENKLGSATASINVK 3 1.000

TEEVVVKEDLQKPVLDLK 3 1.000

TSVSLAWSVPEDEGGSKVTGYLIEMQK 3 0.934

VAARNAVGVSLPR 3 0.884

VDGLLEGLTYVFRVCAENAAGPGK 3 0.908

VDKGDSGQYTCYAVNEVGK 3 0.885

VRAENRFGVGAPAETIQR 3 0.853

VTSDNLMSRKYTVK 3 0.891

WKKGEDDVVTSSHLAVHK 3 0.881

YGVGEPLESEPVTAKNPFVVPDAPK 3 0.834

YSIQNTDSSSILTIPQVTRHDTGK 3 1.000

YVITATNSCGSK 3 0.813



F1N773 F1N773_BOVIN CNKSR2 Uncharacterized protein (Fragment) 0.999 4.63 2 2

NLVNALREDPSGVILTLKK 3 0.999

PLALQPLIPRSPTSSVATPSSTISTPTKR 3 0.999

F1N7B8 F1N7B8_BOVIN EML5 Uncharacterized protein 0.999 2.53 2 2

TVKAHDGPVFSMHALEKGFVTGGK 3 0.999

YLAVASHDSFIDIYNVMSSKRVGICK 3 0.999

F1N7E7 F1N7E7_BOVIN Bt.30463 Uncharacterized protein (Fragment) 0.999 5.48 2 2

EDAQKVLKCMYCGHSFESLQDLSVHMIK 3 0.999

ENALSDISDMLKNLTESHTSKSSTPSSISEK 3 0.999

F1N7G8 F1N7G8_BOVIN PDS5B Uncharacterized protein 0.999 2.28 2 2

AIFSKVMVITRNLPDPGK 3 0.999

EDILENEDEQNSPPK 3 0.999

F1N7N4 F1N7N4_BOVIN Bt.62495 Uncharacterized protein (Fragment) 0.999 4.76 3 3

DLRVPVNASFCSPDAR 3 0.831

PLPSHLAGSPSDSTGGRPPSHILYKR 3 0.999

VPVNASFCSPDARPVTGVVPCK 3 0.903

F1N7Q1 F1N7Q1_BOVIN Bt.21054 Uncharacterized protein 1.000 6.34 2 2

EAEDVPGPAAAPLPPGGPSLPPGQK 3 0.999

FHPDQLQVLLVFTKEDNQCNGFCRACEK 3 0.999

F6QK33 F6QK33_BOVIN Bt.11917 Uncharacterized protein 0.999 7.12 2 2

EESPSNLATLCYKAVEKLVQGAESGCHSEK 3 0.999

VGLMHIGVFILLLLSGERNFGVRLNK 3 0.999

F6QQ19 F6QQ19_BOVIN Bt.105989 Uncharacterized protein 0.999 7.74 2 2

MDFSFSFMQGIMGNTIQQPPQLIDSANIR 3 0.812

PSPPQPPPPPPSVPQTVIPKK 3 0.999

F6QVR0 F6QVR0_BOVIN Bt.9097 Uncharacterized protein 0.999 5.57 2 2

AHGDGTPHPDPDPCAR 3 0.999

MAEFLPLLPCTPLLTQDVCAQDSRVPPAK 3 0.999

F6RF21 F6RF21_BOVIN Bt.3161 Uncharacterized protein 0.999 1.4 2 2

EAIYSGFIR 3 0.999

LANSGNRPPANAEIFSCNK 3 0.999

P02081 HBBF_BOVIN Hemoglobin fetal subunit beta 1.000 62.76 8 8

F6RFA2 F6RFA2_BOVIN Bt.102944 Uncharacterized protein (Fragment) 1.000 56.17 8 8

AAVTSLFAK 2 0.997

FFESFGDLSSADAILGNPK 2 1.000

FGSEFSPELQASFQK 2 0.959

LLGNVLVVVLAR 2 1.000

LLVVYPWTQR 2 0.980

RFGSEFSPELQASFQK 3 1.000

VKVDEVGGEALGR 3 1.000

VVTGVANALAHR 2 1.000

G3MW09 G3MW09_BOVIN Bt.82323 Uncharacterized protein 0.999 2.88 2 2

IDGILTTSIGLHDLRKK 3 0.999

ILKSSYLKGMNLASFFAVSK 3 0.999

G3MWN6 G3MWN6_BOVIN ABCA2 Uncharacterized protein (Fragment) 1.000 2.98 3 3

CTCSGQGTGFSCPGGVGGHPPQMR 3 0.999

RKLSTAIALIGYPAFIFLVSP 3 0.851

TPRLSVMEEDQACAMESR 3 0.999

G3MXA5 G3MXA5_BOVIN Bt.74139 Uncharacterized protein 0.999 4.62 2 2

ANSLGDLYAQKNSGVTANGGPR 3 0.999

NSGVTANGGPRSKLAGYCR 3 0.999

G3MXC3 G3MXC3_BOVIN LTBP4 Uncharacterized protein (Fragment) 0.999 3.44 2 2

PPSGSPKKGEMIR 3 0.999

SEAAAPYTVLAQSAPREDGYSDASGFGYCFR 3 0.999

G3MXE8 G3MXE8_BOVIN Uncharacterized protein (Fragment) 0.999 2.1 2 2

AIFFTPKENMSSSLIFSAPPLSCK 3 0.805

LMETLGQAEPYFVKCIR 3 0.999

G3MXJ0 G3MXJ0_BOVIN LOC531152 Uncharacterized protein (Fragment) 0.999 8.8 2 2

NLSHVKGGCVLCGFLKLLPMFSIVMPGMISR 3 0.999

PTVTQEGNWTAPMECFVPRADAFHVFR 3 0.999

G3MXU5 G3MXU5_BOVIN Uncharacterized protein 0.999 4.47 2 2

NEDNNRTSVGTNYESR 3 0.999

VRTQAQVMLGARPQTETVAVTETHPK 3 0.999

G3MXX3 G3MXX3_BOVIN Bt.103298 Uncharacterized protein (Fragment) 0.999 2.6 2 2

KFNYGGGNSNLPWGSDRHHQYEQHWYK 3 0.999

RQAQRSSASESETDDSDDDK 3 0.999

G3MXX8 G3MXX8_BOVIN SCRT1 Uncharacterized protein 0.999 17.33 2 2

AGAGTEARAGPGAGSSGGRHACGECGK 3 0.999

PELATAAGGYINGDAAVSEGYAADAFFITDGRSR 3 0.999

G3MYU1 G3MYU1_BOVIN Bt.20209 Uncharacterized protein 0.999 9.04 2 2

PPGSNINGVPPNPTPIVQRLPAFLDNHNYAK 3 0.999

PSSPVTSHISVLFGEDDSLLRVDCIRYNR 3 0.999

G3MYU9 G3MYU9_BOVIN Bt.105569 Uncharacterized protein 0.999 8.62 2 2

SLLHNETSAHRQKTESALNALLQR 3 0.999

VSLPLRTNYLYGK 3 0.999

G3MZ21 G3MZ21_BOVIN Uncharacterized protein 1.000 33.04 3 3

AAVTSLFAK 2 0.997

FFESFGDLSSADAILGNPK 2 1.000

LLVVYPWTQR 2 0.980

G3MZM6 G3MZM6_BOVIN RRP1B Uncharacterized protein 0.999 7.34 2 2

ELGALLVNGSGPPVLAWPLPQREGPPANPADRR 3 0.999

LVPALCRTPEGQGSGGAHGPLK 3 0.999

G3N078 G3N078_BOVIN ZNF215 Uncharacterized protein 1.000 7.01 2 2

HQKIHAATKAWEGNQCGK 3 0.999

NLNSLHKEHLLSKPVETSK 3 0.999

G3N0C1 G3N0C1_BOVIN ANK2 Uncharacterized protein (Fragment) 1.000 2.22 2 2

DLEFCLVTNNGTVSIEHITRIDMTSEKSK 3 0.844

FCCFSFLSFLSLLGLSITCLSK 3 0.999

G3N0D7 G3N0D7_BOVIN CBLB Uncharacterized protein (Fragment) 1.000 4.63 2 2

ASQDYDPLPSSSDGSQAPARPPK 3 0.999

RALEIAQNNVEVAR 3 0.832

G3N0V2 G3N0V2_BOVIN Bt.96692 Uncharacterized protein 1.000 6.77 5 5

AQYEEIAQR 2 0.973

DYQELMNTK 2 0.990

KYEDEINKR 3 1.000

SLNNQFASFIDK 2 0.999

SLNNQFASFIDKVR 3 1.000

G3N0X4 G3N0X4_BOVIN Uncharacterized protein (Fragment) 0.999 12.87 2 2

GHQAVVVAPEVNLHIK 3 0.999

VHFLTMFWEAMATLKNVSLLFER 3 0.999

G3N1C8 G3N1C8_BOVIN DNAH1 Uncharacterized protein 1.000 1.43 3 3

FGPLGFNIPYEFTDGDLRICISQLK 3 0.999

TPPLPLSVTPPMPSDLGQPRK 3 0.999

VFQGMLMADPAKVEDK 3 0.999

G3N1N7 G3N1N7_BOVIN MKI67 Uncharacterized protein 0.999 1.64 2 2

PQQTPGETTHSPREPEDGDRGTAVSQEAPEEK 3 0.999

PVAHGEDVTATHAVSGR 3 0.999

G3N1Y3 G3N1Y3_BOVIN Uncharacterized protein (Fragment) 1.000 45.3 4 4

FFESFGDLSSADAILGNPK 2 1.000



LLGNVLVVVLAR 2 1.000

LLVVYPWTQR 2 0.980

VVTGVANALAHR 2 1.000

G3N2E4 G3N2E4_BOVIN TCTN1 Uncharacterized protein 0.999 7.14 2 2

ALTCRLVAQKMK 3 0.999

STTEQDCLAAEGIRAPVLFGYNMQSGCKLR 3 0.999

G3N356 G3N356_BOVIN ZSCAN30 Uncharacterized protein 0.999 5.76 2 2

HCGEDRNSVWAGEFIGIKMK 3 0.999

SFNQNSALTQHQR 3 0.999

G3X684 G3X684_BOVIN TOPBP1 Uncharacterized protein 0.999 3.08 2 2

AFRTVMSQHSGQASVSPSPGQSLQK 3 0.999

DAHSEKEDAPKPLENVVVCVSK 3 0.999

G3X6N3 G3X6N3_BOVIN Bt.5336 Uncharacterized protein 1.000 12.78 8 8

Q29443 TRFE_BOVIN TF Serotransferrin 1.000 12.78 8 8

DQTVIQNTDGNNNEAWAK 2 1.000

GYLAVAVVK 2 0.914

HSTVFDNLPNPEDRK 3 1.000

KTYDSYLGDDYVR 3 1.000

LYKELPDPQESIQR 3 0.999

TSDANINWNNLK 2 0.994

TYDSYLGDDYVR 2 0.938

YYGYTGAFR 2 0.901

G3X6V3 G3X6V3_BOVIN Uncharacterized protein (Fragment) 0.999 2.87 2 2

KPSQSSEDLSKNVTTAPTK 3 0.999

SATLPAMLPQPVEPAEPVWFSLAKKK 3 0.999

G3X7A5 G3X7A5_BOVIN Bt.19562 Uncharacterized protein 1.000 1.2 2 2

Q2UVX4 CO3_BOVIN C3 Complement C3 1.000 1.2 2 2

AGQYSSDLRK 3 1.000

ILWESASLLR 2 0.994

G3X7E3 G3X7E3_BOVIN Bt.90677 Uncharacterized protein 0.999 4.82 2 2

EEVEVKESDVLESASSHSLSTK 3 0.999

SEGNEKGEDAEVLETMPSGILK 3 0.999

G3X7Z2 G3X7Z2_BOVIN Bt.286 Uncharacterized protein 0.987 1.8 2 2

GGGAGVAGGPGPGGLQPGQRVLYK 3 0.885

PEGGEAGEGADPPRRHHR 3 0.856

G5E580 G5E580_BOVIN Bt.67708 Uncharacterized protein 0.999 2.46 2 2

IPNHVFEIDEDCEKDEDSSSLCSQKGGVIK 3 0.999

PIFKDIQGSLDVDGRFSPLYK 3 0.999

G5E5A7 G5E5A7_BOVIN MUC5B Uncharacterized protein 0.999 0.57 2 2

LVNTSSYLEACRHDLCHCSR 3 0.999

VNESWFLEDCTVAR 3 0.999

G5E5V6 G5E5V6_BOVIN CGNL1 Uncharacterized protein 0.999 2.94 2 2

PLPTPSLQAHLEAKKTR 3 0.999

SRAAGSTQGNNQASNSSSEVK 3 0.999

G5E5W1 G5E5W1_BOVIN Bt.1262 Uncharacterized protein 0.999 2.37 2 2

ECQIPLGMASGRIRDFQITASGQYGQWAPK 3 0.999

ISSSSNNLMPLPTIPSDKLSAGTKK 3 0.999

Q0VCK5 AP2A2_BOVIN AP2A2 AP-2 complex subunit alpha-2 0.999 5.22 2 2

G5E675 G5E675_BOVIN AP2A2 Uncharacterized protein (Fragment) 0.999 5.36 2 2

IIGFGSALLEEVDPNPANFVGAGIIHTR 3 0.999

SDSQLKNADVELQQRAVEYLR 3 0.999

O97817-2 LPHN2_BOVIN LPHN2 Isoform 2 of Latrophilin-2 0.999 3.4 2 2

O97817-3 LPHN2_BOVIN LPHN2 Isoform 3 of Latrophilin-2 0.999 3.43 2 2

O97817-4 LPHN2_BOVIN LPHN2 Isoform 4 of Latrophilin-2 0.999 3.44 2 2

AKPEGTDSYVSQLTAEAEDHLQSPNR 3 0.999

YSLEFGPPDPAQERFCEALDAR 3 0.999

P01044 KNG1_BOVIN KNG1 Kininogen-1 0.992 3.38 2 2

P01045 KNG2_BOVIN KNG2 Kininogen-2 0.992 3.39 2 2

LISDFPETTSPK 2 0.914

SPDLEPVLR 2 0.907

P01966 HBA_BOVIN HBA Hemoglobin subunit alpha 1.000 42.96 5 6

FLANVSTVLTSK 2 0.994

LRVDPVNFK 3 1.000

MFLSFPTTK 2 0.999

TYFPHFDLSHGSAQVK 3 1.000

VGGHAAEYGAEALER 2 1.000

VGGHAAEYGAEALER 3 1.000

P02465 CO1A2_BOVIN COL1A2 Collagen alpha-2(I) chain 0.999 3.3 2 2

GAAGIPGGKGEKGETGLR 3 0.861

PKDYEVDATLKSLNNQIETLLTPEGSR 3 0.999

P02662 CASA1_BOVIN CSN1S1 Alpha-S1-casein 1.000 17.29 3 4

FFVAPFPEVFGK 2 0.972

HQGLPQEVLNENLLR 2 0.999

HQGLPQEVLNENLLR 3 0.999

YLGYLEQLLR 2 0.999

P02769 ALBU_BOVIN ALB Serum albumin 1.000 32.62 19 27

DAFLGSFLYEYSR 2 1.000

DLGEEHFK 2 0.989

FKDLGEEHFK 2 0.945

FKDLGEEHFK 3 1.000

GLVLIAFSQYLQQCPFDEHVK 3 1.000

HLVDEPQNLIK 2 1.000

HLVDEPQNLIK 3 1.000

HPEYAVSVLLR 2 0.995

HPEYAVSVLLR 3 0.897

KQTALVELLK 2 0.992

KQTALVELLK 3 1.000

KVPQVSTPTLVEVSR 2 1.000

KVPQVSTPTLVEVSR 3 1.000

LCVLHEKTPVSEKVTK 3 0.864

LGEYGFQNALIVR 2 1.000

LSQKFPK 2 0.863

LVNELTEFAK 1 1.000

LVNELTEFAK 2 1.000

LVVSTQTALA 2 0.993

MPCTEDYLSLILNR 2 0.999

RHPEYAVSVLLR 2 0.989

RHPEYAVSVLLR 3 1.000

SLHTLFGDELCK 2 0.999

SLHTLFGDELCK 3 1.000

TVMENFVAFVDK 2 1.000

VPQVSTPTLVEVSR 2 1.000

YICDNQDTISSK 2 1.000

P12763 FETUA_BOVIN AHSG Alpha-2-HS-glycoprotein 1.000 39.83 10 12

AQFVPLPVSVSVEFAVAATDCIAK 2 1.000

AQFVPLPVSVSVEFAVAATDCIAK 3 1.000

EVVDPTK 1 0.927

EVVDPTKCNLLAEK 3 0.963

GYKHTLNQIDSVK 3 1.000



HTFSGVASVESSSGEAFHVGK 2 1.000

HTFSGVASVESSSGEAFHVGK 3 1.000

HTLNQIDSVK 2 1.000

QDGQFSVLFTK 2 1.000

QQTQHAVEGDCDIHVLK 3 0.941

TPIVGQPSIPGGPVR 2 1.000

VVHAVEVALATFNAESNGSYLQLVEISR 3 1.000

P15497 APOA1_BOVIN APOA1 Apolipoprotein A-I 1.000 36.6 9 9

DYVAQFEASALGK 2 0.999

LEALKEGGGSLAEYHAK 3 0.999

LLDNWDTLASTLSK 2 1.000

LSPLAQELR 2 0.927

QQLAPYSDDLR 2 0.983

VKDFATVYVEAIK 3 0.933

VQELQDKLSPLAQELR 3 0.999

VSILAAIDEASK 2 0.932

VSILAAIDEASKK 3 1.000

P34955 A1AT_BOVIN SERPINA1 Alpha-1-antiproteinase 1.000 23.32 10 11

DFHVDEQTTVK 2 0.995

HTTERDFHVDEQTTVK 3 1.000

KYASSANLHLPK 3 1.000

LGMFDLHYCDK 3 1.000

LQQLEDKLNNELLAK 2 0.996

LQQLEDKLNNELLAK 3 1.000

LSISETYDLK 2 1.000

LVDTFLEDVK 2 0.999

SVLGDVGITEVFSDR 2 1.000

SVLGDVGITEVFSDRADLSGITK 3 1.000

YASSANLHLPK 2 0.875

P56722 PTPRN_BOVIN PTPRN Receptor-type tyrosine-protein phosphatase-like N 1.000 5.01 2 2

PSAEEYGYIVTDQKPLSLAAGVR 3 0.999

SVLLTLVALAGVAGLLVALAVALCVR 3 0.999

P62285 ASPM_BOVIN ASPM
Abnormal spindle-like microcephaly-associated protein 

homolog
0.999 1.07 2 2

TESQHEAGESPALVAQGLYK 3 0.999

VCHAAVVIQRYYRAHR 3 0.999

P79134 ANXA6_BOVIN ANXA6 Annexin A6 0.999 4.9 2 2

LILGLMMPPAHYDAK 3 0.999

SLYGKDLIADLKYELTGK 3 0.999

P81644 APOA2_BOVIN APOA2 Apolipoprotein A-II 1.000 49 5 7

AGTDLLNFLSSFIDPK 2 1.000

KAGTDLLNFLSSFIDPK 2 0.930

KAGTDLLNFLSSFIDPK 3 1.000

MKLLALTVLLLTICGLEGALVR 3 0.884

TQEELTPFFK 2 0.999

TQEELTPFFKK 2 0.966

TQEELTPFFKK 3 1.000

Q08D91 K2C75_BOVIN KRT75 Keratin, type II cytoskeletal 75 1.000 5.71 3 3

AQYEEIANR 2 0.989

LRAEIDNVKK 3 0.999

SLDLDSIIAEVK 2 0.999

Q0III9 ACTN3_BOVIN ACTN3 Alpha-actinin-3 1.000 3.55 2 2

LVSDIANAWRGLEQAEK 3 0.999

LVSIGAEEIVDGNLK 3 0.999

Q0P5J8 FA40A_BOVIN FAM40A Protein FAM40A 1.000 3.58 2 2

EVFSKPISWEELLQ 3 0.809

TAGGLLPGGKAREFNR 3 0.999

Q0VCD2 TBG1_BOVIN TUBG1 Tubulin gamma-1 chain 0.999 10.86 2 2

Q32KM1 TBG2_BOVIN TUBG2 Tubulin gamma-2 chain 0.999 10.86 2 2

LHFLMTGYTPLTTDQSVASVRKTTVLDVMR 3 0.999

RLTQNADCVVVLDNTALNR 3 0.999

Q17QL7 Q17QL7_BOVIN KRT15 KRT15 protein 1.000 7.06 3 3

ALEEANADLEVK 2 0.999

QSVEADINGLR 2 0.991

VLDELTLTK 2 1.000

Q17QU7 DHR13_BOVIN DHRS13 Dehydrogenase/reductase SDR family member 13 0.999 9.81 2 2

APPCRGLASLRGR 3 0.999

MEALLLGVGLLLGAYVLVYYNLVKAPPCR 3 0.999

Q17QW1 BORG5_BOVIN CDC42EP1 Cdc42 effector protein 1 1.000 10.53 2 2

LSPVGWVSSSQGKKR 3 0.999

SPASSTDGHSAYGLDSGFCTISR 3 0.999

Q1JQC5 RMD3_BOVIN FAM82A2 Regulator of microtubule dynamics protein 3 1.000 16.14 3 3

AGLGLLLGTAAGLGFLCALYSQRWK 3 0.999

DSERESDGDGEDEVSCETVKMGR 3 0.999

LALELPNVTKEDSAFQKDLEELEVILGE 3 0.999

Q27991 MYH10_BOVIN MYH10 Myosin-10 0.999 1.72 2 2

ESLTKLMATLRNTNPNFVR 3 0.999

IRNKQEVMISDLEER 3 0.999

Q2HJG5 VPS35_BOVIN VPS35 Vacuolar protein sorting-associated protein 35 0.999 3.02 2 2

ALKIANQCMDPSLQVQLFIEILNR 3 0.999

IANQCMDPSLQVQLFIEILNR 3 0.999

Q2NKS5 Q2NKS5_BOVIN MGC137053 Putative uncharacterized protein MGC137053 0.999 20.59 2 2

PKLLQHYLHAGVSECLNWSR 3 0.999

PQPPAVFLQRCQEPPQQHFFSK 3 0.999

Q2TA17 ZN668_BOVIN ZNF668 Zinc finger protein 668 0.999 5.82 2 2

MFSDPSSFR 1 0.999

THPVPIGTPTPLEPLVALLGMPEEGPA 3 0.999

Q2TBM9 SRAC1_BOVIN SERAC1 Protein SERAC1 0.999 6.73 2 2

IFRGPFADTFSTVDIEDHDCAVWLLLR 3 0.999

ILGNMALNEHLHSTIVR 3 0.999

Q32PG0 Q32PG0_BOVIN WWP1 Uncharacterized protein 1.000 2.71 2 2

DPRNGKSSVTK 3 0.999

FIGRFIAMALFHGK 3 0.999

Q3MHY7 RM10_BOVIN MRPL10 39S ribosomal protein L10, mitochondrial 0.999 16.03 2 2

LPSLALAQGELVGGLTLLTAR 3 0.999

YQNLLPLFVGHNLLLVSEEPK 3 0.999

Q3ZC31 HEM0_BOVIN ALAS2
5-aminolevulinate synthase, erythroid-specific, 

mitochondrial
1.000 10.73 4 4

ICDLLLSKYGIYVQAINYPTVPR 3 0.999

LLEAWTEVGLPLQDISIAACNFCR 3 0.999

NSGAAKFVFR 3 0.999

YGIYVQAINYPTVPRGEELLR 3 0.857

Q58D62 FETUB_BOVIN FETUB Fetuin-B 1.000 7.49 2 2

FMETATESLAK 2 0.999

TSSQWVFGPAYFVEYLIK 2 0.992

Q5E9N5 CLPB_BOVIN CLPB Caseinolytic peptidase B protein homolog 0.999 2.95 2 2

IAENLGDVQISDKITISK 3 0.999

NRIAENLGDVQISDKITISK 3 0.999

Q5EA98 MFAP1_BOVIN MFAP1 Microfibrillar-associated protein 1 0.999 7.29 2 2



AQERKNEELEVMEVEDEGR 3 0.999

RLQNRISEDVEER 3 0.999

Q9BGI0 GABT_BOVIN ABAT 4-aminobutyrate aminotransferase, mitochondrial 0.999 16 3 3

GTFCSFDTPDDSIRNKLILIAR 3 0.999

KTVAGIIVEPIQSEGGDNHASDDFFRK 3 0.999

LRQSLLSVAPKGMSQLITMACGSCSNENGLK 3 0.999

Q9N2I2 IPSP_BOVIN SERPINA5 Plasma serine protease inhibitor 1.000 12.13 2 2

STHEQDFYVTPETVVR 3 0.999

VSEMVHKAVVEVDESGTQAAAATGMVITFKSAR 3 0.999

Q9TTA5 SMAL1_BOVIN SMARCAL1
SWI/SNF-related matrix-associated actin-dependent 

regulator of chromatin subfamily A-like protein 1
1.000 4.14 2 2

IPSIIEYILDLLESGREK 3 0.999

SMPGPEPPWMPPAKEMTTKDK 3 0.999
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Supporting Information Table 2.  Quantification of all proteins associated with NTs.
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Protein ID Protein Entry Gene Name Protein Name
Protein

Probability
Protein Coverage (%)

Mean

Abundance
SEM

Peptide Sequence
Peptide

Charge

Peptide

Probability

A0JN62 CE120_BOVIN CEP120 Centrosomal protein of 120 kDa 0.999 1.9 248,987 16,730

A0JN62-2 CE120_BOVIN CEP120 Isoform 2 of Centrosomal protein of 120 kDa 0.999 2.0 248,987 16,730

PVTVEGAFTLDPPNRAKQK 3 0.999

A0JN96 A0JN96_BOVIN STK3 Serine/threonine kinase 3 (STE20 homolog, yeast 1.000 3.9 792,006 59,747

NKSHENCNQNMHEPFPMSK 3 0.999

A0JNA3 A0JNA3_BOVIN IMPDH1 Inosine-5'-monophosphate dehydrogenase 0.999 3.3 782,446 180,413

TMSAQIEGGVHGLHSYEKR 3 0.999

A0JNB1 ZN227_BOVIN ZNF227 Zinc finger protein 227 0.999 1.5 1,927,763 167,570

GFSHNSPLICHR 3 0.999

Q95L39 LOXL1_BOVIN LOXL1 Lysyl oxidase homolog 1 1.000 1.7 1,402,146 185,182

A0JNB6 A0JNB6_BOVIN LOXL1 Lysyl oxidase-like 1 1.000 1.7 1,402,146 185,182

TYDQGYVYYR 3 0.999

A0JNC0 TMOD1_BOVIN TMOD1 Tropomodulin-1 0.999 13.4 2,592,644 171,387

G1K1R3 G1K1R3_BOVIN TMOD1 Uncharacterized protein 0.999 13.4 2,592,644 171,387

PTQYKPVPDEEPNATDVEETLERIK 3 0.999

TLENELDELDPDNALLPAGLRQK 3 0.999

A0JNE6 A0JNE6_BOVIN EIF2AK2 Eukaryotic translation initiation factor 2-alpha kinase 0.999 4.7 3,578,021 485,586

LFNDFTEVTPIGSGGFGQVFKAKHR 3 0.999

A0JNF4 A0JNF4_BOVIN PRIM2 Primase, DNA, polypeptide 2 (58kDa) 0.999 3.6 2,255,075 235,288

IILTNTPGQGDYHGCPFR 3 0.999

A0JNF9 A0JNF9_BOVIN STAP1 Signal transducing adaptor family member 1 0.999 10.4 1,510,675 310,880

VMSAGKNYTIDLEKPVTLPNLFSVIDYFVK 3 0.999

A0JNH1 KIZ_BOVIN PLK1S1 Centrosomal protein kizuna 0.999 2.6 3,169,388 713,917

SSCSLPSTPSDESGIRNGK 3 0.999

A0JNH7 A0JNH7_BOVIN PRKCZ Protein kinase C, zeta 0.999 4.7 3,719,000 322,288

PVIDGMDGIKISQGLGLQDFDLIRVIGR 3 0.999

A0JNK9 A0JNK9_BOVIN STEAP2 Six transmembrane epithelial antigen of the prostate 0.999 5.9 1,723,173 497,347

AFEEEYYRFYTPPNFVLALVLPSIVILGK 3 0.999

A0RZB4 SPRN_BOVIN SPRN Shadow of prion protein 0.999 12.6 3,383,346 1,151,739

GVYSYWAWTSGTGPTGHR 3 0.999

F1MCU1 F1MCU1_BOVIN Bt.2644 Uncharacterized protein (Fragment 0.999 2.4 1,086,179 126,039

A1A4H6 DDX27_BOVIN DDX27 Probable ATP-dependent RNA helicase DDX27 0.999 2.5 1,086,179 126,039

SQEAALRAAPDILIATPGR 3 0.999

A1A4J8 SCO1_BOVIN SCO1 Protein SCO1 homolog, mitochondria 0.999 7.9 1,805,918 241,992

PGPVSWKSLAVTFAIGGALLAGMK 3 0.999

A1A4J9 A1A4J9_BOVIN DNAJA3 DnaJ (Hsp40) homolog, subfamily A, member 3 0.999 4.0 8,393,145 454,341

KKVVIPVPAGVEDGQTVR 3 0.999

A1A4K8 U2AF1_BOVIN U2AF1 Splicing factor U2AF 35 kDa subuni 0.999 10.1 1,154,508 167,017

EACCRQYEMGECTRGGFCNFMHLK 3 0.999

E1BDJ5 E1BDJ5_BOVIN Bt.64822 Uncharacterized protein 0.999 3.7 845,593 126,382

F1MGQ9 F1MGQ9_BOVIN Bt.64822 Uncharacterized protein 0.999 3.7 845,593 126,382

A1A4L4 F188B_BOVIN FAM188B Protein FAM188B 0.999 3.7 845,593 126,382

KNQLSVSNKLEGDLDVLQLEDVEDELVR 3 0.999

A1A4N2 A1A4N2_BOVIN BTBD6 BTBD6 protein 0.999 5.4 3,074,756 624,270

YVLAVGSSVFYAMFYGDLAEVK 3 0.999

A1A4R0 A1A4R0_BOVIN BGLAP BGLAP protein 0.999 14.5 1,587,415 209,097

P02820 OSTCN_BOVIN BGLAP Osteocalcin 0.999 19.0 1,587,415 209,097

ADAKPGDAESGKGAAFVSK 3 0.999

A1L520 ARFG2_BOVIN ARFGAP2 ADP-ribosylation factor GTPase-activating protein 2 0.999 4.6 200,128 25,679

A6QR32 A6QR32_BOVIN ARFGAP2 ARFGAP2 protein 0.999 4.9 200,128 25,679

SLGVHLSFIRSTELDSTWSWFQLR 3 0.999

A1L595 K1C17_BOVIN KRT17 Keratin, type I cytoskeletal 17 0.999 4.1 5,099,817 913,486

ADLEMQIENLKEELAYLR 3 0.999

A1L5A7 A1L5A7_BOVIN PDLIM7 Enigma protein 0.999 5.2 2,248,496 242,843

Q3SX40-2 PDLI7_BOVIN PDLIM7 Isoform 2 of PDZ and LIM domain protein 7 0.999 10.8 2,248,496 242,843

ALAPAADPPRYTFAPSASLNKTAR 3 0.999

A1L5B7 A1L5B7_BOVIN SERBP1 SERPINE1 mRNA binding protein 1 0.999 4.4 853,891 108,768

HEDKRGGSGSHNWGTVK 3 0.999

A2BCP4 A2BCP4_BOVIN SIAT 8B Alpha-2,8-sialyltransferase ST8Sia I 0.999 7.7 255,302 36,509

YHYYDSLKYGYTSQASPHTMPLEFKALK 3 0.999

A2I7M9 SPA32_BOVIN SERPINA3-2 Serpin A3-2 1.000 22.1 25,082,861 3,463,598

FIEDAQVLYSSEAFPTNFR 2 0.972

GSTLTEILEGLK 2 0.998

LLDKFIEDAQVLYSSEAFPTNFR 3 1.000

RIHELYLPK 2 0.982

RIHELYLPK 3 1.000

RVDGHTLASSNTDFAFSLYK 3 0.992

SNYELNDILSQLGIR 2 1.000

SNYELNDILSQLGIR 3 1.000

TELVLVNYIYFK 2 1.000

A2VDK3 A2VDK3_BOVIN DAAM1 Dishevelled associated activator of morphogenesis 1.000 4.9 3,488,295 639,933

FVTRFIDLDGLSCILNFLKTMDYETSESR 3 0.999

NEDELEFAKR 3 0.999

RITNQMTDSSRER 3 0.999

A2VDM8 BAP1_BOVIN BAP1 Ubiquitin carboxyl-terminal hydrolase BAP 0.999 4.4 116,030 20,477

PPGSNINGVPPNPTPIVQRLPAFLDNHNYAK 3 0.999

A2VDN6 SF3A1_BOVIN SF3A1 Splicing factor 3A subunit 1 0.914 2.5 2,502,351 385,498

EDSTPSKPVVGIIYPPPEVR 3 0.868

A2VDP2 PCMD1_BOVIN PCMTD1 Protein-L-isoaspartate O-methyltransferase domain-containing protein 0.999 5.1 2,667,496 336,018

AIDRGDYYLEGYRDNAYK 3 0.999

F1MN09 F1MN09_BOVIN Bt.53071 Uncharacterized protein (Fragment 0.999 2.3 1,579,538 231,991

A2VDP8 A2VDP8_BOVIN PDE4B PDE4B protein 0.999 3.0 1,579,538 231,991

A2VE32 A2VE32_BOVIN PDE4B PDE4B protein 0.999 2.1 1,579,538 231,991

KLMHSSSLNNTSISR 3 0.999

G3X795 G3X795_BOVIN Bt.40554 Uncharacterized protein (Fragment 0.999 3.8 1,277,879 422,120

A2VDQ5 NEUL_BOVIN NLN Neurolysin, mitochondria 0.999 3.0 1,277,879 422,120

LVASRLVNTGLLTLRQIVLSK 3 0.999

A2VDQ9 A2VDQ9_BOVIN MGC151839 Similar to calpain 0.999 7.6 356,745 42,901

E1BKJ3 E1BKJ3_BOVIN MGC151839 Uncharacterized protein (Fragment 0.999 4.0 356,745 42,901

TDICQGALGDCWLLAAIASLTLNRELLYR 3 0.999

A2VDR1 A2VDR1_BOVIN RAB40C RAB40C, member RAS oncogene family 0.999 6.4 2,400,763 353,500

SYSRGAQGILLVYDITNR 3 0.999

A2VDR8 COG7_BOVIN COG7 Conserved oligomeric Golgi complex subunit 7 0.999 2.9 2,872,321 261,947

CHKVQLLAAWQELCQTDLPLDR 3 0.999

F1N6U9 F1N6U9_BOVIN Bt.102295 Uncharacterized protein (Fragment 0.999 3.2 658,173 148,555

A2VDU3 M3K7_BOVIN MAP3K7 Mitogen-activated protein kinase kinase kinase 0.999 3.1 658,173 148,555

SIQDLTVTGTDPGQVSSR 3 0.999

F1MBL1 F1MBL1_BOVIN Bt.16911 Uncharacterized protein 0.999 4.7 478,803 46,126

A2VDV2 STK38_BOVIN STK38 Serine/threonine-protein kinase 38 0.999 4.7 478,803 46,126

VTLENFYSNLIAQHEEREMRQK 3 0.999

A2VDW7 A2VDW7_BOVIN SLCO1A2 Solute carrier organic anion transporter family, member 1A2 0.999 3.9 406,391 53,161

VLAGIPAPIYFGALVDSTCLHWGTLK 3 0.999

A2VDX0 A2VDX0_BOVIN TWF2 TWF2 protein 0.999 6.3 1,086,717 215,419

F1MG94 F1MG94_BOVIN WDR82P1 Uncharacterized protein 0.999 3.7 1,086,717 215,419

KIEIGDGAELTADFLYDEVHPK 3 0.999

E1B8I1 E1B8I1_BOVIN Bt.104938 Uncharacterized protein 0.999 1.8 1,121,413 82,794

A2VDZ4 PLK4_BOVIN PLK4 Serine/threonine-protein kinase PLK4 0.999 1.9 1,121,413 82,794

RLLIEQPLPNKMTIFPK 3 0.999

A2VE00 CC126_BOVIN CCDC126 Coiled-coil domain-containing protein 126 0.999 20.0 859,757 158,049

VDYIVVNGSAASTTSGTSGNPVPLTTNK 3 0.999

A2VE19 A2VE19_BOVIN PLEKHF1 PLEKHF1 protein 0.999 7.2 9,315,671 645,302

IAAVESCFGASGQPLALPGR 3 0.999

A2VE30 A2VE30_BOVIN IL2RA IL2RA protein 0.999 8.4 2,041,777 254,692

P12342 IL2RA_BOVIN IL2RA Interleukin-2 receptor subunit alpha 0.999 8.4 2,041,777 254,692

FFVFIVVPGCVTEACHDDPPSLR 3 0.999

F1N2C8 F1N2C8_BOVIN Bt.20073 Uncharacterized protein (Fragment 0.999 5.1 480,562 99,479

Q5E9J9 STRAA_BOVIN STRADA STE20-related kinase adapter protein alpha 0.999 5.4 480,562 99,479

A2VE62 A2VE62_BOVIN STRADA STRADA protein 0.999 5.1 480,562 99,479

VYLSGLRSNLSMISHGQRQR 3 0.999

A2VE72 A2VE72_BOVIN FAM8A1 Family with sequence similarity 8, member A1 0.999 5.0 282,443 23,392
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NFSIASFFPAFITLLFFQHNR 3 0.999

A2VE87 A2VE87_BOVIN GREM1 GREM1 protein 0.999 8.7 2,832,512 323,652

QTIHEEGCNSRTIINR 3 0.999

A3KMV1 SHKB1_BOVIN SHKBP1 SH3KBP1-binding protein 1 0.999 2.6 10,381,190 7,594,250

FRGMISTQPGSTPLASFK 3 0.999

A3KMW9 A3KMW9_BOVIN ZNF644 Uncharacterized protein 0.999 2.2 2,867,508 552,418

SKMLEVDFMEQNEDVQAIDSRTYALSQVK 3 0.999

A3KMX8 CF211_BOVIN UPF0364 protein C6orf211 homolog 0.999 2.5 3,706,817 170,196

F1MC76 F1MC76_BOVIN Bt.48133 Uncharacterized protein 0.999 2.5 3,706,817 170,196

DVGSFAYLSVK 3 0.999

A3KMY4 CTL4_BOVIN SLC44A4 Choline transporter-like protein 4 0.999 3.0 3,681,838 231,858

QVLYPRNSTGAYCGIGENKEK 3 0.999

A3KN15 A3KN15_BOVIN VPS41 Uncharacterized protein 0.999 2.0 3,723,988 369,174

HKILDIGLAYINHLVAR 3 0.999

A3KN19 FA83D_BOVIN FAM83D Protein FAM83D 0.999 9.5 2,248,717 153,157

F1MRT0 F1MRT0_BOVIN FAM83D Uncharacterized protein 0.999 9.5 2,248,717 153,157

LAREVIAVVMDVFTDIDIFRDLQEISR 3 0.999

YDGLDELPAACLSPCGPPNPAELYSEER 3 0.999

A3KN28 ST7L_BOVIN ST7L Suppressor of tumorigenicity 7 protein-like 0.999 4.7 2,374,029 286,485

PLMGGTESSISEPGSPSNNRESETSR 3 0.999

A3KN51 A3KN51_BOVIN TSG101 TSG101 protein 0.999 4.4 2,628,525 185,271

YRDLTVRETVNVISLYK 3 0.999

A4FUC2 A4FUC2_BOVIN HNRNPUL1 HNRNPUL1 protein 0.999 1.8 6,978,424 441,871

QYNEEGRRAGPPPEK 3 0.999

A4FUE3 A4FUE3_BOVIN RBBP5 RBBP5 protein 0.999 3.5 4,217,933 704,108

GSCFLINTADRIIRVYDGR 2 0.999

A4FUE5 A4FUE5_BOVIN RAB3GAP1 RAB3GAP1 protein 0.999 4.5 5,618,056 250,703

KTSPSDNVTNTYSGDAGKSGDQLGPDNLR 3 0.999

VLHYLAVQKPADLAR 3 0.999

A4FUF0-2 GLYR1_BOVIN GLYR1 Isoform 2 of Putative oxidoreductase GLYR1 0.999 10.8 1,654,573 189,864

A4FUF0 GLYR1_BOVIN GLYR1 Putative oxidoreductase GLYR1 0.999 5.2 1,654,573 189,864

ICEEETGSTSIQAADSTAVNGSVTPTDKK 3 0.999

E1B817 E1B817_BOVIN Bt.18876 Uncharacterized protein 0.999 4.8 2,665,998 583,638

A4FUW5 A4FUW5_BOVIN LEO1 LEO1 protein 0.999 5.5 2,665,998 583,638

KDSDSGSGSDSDQENVASGSNASGSESDQDER 3 0.999

A4FUY2 A4FUY2_BOVIN ATF6B ATF6B protein 0.999 2.1 26,194,953 5,094,083

NLTAFPGDTRELLLR 3 0.999

A4FV12 A4FV12_BOVIN UBA2 UBA2 protein 0.999 3.6 1,539,682 225,940

GVTECYECHPKPTQRTFPGCTIR 3 0.999

A4FV36 A4FV36_BOVIN SPATA20 SPATA20 protein 0.999 3.9 8,100,917 2,414,355

VPVALPEMVRALSAHQQTLKQIVICGDPQAK 3 0.999

A4FV70 A4FV70_BOVIN ALOX12E ALOX12E protein 0.999 2.8 9,162,863 303,346

E1BDS0 E1BDS0_BOVIN Bt.56010 Uncharacterized protein 0.999 2.7 9,162,863 303,346

DVTEKDIVDSLPSLHQAR 3 0.999

A4FV80 A4FV80_BOVIN FBRS FBRS protein 0.999 4.8 9,619,183 391,303

TPPGALLGAPPPLVPAPR 3 0.999

A4FV89 A4FV89_BOVIN KCNF1 KCNF1 protein 0.999 3.0 2,068,738 529,085

ADDDIEIVVNVGGVR 3 0.999

Q5I2E5 FCN2_BOVIN FCN2 Ficolin-2 0.999 4.3 1,867,000 988,080

A4FV99 A4FV99_BOVIN FCNB FCNB protein 0.999 3.5 1,867,000 988,080

VDLMDFEGNHRFAK 3 0.999

A4IF62 RPC1_BOVIN POLR3A DNA-directed RNA polymerase III subunit RPC1 0.999 1.1 4,371,513 815,143

LTEIIFLNDVIKKHR 3 0.999

A4IF73 A4IF73_BOVIN IRX4 IRX4 protein 0.999 4.4 10,265,065 3,428,181

LPLAAGGGAALDQDLERARSCLR 3 0.999

A4IF97 ML12B_BOVIN MYL12B Myosin regulatory light chain 12B 0.999 10.5 1,382,275 161,885

Q5E9E2 MYL9_BOVIN MYL9 Myosin regulatory light polypeptide 9 0.999 10.5 1,382,275 161,885

DGFIDKEDLHDMLASLGK 3 0.999

A4IFA6 ISLR_BOVIN ISLR Immunoglobulin superfamily containing leucine-rich repeat prote 1.000 7.9 1,647,061 259,998

GPEAAATAEGVPGKQPPGLLLLGQSLLFLFLASF 3 0.999

E1BQ17 E1BQ17_BOVIN Bt.12876 DNA ligase 0.999 3.1 345,262 136,943

A4IFC8 A4IFC8_BOVIN LIG1 DNA ligase 0.999 3.1 345,262 136,943

FEEAAFTCEYKYDGQRAQIHVLEGGEVK 3 0.999

A4IFI6 A4IFI6_BOVIN DOC2A DOC2A protein 0.999 8.0 1,218,294 434,843

TLEVTVWDYDIGKSNDFIGGVSLGPGARGEAR 3 0.999

A4IFI7 A4IFI7_BOVIN TMEM25 TMEM25 protein 0.999 4.1 14,685,575 5,569,318

PDLLDPEPGGLLTSR 3 0.999

A4IFK4 A4IFK4_BOVIN SYNPO2 SYNPO2 protein 1.000 3.4 9,980,224 641,307

EFYIVPIKSGAPLAEEQASGAGFSGSIK 3 0.874

LQGGKEQQQPLQVAK 3 0.999

A4IFM1 F155A_BOVIN FAM155A Transmembrane protein FAM155A 0.999 6.1 1,346,244 383,185

QRQRQHEPSWPALLASMGEPSPAAQAHR 3 0.999

A4IFM5 A4IFM5_BOVIN CDCA8 CDCA8 protein 0.999 6.8 2,448,811 230,647

LELSLVKPTPGLTPRFDSR 3 0.999

A4IFN4 A4IFN4_BOVIN LOC615589 LOC615589 protein 0.999 8.7 2,668,871 359,585

QESMWHPGVSQLSVLL 3 0.999

F1MLC6 F1MLC6_BOVIN Bt.1350 Uncharacterized protein (Fragment 0.999 3.3 735,387 134,908

A4IFN7 A4IFN7_BOVIN UBE3A UBE3A protein 0.999 3.2 735,387 134,908

KPLIPFEEFINEPLNDVLEMDKDYTFFK 3 0.999

A4IFN9 A4IFN9_BOVIN SMG5 SMG5 protein 0.999 2.8 45,085,238 20,661,201

PVSASGKEMDWAQMACHR 3 0.999

PVSASGKEMDWAQMACHRCLVYLGDLSR 3 0.999

A4IFP2 A4IFP2_BOVIN KRT4 KRT4 protein 1.000 2.0 1,593,251 122,762

LALDIEIATYR 2 0.995

A4IFQ0-2 THOC5_BOVIN THOC5 Isoform 2 of THO complex subunit 5 homolog 0.999 4.2 88,092 15,542

A4IFQ0 THOC5_BOVIN THOC5 THO complex subunit 5 homolog 0.999 4.3 88,092 15,542

F1MS93 F1MS93_BOVIN THOC5 Uncharacterized protein 0.999 4.3 88,092 15,542

GTAKLQAAVVLNPGYSSIPPIFQLCLNWK 3 0.999

A4IFR5 A4IFR5_BOVIN SH3RF2 SH3RF2 protein 0.999 2.5 7,099,629 894,298

QLPQPPPLCRALYNFDLR 3 0.999

A4IFS7 A4IFS7_BOVIN CTSL1 CTSL1 protein 0.999 9.0 36,793,250 5,050,648

MNPSLLLTALCLGIASAAPKFDHSLDTQWK 3 0.999

A4IFV6 A4IFV6_BOVIN ZFAND2A Uncharacterized protein 0.999 15.1 1,484,254 217,149

GEIPDVVVGAHMDGDCRRPPGQETAK 3 0.999

A5D791 A5D791_BOVIN EIF2AK3 EIF2AK3 protein 0.999 2.5 1,174,063 236,920

SVCLHIFLQIAEAVEFLHSKGLMHRDLK 3 0.999

A5D795 A5D795_BOVIN HRH1 HRH1 protein 0.999 4.9 5,315,837 1,093,006

P30546 HRH1_BOVIN HRH1 Histamine H1 receptor 0.999 4.9 5,315,837 1,093,006

VMTAIINFYLPTLLMLWFYAKIYK 3 0.999

A5D7B4 A5D7B4_BOVIN ST5 ST5 protein 1.000 3.1 4,403,052 1,252,110

GAAQNVEGIVASPPLAQSTPSLGSAVGPRSVFLNR 3 0.999

E1B7D6 E1B7D6_BOVIN Bt.19687 Uncharacterized protein 0.999 2.9 190,206 18,456

F1N222 F1N222_BOVIN Bt.19687 Uncharacterized protein 0.999 2.9 190,206 18,456

A5D7C2 SDA1_BOVIN SDAD1 Protein SDA1 homolog 0.999 2.9 190,206 18,456

RNIWNDAKTVNVITTACFSK 3 0.999

A5D7C7 A5D7C7_BOVIN LOC522691 LOC522691 protein 0.999 5.8 2,876,358 404,852

LGQEEEEEACAGQLASLMGLAGDRGAAEDPQLR 3 0.999

A5D7D1 ACTN4_BOVIN ACTN4 Alpha-actinin-4 0.999 2.7 613,265 100,075

VEQIAAIAQELNELDYYDSHNVNTR 3 0.999

A5D7H5 CASC3_BOVIN CASC3 Protein CASC3 0.999 4.0 2,107,017 240,528

VAEEVPPPPEGLTPAPPVPEATPPTPAK 3 0.999

A5D7I0 T10IP_BOVIN TSGA10IP Testis-specific protein 10-interacting protei 0.999 2.9 2,464,162 415,770

QRFVEYQAELQGIQHR 3 0.999

A5D7I1 A5D7I1_BOVIN EPS15 EPS15 protein 1.000 5.1 2,733,289 566,680

E1B8R2 E1B8R2_BOVIN EPS15 Uncharacterized protein 1.000 5.1 2,733,289 566,680

LPVDILGRVWELSDIDHDGMLDR 3 0.999

YYRQVDTGNTGRVLASDAAVFLK 3 0.999

A5D7I4 EXT1_BOVIN EXT1 Exostosin-1 0.999 3.6 292,926 49,465

RYFILLSAGSCLALLFYFGGLQFRASR 3 0.999

A5D7I5 A5D7I5_BOVIN FGD1 FGD1 protein 1.000 2.5 146,591,442 55,267,856

QESVELTVQQKVFHIANELLQTEK 3 0.999

A5D7I7 A5D7I7_BOVIN RASA3 RASA3 protein 0.999 2.0 2,524,898 293,284

Q28013 RASA3_BOVIN RASA3 Ras GTPase-activating protein 3 0.999 2.0 2,524,898 293,284

TIQTLGSLSKSKSASFK 3 0.999

A5D7J5 RHOU_BOVIN RHOU Rho-related GTP-binding protein RhoU 0.999 8.6 4,569,537 325,625



MPPQQGDPAFPGRCEAPPVPPR 3 0.999

A5D7L8 CA170_BOVIN Uncharacterized protein C1orf170 homolog 0.999 2.3 10,293,033 1,211,282

PQSTPAFKPQPDEPQSTPAFK 3 0.999

A5D7M3 GAS8_BOVIN GAS8 Growth arrest-specific protein 8 0.999 2.5 14,729,458 1,232,484

F1MYR3 F1MYR3_BOVIN GAS8 Uncharacterized protein 0.999 2.5 14,729,458 1,232,484

KVQALVAAVEKK 3 0.999

A5D7M6 A5D7M6_BOVIN KRT5 KRT5 protein 1.000 5.4 2,140,921 209,301

Q5XQN5 K2C5_BOVIN KRT5 Keratin, type II cytoskeletal 5 1.000 5.3 2,140,921 209,301

E1BIL2 E1BIL2_BOVIN KRT5 Uncharacterized protein 1.000 5.6 2,140,921 209,301

LRSEIDNVKK 3 0.999

NKYEDEINKR 3 1.000

SLDLDSIIAEVK 2 0.999

A5D7N6 A5D7N6_BOVIN KIF23 KIF23 protein 0.999 1.8 1,372,841 240,291

DSKLTHLFKNYFDGEGK 3 0.999

A5D7S7 A5D7S7_BOVIN LOX LOX protein 0.999 4.6 830,643 260,554

P33072 LYOX_BOVIN LOX Protein-lysine 6-oxidase 0.999 4.6 830,643 260,554

HWFQAGYSTSGAHDAGTSR 3 0.999

A5D973 A5D973_BOVIN PPP2R1A Alpha isoform of regulatory subunit A, protein phosphatase 0.999 4.1 1,515,081 192,833

Q32PI5 2AAA_BOVIN PPP2R1A Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A 0.999 4.1 1,515,081 192,833

FNVAKSLQKIGPILDNSTLQSEVK 3 0.999

A5D980 A5D980_BOVIN PTPN6 Protein tyrosine phosphatase, non-receptor type 0.999 3.4 29,070,750 2,345,124

AGPGSPLRVTHIKVMCEGGR 3 0.999

P19879 MIME_BOVIN OGN Mimecan 0.999 6.7 3,596,699 646,302

A5D9E8 A5D9E8_BOVIN OGN Osteoglycin preproprotein 0.999 6.7 3,596,699 646,302

G3N088 G3N088_BOVIN OGN Uncharacterized protein 0.999 5.6 3,596,699 646,302

LEGNPVILGKHPNSFICLKR 3 0.999

A5D9E9 A5D9E9_BOVIN C1R Complement component 1, r subcomponen 0.999 3.0 293,985 31,443

Q3SYT3 Q3SYT3_BOVIN C1R Complement component 1, r subcomponen 0.999 5.3 293,985 31,443

IDAQSNSVDLLFFTDESGDSR 3 0.999

A5PJ69 A5PJ69_BOVIN SERPINA10 SERPINA10 protein 0.991 3.5 721,305 176,576

IFLPWADLSDLMVTER 2 0.991

A5PJE3 A5PJE3_BOVIN FGA Fibrinogen alpha chain 1.000 20.0 14,983,587 1,335,208

P02672 FIBA_BOVIN FGA Fibrinogen alpha chain 1.000 20.0 14,983,587 1,335,208

EEGSVSSGTKQEFHTGK 3 1.000

GDSVSQGTGLAPGSPR 2 1.000

GNLDDFFHR 2 0.997

GNLDDFFHR 3 0.959

MEDEAESLEDLGFK 2 0.960

MSTITGPVPREFKSQLQEAPLEWK 3 0.896

MVLETFGGDGHAR 2 0.999

MVLETFGGDGHAR 3 0.838

QFVSSSTTVNR 2 1.000

SQLQEAPLEWK 2 0.947

TGLAPEFAALGESGSSSSK 2 1.000

A5PJJ8 A5PJJ8_BOVIN FANCC FANCC protein 0.999 4.1 629,809 110,547

O19104 FANCC_BOVIN FANCC Fanconi anemia group C protein homolog 0.999 4.1 629,809 110,547

NMVLSLVSELRENHLNGFSSQRR 3 0.999

E1BI63 E1BI63_BOVIN Bt.11377 Uncharacterized protein 0.999 5.8 856,294 112,863

A5PJL3 A5PJL3_BOVIN MAPK12 MAPK12 protein 0.999 5.7 856,294 112,863

A6QLR9 A6QLR9_BOVIN MAPK14 MAPK14 protein 0.999 5.8 856,294 112,863

PSNLAVNEDCELKILDFGLAR 3 0.999

A5PJP9 A5PJP9_BOVIN UNC5B UNC5B protein 0.999 1.3 1,408,585 239,945

LSLHDIPHAHWR 3 0.999

A5PJR2 A5PJR2_BOVIN MCL1 MCL1 protein 0.999 8.0 1,482,335 258,907

RNAVIGLNLYCGGAGLGQGSGASSPGGR 3 0.999

A5PJS2 S5A1_BOVIN SRD5A1 3-oxo-5-alpha-steroid 4-dehydrogenase 0.999 10.5 1,349,425 137,202

AAWTVQELPSLALPLLACAGAGAPAER 3 0.999

A5PJS6 UBP10_BOVIN USP10 Ubiquitin carboxyl-terminal hydrolase 10 0.999 3.0 3,289,187 1,146,022

GNWCYINATLQALVACPPMYHLMK 3 0.999

A5PJT1 A5PJT1_BOVIN EPAS1 Endothelial PAS domain protein 1 0.999 2.2 1,944,998 249,791

NLQPQCIMCVNYVLSEIEK 3 0.999

A5PJT2 A5PJT2_BOVIN INTS10 INTS10 protein 0.999 3.7 2,081,484 163,779

KLFVCDVLPLIINNHDVRLPANLLYK 3 0.999

F1MWT6 F1MWT6_BOVIN Bt.5525 Uncharacterized protein 0.999 3.3 905,438 132,453

A5PJT7 A5PJT7_BOVIN ECM1 ECM1 protein 0.999 3.3 905,438 132,453

CCDLPFPEQACCAEEEK 3 0.999

A5PJU0 A5PJU0_BOVIN NOL6 NOL6 protein 0.999 2.1 2,480,522 603,766

GRFHFLPPAQVTVVGSYLLGTCIR 3 0.999

A5PJU9 SEPT1_BOVIN 1-Sep Septin-1 0.999 3.5 6,293,354 3,186,613

RGVEIEEGGIKVK 3 0.999

A5PJV0 MAFG_BOVIN MAFG Transcription factor MafG 0.999 12.4 8,628,446 2,362,157

EPGENGTSLTDEELVTMSVR 3 0.999

A5PJW8 A5PJW8_BOVIN POLR2B DNA-directed RNA polymerase 0.999 1.7 1,185,349 164,320

EVLQKEMLPHVGVSDFCETK 3 0.999

A5PJW9 A5PJW9_BOVIN HHIP HHIP protein 0.999 3.0 6,955,946 727,360

MMSQPELLSGGEMLCGGFYPR 3 0.999

F1MUY6 F1MUY6_BOVIN Bt.104547 Uncharacterized protein (Fragment 0.999 6.1 160,921 29,409

A5PJZ1 SCMC1_BOVIN SLC25A24 Calcium-binding mitochondrial carrier protein SCaMC- 0.999 6.1 160,921 29,409

FVSGSMAGATAQTFIYPMEVLKTRLAVGK 3 0.999

A5PJZ5 NUP93_BOVIN NUP93 Nuclear pore complex protein Nup93 0.999 2.6 1,429,997 116,007

TLTRTSQETADVKASVLLGSR 3 0.999

A5PK26 ACAP1_BOVIN ACAP1 Arf-GAP with coiled-coil, ANK repeat and PH domain-containing protei 0.999 2.3 1,753,579 176,346

F1ME87 F1ME87_BOVIN ACAP1 Uncharacterized protein 0.999 2.3 1,753,579 176,346

LGNGLLESGRHYLAASR 3 0.999

A5PK42 A5PK42_BOVIN TTC25 TTC25 protein 0.999 4.0 1,086,212 179,501

LVHNNEAQQAIINALDDANKGIIEELK 3 0.999

A5PK67 A5PK67_BOVIN MGC165862 MGC165862 protein 0.999 32.5 2,214,743 537,838

KKELIPLVFFMTVAAAGASSFAVYSLR 3 0.999

A5PK75 A5PK75_BOVIN TOR1A TOR1A protein 0.999 5.4 274,846 34,844

GNVSACARSIFIFDEMDK 3 0.999

A5PKC2 A5PKC2_BOVIN SHBG SHBG protein 0.990 3.5 1,413,763 214,189

IALGGLLFPASDLR 2 0.990

A5PKC7 CX049_BOVIN Uncharacterized protein CXorf49 homolog 0.999 4.5 520,837 110,302

LFSDSESSDECSEIQPMRVSIYPK 3 0.999

A5PKG0 A5PKG0_BOVIN ARL4C ARL4C protein 0.999 10.9 3,810,917 468,798

CTDGIIYVVDSVDVDRLEEAK 3 0.999

A5PKH8 A5PKH8_BOVIN PGM2L1 PGM2L1 protein 1.000 4.8 646,727 84,899

DPDPDFSTVKCPNPEEGESVLELSLRLAEK 3 0.999

A5PKI3 FAM3C_BOVIN FAM3C Protein FAM3C 0.999 11.5 1,840,359 249,988

AIQDGTIVLMGTYDDGATKLNDEARR 3 0.999

A5PKI6 A5PKI6_BOVIN CC2D1A CC2D1A protein 0.999 2.8 1,353,681 213,534

QQHEMCLNHSNQFTQLGNIAETSKFEK 3 0.999

A5PKK4 A5PKK4_BOVIN MBNL2 MBNL2 protein 0.999 5.3 9,376,004 758,952

SDEECKFAHPPKSCQVENGR 3 0.999

A5PKM2 A5PKM2_BOVIN CDKN1A CDKN1A protein 0.999 16.8 5,509,113 465,667

WNFDFVTETPLEGDFAWERVRGLGLPK 3 0.999

A6H6W9 SDS3_BOVIN SUDS3 Sin3 histone deacetylase corepressor complex component SDS 0.999 14.0 5,875,206 697,023

NAELFLQLETEQVERNYIKEK 3 0.999

SPKRPASPSSPEHLPTTPAESPAQR 3 0.999

A6H709 A6H709_BOVIN HSPC321 HSPC321 protein 1.000 7.4 1,771,022 343,674

P0C1G6 SWP70_BOVIN SWAP70 Switch-associated protein 70 1.000 7.4 1,771,022 343,674

GIWHAFTALDLDHSGKVSKSQLK 3 0.999

QMKELQIANENKQQELEAVR 3 0.999

A6H788 A6H788_BOVIN SNRPA1 SNRPA1 protein 0.999 9.8 30,200,667 3,248,157

IPVIENLGATLDQFDAIDFSDNEIR 3 0.999

A6H795 UBE2W_BOVIN UBE2W Ubiquitin-conjugating enzyme E2 W 0.999 11.9 7,815,478 1,654,794

ELLALQNDPPPGMTLNEK 3 0.999

Q5EA25 SRPX2_BOVIN SRPX2 Sushi repeat-containing protein SRPX2 0.999 8.0 5,259,998 310,927

A6H7A3 A6H7A3_BOVIN SRPX2 Sushi-repeat-containing protein, X-linked 2 0.999 8.0 5,259,998 310,927

GGNYHSSLGTRCELSCDR 3 0.999

YYKMQISMLQQSTCGLDLR 3 0.999

A6H7C6 A6H7C6_BOVIN NECAB2 NECAB2 protein 0.999 10.4 1,519,429 407,823

HVKVDTLSQPEAFSRISVPAAWCTLGR 3 0.999

A6H7E3 A6H7E3_BOVIN PDLIM1 PDZ and LIM domain 1 0.922 8.2 1,459,735 171,258

Q5E9E1 PDLI1_BOVIN PDLIM1 PDZ and LIM domain protein 1 0.922 8.2 1,459,735 171,258



GCTDNMTLTVARSEQKIWSPLVTEEGK 3 0.832

A6H7G2 DBNL_BOVIN DBNL Drebrin-like protein 0.999 7.1 2,198,430 255,611

ASGANYTFHKESSRFQDTGPQAPVGSVYQK 3 0.999

A6H7G8 A6H7G8_BOVIN GTF2H4 GTF2H4 protein 0.999 5.4 1,002,631 130,555

QNLRIALLGGGKAWSDDTSQLGPDK 3 0.999

A6H7H6 A6H7H6_BOVIN CDH17 CDH17 protein 0.999 1.8 1,047,294 219,640

PPLERTVSLPVTFCK 3 0.999

A6H7I7 GRPP1_BOVIN GRRP1 Glycine/arginine-rich protein 1 0.999 9.6 1,686,415 279,966

DGAEGGGSAAAGSERDGRPQVSVVER 3 0.999

G3N2V2 G3N2V2_BOVIN Bt.34523 Uncharacterized protein 0.999 3.6 1,890,519 220,662

A6H7J1 INSM1_BOVIN INSM1 Insulinoma-associated protein 1 0.999 3.1 1,890,519 220,662

PAPAAARACEPETPAR 3 0.999

A6QL68 A6QL68_BOVIN CLYBL CLYBL protein 0.999 6.2 5,517,221 1,160,359

E1BI68 E1BI68_BOVIN CLYBL Uncharacterized protein 0.999 12.6 5,517,221 1,160,359

GATAAAALPRLKASLAAEVSR 3 0.999

F1MAZ6 F1MAZ6_BOVIN Bt.89080 Uncharacterized protein (Fragment 0.999 2.6 2,084,862 601,449

A6QL72 MTA3_BOVIN MTA3 Metastasis-associated protein MTA3 0.999 2.5 2,084,862 601,449

IEELNKTATGNVEAK 3 0.999

A6QL85 A6QL85_BOVIN RCC2 RCC2 protein 0.999 6.0 862,635 75,116

SSTAAQEVKTLDGIFTEQVAMGYSHSLVIAR 3 0.999

A6QL98 A6QL98_BOVIN APLNR APLNR protein 0.999 10.3 1,006,693 134,710

AGGGGGGGGGRGGGGGDKSASSSSSASSGHSQGPGPGGAGK 3 0.999

F1MPI6 F1MPI6_BOVIN Bt.34427 Uncharacterized protein (Fragment 0.999 4.8 355,910 47,698

A6QLA9 A6QLA9_BOVIN TOX TOX protein 0.999 3.4 355,910 47,698

E1BKT2 E1BKT2_BOVIN TOX3 Uncharacterized protein 0.999 3.2 355,910 47,698

Q0P5K4 TOX4_BOVIN TOX4 TOX high mobility group box family member 4 0.999 2.9 355,910 47,698

KDPNEPQKPVSAYALFFR 3 0.999

A6QLB7 A6QLB7_BOVIN CAP1 Adenylyl cyclase-associated protein 0.999 4.5 3,069,146 383,547

Q3SYV4 CAP1_BOVIN CAP1 Adenylyl cyclase-associated protein 1 0.999 4.5 3,069,146 383,547

KWRVENQENVSNLMIEDTELK 3 0.999

F1MXL8 F1MXL8_BOVIN Bt.19916 Uncharacterized protein 0.999 1.7 399,131 74,151

A6QLC7 TPC11_BOVIN TRAPPC11 Trafficking protein particle complex subunit 1 0.999 1.7 399,131 74,151

PMAFVTLTGLDVVYNAVHR 3 0.999

A6QLE0 A6QLE0_BOVIN RNF111 RNF111 protein 0.999 1.4 1,595,207 270,143

SQQAGPSYMQNCAK 3 0.999

E1B939 E1B939_BOVIN Bt.76294 Uncharacterized protein 0.999 4.2 296,330 81,620

A6QLE9 A6QLE9_BOVIN MTMR14 MTMR14 protein 0.999 4.5 296,330 81,620

LSKGEEIFFFCFNFLKHIISEEFSALK 3 0.999

A6QLH6 NTKL_BOVIN SCYL1 N-terminal kinase-like protein 0.999 2.7 2,257,883 133,871

F1MVK2 F1MVK2_BOVIN SCYL1 Uncharacterized protein 0.999 2.7 2,257,883 133,871

ARAEAGGLKELELSWGLHQIVK 3 0.999

A6QLI8 T2EA_BOVIN GTF2E1 General transcription factor IIE subunit 0.999 4.8 1,415,051 218,440

ERPIWLRESTVQGAYNSEEMK 3 0.999

A6QLJ3 GUF1_BOVIN GUF1 Translation factor GUF1, mitochondria 0.999 3.4 531,424 60,271

DSLPRQLFEIAIQAALGSKIIAR 3 0.999

A6QLJ9 A6QLJ9_BOVIN C22H3ORF18 C22H3ORF18 protein 0.999 16.1 1,673,075 276,273

TTLPSQGPVQRPSRLVFTDVANAIHA 3 0.999

A6QLN9 VWA1_BOVIN von Willebrand factor A domain-containing protein 0.999 15.0 3,777,951 635,185

ASLVHVGSRPHTEFPFGQHSSGSAVQDAIR 3 0.999

QQLPGNATGWAWTGLDSDTDYDVALVPESNVR 3 0.999

A6QLP0 A6QLP0_BOVIN FOXO4 FOXO4 protein 0.999 3.9 1,769,083 249,849

WSGSPCSRNREEADAWSTFR 3 0.999

A6QLR1 A6QLR1_BOVIN PVRL4 Poliovirus receptor-related 4 0.999 6.1 297,729 51,446

Q5E9Z9 PVRL4_BOVIN PVRL4 Poliovirus receptor-related protein 4 0.999 6.1 297,729 51,446

SYSTLTTVREIETQTELPSPGPGRAEEEEDR 3 0.999

A6QLR2 A6QLR2_BOVIN LARS LARS protein 0.999 2.9 5,050,654 372,187

EKLYLRGFYDGVMLVDGFK 3 0.999

VLEPYPSKLSGLKGK 3 0.999

A6QLR4 FLOT2_BOVIN FLOT2 Flotillin-2 0.999 5.1 3,858,184 435,476

G3X6T9 G3X6T9_BOVIN FLOT2 Uncharacterized protein (Fragment 0.999 5.7 3,858,184 435,476

AEAYQKYGDAAKMALVLDALPR 3 0.999

A6QLS3 A6QLS3_BOVIN CDKN1B CDKN1B protein 0.999 12.1 5,741,675 1,041,006

ANRTEENVSDGSPNAGSVEQTPKK 3 0.999

A6QLS8 A6QLS8_BOVIN BRWD2 BRWD2 protein 0.999 1.8 1,447,342 194,372

ALLVLLSLGCFSSVAETLHSMR 3 0.999

F1N3Y1 F1N3Y1_BOVIN Bt.40997 Uncharacterized protein 0.999 2.8 5,047,185 404,927

A6QLU7 F115C_BOVIN FAM115C Protein FAM115C 0.999 2.8 5,047,185 404,927

GRVVLAAHEGMLSAPSLGPFLLNAVR 3 0.999

E1BA49 E1BA49_BOVIN Bt.27545 Uncharacterized protein 0.999 8.4 1,258,157 122,307

A6QLV8 A6QLV8_BOVIN NRIP3 NRIP3 protein 0.999 8.8 1,258,157 122,307

QAVQFIHKDSADLLPLDGLKK 3 0.999

A6QLW1 A6QLW1_BOVIN PIK3R4 PIK3R4 protein 0.999 1.9 665,866 79,713

SESSAAVCVPLSTSPQIPEVTNVQNR 3 0.999

A6QLY4 ISOC1_BOVIN ISOC1 Isochorismatase domain-containing protein 0.999 4.0 33,754,708 2,231,245

ASAPESGLLSKV 3 0.999

A6QM04 ZWILC_BOVIN ZWILCH Protein zwilch homolog 0.999 2.4 5,017,882 1,392,444

VDKNYSVNLEDLKK 3 0.999

A6QNM9 A6QNM9_BOVIN SLC25A12 SLC25A12 protein 0.999 4.7 877,026 163,760

RDGSIPLLAEILAGGCAGGSQVIFTNPLEIVK 3 0.999

A6QNQ9 A6QNQ9_BOVIN ILDR1 ILDR1 protein 0.999 3.5 4,733,867 625,937

CDYTTSAQLQDVVVTWRFK 3 0.999

A6QNS7 A6QNS7_BOVIN PDE4DIP Cardiomyopathy-associated protein 2 0.999 1.5 949,712 274,272

CDCCSDEQAPQHTCNHK 3 0.999

E1BD61 E1BD61_BOVIN Bt.3611 Uncharacterized protein 0.999 2.1 840,578 143,769

A6QNX5 K2C78_BOVIN KRT78 Keratin, type II cytoskeletal 78 0.999 2.1 840,578 143,769

MEMESKVEDLK 3 0.999

A6QNY2 A6QNY2_BOVIN TACC2 TACC2 protein 0.964 2.7 1,049,105 313,821

PAGLLFQQPDLDSALQIARAEIITKER 3 0.884

A6QNZ7 A6QNZ7_BOVIN KRT10 Keratin 10 (Epidermolytic hyperkeratosis; keratosis palmaris et plantar 1.000 11.6 19,283,054 771,267

P06394 K1C10_BOVIN KRT10 Keratin, type I cytoskeletal 10 1.000 11.6 19,283,054 771,267

DAEAWFNEK 2 0.997

IRLENEIQTYR 3 0.999

LAADDFR 2 0.990

QSLEASLAETEGR 2 1.000

QSVEADINGLR 2 0.991

QSVEADINGLRR 3 0.933

VLDELTLTK 2 1.000

A6QP15 HOT_BOVIN ADHFE1 Hydroxyacid-oxoacid transhydrogenase, mitochondria 0.999 4.1 1,263,398 110,918

F1MAZ7 F1MAZ7_BOVIN ADHFE1 Uncharacterized protein 0.999 4.1 1,263,398 110,918

KFLFDLDVDDGLAAIGYSK 3 0.999

A6QP36 A6QP36_BOVIN LMAN2 LMAN2 protein 0.999 7.2 6,018,692 489,060

VFLLLLCALLGIIVCAVVGAVVFQKR 3 0.999

A6QP39 A6QP39_BOVIN MSLN MSLN protein 0.999 4.2 4,298,204 410,227

KLTTEAVLSLTVAEVQK 3 0.999

A6QP44 A6QP44_BOVIN FUK FUK protein 0.999 2.2 1,211,049 185,107

PPEMGQGDADVAGYLHGARAELWR 3 0.999

A6QP52 A6QP52_BOVIN SMTN SMTN protein 1.000 9.2 10,497,637 2,828,645

MPGVPGPGSELAAALEERLGRALEELR 3 0.999

TSTRHSQQTADGSAVSTVTK 3 0.837

A6QP55 SFXN3_BOVIN SFXN3 Sideroflexin-3 0.999 9.0 585,318 95,471

HLPPLVGRFVPFAAVAAANCINIPLMRQR 3 0.999

A6QP79 COL12_BOVIN COLEC12 Collectin-12 1.000 4.7 13,119,460 1,375,099

GLPGLPGMPGMPGIK 3 0.999

KALSTNSELSTFRSDILDLR 3 0.999

A6QP85 A6QP85_BOVIN KLHL31 KLHL31 protein 0.999 3.3 668,004 113,537

G3N1Y0 G3N1Y0_BOVIN KLHL31 Uncharacterized protein 0.999 2.1 668,004 113,537

DVLYRDPEIGWSK 3 0.999

A6QP94 A6QP94_BOVIN LAS1L LAS1L protein 0.999 3.2 5,132,771 431,317

PAGSSSGAEGEAQKQEEQGNLNDVK 3 0.999

A6QPE8 A6QPE8_BOVIN KIF2C KIF2C protein 0.999 2.1 14,256,913 3,385,169

ALGQNKAHTPFRESK 3 0.999

A6QPG6 A6QPG6_BOVIN LANCL2 LANCL2 protein 0.999 4.4 2,141,140 235,472

YLKDAVECSDVIWQRGLLR 3 0.999

A6QPH2 A6QPH2_BOVIN SIPA1 SIPA1 protein 0.999 1.8 2,956,063 247,343

GTISEDALPPGPPRGLSPR 3 0.999



A6QPJ4 A6QPJ4_BOVIN SLC17A9 SLC17A9 protein 0.999 6.6 457,918 149,768

KPSVWAAIISQLSAACSFFILLSWLPTFFK 3 0.999

A6QPJ6 A6QPJ6_BOVIN FKBP7 FKBP7 protein 0.999 7.8 1,885,671 207,209

GPRSVETFKQIDTDNDR 3 0.999

A6QPL4 KIF22_BOVIN KIF22 Kinesin-like protein KIF22 0.999 3.0 413,155 50,394

KAVVMPLQLIQEQAASPNAK 3 0.999

A6QPM5 A6QPM5_BOVIN ILDR2 ILDR2 protein 1.000 9.2 4,617,390 441,154

AAKAGYPPSVSGVPGPYSIPSVPLGGAPSSGMLMDK 3 0.999

SYCQDRMGESLGMSSPRTQSLSK 3 0.999

A6QPP2 A6QPP2_BOVIN SERPIND1 SERPIND1 protein 0.992 4.2 1,698,539 956,549

DALQDVDPATQMLLLNCLYFK 2 0.992

A6QPR4 A6QPR4_BOVIN APOL3 APOL3 protein 0.999 8.3 2,733,896 378,645

EAWETFVAEADLSREEANVLYEYLLELK 3 0.999

A6QPT4 A6QPT4_BOVIN MPO MPO protein 0.999 2.9 2,042,704 325,119

F1MVB0 F1MVB0_BOVIN MPO Uncharacterized protein 0.999 2.9 2,042,704 325,119

LFEQVMRIGLDLPALNMQRSR 3 0.999

A6QPT7 ERAP2_BOVIN ERAP2 Endoplasmic reticulum aminopeptidase 2 0.999 1.8 505,548 120,025

DFLSEETFRKGIIHYLK 3 0.999

A6QPU5 SYDM_BOVIN DARS2 Aspartyl-tRNA synthetase, mitochondria 0.999 4.6 988,030 187,713

FIMEEQGLGLVKLLETQEEDVVLLTAGEHK 3 0.999

A6QPV0 A6QPV0_BOVIN EBI3 EBI3 protein 0.999 9.1 484,951 64,677

MALRLVLAFAVSLWLGCSFCR 3 0.999

A6QPV3 A6QPV3_BOVIN GBP4 GBP4 protein 0.999 4.0 2,328,100 232,331

TGKSYLMNRLAGQNHGFCLGSTVR 3 0.999

A6QPY0 OST48_BOVIN DDOST Dolichyl-diphosphooligosaccharide--protein glycosyltransferase 48 kDa 0.999 4.6 1,440,714 171,067

F1N632 F1N632_BOVIN DDOST Uncharacterized protein 0.999 4.7 1,440,714 171,067

DRGFVLTFKTADDPSLSLIK 3 0.999

F1MJN2 F1MJN2_BOVIN Uncharacterized protein (Fragment 0.999 5.8 744,877 64,477

F1MVM8 F1MVM8_BOVIN Uncharacterized protein (Fragment 0.999 5.7 744,877 64,477

F1N7W1 F1N7W1_BOVIN Uncharacterized protein (Fragment 0.999 5.8 744,877 64,477

F1MN78 F1MN78_BOVIN Bt.103611 Uncharacterized protein 0.999 5.9 744,877 64,477

A6QPZ4 A6QPZ4_BOVIN SERPINB4 SERPINB4 protein 0.999 6.8 744,877 64,477

ELFPEDSLKSSTVLVLVNAVYFK 3 0.999

A6QPZ6 A6QPZ6_BOVIN TAP1 TAP1 protein 0.999 4.1 731,065 206,821

F1MVY8 F1MVY8_BOVIN TAP1 Uncharacterized protein 0.999 4.1 731,065 206,821

WYKVLAEQVQESLAKSSQVAIEVLSAMPTVR 3 0.999

A6QQ20 A6QQ20_BOVIN TGOLN2 TGOLN2 protein (Fragment) 0.999 10.3 3,640,432 1,096,652

TEPGGKVLADPSSPQQEGEGKPLELTEDVEPK 3 0.999

A6QQ54 A6QQ54_BOVIN LOC616319 LOC616319 protein 0.999 7.3 7,555,839 2,686,313

GWAPTFLGYSMQGLFKFGLYEVFK 3 0.999

A6QQ82 A6QQ82_BOVIN WDR38 Uncharacterized protein 0.999 6.8 6,855,550 645,936

FFGRHRGEVNSSAFSPDGQR 3 0.999

A6QQ91 RASL3_BOVIN RASAL3 RAS protein activator like-3 0.999 1.5 2,157,254 194,863

TTPRAGPGQLFWAER 3 0.999

A6QQ94 DMTA2_BOVIN DMRTA2 Doublesex- and mab-3-related transcription factor A2 0.999 5.8 1,185,482 132,664

GGLAAGLGPTVPPDKAAVGAVGAADDAWPGR 3 0.999

A6QQA1 A6QQA1_BOVIN MFSD2 MFSD2 protein 0.999 6.4 3,616,654 367,194

GEGAESGSAAGLLPTGILQAGERPVQVKK 3 0.999

A6QQI5 A6QQI5_BOVIN ATG4D ATG4D protein 0.999 5.6 531,782 64,484

SGQMMLAQGLLLHFLPRVYK 3 0.999

E1BI38 E1BI38_BOVIN Bt.99087 Uncharacterized protein 0.999 3.3 5,561,920 274,731

E1BI39 E1BI39_BOVIN Bt.99087 Uncharacterized protein 0.999 3.0 5,561,920 274,731

A6QQP0 A6QQP0_BOVIN MYEF2 MYEF2 protein 0.999 3.3 5,561,920 274,731

EKVGEVTYVELFKDAEGK 3 0.999

A6QQR3 A6QQR3_BOVIN APOL3 APOL3 protein 0.999 7.0 1,220,168 176,975

GARIWRGIVSGLFMGLDVYCLVK 3 0.999

A6QQR4 ERC6L_BOVIN ERCC6L DNA excision repair protein ERCC-6-like 0.999 1.5 8,118,867 627,705

VVIFDPSWNPATDAQAVDR 3 0.999

A6QQR7 A6QQR7_BOVIN GPD1L GPD1L protein 0.999 8.0 697,687 98,192

GQVSTATFLESCGVADLITTCYGGRNRK 3 0.999

A6QQW3 A6QQW3_BOVIN SRP68 SRP68 protein 0.999 3.7 3,134,783 1,933,489

QVPGGGGSGGSSGGGSGGSGGGR 3 0.999

A6QQX0 A6QQX0_BOVIN PBK PBK protein 0.999 7.7 1,030,326 269,968

ASDGSLCLAMEYGGEKSLNDLIEER 3 0.999

A6QQX8 A6QQX8_BOVIN USP39 USP39 protein 0.999 2.7 4,660,120 1,182,318

NPTIVNFPITNVDLR 3 0.999

A7Z015 A7Z015_BOVIN LHX1 LHX1 protein 0.999 2.2 2,548,794 308,052

A6QQY6 A6QQY6_BOVIN LHX5 LHX5 protein 0.999 2.2 2,548,794 308,052

HAFFRSPRR 3 0.999

A6QQZ7 MPP7_BOVIN MPP7 MAGUK p55 subfamily member 7 0.999 4.2 1,751,439 369,742

PEEIIQILAQSQGAITFKIIPSIK 3 0.999

A6QR12 A6QR12_BOVIN YME1L1 Uncharacterized protein 0.999 2.8 8,437,058 1,147,727

NVSSHWHTSHVSAQSFFENK 3 0.999

A6QR17 A6QR17_BOVIN S1PR3 S1PR3 protein 0.999 7.9 4,515,096 314,102

EGSMFVALGASTCSLLAIAIERHLTMIKMR 3 0.999

A6QR43 A6QR43_BOVIN PJA2 PJA2 protein 0.999 3.1 1,599,829 195,072

SVQRWREALEVEENGSDDLLIK 3 0.999

F1MGM7 F1MGM7_BOVIN Bt.353 Uncharacterized protein (Fragment 0.999 2.2 967,248 263,135

A6QR65 A6QR65_BOVIN RPH3A Rabphilin 3A homolog (Mouse 0.999 2.1 967,248 263,135

Q06846 RP3A_BOVIN RPH3A Rabphilin-3A 0.999 2.1 967,248 263,135

FGHNEFIGETRFSLK 3 0.999

A7E2Y7 A7E2Y7_BOVIN LENG8 LENG8 protein 0.999 1.8 4,606,254 270,022

MAALECEEPERELKK 3 0.999

F1MIZ8 F1MIZ8_BOVIN Bt.24236 Uncharacterized protein 0.999 7.7 6,404,313 924,860

A7E300 RHG07_BOVIN DLC1 Rho GTPase-activating protein 7 0.999 7.7 6,404,313 924,860

ALSNGSFSPSGNNSSVNWRTGSFHGPGHISLRR 3 0.999

PSLNSVSLQINCQSVAQMNLLQK 3 0.999

RSISSSTQTSSSSSQSETSSNVSTPSPVTR 3 0.999

A7E303 A7E303_BOVIN COL8A1 COL8A1 protein 0.999 2.2 593,871 68,526

KGFLDQASGSAVLLLR 3 0.999

A7E350 A7E350_BOVIN PLG PLG protein 1.000 4.6 1,269,063 140,664

EQQCVVMAENSK 2 0.999

GTSSTTITGR 2 1.000

HFCGGTLISPK 2 0.999

A7E369 CC070_BOVIN UPF0524 protein C3orf70 homolog 0.999 6.8 2,490,454 417,520

SEKVDEAQALARSCAAR 3 0.999

A7MAZ1 A7MAZ1_BOVIN GDPD5 GDPD5 protein 0.999 3.1 1,569,338 154,599

GNATLLLNLRDPPREHPYR 3 0.999

A7MB05 TM215_BOVIN TMEM215 Transmembrane protein 215 0.999 7.2 3,689,879 601,911

TPSDLESGKGSSDELAK 3 0.999

A7MB07 A7MB07_BOVIN ADAMTS1 ADAMTS1 protein 0.999 2.3 2,479,579 321,974

CGICGGNGSTCKKVSGSVTTAK 3 0.999

A7MB11 TGFA1_BOVIN TGFBRAP1 Transforming growth factor-beta receptor-associated protein 0.999 3.4 891,532 90,097

F1MWF9 F1MWF9_BOVIN TGFBRAP1 Uncharacterized protein 0.999 3.4 891,532 90,097

IKGATAFALNENPVSGDPFCVEVCIISVK 3 0.999

E1BM05 E1BM05_BOVIN Bt.21548 Uncharacterized protein 0.930 4.5 817,802 192,209

A7MB32 A7MB32_BOVIN STK38L STK38L protein 0.930 4.5 817,802 192,209

RNLYLIMEFLPGGDMMTLLMK 2 0.930

A7MB35 ODPA_BOVIN PDHA1 Pyruvate dehydrogenase E1 component subunit alpha, somatic form, m 0.999 8.5 4,722,304 283,023

GGSMHMYAKNFYGGNGIVGAQVPLGAGIALACK 3 0.999

E1BLH1 E1BLH1_BOVIN Bt.44470 Uncharacterized protein 0.999 2.5 2,683,913 632,900

A7MB41 A7MB41_BOVIN SATB1 SATB1 protein 0.999 2.5 2,683,913 632,900

LEQNGSPLGRGRLGSTGAK 3 0.999

A7MB44 A7MB44_BOVIN SLC9A6 Sodium/hydrogen exchange 0.999 1.9 647,476 114,967

RLMGNSSEDAFDR 3 0.999

A7MB45 ACSS3_BOVIN ACSS3 Acyl-CoA synthetase short-chain family member 3, mitochondria 0.999 1.9 2,184,904 108,963

F1MQV8 F1MQV8_BOVIN ACSS3 Uncharacterized protein 0.999 1.9 2,184,904 108,963

AIRQQDPGAALGK 3 0.999

A7MB62 ARP2_BOVIN ACTR2 Actin-related protein 2 0.999 5.8 1,344,885 123,890

F1MRG7 F1MRG7_BOVIN Bt.104912 Uncharacterized protein 0.999 5.8 1,344,885 123,890

YLIKLLLLRGYAFNHSADFETVR 3 0.999

A7MB67 A7MB67_BOVIN ZYG11B Uncharacterized protein 0.999 2.7 4,409,571 386,117

LLQTMAFHGLLNDATVGIFR 3 0.999

A7MBA4 A7MBA4_BOVIN PAG17 PAG17 protein 0.999 14.0 5,725,246 791,260

IIACSGGCEALVDTGTALIKGPR 3 0.999



NTLNNFLKEHTYSLSQISSRGSNLTIHPLR 3 0.999

A7MBD5 A7MBD5_BOVIN PIK3R6 PIK3R6 protein 0.999 2.0 2,538,169 452,696

ALLSHRTREVTVSLR 3 0.999

A7MBD9 A7MBD9_BOVIN CPM CPM protein 0.999 6.3 2,825,317 480,672

FGEYYLLLLPGSYVIEVTVPGHDPHLTK 3 0.999

A7MBE2 A7MBE2_BOVIN SEC14L1 SEC14L1 protein 0.999 2.1 10,184,309 603,584

PAASLTVVVPDPTLK 3 0.999

A7MBJ4 PTPRF_BOVIN PTPRF Receptor-type tyrosine-protein phosphatase F 0.999 1.6 296,756 72,606

FSIPPSSQEVMPGGSVNLTCVAVGAPMPYVK 3 0.999

A7MBK5 A7MBK5_BOVIN LOC510651 LOC510651 protein 0.910 0.6 671,443 57,106

A7Z077 A7Z077_BOVIN LOC510651 LOC510651 protein 0.910 0.7 671,443 57,106

SYKQGERTSDR 3 0.812

F1MVX7 F1MVX7_BOVIN Bt.59609 Uncharacterized protein (Fragment 0.999 6.5 241,189 46,862

A7YW22 A7YW22_BOVIN JAM3 JAM3 protein 0.999 6.6 241,189 46,862

NSSFVLNPETGTLVFSAVHK 3 0.999

A7YWC4 ATAD3_BOVIN ATAD3 ATPase family AAA domain-containing protein 3 0.999 2.2 3,838,825 373,966

NEMLRVEAEARAR 3 0.999

A7YWF1 A7YWF1_BOVIN ACSS2 ACSS2 protein 0.934 2.4 2,281,275 281,763

ILDSNCSLLITTDAFYR 3 0.833

A7YWF3 A7YWF3_BOVIN NPHP1 NPHP1 protein 0.999 2.0 4,831,825 1,444,418

LTHQLQELAVSISR 3 0.999

A7YWG6 A7YWG6_BOVIN BMPR1B BMPR1B protein 0.999 5.0 3,194,931 476,146

DLIEQSQSSGSGSGLPLLVQRTIAK 3 0.999

A7YWH9 RHDF1_BOVIN RHBDF1 Inactive rhomboid protein 1 0.999 2.3 2,483,841 219,349

SGCVQTSEEECSSTLAVWVK 3 0.999

A7YWJ7 A7YWJ7_BOVIN FYB FYB protein 0.999 2.5 1,149,757 243,789

ITQEESAPGAPPAKFLKTPSK 3 0.999

A7YWK3 K2C73_BOVIN KRT73 Keratin, type II cytoskeletal 73 0.999 4.1 1,991,625 257,212

LGSTSEIKDLLGKTPALSSPTK 3 0.999

E1BB55 E1BB55_BOVIN Bt.20954 Uncharacterized protein 0.999 5.3 1,522,058 114,768

A7YWT7 A7YWT7_BOVIN CLUAP1 CLUAP1 protein 0.999 5.1 1,522,058 114,768

AARQLASEITSKGASLYDLLGK 3 0.999

A7YY64 A7YY64_BOVIN B3GNT2 B3GNT2 protein 0.999 3.8 324,554 71,763

FESEKHQDILLWNYR 3 0.999

A7Z018 A7Z018_BOVIN RCC1 RCC1 protein 0.999 7.8 7,091,629 982,184

VSHRSHGTEPGVVLTLGQGDVGQLGLGENVMER 3 0.999

F1MJ46 F1MJ46_BOVIN A7Z019 Uncharacterized protein 0.999 1.0 2,135,038 279,816

A7Z019 SMCA4_BOVIN SMARCA4 Transcription activator BRG1 0.999 1.0 2,135,038 279,816

HEEEFDLFMRMDLDRR 3 0.999

A7Z025 A7Z025_BOVIN PRPF8 PRPF8 protein 0.999 2.0 3,652,790 488,075

ATKFFQSTKLDWVEVGLQVCR 3 0.999

VESHFDLELRAAVMHDILDMMPEGIK 3 0.999

A7Z042 A7Z042_BOVIN NKD1 NKD1 protein 1.000 2.8 1,315,180,000 88,380,882

AQGKSVGVGHVAR 3 0.999

A7Z049 A7Z049_BOVIN WDR81 Uncharacterized protein 0.999 1.5 6,717,133 605,464

EAGLLAAVTLTQK 3 0.999

A7Z060 A7Z060_BOVIN RNF219 RNF219 protein 0.999 2.2 3,853,008 526,122

TRTSSEASMDAAYLDK 3 0.999

A7Z061 CDC27_BOVIN CDC27 Cell division cycle protein 27 homolog 1.000 2.2 1,969,696 227,353

QPETVLTETPQDTIELNR 3 0.999

A7Z062 A7Z062_BOVIN ZC3H7A Uncharacterized protein 0.999 2.4 1,467,116 330,885

EVWTYMKENGIQDMEQFYELWLK 3 0.999

A7Z081 A7Z081_BOVIN C3H1ORF92 C3H1ORF92 protein 0.999 5.5 2,126,634 177,056

E1BDU2 E1BDU2_BOVIN C3H1ORF92 Uncharacterized protein 0.999 4.3 2,126,634 177,056

VGLTDKTLTTFIALLPLCSSTLRK 3 0.999

A8E4L8 A8E4L8_BOVIN LMO7 LMO7 protein 0.999 1.9 1,670,339 288,495

TQSSSISISVQRPDTRQLASGSSSER 3 0.999

A8E4N1 A8E4N1_BOVIN AIM1L AIM1L protein 0.999 3.0 16,217,693 9,169,801

DYITPEISLYSEEGLK 3 0.999

SAPGPAGFLEEAHPTPSQEVPAAHPDQEQDR 3 0.999

A8E657 AASS_BOVIN AASS Alpha-aminoadipic semialdehyde synthase, mitochondria 0.999 2.3 743,176 84,469

F1MY13 F1MY13_BOVIN Bt.39765 Uncharacterized protein 0.999 2.3 743,176 84,469

TVGLPTAMAAKMLLDGEIQAK 3 0.999

A8KC65 A8KC65_BOVIN SLC12A5 SLC12A5 protein (Fragment) 0.999 1.4 8,276,452 1,966,809

ENLWSSYLTKGVIVER 3 0.999

A8QQJ5 A8QQJ5_BOVIN ZNF514 Uncharacterized protein 0.999 3.6 301,341 37,191

E1B7G1 E1B7G1_BOVIN ZNF514 Uncharacterized protein 0.999 2.9 301,341 37,191

RGHESSESGTSSGLR 3 0.999

A8SM77 A8SM77_BOVIN ZNF713 Uncharacterized protein 0.999 6.6 3,149,708 547,085

NLVALGHQLYKPEVITQLEQEEQWMMGR 3 0.999

P42026 NDUS7_BOVIN NDUFS7 NADH dehydrogenase [ubiquinone] iron-sulfur protein 7, mitochondri 0.999 12.5 175,057 33,996

A8WFQ0 A8WFQ0_BOVIN NDUFS7 NDUFS7 protein 0.999 15.1 175,057 33,996

YVVSMGSCANGGGYYHYSYSVVRGCDR 3 0.999

A8YXZ2 A8YXZ2_BOVIN C8G C8G protein 0.999 13.1 3,283,040 844,590

AEATTLHVAPQGSAMVVSTFRKLDGICWAVR 3 0.999

B0JYP5 B0JYP5_BOVIN EIF2C2 Eukaryotic translation initiation factor 2C, 2 1.000 3.4 799,258 152,945

F1MTG8 F1MTG8_BOVIN EIF2C2 Uncharacterized protein (Fragment 1.000 3.4 799,258 152,945

TTPQTLSNLCLKINVKLGGVNNILLPQGR 3 0.999

B2ZEZ4 B2ZEZ4_BOVIN Skint1 Skint 1 isoform a (Precursor) 0.999 6.8 25,951,221 2,635,976

LILGLILALPLTFTMASSIALHHR 3 0.999

B3FXL3 B3FXL3_BOVIN IrakM Interleukin-1 receptor-associated kinase M transcript variant 0.999 5.1 1,701,281 213,319

B3FXL5 B3FXL5_BOVIN IrakM Interleukin-1 receptor-associated kinase M transcript variant 0.999 4.3 1,701,281 213,319

LSIKTDIYSFGIVIMEVLTGCK 3 0.999

B8Y9T0 B8Y9T0_BOVIN FN1 Cumulus cell-specific fibronectin 1 transcript varian 1.000 2.6 1,954,422 172,211

B8Y9S9 B8Y9S9_BOVIN FN1 Embryo-specific fibronectin 1 transcript varian 1.000 2.4 1,954,422 172,211

P07589 FINC_BOVIN FN1 Fibronectin 1.000 2.3 1,954,422 172,211

G5E5A9 G5E5A9_BOVIN FN1 Uncharacterized protein 1.000 2.3 1,954,422 172,211

ITIMWTPPESPVTGYR 2 0.983

SYTITGLQPGTDYK 2 0.987

TFYQIGDSWEK 2 0.983

VTWAPPSSIELTNLLVR 2 0.995

C4IXV8 C4IXV8_BOVIN TPC3 Two pore channel 3 0.999 3.9 2,928,406 513,455

IHFLDPGSGSPDALVCGNPALKDSAFAQGR 3 0.999

C5NU11 C5NU11_BOVIN PD-L1 Programmed death ligand 1 0.999 9.0 2,655,794 266,650

IIQFVNGKEDPNVQHSSYHGRAQLLK 3 0.999

D9IE06 D9IE06_BOVIN OPA3 Mitochondrial optic atrophy 3 protein isoform b 0.999 15.1 3,066,992 506,498

EVRAQLRAGDPPSTPGAASTSQAASSPK 3 0.999

E1AXU0 E1AXU0_BOVIN CMYA1 Cardiomyopathy associated protein 1 1.000 2.5 2,442,792 315,381

EQQEREEEEGKPQGGPQPEIPHK 3 0.999

WLSKPAALAHSAAEEGGQGKHK 3 0.999

E1B6X6 E1B6X6_BOVIN Bt.32325 Uncharacterized protein 0.954 2.4 5,637,344 624,238

EVVKFEPQVDTEAEDMISAVKSR 3 0.804

YAVGEECDFEVGK 3 0.851

E1B702 E1B702_BOVIN TGFBR2 Uncharacterized protein 0.999 2.1 2,310,600 261,710

G3MZV8 G3MZV8_BOVIN TGFBR2 Uncharacterized protein 0.999 2.1 2,310,600 261,710

QQKLSPAWDSGK 3 0.999

E1B714 E1B714_BOVIN Bt.21602 Uncharacterized protein 0.999 1.8 6,494,721 876,852

EVDEDSGRDPAPPGR 3 0.999

E1B719 E1B719_BOVIN Bt.60688 Uncharacterized protein 0.999 0.5 2,331,944 1,333,893

GADGAEGDRGRDTR 3 0.999

F1MJB7 F1MJB7_BOVIN Bt.306 Uncharacterized protein 1.000 10.1 6,439,084 319,718

P06868 PLMN_BOVIN PLG Plasminogen 1.000 10.1 6,439,084 319,718

E1B726 E1B726_BOVIN PLG Uncharacterized protein 1.000 10.1 6,439,084 319,718

EQQCVVMAENSK 2 0.999

EQSVQEIPVSR 2 0.997

GTSSTTITGR 2 1.000

HFCGGTLISPK 2 0.999

NYGGTVAVTESGHTCQR 3 1.000

VSPYVPWIEETMR 2 0.996

WEFCDIPR 2 1.000

E1B740 E1B740_BOVIN SNAPC4 Uncharacterized protein 0.999 2.5 2,659,079 313,017

GAVAGGCPRPPEGPDTAQATAPAPTGQLASRSR 3 0.999

E1B744 E1B744_BOVIN Bt.11942 Uncharacterized protein 0.999 2.5 2,520,051 240,836

PASARAGVLFAVTDPAQAVVSVGVK 3 0.999

E1B763 E1B763_BOVIN AP3M2 Uncharacterized protein 0.999 4.3 3,458,837 298,321



MIHSLFLINSSGDIFLEK 3 0.999

E1B766 E1B766_BOVIN C1QTNF7 Uncharacterized protein 0.999 6.9 827,499 177,280

F1N0F4 F1N0F4_BOVIN C1QTNF7 Uncharacterized protein 0.999 7.1 827,499 177,280

GEQGDPGLPGVCRCGSIVLK 3 0.999

E1BDP5 E1BDP5_BOVIN Bt.59370 Uncharacterized protein 0.999 2.1 120,952 13,724

E1B768 E1B768_BOVIN Bt.93579 Uncharacterized protein 0.999 2.1 120,952 13,724

REEVDLTGSDPVHANTGEK 3 0.999

E1B782 E1B782_BOVIN HERC2 Uncharacterized protein 1.000 1.1 1,895,366 733,454

G3MX12 G3MX12_BOVIN HERC2 Uncharacterized protein (Fragment 1.000 1.1 1,895,366 733,454

LCSHRQALGDHAQAFLQAIADNNIQDHNVK 3 0.999

LGVGGTESVSTPTLLESIQHVFIK 3 0.999

E1B783 E1B783_BOVIN TTC13 Uncharacterized protein 0.999 5.0 13,374,091 1,674,821

QKVDFIDAYKSLGQAYR 3 0.999

SWMNLKSISPSYKTLPSVSETFPTLR 3 0.999

E1B789 E1B789_BOVIN Bt.60535 Uncharacterized protein 0.999 2.3 50,450,958 5,304,076

QRSSNLVGVTINIHTGDWVRK 3 0.999

E1B7A1 E1B7A1_BOVIN PHF12 Uncharacterized protein 0.999 3.1 1,742,311 355,819

VLTPPQAAGDGILATGANQRFCSPAPSSDGK 3 0.999

E1B7B4 E1B7B4_BOVIN MEP1B Uncharacterized protein 0.963 4.3 604,135 104,053

TLTLVEQIKDIPSGSWQLYHVTLNATNKFR 3 0.827

E1B7D8 E1B7D8_BOVIN LOC538492 Uncharacterized protein 0.999 5.7 7,862,092 979,868

GPGGPGTPGPCAGGLERR 3 0.999

E1B7E2 E1B7E2_BOVIN DOCK3 Uncharacterized protein (Fragment 0.999 0.6 8,810,600 657,253

FRGSHLRFEFR 3 0.999

E1B7E3 E1B7E3_BOVIN Bt.52427 Uncharacterized protein 0.999 0.7 1,860,326 258,467

LKKELENTALELSQK 3 0.999

E1B7G2 E1B7G2_BOVIN Bt.2859 Uncharacterized protein 0.999 6.0 2,003,192 114,935

F1MWB0 F1MWB0_BOVIN Bt.2859 Uncharacterized protein (Fragment 0.999 6.6 2,003,192 114,935

YQDLLSVQHPRVKQLEYR 3 0.999

E1B7G4 E1B7G4_BOVIN KRBA1 Uncharacterized protein 0.999 1.4 3,461,728 2,022,358

AEPRNWAAGMEGLR 3 0.999

E1B7G8 E1B7G8_BOVIN NEK5 Uncharacterized protein 0.999 2.8 4,552,408 531,672

LAAMCGHYDHFYAQLDLLRK 3 0.999

E1B7H2 E1B7H2_BOVIN Bt.12599 Uncharacterized protein 0.999 1.4 1,486,621 527,082

PGLQGPRGTPGPAGGHGDPGPPGAPGLAGPAGPQGPSGLK 3 0.999

E1B7I1 E1B7I1_BOVIN Bt.87248 Uncharacterized protein (Fragment 0.999 4.6 6,669,792 796,603

NKSGAAFGVAPALPGQVTIRVR 3 0.999

E1B7I9 E1B7I9_BOVIN FRS2 Uncharacterized protein 0.999 2.8 3,887,079 239,414

NNHQTELEVPRTPR 3 0.999

E1B7L2 E1B7L2_BOVIN Bt.515 Uncharacterized protein 0.999 2.4 669,136 94,338

P23726 P85B_BOVIN PIK3R2 Phosphatidylinositol 3-kinase regulatory subunit bet 0.999 2.4 669,136 94,338

LEQELRAQASDNREIDK 3 0.999

E1B7L7 UBN2_BOVIN UBN2 Ubinuclein-2 0.999 1.4 2,562,417 492,578

G5E568 G5E568_BOVIN UBN2 Uncharacterized protein 0.999 1.3 2,562,417 492,578

PATSPKPLPSPKPSASPK 3 0.999

E1B7M8 E1B7M8_BOVIN OSBP2 Oxysterol-binding protein 0.999 1.5 2,348,573 331,629

IVQSSPSSPSSDGK 3 0.999

E1B7N9 E1B7N9_BOVIN Bt.104196 Uncharacterized protein 0.999 2.5 4,656,495 271,441

SQAEKAQLEVEKALEEK 3 0.999

E1B7P5 E1B7P5_BOVIN MEFV Uncharacterized protein 0.999 4.0 2,218,408 376,233

AQEGDPVGGSCVHISCSCSAASRDPEASLSR 3 0.999

E1B7P6 E1B7P6_BOVIN EFCAB5 Uncharacterized protein 0.999 1.4 639,830 115,396

G3N0P8 G3N0P8_BOVIN EFCAB5 Uncharacterized protein (Fragment 0.999 1.4 639,830 115,396

ISGAIPPPLPSKTDSCVYAK 3 0.999

E1B7Q1 E1B7Q1_BOVIN EMX1 Uncharacterized protein 0.999 6.3 2,452,246 245,416

VPRSALAAATMFQPTAKR 3 0.999

E1B7Q6 E1B7Q6_BOVIN MED1 Uncharacterized protein 0.999 1.5 6,150,354 1,508,235

AKSPISSGSGGSHMSGTSSSTGMK 3 0.999

E1B7Q8 E1B7Q8_BOVIN PTH2R Uncharacterized protein 0.999 5.6 1,514,463 283,057

TPPCGGHRYGSVLTTLTHSTSSQSQMAASTR 3 0.999

E1B7R2 E1B7R2_BOVIN Uncharacterized protein 0.999 3.4 2,470,046 239,084

CFPLYHLIALTLSNMKK 3 0.999

E1B7R9 E1B7R9_BOVIN PRCD Uncharacterized protein 0.999 57.4 5,120,428 1,164,381

RFANRVQPEPNGVDGAVSGSSLETDLQSSGR 3 0.999

E1B7S3 E1B7S3_BOVIN EPB41L3 Uncharacterized protein 0.999 5.4 2,192,173 225,219

DSVSAAEVGTGQYITTKGMSQTNLITTVTPEKK 3 0.999

SPGLGTDSCPPLPPSAHRPPASPTGLR 3 0.999

E1B7T1 E1B7T1_BOVIN Bt.77420 Uncharacterized protein 1.000 2.1 6,953,137 348,744

KEEDVMASGTVK 3 0.839

SECTQLHLNLEKEK 3 0.999

E1B7U3 E1B7U3_BOVIN Bt.16440 Uncharacterized protein 0.999 3.1 2,452,440 683,767

APPKFAFKVLPSSYAQHPFLPDGEDR 3 0.999

E1B7V8 E1B7V8_BOVIN PLEKHA4 Uncharacterized protein 0.999 1.8 2,999,228 412,119

PTSPQPGTKVPLAR 3 0.999

E1B7V9 E1B7V9_BOVIN MAGI1 Uncharacterized protein (Fragment 0.999 2.8 6,185,408 1,250,264

GFGFTVVGGDEPDEFLQIK 3 0.999

LKVGDRILAVNGCSITNK 3 0.999

E1B7X4 E1B7X4_BOVIN SERTAD4 Uncharacterized protein 0.999 6.3 4,051,396 488,500

GAGPPLAGSHYRGISNPITTSK 3 0.999

E1B7Z7 E1B7Z7_BOVIN OR2G2 Uncharacterized protein 0.999 10.2 963,543 266,570

E1B9Y8 E1B9Y8_BOVIN OR2G2 Uncharacterized protein 0.999 10.0 963,543 266,570

SITYGGCVVQLYVSLALGSTECVLLAVMSYDR 3 0.999

E1B800 E1B800_BOVIN RASAL2 Uncharacterized protein 0.999 2.6 6,349,734 1,002,686

ALYESDENCEVDPSKCSSSELLDHQSNLK 3 0.999

E1B801 E1B801_BOVIN GRLF1 Uncharacterized protein 1.000 1.7 742,929 92,092

IPTYNISVVGLSGTEKEKGQCGIGK 3 0.999

E1B802 E1B802_BOVIN Bt.1523 Uncharacterized protein 0.999 8.9 3,516,167 334,813

Q1LZB5 TOM40_BOVIN TOMM40 Mitochondrial import receptor subunit TOM40 homolog 0.999 8.9 3,516,167 334,813

GLSNHFQVNHTVALSTIGESNYHFGVTYVGTK 3 0.999

E1B805 E1B805_BOVIN Uncharacterized protein (Fragment 0.999 3.4 4,977,099 694,887

GTGQDPELVADSILIDVNDKCQEKLK 3 0.999

NHGSVFASTIIDVTSKMLPSFR 3 0.999

NHGSVFASTIIDVTSKMLPSFRILAFYLLPK 3 0.999

E1B810 E1B810_BOVIN RIN2 Uncharacterized protein 0.999 2.8 2,054,771 435,717

EFAIKESTYTFSLEGSGISFADLFR 3 0.999

G3N1T3 G3N1T3_BOVIN Bt.106189 Uncharacterized protein 0.999 4.5 746,965 110,000

E1B812 E1B812_BOVIN Bt.106189 Uncharacterized protein (Fragment 0.999 5.6 746,965 110,000

YSNYTPSAQYSQAYYPTAVLQCCSPPTR 3 0.999

E1B813 E1B813_BOVIN Bt.104596 Uncharacterized protein 0.999 1.7 1,534,583 190,654

F1MR79 F1MR79_BOVIN Bt.104596 Uncharacterized protein 0.999 2.2 1,534,583 190,654

GGARYSQTGMSLKSLR 3 0.999

E1B816 E1B816_BOVIN Bt.103678 Uncharacterized protein 0.999 2.4 2,342,381 1,275,721

Q32S38 Q32S38_BOVIN GCLC Glutamate-cysteine ligase catalytic subun 0.999 2.5 2,342,381 1,275,721

VILSYKLDFLIPLSK 3 0.999

E1BB35 E1BB35_BOVIN Bt.106471 Uncharacterized protein 0.999 9.3 2,095,820 171,716

E1B834 E1B834_BOVIN CRNN Uncharacterized protein 0.999 7.8 2,095,820 171,716

ETVIRRQDQGSLHASVPSAQGR 3 0.999

GQITRHTGAGEQGQPQRQSGSSQR 3 0.999

E1B841 E1B841_BOVIN FOXM1 Uncharacterized protein 0.999 2.4 785,359 137,965

VPLPLAASLSELARHSKR 3 0.999

E1B842 E1B842_BOVIN HIVEP2 Uncharacterized protein 0.999 2.3 6,373,838 1,187,769

ALYHNPPLSMGQYLQAEPIVLGPPNLRR 3 0.999

TLVTNAAMQGIGFNIAQVLGQHAGLEK 3 0.999

E1B847 E1B847_BOVIN MAP3K1 Uncharacterized protein 0.999 1.9 1,856,245 88,104

CDDSFGSSSNSSNAVIPSDETVFTPVEEK 3 0.999

E1B864 E1B864_BOVIN Bt.44454 Uncharacterized protein 0.999 1.1 364,085 36,831

DELDRNVMNQTVSSPPPPR 3 0.999

E1B867 E1B867_BOVIN ADAM17 Uncharacterized protein 0.999 3.8 449,927 59,012

VVVVDGKDEREYPSPWCLGALHTVEGEPDSR 3 0.999

E1B884 E1B884_BOVIN Bt.7490 Uncharacterized protein 0.999 4.0 1,286,615 238,947

Q0VCR7 C1TM_BOVIN MTHFD1L Monofunctional C1-tetrahydrofolate synthase, mitochondria 0.999 3.9 1,286,615 238,947

GPGSPAPPARDSIVREVIQNSK 3 0.999

YVLVAGITPTPLGEGK 3 0.999

E1B8C2 E1B8C2_BOVIN Bt.17059 Uncharacterized protein 0.999 2.0 8,011,587 348,821

SLPLSLLKVVEFSELDK 3 0.999



E1B8C8 E1B8C8_BOVIN FEZF1 Uncharacterized protein 0.999 4.4 1,298,434 203,423

DLSQAQLQHYMKESAQLLSEK 3 0.999

E1B8D6 E1B8D6_BOVIN Bt.65211 Uncharacterized protein 0.999 1.3 1,757,827 500,722

NHDHKMEKLGLGLDDESNNQQAAATQSPGDSR 3 0.999

E1B8E3 E1B8E3_BOVIN Bt.64919 Uncharacterized protein 0.999 7.9 3,115,613 572,771

GHCELVNKLLEAGAAVDTRDLLDR 3 0.999

E1B8E7 E1B8E7_BOVIN HTT Uncharacterized protein 0.999 0.8 1,350,475 272,302

NLPEETFARFLLQLVGVLLEDIVTK 3 0.999

E1B8G2 E1B8G2_BOVIN PTX4 Uncharacterized protein 0.999 3.4 9,619,171 711,925

AVALALNQSQAAVQDK 3 0.999

E1B8G6 E1B8G6_BOVIN PODXL2 Uncharacterized protein 0.999 1.7 5,461,175 385,872

HGAWHISLSK 3 0.999

E1B8H0 E1B8H0_BOVIN Bt.65579 Uncharacterized protein 0.999 2.2 18,592,620 2,640,173

PAIVFMYRCDPAQGQLSMDQGK 3 0.999

QSEPNYEGLSGNDQEK 3 0.829

E1B8H1 E1B8H1_BOVIN LOC784932 Uncharacterized protein 1.000 7.9 13,260,931 1,215,510

HIDELSLPR 2 0.999

LINEYVK 2 0.952

TPFNPNHTYESEFHVSK 3 0.980

E1B8H4 E1B8H4_BOVIN DENND2A Uncharacterized protein 0.999 2.4 1,018,429 106,066

KCVLNFPGSPTSSIPDTPAKQSLSK 3 0.999

E1B8H7 E1B8H7_BOVIN VTCN1 Uncharacterized protein 0.999 7.4 2,680,613 267,182

LADIVIQWLKEGVMGLVHEFK 3 0.999

E1B8H8 E1B8H8_BOVIN SEC14L3 Uncharacterized protein 0.999 5.3 211,391 21,379

KIETIVMIFDCEGLGLKHFWK 3 0.999

E1B8J6 E1B8J6_BOVIN Bt.25003 Uncharacterized protein 0.999 1.8 5,101,425 522,520

SQSSSQGDNPLAPGYLPPHYK 3 0.999

E1B8J7 E1B8J7_BOVIN Bt.105562 Uncharacterized protein 0.999 3.6 852,963 161,428

KTSALYPGLGPQDLLAASLTALLLGGWILFLMR 3 0.999

E1B8K3 E1B8K3_BOVIN OC90 Uncharacterized protein 0.999 6.1 522,859 116,063

G3N1Y4 G3N1Y4_BOVIN OC90 Uncharacterized protein 0.999 5.6 522,859 116,063

YPQAGDLPAVWTFIPGEESALIPGTHQFSR 3 0.999

E1B8K8 E1B8K8_BOVIN LOC100140212 Uncharacterized protein 0.999 7.0 1,550,248 327,620

E1BEJ6 E1BEJ6_BOVIN LOC100140212 Uncharacterized protein 0.999 7.0 1,550,248 327,620

HHNCFSNLGCFLLPHPGLKVATNPSFDGR 3 0.999

E1B8L3 E1B8L3_BOVIN IL17RE Uncharacterized protein 0.914 3.0 13,133,075 1,336,525

RTQPVDPEAGEGLSRSGSQK 2 0.914

E1B8L6 E1B8L6_BOVIN Bt.4662 Nitric oxide synthase 0.999 3.2 1,362,742 97,504

F1MY54 F1MY54_BOVIN Bt.4662 Nitric oxide synthase 0.999 3.2 1,362,742 97,504

P29473 NOS3_BOVIN NOS3 Nitric oxide synthase, endothelia 0.999 3.2 1,362,742 97,504

DEVQDAQERGVFGRVLTAFSR 3 0.999

LQEVEAEVASTGTYHLR 3 0.999

E1B8M7 E1B8M7_BOVIN Bt.48219 Uncharacterized protein 0.999 2.2 17,193,004 3,446,737

TPEIGTSKWNNLQK 3 0.999

E1B8N1 E1B8N1_BOVIN LOC521092 Uncharacterized protein 0.999 4.2 1,759,446 83,538

SSVGLSETSQEVGRMSPITVDDSDSR 3 0.999

E1B8N5 E1B8N5_BOVIN Bt.106410 Uncharacterized protein 0.999 1.5 2,341,929 918,213

NPNPGPTNSPKMSKK 3 0.999

E1B8Q9 E1B8Q9_BOVIN IPO8 Uncharacterized protein 0.999 2.3 3,741,117 601,680

PIMQELLHIVRETENDDVTNVIQK 3 0.999

E1B8R7 E1B8R7_BOVIN HPS5 Uncharacterized protein 0.999 2.3 4,412,879 358,118

DFSGISDTGSSSVESNQDMQLLDESR 3 0.999

E1B8R8 E1B8R8_BOVIN Bt.23781 Uncharacterized protein (Fragment 0.999 3.6 3,414,613 391,484

DSFCHQMSFCLTELHLWSLK 3 0.999

E1B8T3 E1B8T3_BOVIN Bt.44586 Uncharacterized protein 0.999 1.4 4,139,913 330,486

DLPSPDSRNCPAVTLTSPAKTK 3 0.999

NCPAVTLTSPAKTKILPPR 3 0.999

E1B8V3 E1B8V3_BOVIN Bt.61053 Uncharacterized protein 0.999 11.5 1,177,466 388,934

E1BK64 E1BK64_BOVIN DFNB59 Uncharacterized protein 0.999 6.5 1,177,466 388,934

SFVKQVGDGGRLVPVPSLSEADK 3 0.999

E1B8W0 E1B8W0_BOVIN Bt.3361 Uncharacterized protein 0.937 0.8 1,407,122 156,658

SLPPAPESESSP 3 0.856

E1B8W2 E1B8W2_BOVIN KLRG1 Uncharacterized protein 0.999 15.4 8,155,538 397,425

SPRSYHVAIALGLLSTILASMLLLQWILYR 3 0.999

E1B8X8 E1B8X8_BOVIN BRCA2 Uncharacterized protein 0.956 0.6 7,545,517 1,172,346

YISMEDNQETCVLNENSKK 3 0.895

E1B8Z3 E1B8Z3_BOVIN DAAM2 Uncharacterized protein 0.986 4.1 5,260,549 809,023

ELGSTEDIHLASRKVK 3 0.863

FVPVMSDFITVSSFSFSELEDQLNEARAK 3 0.900

E1B901 E1B901_BOVIN LAIR1 Uncharacterized protein 0.999 8.8 444,027 52,149

EDAVGRYHCLYQKESTWSALSEALR 3 0.999

E1B905 E1B905_BOVIN KCTD16 Uncharacterized protein 0.999 6.1 144,014,184 52,107,867

EQGAAVPNSFPEVVELNVGGQVYFTR 3 0.999

E1B914 E1B914_BOVIN Uncharacterized protein 0.999 2.4 2,087,918 270,113

GGSVSVEALVMALFELLNTHAK 3 0.999

E1B925 E1B925_BOVIN Bt.21378 Uncharacterized protein (Fragment 0.999 2.8 4,014,411 618,560

IQPPSPAGSGSMQGPQTPQSTSSSMAEGGDLK 3 0.999

LLDISVSPLMNSLVSQVICDVLFLIGQS 3 0.999

E1B928 E1B928_BOVIN Bt.41892 Uncharacterized protein (Fragment 0.999 2.2 3,155,050 195,110

ERNLQLIQSIRDFLQSDDAR 3 0.999

E1B935 E1B935_BOVIN Bt.11942 Uncharacterized protein 0.999 3.7 3,324,986 270,882

F1N6W9 F1N6W9_BOVIN COL18A1 Uncharacterized protein 0.999 2.9 3,324,986 270,882

EENIAGVGAKILNVAQGIR 3 0.999

PASARAGVLFAVTDPAQAVVSVGVK 3 0.999

E1B944 E1B944_BOVIN IQCH Uncharacterized protein 0.999 1.9 2,728,853 488,102

QKWASGVIAIAWLLHCHKTR 3 0.999

E1B949 E1B949_BOVIN Bt.88173 Uncharacterized protein 0.999 0.5 3,441,412 536,427

LDITLNPSGEGAFLHLVSKGGLDR 3 0.999

E1B962 E1B962_BOVIN Bt.9351 Uncharacterized protein 0.999 1.8 919,107 115,901

Q0VCU9 Q0VCU9_BOVIN TMC6 Transmembrane channel-like 6 0.999 1.8 919,107 115,901

DQCWENFVGQELYR 3 0.999

E1B965 E1B965_BOVIN GRM4 Uncharacterized protein 0.999 2.4 1,962,032 330,682

IPQISYASTAPDLSDNSRYDFFSR 3 0.999

E1B971 E1B971_BOVIN RPTN Uncharacterized protein 1.000 6.3 8,524,474 756,095

ENGDSTSLCKEELKQLLLAEFGDILR 3 0.999

QGQSSHYGQTDRQGLSSQYGQTDR 3 0.895

RHEGERQDSCHSQSEK 3 0.999

E1B987 E1B987_BOVIN ZDHHC22 Uncharacterized protein 0.999 5.7 13,059,446 3,882,903

HDHHCFFTGNCIGSR 3 0.999

E1B990 E1B990_BOVIN Bt.29236 Uncharacterized protein 1.000 5.0 2,055,683 111,192

Q29S21 K2C7_BOVIN KRT7 Keratin, type II cytoskeletal 7 1.000 4.3 2,055,683 111,192

AQYEEIANR 2 0.989

LALDIEIATYR 2 0.995

E1B9A2 E1B9A2_BOVIN CARD6 Uncharacterized protein 0.999 1.3 1,496,470 165,114

HSQRKNSSESPAK 3 0.999

E1B9B6 E1B9B6_BOVIN NUAK1 Uncharacterized protein 0.999 3.8 2,911,723 419,813

PSSVISDDSVLSSDSFDLLDLQENR 3 0.999

E1B9B7 E1B9B7_BOVIN Bt.36084 L-lactate dehydrogenase 0.999 5.8 1,079,911 104,569

F1MK19 F1MK19_BOVIN LDHC L-lactate dehydrogenase 0.999 5.8 1,079,911 104,569

E1BNS9 E1BNS9_BOVIN LDHC Uncharacterized protein 0.999 4.2 1,079,911 104,569

SVIPAIVQNSPDCK 3 0.999

E1B9D2 E1B9D2_BOVIN Bt.14401 Uncharacterized protein 0.999 5.8 1,237,607 211,017

ANEEGQADDQMNEMSKSPSEDEK 3 0.999

E1B9D3 E1B9D3_BOVIN GPR179 Uncharacterized protein 0.999 2.3 4,421,298 406,955

AEVTAEDGEKVSSELQPVHLQESTAPR 3 0.999

VLTNDLGSLGSPKWPQGDGYVGDVQHVR 3 0.999

E1B9F4 E1B9F4_BOVIN Bt.47932 Uncharacterized protein 0.999 1.8 6,862,458 1,120,030

RPDLELHTLQDLKEAILAYGR 3 0.999

E1B9F5 E1B9F5_BOVIN Uncharacterized protein (Fragment 0.999 4.2 2,126,059 425,953

VLDVHHEQENMPSANGKRPSDGSLSHK 3 0.999

E1B9H2 E1B9H2_BOVIN Bt.103171 Uncharacterized protein 0.999 3.8 6,754,015 1,200,753

AFETTQACSEGSPRGDGYSSGVIKDIWTK 3 0.999

SWSSGSSEAGSSSSGNQGEPKASAK 3 0.999

G3X6B1 G3X6B1_BOVIN Bt.104452 Uncharacterized protein 0.999 4.7 1,476,743 396,453

E1B9I2 E1B9I2_BOVIN Bt.106000 Uncharacterized protein 0.999 3.7 1,476,743 396,453



E1BDE7 E1BDE7_BOVIN Bt.8079 Uncharacterized protein 0.999 3.5 1,476,743 396,453

ASEHTEACSEEAAEAPPEASSPDPGDSKEDVKK 3 0.999

E1B9I5 E1B9I5_BOVIN Bt.38822 Uncharacterized protein 0.999 17.1 1,035,424 162,811

TQFPGEFLPAPQPPLITSRANIRHWINPK 3 0.999

E1B9J8 E1B9J8_BOVIN ZNF10 Uncharacterized protein 0.999 4.9 1,783,133 264,569

THTGEKPYECHDCGKSFSQSSALIVHQR 3 0.999

E1B9K2 E1B9K2_BOVIN Bt.23129 Uncharacterized protein 0.999 9.2 6,169,548 2,620,918

Q0VCP3 OLFL3_BOVIN OLFML3 Olfactomedin-like protein 3 0.999 9.4 6,169,548 2,620,918

EVDYLETQNPALPCVEVDEK 3 0.999

YDMITDCGYTISQVRSMK 3 0.999

E1B9K4 E1B9K4_BOVIN HMCN2 Uncharacterized protein 0.990 1.4 8,810,253 647,226

EGLSVPAGAGTQVLPGGQLR 3 0.876

PPLVEGWGGSGSLRGEPAATHLLFLLSPQIEK 3 0.841

SALLACRATGHPLPTITWHR 3 0.846

E1BDX4 E1BDX4_BOVIN LOC512915 Uncharacterized protein 0.999 3.2 1,391,377 150,592

E1B9L1 E1B9L1_BOVIN ZBTB17 Uncharacterized protein 0.999 3.2 1,391,377 150,592

AFVNVGDLSKHIIIHTGEKPYLCDK 3 0.999

E1B9M5 E1B9M5_BOVIN BAI2 Uncharacterized protein 0.999 1.4 5,399,104 2,617,741

RTLSLQPGGGGGGGEDPPRAR 3 0.999

E1B9M8 E1B9M8_BOVIN Bt.36098 Uncharacterized protein 0.999 2.4 339,288 33,702

RWGARCEHACQCQHGACHPR 3 0.999

E1B9P0 E1B9P0_BOVIN OR4D5 Uncharacterized protein 0.999 9.0 517,240 66,936

E1BGW8 E1BGW8_BOVIN OR4D5 Uncharacterized protein 0.999 8.7 517,240 66,936

E1BEI5 E1BEI5_BOVIN OR4D5 Uncharacterized protein (Fragment 0.999 9.0 517,240 66,936

ALSTCASHIAVVTLIFVPCLYIYARPFR 3 0.999

E1B9R5 E1B9R5_BOVIN Bt.100108 Uncharacterized protein 1.000 1.0 7,092,181 2,228,210

G3N309 G3N309_BOVIN Bt.100108 Uncharacterized protein (Fragment 1.000 1.0 7,092,181 2,228,210

KGENIFLVLDGPVDAIWIENLNSVLDDNK 3 0.999

SRKNLHVVLCFSPVGEK 3 0.999

E1B9T3 E1B9T3_BOVIN Bt.65020 Uncharacterized protein 0.999 2.2 905,794 116,246

Q0IIK7 Q0IIK7_BOVIN GALNTL4 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosam 0.999 2.1 905,794 116,246

VNGQKPGFIKVVR 3 0.999

E1B9X0 E1B9X0_BOVIN Bt.44059 Uncharacterized protein 0.999 1.6 1,106,816 128,032

PSCGTDSGISDAMEELEEAHQKCPPWWYK 3 0.999

E1B9X1 E1B9X1_BOVIN Bt.103121 Uncharacterized protein 0.957 1.3 2,357,538 172,185

AASSPSNPAALPVASDSSPMGSKTK 3 0.834

E1B9Z9 E1B9Z9_BOVIN TMPRSS9 Uncharacterized protein 0.999 1.4 723,545 168,260

ENNEHFCGAAIISAR 3 0.999

E1BA03 E1BA03_BOVIN PAK6 Uncharacterized protein 1.000 5.7 2,172,425 169,445

HGPEEARPQSCLVGSAAGR 3 0.999

QVPWPELQSPRVLPNGLAAK 3 0.999

E1BA11 E1BA11_BOVIN FAM184A Uncharacterized protein (Fragment 0.999 2.7 1,187,447 257,149

LQQQASDLVLKASHIGMLQATQMTQEVTIK 3 0.999

E1BA17 E1BA17_BOVIN Bt.56329 Uncharacterized protein 0.999 2.5 6,868,455 1,959,878

ELGLTGVKGEKGNPGIGTQGPR 3 0.999

KIEDELITFVCETASATCPLVHK 3 0.999

E1BA24 E1BA24_BOVIN SAAL1 Uncharacterized protein 0.999 2.0 1,727,274 164,759

YCPSGGGRIMDR 3 0.999

E1BA36 E1BA36_BOVIN Bt.70978 Uncharacterized protein 0.999 1.4 654,210 119,223

TPGPPFGTQIWKGLDIGSKQLVNTPAPILK 3 0.999

E1BA44 E1BA44_BOVIN LTBP4 Uncharacterized protein 0.999 1.9 707,838 200,196

G3MZT8 G3MZT8_BOVIN LTBP4 Uncharacterized protein 0.999 1.9 707,838 200,196

SEAAAPYTVLAQSAPREDGYSDASGFGYCFR 3 0.999

E1BA54 E1BA54_BOVIN LOC785969 Uncharacterized protein 0.999 8.9 1,147,907 205,646

F1MB74 F1MB74_BOVIN LOC785969 Uncharacterized protein (Fragment 0.999 9.8 1,147,907 205,646

SLSVFYTVITPMLNPLIYSLRNSELIYAMK 3 0.999

E1BA65 E1BA65_BOVIN Bt.38732 Uncharacterized protein (Fragment 1.000 6.8 4,110,058 494,155

LKDYGVELIEVSDNGCGVEEENFEGLTLK 3 0.999

LVFDHNGKILQKTPYPR 3 0.999

E1BA70 E1BA70_BOVIN C9ORF3 Uncharacterized protein 0.999 6.6 5,308,929 402,132

LDPSRDDLPLVANTSHILVK 3 0.999

E1BA80 E1BA80_BOVIN Bt.89517 Uncharacterized protein 0.989 1.6 9,828,208 548,405

LCVDADGSVTEVDEEHVHR 2 0.940

TPSPATDPGGGKKGDIPGTPR 3 0.816

E1BA88 E1BA88_BOVIN LOC784533 Uncharacterized protein 0.999 3.4 7,387,871 493,005

AWEIATQEGRESGTGWLVFGPIR 3 0.999

E1BA96 E1BA96_BOVIN Bt.53553 Uncharacterized protein (Fragment 0.999 7.8 2,724,980 769,601

FYPVAFFCCWSPVVILMIIKLTKLQDTR 3 0.999

E1BA99 E1BA99_BOVIN Bt.50538 Uncharacterized protein 0.999 3.0 3,469,675 777,812

EGTISGGSPSEISNSNSSQSNR 3 0.999

E1BAA5 E1BAA5_BOVIN Bt.53895 Uncharacterized protein 0.999 4.2 2,918,761 402,573

GGSLSLAEVAGELDRETLQR 3 0.999

SPAGGSAQAWNRGGSLSLAEVAGELDRETLQR 3 0.999

E1BAA9 E1BAA9_BOVIN DUSP16 Uncharacterized protein 0.999 2.8 2,479,150 1,104,667

LVALLESGTEKVLLIDSR 3 0.999

E1BAC5 E1BAC5_BOVIN NKX2-8 Uncharacterized protein 0.999 4.6 1,567,335 290,979

IWFQNHRYKLK 3 0.999

E1BAD7 E1BAD7_BOVIN SIX5 Uncharacterized protein 0.999 4.3 1,378,312 279,195

TGGSGGAPCKSESDGNPTTEDESSRSPEDLER 3 0.999

E1BAF6 E1BAF6_BOVIN Bt.7325 Uncharacterized protein 0.999 1.0 1,919,827 357,548

QAADEDEKGMR 3 0.869

WGPRPGSSRR 3 0.999

E1BAH9 E1BAH9_BOVIN Bt.4538 Guanylate cyclase 0.957 2.3 703,774 89,032

F1N5B2 F1N5B2_BOVIN GUCY2C Guanylate cyclase 0.957 2.3 703,774 89,032

NSTETEDCFWYLNALEAGVSYFSQK 3 0.957

E1BAI1 E1BAI1_BOVIN Bt.61762 Uncharacterized protein 0.999 3.4 1,683,450 138,121

E1BBU5 E1BBU5_BOVIN Bt.61762 Uncharacterized protein 0.999 3.4 1,683,450 138,121

NWVNSSMVGPVAATQEER 3 0.999

E1BAI5 E1BAI5_BOVIN SENP2 Uncharacterized protein 0.999 1.9 24,571,342 4,900,563

WLIRILGTIFR 3 0.999

E1BAK4 E1BAK4_BOVIN DOPEY2 Uncharacterized protein 0.999 1.0 3,794,667 402,478

ERQARLEALFAHILLYLQPYDSR 3 0.999

F1N750 F1N750_BOVIN Bt.50011 Uncharacterized protein (Fragment 0.999 2.6 3,027,206 401,386

E1BAK5 E1BAK5_BOVIN CENPC1 Uncharacterized protein 0.999 2.5 3,027,206 401,386

VSCAKDSGGSQNESLGSNEADLAK 3 0.999

E1BAL6 E1BAL6_BOVIN EIF2AK4 Uncharacterized protein 0.999 1.0 17,084,829 2,539,157

VPFARYVARNNILNLK 3 0.999

E1BAL7 E1BAL7_BOVIN Uncharacterized protein 0.999 5.8 8,180,617 438,591

EAIAVFMECSFKDENQDFQLKLAIMINK 3 0.999

E1BAN3 E1BAN3_BOVIN TRPV6 Uncharacterized protein 0.999 4.3 1,890,911 531,064

LWLGGPFGTHLSLLTPSVSRSTSRSSINWER 3 0.999

P11179 ODO2_BOVIN DLST Dihydrolipoyllysine-residue succinyltransferase component of 2-oxoglu 0.999 7.3 6,526,840 928,773

E1BAP2 E1BAP2_BOVIN DLST Uncharacterized protein 0.999 7.2 6,526,840 928,773

F1MEQ3 F1MEQ3_BOVIN DLST Uncharacterized protein 0.999 7.2 6,526,840 928,773

AEPTVSAVPPPPAAPIPTQMPPVPSPSQPLTSK 3 0.999

E1BAQ0 E1BAQ0_BOVIN Bt.65168 Uncharacterized protein 0.999 3.6 2,272,278 167,382

Q04173 GDS1_BOVIN RAP1GDS1 Rap1 GTPase-GDP dissociation stimulator 1 0.999 3.9 2,272,278 167,382

F6RPT3 F6RPT3_BOVIN RAP1GDS1 Uncharacterized protein (Fragment 0.999 4.0 2,272,278 167,382

MLIDAQAEAAEQLGKNVKLVER 3 0.999

E1BAR2 E1BAR2_BOVIN Bt.42314 Uncharacterized protein 0.999 3.1 5,104,041 1,374,895

GQVPLIFDSKQQPSVPIGQLWVELLR 3 0.999

MEYFFDPDVLTEGELAPNDR 3 0.999

E1BAS6 E1BAS6_BOVIN Bt.103624 Uncharacterized protein 0.999 0.4 5,147,000 537,301

SQQNRQRFDCR 3 0.999

E1BAT5 E1BAT5_BOVIN ANKRD11 Uncharacterized protein 1.000 1.5 14,660,870 1,424,907

HNTGHADPHAKHWRTDNWK 3 0.999

QQSVPAAPSYGSPGQHPEDK 3 0.999

E1BAU3 E1BAU3_BOVIN Bt.26774 Uncharacterized protein (Fragment 1.000 1.4 1,006,468 164,835

GQKPVVVSVLPTPGLPEVTTHASNWDIQKNGK 3 0.999

E1BAU4 E1BAU4_BOVIN PCDH17 Uncharacterized protein 0.999 3.7 12,106,267 5,210,567

EQQNHHTLVLTALDGGEPPR 3 0.999

VLGGGGPGGGGGLGGPGGSVPFK 3 0.999

E1BAY0 E1BAY0_BOVIN C11H2orf71 Uncharacterized protein 0.999 1.8 240,931 40,356

G3N2Z0 G3N2Z0_BOVIN C11H2orf71 Uncharacterized protein 0.999 1.8 240,931 40,356

TEAGSLASGPSPSPPASPSQGPK 3 0.999



E1BAY1 E1BAY1_BOVIN Bt.62386 Uncharacterized protein 0.999 2.5 6,252,917 261,873

EENSGRAYRYCLSR 3 0.999

E1BAY6 E1BAY6_BOVIN LOC512287 Uncharacterized protein 0.989 2.3 5,741,549 492,742

MLHLLDIIGGSFGR 2 0.860

SFHRSAEDLLDQFK 3 0.862

E1BB00 E1BB00_BOVIN Bt.61346 Uncharacterized protein (Fragment 0.999 4.3 511,467 100,236

LVEKPHGGSPESGPGPIVTR 3 0.999

E1BB03 E1BB03_BOVIN Bt.28179 Uncharacterized protein 0.999 3.1 5,412,055 1,728,886

PGDPSTKEFLEGGECVPFLNPCTAQGDLILK 3 0.999

E1BB28 E1BB28_BOVIN SARDH Uncharacterized protein 0.999 2.5 3,321,929 377,735

FRCQLIDSSEDLGLISVQGPASR 3 0.999

E1BB30 E1BB30_BOVIN Bt.87550 Uncharacterized protein 0.999 4.9 2,511,943 300,819

IHTGQKPYQCNECGKAFNQYSSFNDHR 3 0.999

E1BB36 E1BB36_BOVIN LOC790212 Uncharacterized protein (Fragment 0.999 4.7 1,163,126 193,011

VLILMLVVAACGFVLWSSNGR 3 0.999

E1BB43 E1BB43_BOVIN RPS6KC1 Uncharacterized protein 0.999 2.1 1,467,334 283,550

PQLDDVSQPPGSLSSRPPWNLR 3 0.999

E1BB48 E1BB48_BOVIN GALNT2 Uncharacterized protein 0.999 2.6 4,017,113 334,620

WLEPLLERVAEDRTR 3 0.999

G5E518 G5E518_BOVIN Bt.67418 Uncharacterized protein 0.999 2.8 5,947,760 426,081

E1BB50 CDK12_BOVIN CDK12 Cyclin-dependent kinase 12 0.999 3.3 5,947,760 426,081

FDIIGIIGEGTYGQVYK 3 0.999

KDGSGGASGTLQPSSGGGSSNSRER 3 0.999

E1BB52 CDK13_BOVIN CDK13 Cyclin-dependent kinase 13 0.999 1.1 2,179,404 146,142

FDIIGIIGEGTYGQVYK 3 0.999

E1BB53 E1BB53_BOVIN TEP1 Uncharacterized protein 0.999 0.8 4,347,600 407,026

VPVDRVIVFGQTTNEKLINAAK 3 0.999

E1BB91 E1BB91_BOVIN COL6A3 Uncharacterized protein 0.999 0.7 502,774 112,020

NLQVSLTSKQQSLETAMSFVAR 3 0.999

E1BB94 E1BB94_BOVIN BVES Uncharacterized protein 0.999 4.2 3,159,681 454,637

GESYAVEELTSVDDR 3 0.999

E1BB98 E1BB98_BOVIN ZNF365 Uncharacterized protein 0.999 6.2 1,260,558 293,004

AHLEFSHSYQERTLLTKCSLFPSLK 3 0.999

E1BBA0 E1BBA0_BOVIN ARAP3 Uncharacterized protein 0.999 1.6 860,414 135,545

GDHLFLCPASGPGPPAPEDMVHLR 3 0.999

E1BER2 E1BER2_BOVIN Uncharacterized protein 0.999 5.3 720,249 118,149

F1MLI2 F1MLI2_BOVIN Uncharacterized protein (Fragment 0.999 5.2 720,249 118,149

F1MM25 F1MM25_BOVIN Uncharacterized protein (Fragment 0.999 5.3 720,249 118,149

E1BBF4 E1BBF4_BOVIN LOC785392 Uncharacterized protein (Fragment 0.999 5.2 720,249 118,149

PTEFILLGLSSRPEDQK 3 0.999

E1BBH1 E1BBH1_BOVIN PHLDB2 Uncharacterized protein 0.999 1.8 10,118,096 1,098,233

STSPSLSGYALGRADFDHFLGR 3 0.999

E1BBI5 E1BBI5_BOVIN ZBTB11 Uncharacterized protein 0.999 2.6 2,671,117 305,378

HMNNHGGVKPFECLTCGVAWADARSLK 3 0.999

E1BBI6 E1BBI6_BOVIN CCNYL1 Uncharacterized protein 0.999 8.5 1,450,774 381,445

EMPEDLALESNPSDHPRASTIFLSKSQTDVR 3 0.999

E1BBI8 E1BBI8_BOVIN DCTN4 Uncharacterized protein 0.999 5.1 10,277,115 3,322,816

RNYMPLAFSQHTIHVVDKYGLGTR 3 0.999

E1BBJ7 E1BBJ7_BOVIN INPPL1 Uncharacterized protein 1.000 1.8 8,555,888 508,212

PPLPPGPSPASTFLGDVASGDDR 3 0.999

E1BBK9 E1BBK9_BOVIN SYTL1 Uncharacterized protein (Fragment 0.999 3.4 1,594,219 91,744

LSLGTGSSYGLQVPWMDSTR 3 0.999

E1BBM1 E1BBM1_BOVIN Bt.8273 Uncharacterized protein 0.999 5.7 1,786,671 128,500

E1BGU7 E1BGU7_BOVIN Bt.8273 Uncharacterized protein 0.999 5.7 1,786,671 128,500

F1MSY5 F1MSY5_BOVIN Bt.8273 Uncharacterized protein 0.999 5.7 1,786,671 128,500

VDHATGFGRIAFSCPQK 3 0.999

E1BBM2 E1BBM2_BOVIN FKTN Uncharacterized protein 0.999 5.0 2,093,463 105,773

SPPNVQPNGVWPVSEWDEVIQLY 3 0.999

E1BBN3 E1BBN3_BOVIN GDF2 Uncharacterized protein 0.999 4.4 5,527,417 674,437

VDFLRNLNLSGVPSQDRTR 3 0.999

E1BBN6 E1BBN6_BOVIN Bt.12654 Uncharacterized protein 0.999 1.7 2,091,406 106,539

F1N606 F1N606_BOVIN EGFLAM Uncharacterized protein 0.999 1.9 2,091,406 106,539

SEEPLTLGHWHELRVSR 3 0.999

E1BBR6 E1BBR6_BOVIN FYCO1 Uncharacterized protein 0.999 3.6 1,463,186 228,425

G3MZW6 G3MZW6_BOVIN FYCO1 Uncharacterized protein 0.999 3.5 1,463,186 228,425

G3N2N5 G3N2N5_BOVIN FYCO1 Uncharacterized protein 0.999 3.6 1,463,186 228,425

ERVEGALAHTIQELREAQEAASR 3 0.999

SPFLKPKLSSDIVGQLYELTDVQFDLASR 3 0.999

E1BBT4 E1BBT4_BOVIN Uncharacterized protein (Fragment 0.999 4.6 7,082,008 4,131,779

GACTPPPQPPPVAPR 3 0.999

E1BBU2 E1BBU2_BOVIN IMPG2 Uncharacterized protein 0.999 1.3 1,950,849 410,160

SPPLLTFVAVSASIDK 3 0.999

E1BBU9 E1BBU9_BOVIN INO80D Uncharacterized protein 0.999 3.5 871,766 91,750

ALQAVTSLECLSTIGVLTQSDGVPVQELSDR 3 0.999

E1BBV0 E1BBV0_BOVIN Bt.106510 Uncharacterized protein 0.999 5.6 527,740 90,970

F1MHZ7 F1MHZ7_BOVIN ZNF703 Uncharacterized protein (Fragment 0.999 5.6 527,740 90,970

F1MRL8 F1MRL8_BOVIN ZNF703 Uncharacterized protein (Fragment 0.999 5.4 527,740 90,970

AGFRVPSAACTPFPPHGAPVSASSSSSSPGGSR 3 0.999

G3X8E1 G3X8E1_BOVIN ADH7 Uncharacterized protein 0.999 5.1 1,821,733 266,036

E1BBW9 E1BBW9_BOVIN ADH7 Uncharacterized protein (Fragment 0.999 4.8 1,821,733 266,036

TDITGHGVLADGSTRFTCK 3 0.999

F1MI81 F1MI81_BOVIN LOC788396 Uncharacterized protein (Fragment 0.999 9.9 157,635 26,198

F1MNZ9 F1MNZ9_BOVIN LOC788396 Uncharacterized protein (Fragment 0.999 9.6 157,635 26,198

F1N4X6 F1N4X6_BOVIN LOC788396 Uncharacterized protein (Fragment 0.999 9.9 157,635 26,198

G3N209 G3N209_BOVIN LOC788396 Uncharacterized protein (Fragment 0.999 9.7 157,635 26,198

G3MYM0 G3MYM0_BOVIN LOC788413 Uncharacterized protein (Fragment 0.999 10.2 157,635 26,198

E1BBX3 E1BBX3_BOVIN LOC788428 Uncharacterized protein 0.999 10.2 157,635 26,198

E1BHX4 E1BHX4_BOVIN LOC788428 Uncharacterized protein (Fragment 0.999 10.2 157,635 26,198

F1MJ86 F1MJ86_BOVIN LOC788428 Uncharacterized protein (Fragment 0.999 9.6 157,635 26,198

AAHTPETDKATALMYTVVTPALNPVIYTLRNK 3 0.999

E1BH14 E1BH14_BOVIN LEFTY2 Uncharacterized protein 0.999 3.0 1,971,563 100,374

E1BBY0 E1BBY0_BOVIN LOC100336971 Uncharacterized protein 0.999 3.0 1,971,563 100,374

QPLLLQVLVQR 3 0.999

E1BBY2 E1BBY2_BOVIN TRIM41 Uncharacterized protein 0.999 2.8 5,825,754 454,524

QHSVVPLEEVVQEYK 3 0.999

E1BBZ4 E1BBZ4_BOVIN Bt.104492 Uncharacterized protein 1.000 3.9 1,894,553 168,091

F1MIU6 F1MIU6_BOVIN CCDC52 Uncharacterized protein 1.000 4.0 1,894,553 168,091

Q2T9X8 SPICE_BOVIN SPICE1 Spindle and centriole-associated protein 1.000 4.0 1,894,553 168,091

CSTDSPTSGLNSRRSSGAASNSCSPLNATSGSGR 3 0.999

E1BBZ7 E1BBZ7_BOVIN EGR3 Uncharacterized protein 0.999 10.9 5,540,213 659,230

PNPELSYSGSFQPAPGNKTVTYLGK 3 0.999

QIHPGFGSLPQPPLTLK 3 0.999

E1BJN3 E1BJN3_BOVIN Amine oxidase 0.982 1.9 807,825 162,117

Q29437 AOCX_BOVIN Primary amine oxidase, liver isozyme 0.982 1.6 807,825 162,117

O46406 AOCY_BOVIN Primary amine oxidase, lung isozyme 0.982 1.6 807,825 162,117

Q9TTK6-2 AOC3_BOVIN AOC3 Isoform 2 of Membrane primary amine oxidase 0.982 1.5 807,825 162,117

Q9TTK6 AOC3_BOVIN AOC3 Membrane primary amine oxidase 0.982 1.6 807,825 162,117

E1BC10 E1BC10_BOVIN Bt.105260 Amine oxidase 0.982 1.6 807,825 162,117

E1BD43 E1BD43_BOVIN Bt.105260 Amine oxidase 0.982 1.5 807,825 162,117

F1MCC1 F1MCC1_BOVIN Bt.4177 Amine oxidase 0.982 1.5 807,825 162,117

EYLDIDQMIFNR 2 0.982

E1BC19 E1BC19_BOVIN NBEAL1 Uncharacterized protein 0.999 1.0 1,852,101 906,054

G3N3Y1 G3N3Y1_BOVIN NBEAL1 Uncharacterized protein 0.999 1.0 1,852,101 906,054

DQTVTNPKTQRSMNGPFAPGLEITSK 3 0.999

E1BC23 E1BC23_BOVIN SLCO1C1 Uncharacterized protein 0.999 4.0 967,901 137,555

YSPLSNSTLSISPCLLDSNNSLPIPVAEK 3 0.999

E1BC24 E1BC24_BOVIN Bt.46644 Midasin 0.999 1.0 19,765,977 861,442

FMKKFEAVLSEPCR 3 0.831

KMVAFNNQIDHEVTVEKK 3 0.999

YPSLSAATDHLLDIYFQLIGEK 3 0.999

E1BC33 E1BC33_BOVIN Bt.20232 Uncharacterized protein 0.999 0.7 2,931,050 584,618

G3N326 G3N326_BOVIN Bt.20232 Uncharacterized protein 0.999 2.4 2,931,050 584,618

AGSSPCLGSSSAASSPPPPGSR 3 0.999

E1BC36 E1BC36_BOVIN CDK6 Uncharacterized protein 0.999 8.3 1,802,791 219,553

ILDVIGLPGEEDWPRDVALPRLAFHSK 3 0.999



E1BC37 E1BC37_BOVIN Bt.105449 Uncharacterized protein (Fragment 1.000 1.0 5,763,421 315,102

SHDSDDSDYASSKHR 3 0.999

E1BC38 E1BC38_BOVIN CD248 Uncharacterized protein 0.999 4.6 4,720,529 380,614

EGALGPSLAPWPSSAVPTSAPPALGEASPAGRSRR 3 0.999

E1BC45 E1BC45_BOVIN AMMECR1L Uncharacterized protein 0.999 6.1 450,065 47,604

F1N4T8 F1N4T8_BOVIN Bt.92551 Uncharacterized protein (Fragment 0.999 5.7 450,065 47,604

RLRGCIGTFSAMNLHSGLR 3 0.999

E1BC48 E1BC48_BOVIN CEP350 Uncharacterized protein 1.000 0.9 1,168,163 230,708

SLLEEPTHQHIMQETQTRPGYQPSGESDK 3 0.999

E1BC55 E1BC55_BOVIN LOC533883 Uncharacterized protein 0.999 2.7 12,241,361 3,038,915

NVSLFPKAAISQPMPNPVIFESNK 3 0.999

TTLEAQHPGTEGAGIQPGERAPPR 3 0.999

E1BC67 E1BC67_BOVIN PPP1R9A Uncharacterized protein 0.999 1.1 2,700,081 138,225

F6R8E7 F6R8E7_BOVIN PPP1R9A Uncharacterized protein 0.999 0.9 2,700,081 138,225

AHLVEVQGLQVR 3 0.999

E1BC79 E1BC79_BOVIN HAO1 Uncharacterized protein (Fragment 0.999 5.4 3,117,738 300,047

MKNFETNDLAFSPKENFGDK 3 0.999

E1BC83 E1BC83_BOVIN Bt.17543 Uncharacterized protein (Fragment 0.999 2.1 727,702 130,189

VNISDAQKDAILTAISDGRLDR 3 0.999

E1BC86 E1BC86_BOVIN Bt.37491 Uncharacterized protein 1.000 1.7 4,725,553 601,898

SEGLVPLEETSPREAVCLTR 3 1.000

SSYVYLEGRCDNCDGGLEHGLWAAR 3 0.999

YSPAVGLHAAVTLRLEFPAAGHAVAALSVR 3 1.000

Q3B7N6 Q3B7N6_BOVIN ERCC5 Excision repair cross-complementing rodent repair deficiency, complem 0.999 2.6 958,233 92,362

E1BC95 E1BC95_BOVIN ERCC5 Uncharacterized protein (Fragment 0.999 1.9 958,233 92,362

SSAAQSAAQPASRRDGGTTTSSSSDDDDGGR 3 0.999

E1BCC1 E1BCC1_BOVIN ARHGAP9 Uncharacterized protein 0.999 2.1 1,273,987 253,865

TSELFDSQGSPYLCRR 3 0.999

E1BCC6 E1BCC6_BOVIN SKOR2 Uncharacterized protein 0.999 3.0 298,665 39,167

LLQEDGKLGDPGGPDLPPPPPPPLASQK 3 0.999

E1BCD1 E1BCD1_BOVIN LOC785114 Uncharacterized protein 0.999 31.4 10,015,763 3,266,947

EDPDEAHLPVAQNTAAQEAAQISSEER 3 0.999

E1BCD5 E1BCD5_BOVIN Bt.31396 Uncharacterized protein 0.999 1.6 1,041,372 241,102

LSSQEKLIGDLPQTPPGAAPDPSLPSTDSSER 3 0.999

E1BCE1 E1BCE1_BOVIN ATAD5 Uncharacterized protein 0.999 1.8 11,026,304 510,474

EVIDLSESLSLAEELNFLKK 3 0.999

TLANYFKVSSKPK 3 0.999

E1BCF0 E1BCF0_BOVIN PIBF1 Uncharacterized protein 0.999 3.2 1,549,332 206,748

LALELADTKQLIQQGDYRQENYDK 3 0.999

E1BCG1 E1BCG1_BOVIN ABCA7 Uncharacterized protein 0.999 1.4 2,983,743 779,436

KLATAVALVGDPALVFLDEPTTGMDPGARR 3 0.999

E1BCG5 E1BCG5_BOVIN NDST1 Uncharacterized protein 0.999 2.3 4,537,613 564,739

SANYFDSEVAPRRAAALLPK 3 0.999

E1BCH1 E1BCH1_BOVIN MAPKBP1 Uncharacterized protein 0.999 3.1 3,123,088 346,150

EYSLQQTLDEHSSSITAVKFAASDGQVR 3 0.999

GSEKHSPDSACSVDFSSSR 3 0.999

E1BCJ1 E1BCJ1_BOVIN ATP6V1B1 Uncharacterized protein 0.999 9.8 1,624,185 165,418

P31407 VATB1_BOVIN ATP6V1B1 V-type proton ATPase subunit B, kidney isoform 0.999 9.8 1,624,185 165,418

F1N688 F1N688_BOVIN Bt.4211 Uncharacterized protein 0.999 9.8 1,624,185 165,418

GLPGGGASLGAAREHVQAVTRNYITHPR 3 0.999

IYPEEMIETGISPIDVMNSIAR 3 0.999

E1BCJ2 E1BCJ2_BOVIN CFHR5 Uncharacterized protein 0.999 1.7 7,816,950 656,146

SCGQPPQLPNGKMKHR 3 0.999

E1BCK2 E1BCK2_BOVIN C21H15orf39 Uncharacterized protein 0.999 2.6 1,795,793 381,385

FRSLLESAWLNGLALPTWGHKASGPDR 3 0.999

E1BCP6 E1BCP6_BOVIN JAK2 Tyrosine-protein kinase 0.999 2.3 2,050,299 238,228

VLQERIPWVPPECIENPKNLNLATDK 3 0.999

E1BCP7 E1BCP7_BOVIN ALX4 Uncharacterized protein 0.999 5.0 1,472,729 142,489

FYVAPNVSFGNVFGFGGMMK 3 0.999

E1BCR0 E1BCR0_BOVIN SHC4 Uncharacterized protein 0.999 4.1 1,652,008 153,568

AIGNAHERGVPSQR 3 0.999

E1BCR2 E1BCR2_BOVIN DIDO1 Uncharacterized protein 0.923 0.5 3,829,950 398,381

QPPGRNLLPKK 3 0.869

E1BCS3 E1BCS3_BOVIN HK3 Uncharacterized protein 0.999 3.7 3,424,152 868,582

ETVMLLAPNCDVSFIPSVDGGGRGVAMVTAVAAR 3 0.999

E1BCU3 E1BCU3_BOVIN AASDH Uncharacterized protein 0.999 2.7 2,714,114 666,842

SVLSLSEDALKIPDESLFLNSGGDSLKSIR 3 0.999

E1BCY7 E1BCY7_BOVIN Bt.45696 Uncharacterized protein 1.000 3.3 4,025,176 186,231

GPPSQQAPEAGGEEPSAGQGLGSRESRHR 3 0.999

VGCLPPPPRLHPRPESDR 3 0.999

E1BCZ2 E1BCZ2_BOVIN RBBP6 Uncharacterized protein 0.999 1.3 979,266 182,323

FSSKLNYDTVTFDGLHISLCDLK 3 0.999

E1BCZ6 E1BCZ6_BOVIN MST1R Uncharacterized protein 0.999 1.3 12,108,550 1,231,797

GHFGVVYHGEYKDEAQNR 3 0.999

E1BCZ9 E1BCZ9_BOVIN ADNP Uncharacterized protein 0.999 3.9 5,854,890 1,380,139

IFHAPNASAPSSSLSTFKDK 3 0.999

TQAPARYSLQSPNAPSLSSGQLK 3 0.999

E1BD03 E1BD03_BOVIN PPM1D Uncharacterized protein 0.999 4.1 822,618 149,115

KYMEDVTQIVVEPEPAAEEELSSRR 3 0.999

E1BD09 E1BD09_BOVIN PLA2G4E Uncharacterized protein 0.999 3.3 1,462,950 161,148

F1MFC1 F1MFC1_BOVIN PLA2G4E Uncharacterized protein (Fragment 0.999 3.5 1,462,950 161,148

APGVERSPEELEQGQVDIYGPKTPYATK 3 0.999

E1BD15 E1BD15_BOVIN EYA4 Uncharacterized protein (Fragment 0.999 3.9 119,097,582 43,017,357

VFVWDLDETIIVFHSLLTGSYAQK 3 0.999

E1BD40 E1BD40_BOVIN PCDHGB1 Uncharacterized protein 0.999 3.2 569,682 133,958

GALPNQIRYSIPEELAKNSVVGNLAK 3 0.999

E1BD46 E1BD46_BOVIN PADI3 Uncharacterized protein 0.999 3.6 2,720,333 418,353

TQGPNALFDDHKLVLHTSSADAER 3 0.999

E1BD67 E1BD67_BOVIN SAAL1 Uncharacterized protein 0.999 6.1 6,011,046 910,703

CPRLREICVGILGNMACFQEICVSISSDK 3 0.999

E1BD72 E1BD72_BOVIN TUSC2 Uncharacterized protein 0.999 24.6 1,538,949 154,823

GLWPFTSAAGGGGPEAAVAEQALVRPR 3 0.999

E1BD77 E1BD77_BOVIN ZFHX2 Uncharacterized protein 1.000 2.3 4,856,034 669,223

EGGTLPALGGSPEDPGDPAQPYR 3 0.999

NASDGGPAPSGGGTGGASGCRRCHATFSCVFDLVR 3 0.999

E1BD97 E1BD97_BOVIN Bt.8348 Uncharacterized protein (Fragment 0.999 1.2 10,022,231 3,081,717

LVTTGIPVVKPRQLIATDDTAPLGPGK 3 0.999

E1BDA9 E1BDA9_BOVIN BZRAP1 Uncharacterized protein 1.000 0.7 5,144,904 622,531

ALHQAGLSGRSYR 3 0.999

E1BDC5 E1BDC5_BOVIN KCNB1 Uncharacterized protein 0.999 3.0 1,973,225 516,975

EELEMESIPSPVAPLPTRTEGVIDMR 3 0.999

E1BDC7 E1BDC7_BOVIN SYNPO2L Uncharacterized protein 0.999 4.8 2,323,378 485,787

MGAEEEVLVTLSGGAPWGFRLHGGAEQRK 3 0.999

Q3B7M1 KLH36_BOVIN KLHL36 Kelch-like protein 36 0.999 7.8 1,202,856 218,990

E1BDD0 E1BDD0_BOVIN KLHL36 Uncharacterized protein 0.999 7.8 1,202,856 218,990

CLELSDDTCYLDAQSEQWVK 3 0.999

FTYGHAGTIYKDFVYISGGHDYQIGPYR 3 0.999

E1BDD4 E1BDD4_BOVIN LOC514057 Uncharacterized protein 0.999 3.5 104,798,246 2,706,655

G3N1M3 G3N1M3_BOVIN LOC514057 Uncharacterized protein 0.999 3.5 104,798,246 2,706,655

DVKYALQRTWK 3 0.999

E1BDD8 E1BDD8_BOVIN MFSD7 Uncharacterized protein 0.999 3.5 19,426,320 553,946

PATAAALGHAPYLAATP 3 0.999

E1BDE1 E1BDE1_BOVIN Bt.39392 Uncharacterized protein 0.999 3.6 3,677,688 304,112

EFFPLHDLCLKPREPACR 3 0.999

E1BDF3 E1BDF3_BOVIN Bt.56517 Uncharacterized protein 0.999 2.6 3,981,879 300,621

PQDRVAEVAAQARAR 3 0.999

E1BDG2 E1BDG2_BOVIN SNX31 Uncharacterized protein 0.999 5.0 6,450,033 616,577

SDVFIDFLKLVQLDTFSMATKK 3 0.999

E1BDG5 E1BDG5_BOVIN WNT5A Protein Wnt 0.999 2.9 1,289,608 141,034

F1MP15 F1MP15_BOVIN WNT5B Uncharacterized protein (Fragment 0.999 3.0 1,289,608 141,034

CHGVSGSCSLK 3 0.999

E1BDG6 E1BDG6_BOVIN RAB11FIP4 Uncharacterized protein 0.999 3.2 3,253,679 964,894

PGRGRSSSSSLGEFNAR 3 0.999

E1BDH2 E1BDH2_BOVIN ZMYND17 Uncharacterized protein 0.999 4.4 1,846,359 341,573

VGGSTVHVVGASHAETFLTR 3 0.999



F1MC42 F1MC42_BOVIN Bt.51805 Uncharacterized protein 0.999 4.5 1,398,196 132,021

E1BDI5 E1BDI5_BOVIN NEIL1 Uncharacterized protein 0.999 3.9 1,398,196 132,021

LQNPDLLELCHSVPK 3 0.999

E1BDL5 E1BDL5_BOVIN Bt.25908 Uncharacterized protein 0.999 3.9 1,312,173 225,962

F1N2Z6 F1N2Z6_BOVIN CCHCR1 Uncharacterized protein 0.999 4.1 1,312,173 225,962

TQESLASLGLQLEAARQGQQESTAEAASLR 3 0.999

E1BDM1 E1BDM1_BOVIN Bt.56763 Uncharacterized protein 0.999 2.8 269,021 45,140

E1BH89 E1BH89_BOVIN Bt.56763 Uncharacterized protein 0.999 3.1 269,021 45,140

F1MWZ8 F1MWZ8_BOVIN Bt.56763 Uncharacterized protein 0.999 2.8 269,021 45,140

Q2KIZ8 MCM6_BOVIN MCM6 DNA replication licensing factor MCM6 0.999 2.8 269,021 45,140

DLSYRLVFLACCVAPTNPRFGGK 3 0.999

E1BDN7 E1BDN7_BOVIN JAG1 Uncharacterized protein 0.999 3.5 16,597,738 1,900,192

PGSHARAASEDNTTNNVREQLNQIK 3 0.999

TCMEGWMGPECNKAICR 3 0.999

E1BDQ3 E1BDQ3_BOVIN Bt.76377 Uncharacterized protein 0.999 4.2 32,282,750 1,571,807

PTQEAPAASTPGSSSLPGTLAK 3 0.999

E1BDQ4 E1BDQ4_BOVIN Bt.106167 Uncharacterized protein 1.000 0.3 5,020,463 441,999

QTGDVQSGGSDQERTKK 3 0.999

E1BDR1 E1BDR1_BOVIN RNASE9 Uncharacterized protein (Fragment 0.999 15.5 4,496,008 389,522

INDSYLSDERREELEDYIDDLHATGPTK 3 0.999

E1BDR5 E1BDR5_BOVIN SAMD11 Uncharacterized protein 0.939 2.3 2,002,622 160,577

KQNLARLEMSAELLR 3 0.858

E1BML9 E1BML9_BOVIN Bt.62984 Uncharacterized protein 0.999 2.2 1,658,108 244,482

E1BDS1 E1BDS1_BOVIN MAGED1 Uncharacterized protein 0.999 2.3 1,658,108 244,482

TRKINNLNVEESSSGDQR 3 0.999

E1BDS6 E1BDS6_BOVIN TP53BP1 Uncharacterized protein 0.999 1.1 4,047,116 417,411

TLVTRVITDVYYVDGTEVERK 3 0.999

E1BDU8 E1BDU8_BOVIN Bt.58516 Uncharacterized protein 0.999 5.0 9,323,804 548,142

KFQAPARETCVECQK 3 0.999

WENPVLGADSLPDSVRNSSAEVR 3 0.999

F1MHS7 F1MHS7_BOVIN Bt.27865 Uncharacterized protein (Fragment 0.999 2.7 605,123 100,056

F1MSY9 F1MSY9_BOVIN Bt.27865 Uncharacterized protein (Fragment 0.999 2.6 605,123 100,056

F1N6A9 F1N6A9_BOVIN Bt.27865 Uncharacterized protein (Fragment 0.999 2.6 605,123 100,056

E1BDV4 E1BDV4_BOVIN VPRBP Uncharacterized protein 0.999 2.2 605,123 100,056

TPRIANGIATRLGSHAAVGTSAPSAPAAHPQPR 3 0.999

E1BDV8 E1BDV8_BOVIN DPY19L3 Uncharacterized protein 0.999 5.3 39,020,249 2,469,037

QMLQAPTLMQGFRGLIYDNK 3 0.999

SFGTDYVILEDSICYERR 3 0.999

E1BDX8 E1BDX8_BOVIN DYNC1H1 Uncharacterized protein 0.999 0.5 3,864,846 567,567

VLITLGDQDIDLSPSFVIFLSTR 3 0.999

E1BDY4 E1BDY4_BOVIN ARHGEF15 Uncharacterized protein 0.999 2.5 10,054,458 1,484,101

G3N3X3 G3N3X3_BOVIN ARHGEF15 Uncharacterized protein (Fragment 0.999 3.3 10,054,458 1,484,101

GLPGAFPAQLVCEVTGEHERR 3 0.999

E1BDZ3 E1BDZ3_BOVIN CHD9 Uncharacterized protein 0.931 0.6 1,777,548 537,370

RMVAARTEPLTPNPASK 3 0.803

E1BE11 E1BE11_BOVIN Bt.37052 Uncharacterized protein 1.000 0.8 14,507,866 1,374,450

KCVDINECRQNVCR 3 0.999

SDGSLHIERVRLQDGGEYTCVASNVAGITNK 3 0.830

E1BE13 E1BE13_BOVIN Uncharacterized protein 0.999 1.0 13,635,015 4,348,264

KSDISTLGHLVITTQGGYVK 3 0.999

TCPVESLSAINQVEALNNLNKLNSALCNRR 3 0.999

E1BE14 E1BE14_BOVIN Bt.69813 Uncharacterized protein 0.999 6.1 4,508,546 248,524

QAWAAQGGGAGAGDLQGRPR 3 0.999

E1BE19 E1BE19_BOVIN AHDC1 Uncharacterized protein 0.999 2.5 5,844,058 572,048

EPVVVAAEAATVATASMAMPEVK 3 0.999

LDLCSPHGPPGPEGHPK 3 0.999

E1BE25 E1BE25_BOVIN FLNC Uncharacterized protein 1.000 2.7 8,538,960 918,541

ARVPQTFTVDCSQAGR 3 0.999

LTVTSLQETGLKVNQPASFAVQLNGARGVIDAR 3 0.999

VVTRGPGLSQAFVGQKNSFTVDCSK 3 0.845

E1BHV1 E1BHV1_BOVIN RYR2 Uncharacterized protein 1.000 0.9 3,926,425 367,287

E1BE29 E1BE29_BOVIN RYR2 Uncharacterized protein (Fragment 1.000 0.9 3,926,425 367,287

GSTPLDVAAASVMDNNELALALREPDLEKVVR 3 0.999

LSKGCSLTKAQR 3 0.999

E1BE36 E1BE36_BOVIN Bt.29107 Uncharacterized protein 0.999 8.2 4,739,208 805,981

VLCLVEMSEKPYILEAALIALGNNAAYAFNR 3 0.999

E1BE57 E1BE57_BOVIN SMO Uncharacterized protein 0.999 2.6 2,512,904 257,244

INLFAMFGTGISMSTWVWTK 3 0.999

E1BE63 E1BE63_BOVIN Bt.103153 Uncharacterized protein 0.999 6.5 3,426,455 227,781

E1BFX6 E1BFX6_BOVIN Bt.103153 Uncharacterized protein 0.999 6.9 3,426,455 227,781

E1BHD6 E1BHD6_BOVIN Bt.103153 Uncharacterized protein 0.999 6.4 3,426,455 227,781

DSYPPSASVVGSSVSGHRHPPGGGGGGQR 3 0.999

LWVGGLGPWVPLAALAREFDR 3 0.999

SSRLLLERPSPIR 3 0.852

E1BE71 E1BE71_BOVIN LOC100337359 Uncharacterized protein 0.999 1.5 4,869,842 288,843

SAAGWARSAVLRGLLPGLLYR 3 0.999

Q3ZCA8 Q3ZCA8_BOVIN TPD52 Tumor protein D52 0.999 11.6 1,397,634 111,447

E1BE76 E1BE76_BOVIN TPD52 Uncharacterized protein 0.999 10.5 1,397,634 111,447

F1MBV6 F1MBV6_BOVIN TPD52 Uncharacterized protein 0.999 14.1 1,397,634 111,447

TSETLSQAGQKASAAFSSVGSVITKK 3 0.999

E1BE82 E1BE82_BOVIN PUM1 Uncharacterized protein 0.999 2.8 3,614,097 615,580

SASSASSLFSPSSTLFSSSRLRYGMSDVMPSGR 3 0.999

E1BE91 E1BE91_BOVIN Bt.59304 Uncharacterized protein 0.999 1.5 2,427,400 225,835

AQKEAAGFADR 3 0.999

E1BE96 E1BE96_BOVIN GABRA6 Uncharacterized protein 0.999 3.5 50,259,004 5,087,277

NISRILDNLLEGYDNR 3 0.999

E1BE97 E1BE97_BOVIN KDM3B Uncharacterized protein 0.999 1.3 4,162,354 321,308

PTVGPGQQDNPLLKTFSNVFGR 3 0.999

E1BEA1 E1BEA1_BOVIN LCOR Uncharacterized protein 0.999 7.2 3,065,792 175,735

SPCAGSTSLSHSPGCSSTQGNGRPGRPSQYR 3 0.999

E1BEA5 E1BEA5_BOVIN PLAG1 Uncharacterized protein 0.999 4.0 6,488,783 450,758

NHLHTHDPNKETFKCEECGK 3 0.999

E1BEA6 E1BEA6_BOVIN ALS2CR11 Uncharacterized protein 0.999 1.6 2,243,313 377,560

PTDTVTSGVSLIKEEAETIPSELLDNDDKK 3 0.999

E1BED7 E1BED7_BOVIN Uncharacterized protein (Fragment 0.931 0.5 3,702,349 460,328

DINYGLQLFDLVTEKEITLKNTGK 3 0.811

E1BEF6 E1BEF6_BOVIN MEF2BNB Uncharacterized protein 0.999 18.5 2,539,179 311,573

G3MXI4 G3MXI4_BOVIN MEF2BNB Uncharacterized protein 0.999 20.2 2,539,179 311,573

VTDKFTESVYVLANEPSVALYR 3 0.999

E1BEK0 E1BEK0_BOVIN Bt.54173 Uncharacterized protein 0.999 8.0 7,478,375 819,787

AAETHLDNRSDYTGLFFLVAR 3 0.999

E1BEK7 E1BEK7_BOVIN TTLL7 Uncharacterized protein 0.999 3.2 5,086,084 618,172

PANGAMGHGISLIR 3 0.999

PLSSMPESTEIMKR 3 0.999

P02070 HBB_BOVIN HBB Hemoglobin subunit beta 1.000 6.9 1,450,483 94,135

E1BEL8 E1BEL8_BOVIN HBE1 Uncharacterized protein 1.000 6.8 1,450,483 94,135

LLVVYPWTQR 2 1.000

E1BEN8 E1BEN8_BOVIN TAF5 Uncharacterized protein 0.999 4.0 2,260,509 292,480

EARLLEEAVAGSGAPGEADSAGAETASALLSR 3 0.999

E1BEN9 E1BEN9_BOVIN WNT1 Protein Wnt 0.999 6.5 7,070,886 1,326,929

LIRQNPGILHSVSGGLQSAVRECK 3 0.999

Q02380 NDUB5_BOVIN NDUFB5 NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 5, mito 0.999 7.4 2,131,840 307,037

E1BEP3 E1BEP3_BOVIN NDUFB5 Uncharacterized protein 0.999 7.4 2,131,840 307,037

RLGTRLGFGGFLTR 3 0.999

E1BEP9 E1BEP9_BOVIN BSND Uncharacterized protein 0.999 6.9 2,807,834 357,334

ALGLLESGFAAEMKSPQPPYVR 3 0.999

E1BEQ1 E1BEQ1_BOVIN LOC787866 Uncharacterized protein 0.999 9.0 165,055 39,173

F1MP68 F1MP68_BOVIN LOC787866 Uncharacterized protein (Fragment 0.999 9.8 165,055 39,173

F1MQN8 F1MQN8_BOVIN LOC787866 Uncharacterized protein (Fragment 0.999 9.6 165,055 39,173

G3N112 G3N112_BOVIN LOC788067 Uncharacterized protein 0.999 9.9 165,055 39,173

G3MXW0 G3MXW0_BOVIN LOC788258 Uncharacterized protein 0.999 9.9 165,055 39,173

F1MWB7 F1MWB7_BOVIN LOC788258 Uncharacterized protein (Fragment 0.999 9.9 165,055 39,173

ASLNKGASILNASVPPMMNPFIYSLRNQQVK 3 0.999

E1BER3 E1BER3_BOVIN CPXM2 Uncharacterized protein (Fragment 0.999 3.3 5,805,732 1,614,024

EGCPPLGLETLKITDFQLHASTSKR 3 0.999



E1BEW9 E1BEW9_BOVIN WDR87 Uncharacterized protein 1.000 1.0 7,959,594 1,180,144

ETFREMQQEMVGDETLDR 3 0.999

LPGEEEKLTEKR 3 0.999

E1BEZ0 E1BEZ0_BOVIN MORC1 Uncharacterized protein 0.999 1.5 1,926,200 166,154

F1MT71 F1MT71_BOVIN MORC1 Uncharacterized protein (Fragment 0.999 1.6 1,926,200 166,154

RAVVNEVSLGQCEKK 3 0.999

E1BEZ6 E1BEZ6_BOVIN Bt.66179 Uncharacterized protein 0.999 2.9 661,843 60,540

NDDQVPKLLYLTTTNESHIFMTCHK 3 0.999

E1BF06 E1BF06_BOVIN TNFSF15 Uncharacterized protein 0.999 10.6 3,948,613 568,132

NRMNYTNKFLVIPESGDYFVYSQVTFR 3 0.999

E1BF14 E1BF14_BOVIN POP1 Uncharacterized protein 0.999 3.2 5,872,904 1,732,124

ALSSMCSIDTGLTFAAVHCLSGKCQGSVMLYR 3 0.999

E1BF29 E1BF29_BOVIN KIF11 Uncharacterized protein 0.999 1.1 222,588 29,624

SHSVFSVTIHMK 3 0.999

E1BF32 E1BF32_BOVIN LOC512493 Uncharacterized protein 0.999 1.3 213,943 26,180

SALNKPCSGTEVGQFKNLK 3 0.999

E1BF46 E1BF46_BOVIN ZNF407 Uncharacterized protein 0.999 2.8 2,815,372 582,631

DDASTDENRCTHCEFKAHSSTSLELHVK 3 0.999

SSQSFNGDSALQTFPLSTLESENAKVSVSEAGK 3 0.999

E1BF47 E1BF47_BOVIN 790819 Uncharacterized protein 0.999 0.6 6,873,103 325,633

QHQMQLVDSIVRQR 3 0.999

E1BF58 E1BF58_BOVIN Bt.63269 Uncharacterized protein 0.999 3.4 3,048,615 199,824

F1N4G3 F1N4G3_BOVIN TXLNB Uncharacterized protein 0.999 3.1 3,048,615 199,824

QNDLDRSTPLPAPEQAAGIQLER 3 0.999

E1BF59 E1BF59_BOVIN PLEC Uncharacterized protein 0.999 0.7 3,422,920 324,563

LQNVQIALDYLRHRQVK 3 0.999

LRGTPRHPELEDSTLR 3 0.999

E1BF73 E1BF73_BOVIN FAM190B Uncharacterized protein 0.999 2.1 1,101,480 120,448

TDEWIDISVSDRSECSK 3 0.999

E1BF81 E1BF81_BOVIN Bt.17574 Uncharacterized protein 1.000 8.2 6,966,821 575,697

HYYELEALTTDFQDWAGASR 3 0.999

THFSGITQEALPK 2 0.988

E1BF85 E1BF85_BOVIN GARNL3 Uncharacterized protein 0.999 4.5 2,931,680 177,570

TKGCHLYAINTHHSKELR 3 0.999

VNFVAAIDVYEDGEAGLLLCYNYSCIYKK 3 0.999

E1BF91 E1BF91_BOVIN Q58CX6 Uncharacterized protein 0.999 9.5 30,387,785 2,303,375

LCPPHPTARLLLATDPGGSPAQR 3 0.999

TSGTPPGLVAQSCSYSR 3 0.999

E1BF92 E1BF92_BOVIN Bt.39886 Uncharacterized protein 0.999 2.8 1,443,161 365,077

QKNPDVRNIVQQQFCGEYAYVTVCNQCGR 3 0.999

E1BF94 E1BF94_BOVIN KBTBD6 Uncharacterized protein 0.999 3.1 3,664,375 353,533

GPSAAEVFKCVRWTHFSDEDR 3 0.999

E1BFA4 E1BFA4_BOVIN Bt.56220 Uncharacterized protein 0.999 2.6 1,990,562 125,786

F1MTN9 F1MTN9_BOVIN TXNDC3 Uncharacterized protein 0.999 3.7 1,990,562 125,786

ILLQRQIVLSEEEAK 3 0.999

E1BFA8 E1BFA8_BOVIN NBAS Uncharacterized protein 0.999 1.1 1,895,889 444,199

QVDVSDVADEEKRCELFTELLEASHR 3 0.999

E1BFB0 E1BFB0_BOVIN SPTAN1 Uncharacterized protein 1.000 3.0 4,788,889 515,814

ALINADELANDVAGAEALLDR 3 0.999

DLTSWVTEMKALINADELANDVAGAEALLDR 3 0.999

FMLFREANELQQWINEK 3 0.999

QQVAPMDDETGKELVLALYDYQEKSPR 3 0.999

E1BFB4 E1BFB4_BOVIN MTOR Uncharacterized protein 0.999 2.1 6,383,381 245,591

ELLEPMLAVGLSPALTAVLYDLSRQIPQLKK 3 0.999

SLVVSPHEDMRTWLKYASLCGK 3 0.999

E1BFD4 E1BFD4_BOVIN Bt.5959 Uncharacterized protein 0.999 5.8 2,760,407 351,136

FMDCPDELIEKSLDVNFK 3 0.999

E1BFE2 E1BFE2_BOVIN PTPRB Uncharacterized protein (Fragment 0.999 0.7 5,250,192 1,200,699

CAESPDSNSKSFNIK 3 0.999

E1BFH7 E1BFH7_BOVIN SMC6 Uncharacterized protein 0.999 3.5 4,846,842 349,924

FRQFILLTPQSMSSLPSSKLIR 3 0.999

TKEQINQGEERLSELK 3 0.999

E1BFI8 E1BFI8_BOVIN SPAG1 Uncharacterized protein 0.999 2.5 1,704,514 286,482

DGNCSGCIQDCNRALELHPFSIK 3 0.999

Q0VC51 Q0VC51_BOVIN IL1RAP Interleukin 1 receptor accessory protein 0.999 8.1 1,839,009 573,156

E1BFL8 E1BFL8_BOVIN IL1RAP Uncharacterized protein (Fragment 0.999 4.2 1,839,009 573,156

TQTVKVVGSPNDAMPPHIYSPDDHVVYEK 3 0.999

E1BFL9 E1BFL9_BOVIN Uncharacterized protein 0.999 4.6 1,637,667 218,093

PDMELLQDSSDTDTEASAREPR 3 0.999

E1BFM0 E1BFM0_BOVIN Bt.91344 Uncharacterized protein (Fragment 0.999 1.3 6,966,804 506,632

LYFRGLEHPLFPK 3 0.999

E1BFM5 E1BFM5_BOVIN Uncharacterized protein 0.999 3.7 2,299,417 313,822

F1MGK2 F1MGK2_BOVIN Uncharacterized protein 0.999 3.6 2,299,417 313,822

G3MWW2 G3MWW2_BOVIN Uncharacterized protein 0.999 3.7 2,299,417 313,822

DTANHNNVMSTIASSASCDHLKGKSNVLVIQK 3 0.999

ITLDSSRNLQQLTTITSK 3 0.999

TGHHCPTAVMVVLIMVWDGIPLPMADK 3 0.999

E1BFM7 E1BFM7_BOVIN SAMD7 Uncharacterized protein 0.999 6.3 168,645 33,929

E1BFX2 E1BFX2_BOVIN SAMD7 Uncharacterized protein 0.999 4.7 168,645 33,929

E1BHF0 E1BHF0_BOVIN SAMD7 Uncharacterized protein 0.999 4.9 168,645 33,929

GTGSQKVLDSDTESSKSQVEEK 3 0.999

E1BFP4 E1BFP4_BOVIN Uncharacterized protein 0.999 17.7 2,885,154 428,566

HMTITSRDIQTTRLMLLPGELAK 3 0.999

E1BFQ6 E1BFQ6_BOVIN ITGA6 Uncharacterized protein 0.999 1.7 3,502,924 189,352

IDLRQKTLCGAPSGICLK 3 0.999

E1BFS6 E1BFS6_BOVIN Bt.986 Uncharacterized protein 0.999 4.0 3,107,360 330,596

F1N3M5 F1N3M5_BOVIN FBXO5 Uncharacterized protein 0.999 5.0 3,107,360 330,596

MKCDFNYNHVHSGIKPVK 3 0.999

E1BFU1 E1BFU1_BOVIN Bt.33147 Uncharacterized protein 0.999 2.9 882,899 425,221

E1BFT8 E1BFT8_BOVIN WDR88 Uncharacterized protein 0.999 2.7 882,899 425,221

TLKIWNVHTGEFR 3 0.999

E1BFW0 E1BFW0_BOVIN MSL3 Uncharacterized protein 0.999 3.3 2,963,558 269,928

VLYDAKIVDVIVGKDEK 3 0.999

E1BFW7 E1BFW7_BOVIN Bt.33460 Uncharacterized protein 0.999 2.7 3,458,165 523,418

SHYIGTKSMAALTVMAAAPPGIK 3 0.999

TRQLVTSPSPMSSSDGK 3 0.999

E1BFX9 E1BFX9_BOVIN OVCH2 Uncharacterized protein 0.999 4.0 960,886 240,072

G3N1P3 G3N1P3_BOVIN OVCH2 Uncharacterized protein 0.999 3.9 960,886 240,072

VSTCGQSPVKSQPLNYLNIFSR 3 0.999

E1BG51 E1BG51_BOVIN SLC41A2 Uncharacterized protein 0.999 5.6 4,533,858 725,394

EASETTAMLQDDDASSDADEDVIVETGQKLPK 3 0.999

E1BG53 E1BG53_BOVIN Bt.63860 Uncharacterized protein (Fragment 0.984 3.9 3,422,326 399,020

EDEEAGEDCPSPQLAPASPGDSPALGR 3 0.872

EEDGSCDVGAPTK 3 0.871

E1BG57 E1BG57_BOVIN Bt.40032 Uncharacterized protein 0.999 1.3 86,592,609 5,361,491

PPVRTASPAPSAHPQR 3 0.999

E1BG58 E1BG58_BOVIN Uncharacterized protein 0.999 8.4 1,730,446 257,638

NLQLDYVDLYIMHYPLALK 3 0.999

E1BG62 E1BG62_BOVIN PACS1 Uncharacterized protein (Fragment 0.999 1.8 4,992,229 472,163

VAAVGGQSYLSSILR 3 0.999

E1BG87 E1BG87_BOVIN HAUS6 Uncharacterized protein 0.999 3.2 3,983,321 745,174

SNPFQKEQDHLVEEVARAVLSNSPQLSEEK 3 0.999

E1BG99 E1BG99_BOVIN EIF4ENIF1 Uncharacterized protein 1.000 5.8 23,633,067 1,009,258

TPTLASPVPGTPFLR 3 0.999

TPTLASPVPGTPFLRPVHQVPLVPHVPIVR 3 0.999

VDQQVKNSTPFMAEHLEETLSTVASNR 3 0.999

E1BGA2 E1BGA2_BOVIN MITD1 Uncharacterized protein 0.999 11.3 1,028,686 311,907

PQSRFSLGYCDFDLRPCHETTVDIFHNK 3 0.999

E1BGA6 E1BGA6_BOVIN COG3 Uncharacterized protein 0.999 3.6 1,438,222 276,467

RAVFQGLSQEALSACIQSLLGASESISKNK 3 0.999

E1BGA9 E1BGA9_BOVIN Bt.106565 Uncharacterized protein 0.968 2.4 5,450,063 307,311

VPAPRVSLFVGGLPPGLSPQEYR 3 0.881

E1BGB2 E1BGB2_BOVIN Bt.103069 Uncharacterized protein 1.000 2.0 6,524,399 354,604

LHSWASGPDYQQKSSMGTVFR 3 0.845

RDHHIQRAIGLSHMSFPTADLTLK 3 0.999



E1BGE0 E1BGE0_BOVIN MEGF6 Uncharacterized protein 0.999 0.8 9,188,629 3,480,365

FGVNCEHACSCR 3 0.999

E1BGF3 E1BGF3_BOVIN HCFC1 Uncharacterized protein (Fragment 0.999 1.8 10,351,208 2,322,229

SGTVTVAQQAQVVTTVVGGVTK 3 0.999

VASSPVMVSNPATR 3 0.999

E1BGG3 E1BGG3_BOVIN CCDC24 Uncharacterized protein 0.999 4.8 3,649,474 658,586

AGDPSSCYRDLSVIK 3 0.999

E1BGH1 E1BGH1_BOVIN UNC5CL Uncharacterized protein 0.999 3.3 1,917,573 462,921

LRAGAQENQGLELDEKL 3 0.999

E1BGH8 MMS22_BOVIN MMS22L Protein MMS22-like 0.999 2.5 4,073,312 1,219,506

RLATENLQCMVRACQVGSGGEPAAQLTSVFR 3 0.999

E1BGI2 E1BGI2_BOVIN CEP170 Uncharacterized protein 0.999 2.0 3,311,867 527,363

QHAVINYDASTDEHLVKDLGSLNGTFVNDVR 3 0.999

E1BGJ0 E1BGJ0_BOVIN Bt.854 Uncharacterized protein 1.000 1.0 7,446,259 395,626

MLTPPLLLLLPLLSALVAAAVDVPKTCSPK 3 0.859

RELLGRGPEDEIGDPLA 3 1.000

E1BGJ4 E1BGJ4_BOVIN MAN2A2 Uncharacterized protein 0.999 2.6 501,144 127,581

PDLHVQAQFGTLSDYFDALYKRTGVEPGAR 3 0.999

E1BGJ8 E1BGJ8_BOVIN Bt.43047 Ubiquitin carboxyl-terminal hydrolase 0.999 1.4 3,692,553 1,209,095

E1BND0 E1BND0_BOVIN USP24 Ubiquitin carboxyl-terminal hydrolase 0.999 1.0 3,692,553 1,209,095

QQSVSTKDSLIAGEALSLLVTCLQLR 3 0.999

E1BGK2 E1BGK2_BOVIN Bt.87836 Uncharacterized protein 0.999 4.6 1,098,136 95,486

KLDLSMNSFGNEGAAALGEVLR 3 0.999

E1BGK7 E1BGK7_BOVIN TAF4B Uncharacterized protein 0.999 2.4 2,060,415 169,466

PVVSGTAVTLALPSVPFGK 3 0.999

E1BGL8 E1BGL8_BOVIN Bt.59431 Uncharacterized protein 0.999 1.8 19,743,000 1,215,175

QATLTTLMDTGPGRLGLLLCRVNSDPPAQLR 3 0.999

E1BGM7 E1BGM7_BOVIN TDRD6 Uncharacterized protein 0.999 1.4 1,993,908 315,840

VLDVLLLHRLVLLEVPELSQQMQELGLAR 3 0.999

E1BGP4 E1BGP4_BOVIN MORC2 Uncharacterized protein 0.999 2.1 792,620 110,391

DLNELSDSSGEEDSADLKRAQK 3 0.999

E1BGR7 E1BGR7_BOVIN LOC614366 Uncharacterized protein 0.999 7.2 2,055,323 235,405

DANGNSFATRLSDIFVIGK 3 0.999

E1BGS2 E1BGS2_BOVIN ACAD10 Uncharacterized protein 0.999 1.7 1,737,364 199,577

ALRFADGPDEVHRAAVAK 3 0.999

E1BGS5 E1BGS5_BOVIN LOC531097 Uncharacterized protein 0.999 6.7 873,347 133,598

LPNNVTEFVLLGLTQNPYLQK 3 0.999

E1BGU0 E1BGU0_BOVIN HEATR5A Uncharacterized protein 0.999 0.9 770,391 127,691

G3N2J2 G3N2J2_BOVIN HEATR5A Uncharacterized protein 0.999 0.9 770,391 127,691

CNDLIRSKDDSPSYLPTK 3 0.999

E1BGU5 E1BGU5_BOVIN Bt.92277 Uncharacterized protein 0.999 1.4 1,668,904 184,027

EHELLYRINAQMK 3 0.999

E1BGU8 E1BGU8_BOVIN Bt.21142 Uncharacterized protein 0.999 3.2 5,063,658 266,711

TYETSAGSALQNSRCFQAKWTK 3 0.999

E1BGU9 E1BGU9_BOVIN Bt.61314 Uncharacterized protein 0.999 2.5 1,283,196 237,961

Q863B3 SND1_BOVIN SND1 Staphylococcal nuclease domain-containing protein 0.999 2.4 1,283,196 237,961

MVLSGCAIIVRGQPRGGPPPER 3 0.999

E1BGV0 E1BGV0_BOVIN Uncharacterized protein 0.999 12.7 5,159,575 2,798,866

ITQAHGNSGMVSAK 3 0.999

E1BGW4 E1BGW4_BOVIN USP36 Uncharacterized protein 0.934 1.1 1,597,933 199,968

VLPARQDAEPEK 3 0.831

E1BGX7 E1BGX7_BOVIN TENC1 Uncharacterized protein 0.999 1.6 944,287 114,501

RRLAFGAYEGPPQGYAEPSVEK 3 0.999

E1BGY0 E1BGY0_BOVIN DROSHA Uncharacterized protein (Fragment 0.999 1.0 3,087,429 800,516

EVLSMHQILLYLLR 3 0.999

E1BGY3 E1BGY3_BOVIN FGF3 Uncharacterized protein 0.999 5.4 1,738,699 320,319

IHELGYNTYASR 3 0.999

E1BGY9 E1BGY9_BOVIN JPH3 Uncharacterized protein 1.000 5.8 5,069,208 1,086,842

HGYGCMTFPDGTKEEGKYK 3 0.999

LSNYEMEMKPLLRMDSYAQDMHPPK 3 0.999

E1BGZ0 E1BGZ0_BOVIN Bt.18701 Uncharacterized protein 0.999 3.7 11,778,662 2,119,964

AGYWNEYERFVPFSDQQISNDSASAENR 3 0.999

E1BGZ1 E1BGZ1_BOVIN DUS3L Uncharacterized protein 1.000 3.7 1,108,316 394,982

VNLAHRLLPDLRDWGAALVTLHGR 3 0.999

E1BGZ9 E1BGZ9_BOVIN PHF20L1 Uncharacterized protein 0.999 2.1 4,493,671 298,483

HIKQLLIDMGKVQQIATLCSV 3 0.999

E1BH05 E1BH05_BOVIN Bt.25593 Uncharacterized protein (Fragment 0.999 2.5 2,940,562 1,098,767

EPEGGGRVLGVPAVCLGTEEGSISIYKSSQGCK 3 0.999

E1BH06 E1BH06_BOVIN Bt.105154 Uncharacterized protein 0.999 2.0 1,831,162 127,954

ILSLAQDQVGGSAEK 2 0.985

LGQYTSPVAK 2 0.988

SFFPENWLWK 2 0.985

E1BH09 E1BH09_BOVIN VWA2 Uncharacterized protein 0.999 3.7 5,461,125 618,358

ELAGLAPCWRGSRGTDAVLAALCPFSSWK 3 0.999

E1BH11 E1BH11_BOVIN SH3BP1 Uncharacterized protein 0.999 6.6 217,457 47,346

E1BL56 E1BL56_BOVIN SH3BP1 Uncharacterized protein 0.999 4.6 217,457 47,346

F1MFA4 F1MFA4_BOVIN SH3BP1 Uncharacterized protein (Fragment 0.999 4.4 217,457 47,346

LSQAAKNSGSGQGLGGGPGSHTATANKVETLK 3 0.999

E1BH28 E1BH28_BOVIN Bt.18208 Uncharacterized protein 1.000 3.4 2,058,895 476,956

E1BHU5 E1BHU5_BOVIN ZBTB32 Uncharacterized protein 1.000 3.3 2,058,895 476,956

PSRASTSPSRPSSSTT 3 0.999

E1BH29 E1BH29_BOVIN ALKBH5 Uncharacterized protein 0.999 4.3 1,500,833 122,022

AEKGLYNEHTVDRAPLR 3 0.999

E1BH49 E1BH49_BOVIN LOC100140733 Uncharacterized protein 1.000 0.8 755,264 69,375

F1MB15 F1MB15_BOVIN LOC100140733 Uncharacterized protein 1.000 0.8 755,264 69,375

AKELEYSLLLLNLPHLEDCENRFYSCFK 3 0.999

PQTPAAAGIYTETFVREIVARLLSK 3 0.999

E1BH74 E1BH74_BOVIN Bt.102082 Uncharacterized protein 1.000 2.9 11,465,531 598,673

GRTSSTNEDEDLNPEQK 3 0.999

PLPTPSLQAHLEAKKTR 3 0.999

SRAAGSTQGNNQASNSSSEVK 3 0.999

E1BHA2 E1BHA2_BOVIN Bt.49344 Uncharacterized protein 0.999 5.8 3,715,825 444,518

PEAGLRDQQIVPQAASQVPEAFTLK 3 0.999

E1BHC8 E1BHC8_BOVIN ESPN Uncharacterized protein 0.999 2.4 3,693,296 787,562

SATISPPCNRSQLSTLAWPR 3 0.999

E1BHE0 E1BHE0_BOVIN Bt.57043 Uncharacterized protein (Fragment 0.999 3.1 1,773,376 261,199

TVPLWENIDVQDFIHRRLK 3 0.999

E1BHE1 E1BHE1_BOVIN TAOK3 Uncharacterized protein 0.919 1.1 3,678,854 748,893

DLTTFLESQK 2 0.888

Q05B92 TFE3_BOVIN TFE3 Transcription factor E3 0.999 2.6 1,468,446 230,284

E1BHE4 E1BHE4_BOVIN TFE3 Uncharacterized protein 0.999 8.0 1,468,446 230,284

TPAMSSSSSSRVLLR 3 0.999

E1BHE7 E1BHE7_BOVIN Bt.47777 Uncharacterized protein 0.999 4.0 2,959,396 350,057

DSSEGPPGSEGDGGGQSKPSRGGGGADK 3 0.999

E1BHF2 E1BHF2_BOVIN Bt.104141 Uncharacterized protein 0.976 9.2 4,573,200 272,682

F1MAX6 F1MAX6_BOVIN Bt.104141 Uncharacterized protein 0.976 9.0 4,573,200 272,682

QELLEEYEQVKSIVSTLESFK 3 0.833

RVKSELLIQMDGVGGALENDDPSK 3 0.816

E1BHF6 E1BHF6_BOVIN SIPA1L3 Uncharacterized protein 0.999 1.7 10,468,686 1,467,963

AAAGSPSGGGGGGEVR 3 0.999

RGWPETYDMNTSEPK 3 0.999

E1BHG3 E1BHG3_BOVIN Bt.54887 Uncharacterized protein 0.905 2.3 3,419,387 258,032

PVVSEAADNFGVVLTDASRHSGVPEAPDR 3 0.905

E1BHH5 E1BHH5_BOVIN Bt.66431 Uncharacterized protein 0.999 2.3 1,049,509 201,154

G3MZN6 G3MZN6_BOVIN Bt.66431 Uncharacterized protein (Fragment 0.999 2.8 1,049,509 201,154

VFLFQAPSKEEMLSWILR 3 0.999

E1BHL0 E1BHL0_BOVIN Bt.91206 Uncharacterized protein 0.999 5.9 3,975,583 264,224

SGPGGSGSGGRGGAGVPGPGSGGPGGPAGR 3 0.999

E1BHL6 E1BHL6_BOVIN QRFPR Uncharacterized protein 0.921 3.0 4,499,463 607,218

VGDGSVLRTIHGK 3 0.887

E1BHL8 E1BHL8_BOVIN TNFRSF25 Uncharacterized protein 0.999 6.7 4,210,071 515,976

PCGAATCLPCPQGTFLARENHYETRCAR 3 0.999

E1BHM4 E1BHM4_BOVIN SIGLEC10 Uncharacterized protein 0.999 3.3 3,085,021 187,103

VDFSREGVSTENTVRLSVAYAPK 3 0.999

E1BHM6 E1BHM6_BOVIN Bt.88468 Uncharacterized protein 0.999 2.5 9,226,071 259,889



E1BI61 E1BI61_BOVIN Bt.88468 Uncharacterized protein 0.999 2.5 9,226,071 259,889

CYPVIFPDGRNFR 3 0.999

LHCLDILFAFTTRVLGESSGLDSMKAAIEEK 3 0.999

E1BHN4 E1BHN4_BOVIN RNF213 Uncharacterized protein 0.999 1.0 3,737,527 466,916

G3N0D1 G3N0D1_BOVIN RNF213 Uncharacterized protein (Fragment 0.999 3.7 3,737,527 466,916

TQTGHVLGNPPPRGAPVVSDRQMSPVVFLLIR 3 0.999

E1BHR1 E1BHR1_BOVIN LOC785565 Uncharacterized protein 0.999 6.7 2,296,765 245,223

FAAICHPLSYPVTMNKRVFTK 3 0.999

E1BHR5 E1BHR5_BOVIN HEATR6 Uncharacterized protein (Fragment 0.934 1.1 1,894,540 812,750

CPGSVCLLSYVGK 2 0.934

E1BHS6 E1BHS6_BOVIN GAS2L2 Uncharacterized protein 0.999 1.9 4,107,442 562,662

EQGIHHGLEEELPTNMK 3 0.999

E1BHW8 E1BHW8_BOVIN LOC515112 Uncharacterized protein 0.999 3.4 6,341,937 262,986

SQVYPEHGLDPFPGEGR 3 0.999

E1BHX7 E1BHX7_BOVIN PLCB3 Uncharacterized protein 0.999 1.7 2,954,488 311,734

SFDPFTEVIVDGIVANAVRVK 3 0.999

E1BHZ0 E1BHZ0_BOVIN Uncharacterized protein 0.999 22.2 1,328,399 199,939

ARQSVTLVISASQLEDSAVYFCALREPTVR 3 0.999

P13605 FMOD_BOVIN FMOD Fibromodulin 0.999 5.6 1,003,373 482,091

E1BI02 E1BI02_BOVIN FMOD Uncharacterized protein 0.999 5.6 1,003,373 482,091

HLERLYLDHNNLTRIPSPLPR 3 0.999

E1BI22 E1BI22_BOVIN Uncharacterized protein 0.999 2.6 537,009 102,197

F1MSB1 F1MSB1_BOVIN Bt.92129 Uncharacterized protein (Fragment 0.999 2.3 537,009 102,197

GVDESTYCDYQLTFLLHIHGLPLSAR 3 0.999

E1BI26 E1BI26_BOVIN MDC1 Uncharacterized protein (Fragment 0.999 1.4 5,769,625 965,250

HGSPTAHVHEPCTTPPEPNSRSSR 3 0.999

E1BI45 E1BI45_BOVIN Bt.44771 Uncharacterized protein 0.999 3.3 2,245,463 244,140

GLIQWKAGAHADSEMSSSLK 3 0.999

E1BI49 E1BI49_BOVIN Bt.49801 Uncharacterized protein 0.999 2.8 10,189,842 531,275

MDRPNGLYPNYLNPRTGR 3 0.999

E1BI58 E1BI58_BOVIN RRM2 Uncharacterized protein 0.999 4.6 1,678,584 244,100

RFVIFPIEYHDIWQMYKK 3 0.999

E1BI60 E1BI60_BOVIN ATE1 Arginyl-tRNA--protein transferase 1 0.999 5.8 3,599,274 592,885

GEISKGNCEDEPMEPTVEDAVSSDFGLINK 3 0.999

E1BI82 E1BI82_BOVIN Bt.52938 Uncharacterized protein 1.000 8.8 11,324,719 475,711

CLQDGVGDVSFVR 2 0.995

DLLFSDDTECLANLQDR 2 0.999

GDVAFVK 1 0.971

GDVAFVK 2 0.979

HPTVLQNTDGKNPEAWAK 3 0.957

E1BI97 E1BI97_BOVIN C13ORF40 Uncharacterized protein 1.000 2.5 23,687,674 469,433

DYESERLDYFPSKYK 3 0.999

LPPPQAESPIVLTHNLTDLQGKTKGK 3 0.999

RLDAGIKELLESSGTGK 3 0.999

E1BIA7 E1BIA7_BOVIN Bt.26568 Uncharacterized protein 0.999 1.4 1,979,529 188,002

CLTQQAVALQRTMNEIYR 3 0.999

E1BMA0 E1BMA0_BOVIN Bt.86203 Uncharacterized protein 0.999 2.2 1,654,073 151,110

E1BIA9 E1BIA9_BOVIN TAF3 Uncharacterized protein 0.999 1.8 1,654,073 151,110

VVPAPEAKPAPSLNRPK 3 0.999

E1BIB3 E1BIB3_BOVIN VPS28 Uncharacterized protein 0.999 10.4 4,486,475 510,188

VSRVLQTLSGMSASDELDDSQVR 3 0.999

E1BIB9 E1BIB9_BOVIN TPCN2 Uncharacterized protein 0.999 2.0 926,562 153,226

SINHRMDARSLWLYR 3 0.999

E1BIF0 E1BIF0_BOVIN POLE Uncharacterized protein 0.999 0.8 5,241,858 1,967,274

DSQGEYKSPQCIHMDCLR 3 0.999

E1BIF3 E1BIF3_BOVIN SRBD1 Uncharacterized protein 0.999 2.6 801,404 91,142

PNVKGLSALQDIETGVQHILADMIAK 3 0.999

E1BIF6 E1BIF6_BOVIN VPS13D Uncharacterized protein 0.999 0.4 3,959,488 465,196

AVNTSSGVSIPGPSHQK 3 0.999

E1BIF8 E1BIF8_BOVIN LOC613370 Uncharacterized protein 0.999 6.7 3,987,923 3,113,071

TPKVPVNFAEFSK 3 0.999

E1BIG4 E1BIG4_BOVIN STRC Uncharacterized protein 0.999 1.5 1,337,640 291,682

GSPDWEPMLGLLGDVLALLGQEQTPR 3 0.999

E1BIJ2 E1BIJ2_BOVIN SLC47A2 Uncharacterized protein 0.999 4.2 4,001,283 654,920

SAISGTLCTVGTSLVVGILLSLLR 3 0.999

E1BIK3 E1BIK3_BOVIN ELL2 Uncharacterized protein (Fragment 1.000 4.2 413,879 62,714

DGVNQKDKNSLGAVLQQVANLNPK 3 0.999

E1BIM8 E1BIM8_BOVIN SRC Uncharacterized protein 0.999 5.0 3,710,392 321,734

LEVKLGQGCFGEVWMGTWNGTTRVAIK 3 0.999

G3MYQ1 G3MYQ1_BOVIN FHOD1 Uncharacterized protein 1.000 4.1 2,125,369 156,346

E1BIN0 E1BIN0_BOVIN FHOD1 Uncharacterized protein (Fragment 1.000 3.2 2,125,369 156,346

PDSSDLYSEIPALARCAK 3 0.999

SPFPPTPPPPPAAPLPHSAPDGPALPTKR 3 0.815

E1BIP3 E1BIP3_BOVIN Bt.8401 Uncharacterized protein 0.999 2.4 7,343,713 1,503,939

PFPEEQARLYLR 3 0.999

E1BIR5 E1BIR5_BOVIN LOC100336614 Uncharacterized protein 0.999 1.5 4,120,870 440,893

CRDAVEHCCGISKTEDR 3 0.999

E1BIR7 E1BIR7_BOVIN C1QL1 Uncharacterized protein 0.999 8.5 11,081,254 6,436,028

PGPPGPPGDPGPPGPVGPPGEK 3 0.999

E1BIR8 E1BIR8_BOVIN FLG2 Uncharacterized protein 0.999 1.8 7,342,540 2,200,961

HGSSSEELEASYARQKHGSSSK 3 0.999

NQHGSSQGQTGDSSRHSESHQGRHNSGR 3 0.999

E1BIS1 E1BIS1_BOVIN SOCS4 Uncharacterized protein 0.999 3.8 2,237,928 331,118

PPEEEDAEAAQEPGPSELLCPR 3 0.999

E1BIS4 E1BIS4_BOVIN Bt.105579 Uncharacterized protein 0.932 1.9 2,328,292 297,912

GGGGAGAGGGSSHGHLHDSAEER 2 0.932

E1BIS6 E1BIS6_BOVIN Bt.105256 Uncharacterized protein 0.973 1.2 19,417,500 1,573,361

RELQEELAARAALEALLGR 3 0.857

E1BIU4 E1BIU4_BOVIN ZC3H7B Uncharacterized protein 1.000 4.9 5,892,864 936,865

KYWQQMEAHTGKASSSLGAPR 3 0.999

PAPSPEPSMPNTALLIKNPLAATHEFK 3 0.821

E1BIU5 E1BIU5_BOVIN 787288 Uncharacterized protein 0.999 4.2 9,323,708 667,770

HPPEQTNGVHTPPHVASALAGAVSPGALRR 3 0.999

E1BIU8 E1BIU8_BOVIN PTPRS Uncharacterized protein 1.000 1.9 12,033,904 766,519

DENVYECVAQNSVGEITVHAK 3 0.999

QYGGFDNRGLEPGHR 3 0.999

E1BIV1 E1BIV1_BOVIN FOXD3 Uncharacterized protein 0.999 4.6 4,230,721 117,571

EVAGAGAGPGGEAGASEADGCK 3 0.999

E1BIW0 E1BIW0_BOVIN UBR1 Uncharacterized protein 0.999 1.2 2,493,258 286,901

YELADAFNKTISIKDQDLVK 3 0.999

E1BIW9 E1BIW9_BOVIN LIN54 Uncharacterized protein 0.940 2.8 807,415 117,674

CLMSVINSAGKAKSDPCAMNC 3 0.814

E1BIZ2 E1BIZ2_BOVIN SSH1 Uncharacterized protein 0.999 3.0 614,890 135,426

TICYTPTSSSMSSNLTRSSSSDSIHSVRGK 3 0.999

E1BJ11 E1BJ11_BOVIN CELSR2 Uncharacterized protein (Fragment 0.999 1.6 3,864,277 927,096

LERQYVLAVTASDGTR 3 0.999

STITLQLREGRVVLSVEGTGLQASSLQLEPGR 3 0.999

E1BJ14 E1BJ14_BOVIN STON1 Uncharacterized protein 0.999 3.1 2,639,879 298,089

VENFSMAGKIHTVKIEHVSYTEK 3 0.999

E1BJ15 E1BJ15_BOVIN CEP290 Uncharacterized protein 0.999 0.8 2,375,538 387,215

GPQLEGADSKSWKSIVVTR 3 0.999

E1BJ30 E1BJ30_BOVIN PRDM1 Uncharacterized protein 0.999 3.1 3,392,983 351,274

LEDMEDNIDMTSVVENEILAVVRKEK 3 0.999

E1BJ42 E1BJ42_BOVIN ENG Uncharacterized protein 0.999 5.9 12,261,488 1,445,776

THSCGSGLQPSPTPVEITTPNK 3 0.999

E1BJ47 E1BJ47_BOVIN GBX2 Uncharacterized protein 0.999 9.2 2,349,797 486,031

FAPQQLPGGGSNFDKPEALQADAEDGKGFLAK 3 0.999

E1BJ59 E1BJ59_BOVIN ATXN2L Uncharacterized protein 0.999 2.1 2,143,687 564,527

EFSLAGGIWHGRADGLQVGQDAR 3 0.999

E1BJ94 E1BJ94_BOVIN LOC100140490 Uncharacterized protein 0.999 5.6 3,916,196 263,883

E1BL16 E1BL16_BOVIN LOC100140490 Uncharacterized protein 0.999 5.7 3,916,196 263,883

SVKDIIIHENYHYPSHKNDIAVVR 3 0.999

E1BJ97 E1BJ97_BOVIN Bt.21098 Uncharacterized protein 0.999 4.7 888,911 64,144

Q0VC74 TMLH_BOVIN TMLHE Trimethyllysine dioxygenase, mitochondria 0.999 4.8 888,911 64,144

G3X6X8 G3X6X8_BOVIN TMLHE Uncharacterized protein (Fragment 0.999 6.6 888,911 64,144



HTDTTYFQEPCGIQVFHCLK 3 0.999

E1BJA0 E1BJA0_BOVIN RAB33A Uncharacterized protein 0.999 8.4 2,030,792 278,337

ESQNVESIFMCLACRLKAQK 3 0.999

E1BJA1 E1BJA1_BOVIN Bt.64818 Uncharacterized protein 0.999 3.0 655,446 120,214

E1BP14 E1BP14_BOVIN Bt.64818 Uncharacterized protein 0.999 1.5 655,446 120,214

AEPDVEACIAVCSARILCIGAVPGLQRCCHR 3 0.999

E1BJA5 E1BJA5_BOVIN MGAT3 Uncharacterized protein 0.999 3.4 2,968,100 936,934

LVSAQNGDFPRWGDYEDK 3 0.999

E1BJC0 E1BJC0_BOVIN Bt.52441 Uncharacterized protein 0.999 6.0 1,352,559 465,661

LGSAAAVSAAAAAAAARSTEEEEER 3 0.999

E1BJC1 E1BJC1_BOVIN OSBPL11 Uncharacterized protein 0.999 5.2 7,085,119 437,112

LHRVTGEVKHNITNTVVCR 3 0.999

NSSNSSCGGGISSSSSSSSR 3 0.999

E1BJC4 E1BJC4_BOVIN PIWIL1 Uncharacterized protein 0.999 2.2 2,131,679 330,228

LQHKVTEVFSQTRNGEHVR 3 0.999

E1BJC6 E1BJC6_BOVIN TRIM8 Uncharacterized protein 1.000 3.3 1,353,466 190,267

ILMDRTQTCTGSSLSPPK 3 0.999

E1BJE2 E1BJE2_BOVIN Bt.61118 Uncharacterized protein 0.999 2.3 982,095 116,011

VNGKHTLGENIADMGGLK 3 0.999

E1BJE5 E1BJE5_BOVIN Bt.104206 Uncharacterized protein 0.999 2.7 1,330,376 323,692

ITPALATPAATPTESQAR 3 0.999

E1BJG7 E1BJG7_BOVIN C15H11orf42 Uncharacterized protein 0.999 8.4 3,708,167 320,065

FGPNVVAVPFLSDAACYDLLGVLVKQSR 3 0.999

E1BJH5 E1BJH5_BOVIN MAP4K3 Uncharacterized protein 0.999 1.9 3,429,838 666,866

RCPTSESPAKPSQVPPR 3 0.999

E1BJI0 E1BJI0_BOVIN Bt.85213 Uncharacterized protein 0.999 1.5 664,211 80,198

LSAPSSAVAVPRAAQDPPSMPVGASPETR 3 0.999

E1BJI7 E1BJI7_BOVIN Bt.20768 Uncharacterized protein (Fragment 1.000 1.1 3,909,229 410,947

CQGAAVVTVQFEGMHKNEAISQQLHVLRK 3 0.999

E1BJI8 E1BJI8_BOVIN RALGPS1 Uncharacterized protein 0.999 6.1 964,084 229,918

RNGLMASVLVTSATPQGSSSSDSLEGQSCDYASK 3 0.999

E1BJJ6 E1BJJ6_BOVIN LOC787432 Uncharacterized protein 0.999 14.1 284,106 35,897

AICCSSCELNNINITVEK 3 0.999

E1BJM1 E1BJM1_BOVIN Bt.5158 Uncharacterized protein 0.999 3.9 3,371,188 444,707

ALGSARFTLGTVLGLATLHTYRGR 3 0.999

E1BJQ4 E1BJQ4_BOVIN Bt.36909 Uncharacterized protein 0.999 4.1 455,405 89,710

LHSSSLELGPRPLEQENER 3 0.999

E1BJR9 E1BJR9_BOVIN ZIC3 Uncharacterized protein 0.999 7.3 1,029,925 179,636

HMKVHESQGSDSSPAASSGYESSTPPAIASANSK 3 0.999

E1BJS1 E1BJS1_BOVIN Bt.13896 Uncharacterized protein 0.999 10.2 886,268 222,322

GLSLGGSDGGASILDLHSGALSVGKHFVNLYR 3 0.999

E1BJS4 E1BJS4_BOVIN SRRM3 Uncharacterized protein 0.999 5.2 32,449,171 3,811,634

AQVSSSNGWPRPCPSPGPPWAMSSVGGGGER 3 0.999

E1BJT1 E1BJT1_BOVIN TBX18 Uncharacterized protein 0.999 3.8 460,551 76,814

PGTPLPSPQAPRVDLQGAELWKR 3 0.999

E1BJU5 E1BJU5_BOVIN LOC100336736 Uncharacterized protein 0.999 2.1 6,466,888 599,979

NSAENRTHQTFLTVEK 3 0.999

E1BJV9 E1BJV9_BOVIN Bt.40077 Uncharacterized protein 0.999 6.2 12,895,113 876,095

LSSERPSSDGEGVAENGIAMCNGKEQVK 3 0.999

NRGLGEEALYDNAVLYDNLPSPK 3 0.999

E1BJW7 E1BJW7_BOVIN VPS53 Uncharacterized protein 0.999 5.2 2,219,574 494,694

GQTNVGQDGRQALEEAQK 3 0.999

QHLSEYLVLFQENQDVAWLDKIDRR 3 0.999

E1BJX3 E1BJX3_BOVIN RAD51AP2 Uncharacterized protein 0.999 1.9 9,657,221 3,397,922

FDAIDSAKNFTIKLENANCK 3 0.999

E1BJX6 E1BJX6_BOVIN SCUBE3 Uncharacterized protein 0.999 2.1 396,125 60,058

NHGCAHICRETPKGGIACECR 3 0.999

E1BJZ5 E1BJZ5_BOVIN Bt.8493 Uncharacterized protein 0.999 3.1 721,932 164,035

AQPTYVKVEVPGGFVGPTTMSPGMTPLLAAQPR 3 0.999

E1BK19 E1BK19_BOVIN Bt.61853 Uncharacterized protein 0.999 1.5 1,441,105 336,700

SPGGESSAGPSQVERARSPPSCGPSEEAR 3 0.999

E1BK25 E1BK25_BOVIN WDR62 Uncharacterized protein 0.999 1.4 4,656,612 457,241

ESLDPDPQCLLTNGKLPLWAK 3 0.999

E1BK28 E1BK28_BOVIN Uncharacterized protein 0.999 1.6 35,204,771 1,574,890

PDGILCILGIDSRYNEGCR 3 0.999

E1BK33 E1BK33_BOVIN Bt.61525 Uncharacterized protein 0.999 0.8 1,161,379 586,875

HQQLSGDPAVEK 3 0.999

E1BK51 E1BK51_BOVIN TRIM62 Uncharacterized protein 0.999 5.5 573,562 125,227

LILSDDCTIVAYGNLHPQPLQDSPKR 3 0.999

E1BK52 STK10_BOVIN STK10 Serine/threonine-protein kinase 10 0.999 3.2 2,086,735 618,743

AEVMEEIEDGRDEGDEEDAVEAASPLENHTR 3 0.999

E1BK57 E1BK57_BOVIN TBX3 Uncharacterized protein 0.999 2.6 1,392,606 275,452

QAKLLPKGLIVCAHVGNVR 3 0.999

E1BK65 E1BK65_BOVIN SGOL1 Uncharacterized protein 0.999 5.8 3,495,546 276,581

GGSETTETPPGKGGTGVLPEAPQSPHFSLK 3 0.999

E1BK68 E1BK68_BOVIN FBXO41 Uncharacterized protein 0.999 6.8 5,163,171 474,319

EGLKGLEMLVLTATPVTPKALLHFNSICR 3 0.999

MREHHAGPAMPSTYAVSRHGSSPSTGASSR 3 0.999

E1BK69 E1BK69_BOVIN UFSP2 Uncharacterized protein 0.999 4.3 185,768 33,092

KLLVDAIHNQLTDMEKCILK 3 0.999

E1BK77 E1BK77_BOVIN DOCK6 Uncharacterized protein 0.999 1.0 13,771,850 585,399

SLDMKARLEEAILGTIGAR 3 0.999

E1BK89 E1BK89_BOVIN LCT Uncharacterized protein 0.999 1.8 33,049,167 2,451,268

QCPSPVAQLPEFTEAEK 3 0.999

QKHTQPGEQELSHRSSF 3 0.999

E1BK91 E1BK91_BOVIN CEP78 Uncharacterized protein 0.999 2.5 5,821,000 1,255,664

GIGQNSSLVNEPIKSESSKK 3 0.999

F1N7J2 F1N7J2_BOVIN ATP2B1 Uncharacterized protein 0.999 1.5 2,274,000 422,033

E1BK99 E1BK99_BOVIN Bt.8872 Uncharacterized protein 0.999 1.4 2,274,000 422,033

HVGNKTECALLGFLLDLK 3 0.999

E1BKB0 E1BKB0_BOVIN CLEC9A Uncharacterized protein 0.999 7.1 4,758,067 601,178

QQEKLIQQERALLNFTQWK 3 0.999

E1BKB1 E1BKB1_BOVIN FOXN2 Uncharacterized protein 0.999 3.0 881,432 129,867

SSHVGSDGSEGFR 3 0.999

E1BKB7 E1BKB7_BOVIN MGA Uncharacterized protein 1.000 1.3 4,106,825 356,270

EESKVEFSGSRVAEQQSNPK 3 0.999

MFPYCRYWITGLDSNMK 3 0.999

E1BKC4 E1BKC4_BOVIN NIPBL Uncharacterized protein 0.999 0.8 8,239,446 656,292

LEILLLISSNSSLKISFQFSRK 3 0.999

E1BKD2 E1BKD2_BOVIN USP40 Uncharacterized protein 0.999 1.6 1,789,260 230,737

YFPDKFAWLPVSSWSQQTTK 3 0.999

E1BKE1 E1BKE1_BOVIN FRYL Uncharacterized protein 0.999 0.8 953,572 248,064

DIRCHFSALVANIIQNVPVHQRR 3 0.999

E1BKE4 E1BKE4_BOVIN GLIS2 Uncharacterized protein 0.999 6.3 3,036,382 879,673

YLDGVPSSFQFFLPLGSGGALHLPASSFLTPPK 3 0.999

Q8WN95 ITPR3_BOVIN ITPR3 Inositol 1,4,5-trisphosphate receptor type 3 0.901 1.0 108,448 16,423

E1BKE7 E1BKE7_BOVIN ITPR3 Uncharacterized protein 0.901 1.0 108,448 16,423

F1MT66 F1MT66_BOVIN ITPR3 Uncharacterized protein 0.901 1.0 108,448 16,423

IGEQAEAMFGVGKTSSMLEVDDEGGR 3 0.826

E1BKG1 E1BKG1_BOVIN Bt.45313 Uncharacterized protein 0.999 5.7 1,633,070 216,543

F6QFZ1 F6QFZ1_BOVIN Bt.45313 Uncharacterized protein 0.999 5.7 1,633,070 216,543

RSAWTSHGHPAPQSKAAQPSPSTVPK 3 0.999

E1BKG4 E1BKG4_BOVIN PDS5A Uncharacterized protein (Fragment 0.999 1.5 6,112,629 881,623

LQMVVKTFMDMDQDSEDEK 3 0.999

E1BKG7 E1BKG7_BOVIN POLR3E Uncharacterized protein 0.999 2.0 5,162,079 728,670

PSFSYLDKADAKHR 3 0.999

E1BKH5 E1BKH5_BOVIN SETDB1 Uncharacterized protein 0.905 1.9 3,338,696 622,646

PGSVGSGHSSPTSPALSENAPGGK 3 0.834

E1BKH6 E1BKH6_BOVIN Bt.39995 Uncharacterized protein 0.999 4.3 10,197,217 3,671,937

ESNGSNQIIPSPSTISELDNK 3 0.999

E1BKI8 E1BKI8_BOVIN KCNS1 Uncharacterized protein (Fragment 0.999 2.7 2,281,261 1,270,331

LGRLQAAASEEQAR 3 0.999

E1BKI9 E1BKI9_BOVIN ARFGEF2 Uncharacterized protein 0.999 1.4 2,417,383 336,334

FNKEVMYAYVDQLDFCEKEFVSALR 3 0.999

E1BKJ5 E1BKJ5_BOVIN Bt.45950 Uncharacterized protein 0.961 0.6 1,655,894 365,005



LNVAYFRFDINDATGDLDANR 3 0.827

E1BKJ6 E1BKJ6_BOVIN Bt.106336 Uncharacterized protein 0.999 4.1 1,461,433 283,571

GERELPNSHSMICPKAAGAPAAPPAPAALLPGAPK 3 0.999

E1BKJ9 E1BKJ9_BOVIN EMID2 Uncharacterized protein 0.999 5.9 14,070,092 1,445,175

PTGPAGPPGQTGPPGPAGPPGSKGDR 3 0.999

E1BKM5 E1BKM5_BOVIN RECQL5 Uncharacterized protein 1.000 1.6 4,268,413 250,199

GVNAKAYHAGLKAPER 3 0.999

E1BKM8 E1BKM8_BOVIN Bt.106031 Uncharacterized protein 0.999 6.7 5,039,696 894,523

MKLGSFDSVHLGSPCLLEALYRTESAHPQR 3 0.999

E1BKM9 E1BKM9_BOVIN ZMYM3 Uncharacterized protein 0.999 1.9 2,645,021 465,270

IKEDILACSAAELNYGLAQFVREITR 3 0.999

E1BKN0 E1BKN0_BOVIN Bt.8035 Uncharacterized protein 1.000 1.7 19,048,127 589,522

DALAPGPFASFPNGWTGKQK 3 0.999

GGGAAGPGGAEPGEDTALLRLLGLHR 3 0.999

E1BKN1 E1BKN1_BOVIN RRP1B Uncharacterized protein 0.999 4.5 2,629,090 404,632

ELGALLVNGSGPPVLAWPLPQREGPPANPADRR 3 0.999

E1BKN6 E1BKN6_BOVIN ANKRD12 Uncharacterized protein 0.999 1.8 9,649,034 4,774,029

DRFNARQFMSWLQDVDDK 3 0.999

VSRVPQPVQVSPSLLQAK 3 0.999

E1BKP2 E1BKP2_BOVIN LENG9 Uncharacterized protein (Fragment 0.999 2.2 10,629,371 2,713,790

LSQRLEAEGLR 3 0.999

E1BKQ6 E1BKQ6_BOVIN MYO18A Uncharacterized protein 0.999 1.4 1,877,067 394,418

QELQEKLQALQSQVEFLEQSMVDKSLVSR 3 0.999

E1BKQ9 E1BKQ9_BOVIN GALNT5 Uncharacterized protein 0.999 4.6 5,701,678 458,248

DPKAPGQFGRPVVVPHGK 3 0.999

TPFIAARGTPLAKISVHTGPVGINK 3 0.999

E1BKR6 E1BKR6_BOVIN ABCC8 Uncharacterized protein 0.999 0.9 688,769 89,156

TGSGKSSFSLAFFR 3 0.999

E1BKS0 E1BKS0_BOVIN Bt.105467 Uncharacterized protein 0.999 5.2 4,599,292 665,863

MSTTSGPEASLKQSAK 3 0.999

PPSGAEYTDVLQKIKYAFSLLAR 3 0.888

E1BKS3 E1BKS3_BOVIN TNIP2 Uncharacterized protein (Fragment 1.000 8.6 4,888,633 909,775

QGGQGTAGEQSPEPKCTEGDASVHAVVEK 3 0.999

E1BKT3 E1BKT3_BOVIN ERBB2IP Uncharacterized protein 0.974 1.1 18,575,708 1,095,404

TEPHDTDSSVDVGHSK 3 0.857

E1BKT4 E1BKT4_BOVIN Bt.64781 Uncharacterized protein 0.999 1.4 3,586,399 484,088

DLSSDNNSGQEDSENSCSPYPFKSSGPEK 3 0.999

E1BKV9 E1BKV9_BOVIN ERCC4 Uncharacterized protein 0.999 2.8 1,198,349 261,642

CHNPSLEVEDLSLENAIGKPFDKTIR 3 0.999

E1BKW7 E1BKW7_BOVIN Uncharacterized protein 0.999 1.3 31,723,188 5,457,427

ELSKTDGMSTQLNVACK 3 0.999

LMETLGQAEPYFVKCIR 3 0.999

E1BKX3 E1BKX3_BOVIN MYBBP1A Uncharacterized protein 0.999 1.5 452,787 81,768

SEKDTKEAPQATQQSPVSMK 3 0.999

E1BKX4 E1BKX4_BOVIN LOC783463 Uncharacterized protein 0.999 3.8 1,798,429 244,819

KHLKPVAAPK 3 0.999

E1BKX9 E1BKX9_BOVIN CDKL5 Uncharacterized protein (Fragment 0.999 2.0 1,294,511 111,454

SVSNLSEARAQIAESSTSR 3 0.999

E1BKY4 E1BKY4_BOVIN ITSN1 Uncharacterized protein 1.000 1.1 1,754,646 116,837

ELYGFLFNDFLLLTQIIK 3 0.999

E1BL04 E1BL04_BOVIN XIRP2 Uncharacterized protein 0.999 0.9 293,436,646 24,148,153

NIKQESRSFK 3 0.894

WLFETQPLDSIKHFSNMEEVER 3 0.999

E1BL19 E1BL19_BOVIN GPBP1L1 Uncharacterized protein 0.999 2.5 3,888,896 1,059,096

MEHKSGPLSCSR 3 0.999

E1BL35 E1BL35_BOVIN Bt.64988 Uncharacterized protein 0.999 1.7 312,967 50,080

F1MSL0 F1MSL0_BOVIN Bt.64988 Uncharacterized protein 0.999 1.3 312,967 50,080

F6PN06 F6PN06_BOVIN Bt.64988 Uncharacterized protein 0.999 1.6 312,967 50,080

Q17R13 ACK1_BOVIN TNK2 Activated CDC42 kinase 1 0.999 1.3 312,967 50,080

Q17R13-2 ACK1_BOVIN TNK2 Isoform 2 of Activated CDC42 kinase 1 0.999 1.5 312,967 50,080

KHQGHFLLGTLSR 3 0.999

E1BL67 E1BL67_BOVIN OSBPL2 Oxysterol-binding protein 0.999 3.8 4,167,157 278,770

PDIRGMENGNMDLASQEK 3 0.999

E1BL68 E1BL68_BOVIN MPP2 Uncharacterized protein 0.999 4.0 6,391,859 615,461

AMNRAALESGVSTKQLTEADLR 3 0.999

E1BL87 E1BL87_BOVIN Bt.83972 Uncharacterized protein 0.961 2.8 3,642,954 382,048

RSEPSPSSSGGVMEQHLVQHDR 3 0.874

E1BLA0 E1BLA0_BOVIN Bt.61077 Uncharacterized protein 0.999 1.1 1,714,615 711,958

F1N5Y0 F1N5Y0_BOVIN Bt.61077 Uncharacterized protein 0.999 1.2 1,714,615 711,958

HVTDTQPTQQNESK 3 0.999

E1BLA5 E1BLA5_BOVIN ARHGEF33 Uncharacterized protein 0.999 1.6 2,975,392 414,506

WPRQGVLGDLFLK 3 0.999

E1BLA6 E1BLA6_BOVIN LOC616223 Uncharacterized protein 0.999 18.2 5,269,444 511,645

G3MY56 G3MY56_BOVIN LOC616223 Uncharacterized protein (Fragment 0.999 17.6 5,269,444 511,645

KVSLDTIYPSGLAALHEAVLSGNLECVK 3 0.999

E1BLB1 E1BLB1_BOVIN SHPRH Uncharacterized protein 0.999 1.5 2,915,568 364,298

IQLRDPGAKALVFSTWQDVLDIISK 3 0.999

E1BLB4 E1BLB4_BOVIN Bt.67656 Uncharacterized protein (Fragment 1.000 1.1 6,620,792 820,667

SCGNIYKGLAQTGAWGCFDEFNR 3 0.999

SIAAMESIMDALCKSGSLFEVSVPDYK 3 0.999

E1BLB5 E1BLB5_BOVIN Bt.41526 Uncharacterized protein 0.999 2.7 1,987,979 171,549

VKAPGGGPSPSGRESHR 3 0.999

E1BLB6 E1BLB6_BOVIN Bt.11314 Uncharacterized protein 0.999 0.8 887,301 123,633

FSSKDPNSKDNSVGIQLLGIVMANNLPPYDPK 3 0.999

E1BLB8 E1BLB8_BOVIN N4BP3 Uncharacterized protein 0.999 4.4 47,749,000 925,284

PSVFKPASGTGKGFLSMQSLAAHK 3 0.999

E1BLD1 E1BLD1_BOVIN Bt.76331 Uncharacterized protein 0.999 1.9 2,757,569 222,085

DCLYIWSDAAALELSNGSNGWFRFILDGK 3 0.999

MGCWSIEHVEQYLGTDELPK 3 0.999

E1BLD4 E1BLD4_BOVIN RBM28 Uncharacterized protein 0.999 1.9 1,970,140 90,344

G3MZL2 G3MZL2_BOVIN RBM28 Uncharacterized protein 0.999 2.3 1,970,140 90,344

TVAVDWAVAKDKYK 3 0.999

E1BLE5 E1BLE5_BOVIN IL1F7 Uncharacterized protein 0.999 4.4 9,411,467 917,947

KHTEFSFRR 3 0.999

E1BLK1 E1BLK1_BOVIN Bt.37913 Uncharacterized protein 0.999 0.9 10,279,404 3,040,724

LMESMAAEEDFEPNQDSSFSEDEHLPR 3 0.999

E1BLM8 E1BLM8_BOVIN GPR111 Uncharacterized protein 0.999 2.7 4,466,038 555,666

ISENVSSDFSRHPTKGPS 3 0.999

E1BLP6 ARI5B_BOVIN ARID5B AT-rich interactive domain-containing protein 5B 0.999 3.0 600,367 95,077

G5E585 G5E585_BOVIN ARID5B Uncharacterized protein 0.999 3.1 600,367 95,077

GPAPPLASAPLAPTPGTGKQSLTSPSALVDSKEPK 3 0.999

E1BLR9 E1BLR9_BOVIN Bt.65095 Uncharacterized protein 0.999 1.4 1,756,045 127,254

QVLVYLARELAAGYR 3 0.999

E1BLS0 E1BLS0_BOVIN SLC35B3 Uncharacterized protein 0.999 4.0 299,470,067 6,990,223

CCKLIPVMLGGVFIQGK 3 0.999

E1BLS3 E1BLS3_BOVIN Bt.105495 Uncharacterized protein 0.999 1.2 2,325,242 218,258

FASSPLKVLESHSR 3 0.999

E1BLT3 E1BLT3_BOVIN SPTBN4 Uncharacterized protein 0.999 1.0 2,000,517 211,154

NQEMALSGQELPGTVESVEEALKRHR 3 0.999

E1BLV9 E1BLV9_BOVIN Bt.20503 Uncharacterized protein 0.999 3.2 30,346,286 8,694,011

G3N322 G3N322_BOVIN Bt.20503 Uncharacterized protein 0.999 3.2 30,346,286 8,694,011

PPTTGGSEGMAAPHCPPSSAGGWVSGLSPGGSR 3 0.999

E1BLX6 E1BLX6_BOVIN Bt.50823 Uncharacterized protein 0.999 7.2 1,570,346 184,787

Q32LB8 Q32LB8_BOVIN C21H15ORF26 Chromosome 15 open reading frame 26 ortholog 0.999 8.6 1,570,346 184,787

IPVGRNTFTILCAAGEVIGQVLR 3 0.999

E1BLY0 E1BLY0_BOVIN TBX2 Uncharacterized protein 0.999 2.2 2,449,179 187,613

AKYILLMDIVAADDCR 3 0.999

E1BM00 E1BM00_BOVIN ZCCHC14 Uncharacterized protein 0.999 1.6 19,428,393 505,856

QPSMDFNRQGTFRLK 3 0.999

E1BM04 E1BM04_BOVIN TBKBP1 Uncharacterized protein 0.999 5.9 8,544,188 915,911

AQDLASNQSERDMAWVKR 3 0.999

VSLQQRLNQFQHELQKNK 3 0.999

E1BM19 E1BM19_BOVIN Bt.87603 Uncharacterized protein 0.999 4.7 662,381 153,337

KIHLVFEFIDHTVLDELQHYCHGLESKR 3 0.999

E1BM20 E1BM20_BOVIN Bt.106201 Uncharacterized protein 0.999 3.1 1,564,158 193,662



QAINDGVTSTEELSITRDCELYR 3 0.999

E1BM23 E1BM23_BOVIN ARHGAP5 Uncharacterized protein 0.999 1.3 4,537,004 551,493

LMYICTDQLGLEQDFEQK 3 0.999

E1BM25 E1BM25_BOVIN C10orf93 Uncharacterized protein 0.999 2.0 6,199,399 435,435

GFDGWHSGVSGKK 3 0.999

IKTYTREAVELQFLAER 3 0.999

E1BM39 E1BM39_BOVIN CUL9 Uncharacterized protein 0.999 0.7 4,365,821 206,996

SAGKMLQALAAHDAGSR 3 0.999

E1BM41 E1BM41_BOVIN VPS39 Uncharacterized protein 0.999 3.3 2,532,977 271,880

LIPVPMATQIQQLLQDKQFELALQLAEMK 3 0.999

E1BM47 E1BM47_BOVIN HEATR7B2 Uncharacterized protein 0.999 1.1 3,392,100 258,884

LTEEERMKGAFCVALEK 3 0.999

E1BM50 E1BM50_BOVIN Bt.51428 Uncharacterized protein (Fragment 0.999 4.1 1,033,905 176,091

TYSMEGPPEDPGIAPRALQSLFQEMGTGGQHR 3 0.999

E1BM64 E1BM64_BOVIN Bt.88821 Uncharacterized protein 0.999 2.6 832,226 375,415

ATWEPIGDLFIDSLPEHIQALKLFK 3 0.999

E1BM66 E1BM66_BOVIN Bt.33266 Uncharacterized protein 0.999 1.0 2,486,030 765,183

IANSLTGPSTAPGSFLFSSCAKNTAKK 3 0.999

E1BM83 E1BM83_BOVIN FAM179B Uncharacterized protein 1.000 2.6 16,069,284 3,619,420

ALFTQMGQNLLNQAASQPSHIK 3 0.999

SSYSGPNSSSGAVLLPSYPLSSPR 3 0.999

E1BM89 E1BM89_BOVIN 100139817 Uncharacterized protein 0.999 3.0 2,822,625 724,742

EPFSDVHSRLGVPRQDVK 3 0.999

E1BM96 E1BM96_BOVIN MAGI3 Uncharacterized protein 1.000 1.2 1,822,158 230,411

AIELIQAGGNKVLLLLR 3 0.999

E1BM97 E1BM97_BOVIN Bt.94610 Uncharacterized protein 0.999 2.4 1,174,182 199,791

SSKEMKLTDGSYFGEICLLTK 3 0.999

E1BMA2 E1BMA2_BOVIN KCNH6 Uncharacterized protein 0.999 2.1 1,519,721 379,240

YPSLPEHLSSVPKQLEFQR 3 0.999

E1BMD1 E1BMD1_BOVIN Bt.97876 Uncharacterized protein 0.999 1.7 122,098,058 2,966,961

TVLQCMNGIVGVVATNIPYEVVAFSDRR 3 0.999

E1BME6 E1BME6_BOVIN Bt.105862 Uncharacterized protein (Fragment 0.999 1.8 1,931,794 178,954

VEMESQIYAIPEDIMR 3 0.999

E1BMF1 E1BMF1_BOVIN TM9SF3 Uncharacterized protein 0.999 2.7 2,797,654 292,629

EEVVLWMNTVGPYHNR 3 0.999

E1BMF6 E1BMF6_BOVIN Uncharacterized protein 0.999 2.7 4,631,932 339,277

ELMDKFLRVNFSK 3 0.999

FLRVNFSKGCPPLFTTLK 3 0.999

E1BMG2 E1BMG2_BOVIN Bt.65326 Uncharacterized protein 1.000 2.3 10,735,835 787,365

HLMFYYQDVEVVETGQLGSPGGVNSVSGKMK 3 0.866

LKVIQLFETQR 3 1.000

LTSTQGSLVEDESLILVLSKTKK 3 0.871

MGTTYGPPAGKK 2 0.913

PLLIEDVGEELDPALDNVLERNFIKTGSTFK 3 0.999

E1BMG8 E1BMG8_BOVIN DOCK4 Uncharacterized protein 0.999 2.8 8,240,614 901,709

SDPNLSAPEKAVNPTPSSWSLDSGKEAK 3 0.999

SVLEEIDVIVASLLDILLRTILEITSR 3 0.999

E1BMG9 E1BMG9_BOVIN Bt.52387 Uncharacterized protein 0.999 2.6 394,977 65,211

F1N1T5 F1N1T5_BOVIN Bt.52387 Uncharacterized protein 0.999 2.6 394,977 65,211

DGKADPLGLQAEQDGVPVFKFPR 3 0.999

E1BMH5 E1BMH5_BOVIN Bt.60929 Uncharacterized protein 0.999 3.8 2,109,555 138,436

E1BMT0 E1BMT0_BOVIN Bt.60929 Uncharacterized protein 0.999 3.8 2,109,555 138,436

F1MXC3 F1MXC3_BOVIN Bt.60929 Uncharacterized protein 0.999 3.8 2,109,555 138,436

Q27ID4 TERT_BOVIN TERT Telomerase reverse transcriptase 0.999 3.8 2,109,555 138,436

IWSQLQRLGVRQHLDR 3 0.999

RSFLLCSLPPSLAGARTLVETIFLDSK 3 0.999

E1BMI4 E1BMI4_BOVIN UXS1 Uncharacterized protein 0.999 4.8 1,464,197 223,253

AIHYFRKELEYQANNQYIPK 3 0.999

P50448 F12AI_BOVIN Factor XIIa inhibitor 1.000 5.6 2,336,574 141,123

E1BMJ0 E1BMJ0_BOVIN SERPING1 Uncharacterized protein 1.000 5.6 2,336,574 141,123

HHLQDLEQALSTAVFK 3 1.000

KYPVASFTDR 2 0.967

E1BPU0 E1BPU0_BOVIN Bt.106414 Uncharacterized protein 0.999 0.6 3,067,279 125,821

E1BMJ1 E1BMJ1_BOVIN Bt.36230 Uncharacterized protein 0.999 0.8 3,067,279 125,821

PRMLVMELASKGSLDR 3 0.999

E1BMM7 E1BMM7_BOVIN Bt.22058 Uncharacterized protein 0.999 2.9 2,522,591 697,817

KSYFFFGLLCGLSLFNCNVADIPFPLALFK 3 0.999

E1BMN2 E1BMN2_BOVIN DIAPH3 Uncharacterized protein 0.977 4.1 6,305,351 942,544

IFPPPEDLHDKFVTKMSIFVISAK 3 0.866

LIDECVSQIVLHRDGMDPDFTYRK 3 0.831

E1BMN5 E1BMN5_BOVIN SPTBN2 Uncharacterized protein 0.999 0.7 3,197,288 292,933

LLEVLSGETLPKPTKGR 3 0.999

E1BMN6 E1BMN6_BOVIN Bt.36123 Uncharacterized protein 0.999 4.6 2,050,517 209,719

KALVLCAGYALLLVLTMLNLLDYK 3 0.999

E1BMN9 E1BMN9_BOVIN BSN Uncharacterized protein 0.999 1.1 20,988,788 8,131,465

PAAAKGPGTGGPPRPELPAGAAR 3 0.999

PSRASEPSRTPSSAQEK 3 0.999

E1BMP2 E1BMP2_BOVIN SEC31A Uncharacterized protein 1.000 2.9 4,723,994 323,985

FASSPLRVLENHAR 3 0.999

LLTLGVNESEHYLSNINSFK 3 0.999

E1BMP8 E1BMP8_BOVIN SBNO1 Uncharacterized protein 0.999 6.2 6,428,439 1,630,772

AGFLIGDGAGVGKGRTIAGIIYENYLLSR 3 0.999

DVRQGLIGVGLINVEDRSGILTLDK 3 0.999

LAEDLPPNTLDELIDELGGPENVAEMTGRKGR 3 0.999

E1BMP9 E1BMP9_BOVIN ZAP70 Uncharacterized protein 0.999 3.9 341,313 97,491

EPGTYALSLIYGKTVYHYLISQDK 3 0.999

E1BMQ0 E1BMQ0_BOVIN Bt.67284 Uncharacterized protein 1.000 4.2 1,394,971 179,369

F1MRS5 F1MRS5_BOVIN Bt.67284 Uncharacterized protein 1.000 4.5 1,394,971 179,369

TRDIQPRPPPPATTSPTPAPEHP 3 0.999

E1BMQ2 E1BMQ2_BOVIN RUFY2 Uncharacterized protein (Fragment 0.999 3.5 2,011,946 557,731

F1MEH0 F1MEH0_BOVIN RUFY2 Uncharacterized protein (Fragment 0.999 3.5 2,011,946 557,731

VDSLEKSNTKLIEELAIAK 3 0.999

E1BMR3 E1BMR3_BOVIN RBL1 Uncharacterized protein 0.999 5.2 5,527,616 1,257,024

IAPSSSITAENISISPGHSLLTMATAIVAGTTGHK 3 0.999

QQPGSPRRISQQHSIYVSPHK 3 0.999

E1BMS9 E1BMS9_BOVIN PHF20 Uncharacterized protein 0.999 3.0 1,748,521 720,215

GGEGLLSSQHQWQFNLLTHVESLQDEVTHR 3 0.999

E1BMX1 E1BMX1_BOVIN Uncharacterized protein 0.999 9.9 253,567 35,564

G5E645 G5E645_BOVIN Uncharacterized protein 0.999 18.9 253,567 35,564

MAPGPSTLLGLALCLAQTARTQQGTLPK 3 0.999

E1BMZ4 E1BMZ4_BOVIN ZNF436 Uncharacterized protein 0.999 2.8 5,416,333 3,185,065

NFSQNSDLVRHRR 3 0.999

E1BN15 E1BN15_BOVIN PGPEP1 Uncharacterized protein 0.999 13.4 1,360,515 322,506

FCPGSQCCVEDGPESIDSIIDMDAVCKR 3 0.999

E1BN18 E1BN18_BOVIN DLL1 Uncharacterized protein 0.999 3.3 20,657,507 4,922,438

CSDNPEGGYTCRCPGGFSGFNCEK 3 0.999

E1BN23 E1BN23_BOVIN TRHDE Uncharacterized protein 0.999 2.2 503,945 89,513

G3N3P5 G3N3P5_BOVIN TRHDE Uncharacterized protein 0.999 6.0 503,945 89,513

FDECGASVPSGADGGPAGFPAR 3 0.999

E1BN35 E1BN35_BOVIN CYP27B1 Uncharacterized protein 0.999 4.1 16,540,300 9,080,674

PQAAARYAGTLHGVVRDLVR 3 0.999

YAGTLHGVVRDLVRR 3 0.999

E1BN65 E1BN65_BOVIN ZNF217 Uncharacterized protein (Fragment 0.999 2.9 1,380,556 185,827

EVKEQQPGQEGSTDNDESCSDKEEPGTSK 3 0.999

E1BNA8 E1BNA8_BOVIN Bt.26785 Uncharacterized protein (Fragment 0.999 4.9 3,325,396 558,179

NILVGENNICKVGDFGLARLIK 3 0.999

E1BNC0 E1BNC0_BOVIN Uncharacterized protein 0.999 15.9 2,531,092 135,303

VRLRDEILSLNGQLMVGVDVSGASYIK 3 0.999

E1BNC2 E1BNC2_BOVIN KCTD3 Uncharacterized protein 0.999 5.9 11,269,718 7,580,185

FRGMISTQPGSTPLASFK 3 0.999

LLDQCDLSTSRCATPNISPATSVVQHSRLR 3 0.999

E1BNC3 E1BNC3_BOVIN Bt.80160 Uncharacterized protein 0.999 1.8 2,957,094 225,091

F1N2K7 F1N2K7_BOVIN PIKFYVE Uncharacterized protein 0.999 1.8 2,957,094 225,091

NRSASITNLSLDR 3 0.999

THPNCIVGKELVNWLIRNGHIATR 3 0.999



E1BND2 E1BND2_BOVIN Bt.65851 Uncharacterized protein 0.999 1.5 8,734,150 654,268

TPVLPPGKGPAATR 3 0.999

E1BND5 E1BND5_BOVIN NCOA6 Uncharacterized protein 0.999 2.2 132,461,587 24,660,699

LDTILENVPNLLHMGDQESSKLKVQK 3 0.999

PPGLTDLEVTPPGVSGEDPK 3 0.999

E1BND6 E1BND6_BOVIN LRBA Uncharacterized protein (Fragment 0.999 1.0 690,003 102,320

EGPCLIHSMNGDLLRTLEGPENCLKPK 3 0.999

E1BNE2 E1BNE2_BOVIN CAND2 Uncharacterized protein 0.999 1.8 6,660,579 683,425

G3N157 G3N157_BOVIN CAND2 Uncharacterized protein 0.999 1.7 6,660,579 683,425

VGAGNLPDFLPFLLGQMEAEPR 3 0.999

E1BNE4 E1BNE4_BOVIN BTBD8 Uncharacterized protein 0.959 2.7 598,038 71,003

F1MRM6 F1MRM6_BOVIN BTBD8 Uncharacterized protein 0.959 1.8 598,038 71,003

SVSLDVCDNNNKGSVSEQKPHEPLTNLTAK 3 0.892

E1BNF3 E1BNF3_BOVIN FOXJ1 Uncharacterized protein 0.999 4.8 1,672,643 138,257

GGFWRIDPQYAERLLSGAFK 3 0.999

E1BNF6 E1BNF6_BOVIN Bt.5804 Uncharacterized protein (Fragment 1.000 1.2 1,209,640 252,438

F1MRK2 F1MRK2_BOVIN Bt.5804 Uncharacterized protein (Fragment 1.000 1.2 1,209,640 252,438

QQEDQEKALTASKGK 3 0.999

TAGEKTGEGPPVPEEKTIEPASVPEEAK 3 0.999

E1BNF9 E1BNF9_BOVIN Bt.103903 Uncharacterized protein 0.999 16.6 13,787,217 2,019,162

LATVVPEKEGHPATIMVTDPR 3 0.999

PIQAGSFCADPGYPLEKASTSFCLLAK 3 0.999

E1BNG3 E1BNG3_BOVIN ASCC3 Uncharacterized protein 0.999 1.4 659,491 91,580

G3MYK8 G3MYK8_BOVIN ASCC3 Uncharacterized protein 0.999 9.1 659,491 91,580

VLFGKNLAFSFDMHDLDHFDELPINGESQK 3 0.999

E1BNG7 E1BNG7_BOVIN TUBGCP3 Uncharacterized protein 0.999 1.2 6,281,929 267,842

DAHSTPYYYAR 3 0.999

E1BNH7 E1BNH7_BOVIN Bt.105989 Uncharacterized protein 0.999 3.8 2,797,243 479,012

MDFSFSFMQGIMGNTIQQPPQLIDSANIR 3 0.812

TEPKQLHEDFCFQCGDGGELVMCDR 3 0.999

E1BNH9 E1BNH9_BOVIN OBSL1 Uncharacterized protein 0.999 0.6 3,171,575 672,963

F6QPC8 F6QPC8_BOVIN OBSL1 Uncharacterized protein 0.999 1.8 3,171,575 672,963

YRVEQHGLQHR 3 0.999

E1BNI5 E1BNI5_BOVIN SAMD15 Uncharacterized protein 1.000 2.8 276,043 48,199

G3N1Q5 G3N1Q5_BOVIN SAMD15 Uncharacterized protein 1.000 2.8 276,043 48,199

G3N2M8 G3N2M8_BOVIN SAMD15 Uncharacterized protein 1.000 2.8 276,043 48,199

KGHSGIKSDSLTLSEFAR 3 0.999

E1BNJ1 E1BNJ1_BOVIN Bt.53716 Uncharacterized protein 1.000 1.1 4,269,485 927,672

DHRDKLAAILR 3 0.999

WWTLAGQEITVSFSRFRK 3 0.999

E1BNJ5 E1BNJ5_BOVIN BAZ2B Uncharacterized protein 0.999 0.7 3,762,533 543,711

F1MCP3 F1MCP3_BOVIN BAZ2B Uncharacterized protein 0.999 0.7 3,762,533 543,711

KLQAQEIARQAAQIK 3 0.999

E1BNJ8 E1BNJ8_BOVIN GPR113 Uncharacterized protein 0.999 3.1 944,331 130,919

E1BPC5 E1BPC5_BOVIN GPR113 Uncharacterized protein 0.999 3.2 944,331 130,919

G3MX74 G3MX74_BOVIN GPR113 Uncharacterized protein 0.999 3.2 944,331 130,919

TGMVKRPCGPDGVWGPIHSNCTDAGLLALLLR 3 0.999

E1BNK2 E1BNK2_BOVIN MLH3 Uncharacterized protein 0.999 2.2 3,953,824 1,085,652

LRSGLAVCSLGQCVEELALNSIDAEAKCVAVR 3 0.999

E1BNK7 E1BNK7_BOVIN PRTFDC1 Uncharacterized protein (Fragment 0.999 15.5 1,058,063 242,379

DIMKDIGCCDIMVLCVLKGGYK 3 0.999

E1BNL0 E1BNL0_BOVIN Bt.20095 Uncharacterized protein (Fragment 0.999 1.4 1,336,271 237,348

RHPEPTLPTPGSPAEATEGPLHCTR 3 0.999

E1BNL6 E1BNL6_BOVIN GMEB2 Uncharacterized protein 0.999 5.4 3,479,208 457,275

VQDPPLQLRDAVLLNNIVQNFGMLDLVKK 3 0.999

E1BNL7 E1BNL7_BOVIN PROSAPIP1 Uncharacterized protein 0.999 1.8 1,296,381 256,337

QLQLSYVEMYQR 3 0.999

E1BNM4 E1BNM4_BOVIN ZNF282 Uncharacterized protein 0.999 2.7 3,086,121 132,357

G3MXN2 G3MXN2_BOVIN ZNF282 Uncharacterized protein 0.999 2.3 3,086,121 132,357

SKPYSCPECGKSFGVR 3 0.999

E1BNN6 E1BNN6_BOVIN NLRP1 Uncharacterized protein 0.999 1.2 3,067,751 1,051,031

AEPGAVAAVFLPHFVAFR 3 0.999

E1BNN7 E1BNN7_BOVIN 100137809 Uncharacterized protein 0.999 4.4 854,351 104,034

G5E627 G5E627_BOVIN 100137809 Uncharacterized protein 0.999 4.4 854,351 104,034

GYYYNGDSVGLPARLTLEFSAFDMSAPTPAR 3 0.999

E1BNR0 E1BNR0_BOVIN Bt.23652 Uncharacterized protein 1.000 7.0 61,886,012 7,759,120

ALQEATYQTPDFIVPLTDLR 2 0.999

AQLSDPTLNPLVLK 2 0.967

AQSVYQELLAQEDR 2 1.000

IEGNLIFDPNNYLPK 2 0.994

INDEIQALEFPQK 2 0.986

IPSFQINFK 2 0.998

ITQLLSGEQNEQVK 2 1.000

IVVSTYLENLK 2 0.999

KGNVATEISIER 2 1.000

LSQQVSDYLSTFNWER 2 1.000

LVAAASTWLQETSR 2 1.000

MELPNFHIPDNLFLK 3 1.000

MLTFEYMIPK 2 0.901

NVDASVTTTAR 2 1.000

QLEALSFNQFLEEVNR 2 1.000

SLQDIFQEIESELKR 3 0.826

TLSSELHIPDFDIDLGTVLK 3 0.997

VLELDDEVQIK 2 0.993

VLVDHFGYTK 2 0.956

VVVIGALETVQK 2 0.999

VYQMDVQQELQR 2 1.000

YGMMAQVTQTLK 2 1.000

YIVGATDFASQLSSQIEPLIQK 2 0.998

E1BNS8 E1BNS8_BOVIN Bt.51782 Uncharacterized protein 0.999 3.6 3,032,895 953,985

LLNHPHIIKLYQVMETKDMLYIVTEFAK 3 0.999

E1BNU0 E1BNU0_BOVIN Uncharacterized protein 0.999 11.0 2,690,383 301,459

MTGQGELQVQFKHVLVGEGVIGK 3 0.999

E1BNV7 E1BNV7_BOVIN Bt.1774 Uncharacterized protein 0.999 3.3 7,992,477 849,122

GSSSSGPEELGVLQEEEAAGGDEDR 3 0.999

SNLKTMYSVPNGK 3 0.999

TEMEMAAPKKQPQVPPQAAPSSLDSGEAQAGSPR 3 0.999

E1BNW3 E1BNW3_BOVIN HS6ST1 Uncharacterized protein 0.999 8.3 1,323,067 122,594

ASKFLLVVVGSACFMLILYQYAGPGLSLGAPGGR 3 0.999

E1BNW6 E1BNW6_BOVIN KCNK5 Uncharacterized protein 0.999 5.6 2,086,917 670,142

GPLLTSAIIFYLAIGAAIFEVLEEPHWK 3 0.999

E1BNX2 E1BNX2_BOVIN GPR149 Uncharacterized protein 0.999 4.7 1,376,039 293,569

VLSLSPDEAPGPAPRYSGGCSPSSDTVFGPGPPAR 3 0.999

E1BNX9 E1BNX9_BOVIN TRPM4 Uncharacterized protein 0.999 1.3 375,383 54,576

GDPEVLQAQVERIMTR 3 0.999

E1BNY7 E1BNY7_BOVIN FAM196B Uncharacterized protein 0.999 3.2 1,125,248 124,025

VQSNGPVSLCFEAGTWR 3 0.999

E1BNY8 E1BNY8_BOVIN GTF3C1 Uncharacterized protein 0.999 2.2 5,231,890 430,762

DFGFGWALVSDLLLCLPLSIFTQVVQVSYK 3 0.999

YDILMEKLSTLLSAR 3 0.999

E1BNY9 E1BNY9_BOVIN HUWE1 Uncharacterized protein 0.999 0.5 7,785,134 1,089,110

LLGPSAAADILQLSSSLPLQSR 3 0.999

E1BNZ0 E1BNZ0_BOVIN KNDC1 Uncharacterized protein 0.999 2.1 4,736,836 344,433

G3N205 G3N205_BOVIN KNDC1 Uncharacterized protein 0.999 2.1 4,736,836 344,433

PPADQDRGFLDK 3 0.999

SADDGSTWVAAEIVTSHTSK 3 0.999

E1BP12 E1BP12_BOVIN VASH2 Uncharacterized protein 0.999 5.1 7,845,088 403,885

TLQYNHTGTQFFEIRKMR 3 0.999

E1BP25 E1BP25_BOVIN SLC14A2 Uncharacterized protein 0.999 2.9 6,675,100 961,634

PTVELLALETMEDSSEIKVETGISK 3 0.999

E1BP50 E1BP50_BOVIN Bt.65015 Uncharacterized protein 0.916 1.7 275,633 33,340

DDAGTLSKEWSQEGPAGSPADCPEEPSK 3 0.802

E1BP51 E1BP51_BOVIN TSTD2 Uncharacterized protein 0.999 4.8 188,116 28,852

QLVLTCPACQERGFTACCVTCQDK 3 0.999

E1BP53 E1BP53_BOVIN PIP5K1C Uncharacterized protein (Fragment 0.999 8.1 2,744,512 200,644



SIPTYKDLDFIQDMPEGLMLDADTFSALVK 3 0.826

VSPSVPLMTGQPGPGHGKKLGHR 3 0.999

E1BP55 E1BP55_BOVIN NAV3 Uncharacterized protein 0.920 1.2 1,326,394 249,095

KPSGVGSSAMITSSGATITSGSATLGK 3 0.817

E1BP63 E1BP63_BOVIN RNF139 Uncharacterized protein (Fragment 0.999 4.3 19,976,087 5,447,379

STGNIIEFIFGVVMFGNGAYTMMFESGSK 3 0.999

E1BP64 E1BP64_BOVIN Bt.63656 Uncharacterized protein 0.999 2.5 1,321,206 94,000

QAEQYLLEFQQSEGLRQEAEKR 3 0.999

E1BP74 E1BP74_BOVIN Bt.59143 Uncharacterized protein 0.999 2.6 5,659,159 950,510

EQGNGRLVCLLPSSQAR 3 0.802

LIELLEAVPHVLQILGMGSKRLLTLTHR 3 0.999

E1BP75 E1BP75_BOVIN Bt.106452 Uncharacterized protein 0.999 2.3 4,060,217 1,124,895

TLQYYEHQVTGYRDTEK 3 0.999

G3N139 G3N139_BOVIN ZNF512B Uncharacterized protein 0.999 2.0 849,431 91,306

E1BP84 E1BP84_BOVIN ZNF512B Uncharacterized protein (Fragment 0.999 2.0 849,431 91,306

PVTVSRPVGVSKPIGVSK 3 0.999

E1BP91 E1BP91_BOVIN NPEPPS Uncharacterized protein 0.999 5.4 3,260,830 456,385

LLFLGPPPPPLLLLLLSRSSR 3 0.999

QILSADLRSPVYLTVLKHGDGTTLDIMLK 3 0.999

E1BP93 E1BP93_BOVIN Bt.105674 Uncharacterized protein 0.999 1.2 873,173 118,564

ILLQCFQCQDTVSLYR 3 0.999

E1BP97 E1BP97_BOVIN PDILT Uncharacterized protein 0.999 4.5 2,174,442 433,497

SQPISCEGVVESTALVVWLRRQISQK 3 0.999

E1BPA5 E1BPA5_BOVIN ZDHHC24 Uncharacterized protein 0.999 11.3 2,259,571 631,733

NYRPFLCLLLHGAGVLLHASVLLGPALSALLR 3 0.999

E1BPA6 E1BPA6_BOVIN DUSP8 Uncharacterized protein 0.999 2.4 1,336,144 64,839

G3N1Q8 G3N1Q8_BOVIN DUSP8 Uncharacterized protein 0.999 2.4 1,336,144 64,839

SFSLDIKSAYTPSRR 3 0.999

E1BPB1 E1BPB1_BOVIN KIF24 Uncharacterized protein 0.999 1.2 4,256,860 710,232

PGGSLPALSPSPIRQR 3 0.999

E1BPB2 E1BPB2_BOVIN Bt.62402 Uncharacterized protein 0.999 11.2 4,639,819 1,195,127

VSRSSLKPCAQAATLAAYPAETPTSGEEYPSR 3 0.999

E1BPC1 E1BPC1_BOVIN CEP72 Uncharacterized protein 0.999 4.7 909,500 270,608

G3N3P2 G3N3P2_BOVIN CEP72 Uncharacterized protein (Fragment 0.999 4.8 909,500 270,608

SLDLSRNSLVSLEGIECLTALESLNLYYNR 3 0.999

E1BPC2 E1BPC2_BOVIN PDZD8 Uncharacterized protein 0.947 2.4 1,702,861 300,298

LEEVALGCLATSNMEYLSKFRLEAPSPK 3 0.841

E1BPC3 E1BPC3_BOVIN ATP8B1 Uncharacterized protein 0.999 1.2 2,204,725 183,729

DVSTRRSAYAFSHQR 3 0.999

E1BPD7 E1BPD7_BOVIN MKI67 Uncharacterized protein 0.999 1.8 4,617,450 605,086

PQQTPGETTHSPREPEDGDRGTAVSQEAPEEK 3 0.999

PTHTPGVTTHSPKEPEGGDRGAAVSR 3 0.999

E1BPD8 E1BPD8_BOVIN PDE11A Uncharacterized protein 0.999 2.1 1,327,653 155,494

LQLEWIDSICMPLYQALVK 3 0.999

E1BPE2 E1BPE2_BOVIN SYTL4 Uncharacterized protein 0.999 4.2 1,553,349 233,726

ETVEQSLLHQSQLGDIWPGRKIIQEQQK 3 0.999

E1BPJ7 E1BPJ7_BOVIN NOX1 Uncharacterized protein 0.999 5.2 3,379,291 1,064,909

HPFTLTSAPEEDFSIHIRAVGDWTENLIR 3 0.999

E1BPK7 E1BPK7_BOVIN ZFYVE1 Uncharacterized protein 0.999 3.0 1,022,687 190,789

G3N025 G3N025_BOVIN ZFYVE1 Uncharacterized protein 0.999 3.1 1,022,687 190,789

VVSIFGNTGDGKSHTLNHTFFYGR 3 0.999

E1BPK8 E1BPK8_BOVIN LRRC4B Uncharacterized protein 0.999 2.5 3,575,517 705,267

PGEGAGQASSSTTAPAPR 3 0.999

E1BPK9 E1BPK9_BOVIN Bt.7537 Uncharacterized protein (Fragment 0.999 3.3 528,154 110,285

DPELGVGALPHHDGHDAGPIVPKVSGLERSQEK 3 0.999

Q32PF2 ACLY_BOVIN ACLY ATP-citrate synthase 0.999 2.1 1,854,669 265,977

E1BPL9 E1BPL9_BOVIN Bt.101966 Uncharacterized protein 0.999 2.1 1,854,669 265,977

DGVYVLDLAAKVDATADYICKVK 3 0.999

E1BPM4 E1BPM4_BOVIN Bt.62011 Uncharacterized protein 0.999 0.8 2,177,537 265,247

VVSTFGVIFDPAKQQFDWNQFR 3 0.999

E1BPN1 E1BPN1_BOVIN WWTR1 Uncharacterized protein 0.999 6.5 4,615,091 247,075

QLPMEAETLATVQAAVNPPAMTPDMR 3 0.999

E1BPN4 E1BPN4_BOVIN CHST3 Uncharacterized protein 0.999 7.1 3,816,421 387,476

MEKGLSLPQDCRHFLHSLR 3 0.999

RCGPLNMTLAAEACR 3 0.999

G3N1Q0 G3N1Q0_BOVIN MCCC2 Uncharacterized protein 0.999 11.1 3,745,252 393,856

E1BPP6 E1BPP6_BOVIN MCCC2 Uncharacterized protein (Fragment 0.999 6.0 3,745,252 393,856

QGTIFLGGPPLVKAATGEEVSAEDLGGADLHCRK 3 0.999

E1BPR7 E1BPR7_BOVIN SGCD Uncharacterized protein 0.999 10.0 4,468,659 339,221

NVTVNILNEQTKVLTQLITGPKAVEAYGK 3 0.999

E1BPS1 E1BPS1_BOVIN BRPF1 Uncharacterized protein 0.999 3.6 20,818,208 1,255,335

NRESQMTPSHGGSPVGPPQLPIMGSLRQR 3 0.999

PMDFFTMKQNLEAYR 3 0.999

E1BPS3 E1BPS3_BOVIN Bt.105149 Uncharacterized protein 0.999 1.5 7,735,998 1,141,101

F1N6Q9 F1N6Q9_BOVIN Bt.105149 Uncharacterized protein 0.999 1.5 7,735,998 1,141,101

PDTGTEEEFGGLVSANLILLRNR 3 0.999

VLIIDNLCLTPASKQTPLIDLLLEASPER 3 0.999

E1BPS4 E1BPS4_BOVIN LOC522232 Uncharacterized protein (Fragment 1.000 2.8 1,637,376 233,028

GLGEVDCKEIGDCVPGPGAASPDLCLPALDYLR 3 0.999

SDVSDIGSDNCSLADEEQTPRDCLGHR 3 0.999

E1BPS5 E1BPS5_BOVIN NPC1L1 Uncharacterized protein 0.999 2.3 704,190 92,188

TFALTSGFAVLLDFLLQMSAFVALLSLDSRR 3 0.999

E1BPS6 E1BPS6_BOVIN 100337013 Uncharacterized protein 0.999 1.1 1,638,712 221,549

FYLLLLGVGDPSGPSANGSADSQGLLFFR 3 0.999

E1BPU1 E1BPU1_BOVIN EPB41L5 Uncharacterized protein 1.000 1.9 2,599,429 723,749

CLNNAIDSPALNTR 3 0.999

E1BPV0 E1BPV0_BOVIN ARMC3 Uncharacterized protein 0.999 2.1 1,070,101 231,802

F1MJY4 F1MJY4_BOVIN ARMC3 Uncharacterized protein 0.999 3.1 1,070,101 231,802

RNATMIFGILASNNDVKK 3 0.999

E1BPV7 E1BPV7_BOVIN COL28A1 Uncharacterized protein 1.000 1.3 904,012 149,835

GDPGVRGPPGPPGPR 3 0.999

E1BPX1 E1BPX1_BOVIN Bt.65468 Uncharacterized protein 1.000 0.5 45,456,633 13,670,487

KLKWSYAENVGEHDLLK 3 0.999

E1BPX4 E1BPX4_BOVIN MCM8 Uncharacterized protein 0.999 3.3 1,565,847 183,297

TIECELVHDLVDSCVPGDTVTITGVVK 3 0.999

E1BPX8 E1BPX8_BOVIN Bt.2916 Uncharacterized protein (Fragment 0.999 0.8 3,383,167 481,126

LLEEKESLISQLSRGK 3 0.999

E1BPX9 E1BPX9_BOVIN LRPPRC Uncharacterized protein 0.999 1.7 1,883,753 252,596

LGTVYDVSHYNALLKVYLQNEHK 3 0.999

E1BPY3 E1BPY3_BOVIN SEPSECS Uncharacterized protein 0.999 2.4 1,209,679 143,574

AVTQLGSMLFTR 3 0.999

E1BPY8 E1BPY8_BOVIN Bt.38709 Uncharacterized protein 0.999 0.7 5,584,583 680,657

NRNMSTPSAFGEGQSGLAVLK 3 0.999

E1BQ00 E1BQ00_BOVIN DMTF1 Uncharacterized protein 0.999 2.5 2,979,996 768,236

GLKQLHENQKNNPTLLENK 3 0.999

E1BQ03 E1BQ03_BOVIN NACC1 Uncharacterized protein 0.999 4.0 5,230,917 804,848

LQGLYCDVSVVVKGHAFKAHR 3 0.999

E1BQ05 E1BQ05_BOVIN XKR7 Uncharacterized protein 0.999 4.3 2,507,521 247,763

GEAAEVAGGPGVTGAGGPGPRYELR 3 0.999

E1BQ16 E1BQ16_BOVIN MGEA5 Uncharacterized protein 0.999 1.6 1,808,183 419,541

RLQKWELNTYLYAPK 3 0.999

F1MEE4 F1MEE4_BOVIN Bt.45031 Uncharacterized protein 0.999 4.7 1,200,383 76,352

P79393 PI2R_BOVIN PTGIR Prostacyclin receptor 0.999 4.7 1,200,383 76,352

E1BQ27 E1BQ27_BOVIN PTGIR Uncharacterized protein 0.999 4.7 1,200,383 76,352

CLALSHPYLYAQLDGPRR 3 0.999

E1BQ34 E1BQ34_BOVIN HIPK1 Uncharacterized protein 0.999 1.8 4,323,429 338,018

IEPSGWDVSGQSSNDKYYTHSK 3 0.999

E1BQ40 E1BQ40_BOVIN C23H6ORF142 Uncharacterized protein 0.999 3.3 7,611,092 594,945

PPAFSFVSPTNQKTPPAPGDLASASVLEEFHSR 3 0.999

E9QB09 E9QB09_BOVIN Uncharacterized protein (Fragment 0.974 6.3 11,738,552 770,809

HEQDAGVRCSGARTTLPLATAGTK 3 0.837

HYCDHSEDAGVICSGRFVRLAGGDGPCSGR 3 0.844

G3MZA6 G3MZA6_BOVIN SLFN14 Uncharacterized protein 0.999 1.1 13,729,181 449,863

F1MAU2 F1MAU2_BOVIN SLFN14 Uncharacterized protein (Fragment 0.999 1.1 13,729,181 449,863

SWCPDIFSLR 3 0.999



F1MAV4 F1MAV4_BOVIN Bt.106375 Uncharacterized protein 0.941 1.3 2,492,846 274,874

HNRISSPVSK 3 0.818

F1MAZ4 F1MAZ4_BOVIN CHRDL1 Uncharacterized protein (Fragment 0.999 4.6 1,527,832 139,746

HSYHRSHYDPPPSRQAGGLPR 3 0.999

F1MB06 F1MB06_BOVIN Bt.26214 Uncharacterized protein (Fragment 0.999 4.1 6,576,032 1,713,166

PRTPNSSCAAPSKTSCGLFPQGPPQPR 3 0.999

F1MB18 F1MB18_BOVIN Uncharacterized protein (Fragment 0.999 25.5 796,046 192,892

F1N0K3 F1N0K3_BOVIN Bt.87875 Uncharacterized protein 0.999 16.4 796,046 192,892

F1MPZ7 F1MPZ7_BOVIN GNLY Uncharacterized protein 0.999 16.4 796,046 192,892

IIQHLMDKLGDQPDENTVIEAASK 3 0.999

F1MB39 F1MB39_BOVIN Bt.103805 Uncharacterized protein (Fragment 0.999 6.1 2,039,525 297,849

SSLPEISWVFFSQQFCLLLGSALGGVFKR 3 0.999

F1MB40 F1MB40_BOVIN LOC788599 Uncharacterized protein 0.999 4.9 2,896,384 847,827

CNECGKTFNRGSHLSTHEVIHTGMK 3 0.999

F1MB43 F1MB43_BOVIN Bt.26222 Uncharacterized protein (Fragment 0.999 8.0 2,478,887 370,601

TVELALALCLLFTLAFGQTLQFHEHVFLR 3 0.999

Q2YDP6 CA049_BOVIN Uncharacterized protein C1orf49 homolog 0.999 8.5 1,990,096 208,424

F1MB56 F1MB56_BOVIN C16H1ORF49 Uncharacterized protein 0.999 8.5 1,990,096 208,424

LPYHAWASFSPLASGPAF 3 0.999

F1MB97 F1MB97_BOVIN Bt.5804 Uncharacterized protein (Fragment 0.999 5.0 5,662,169 3,667,745

QQEDQEKALTASKGK 3 0.999

TLFIGNLEKTTTYHDLR 3 0.999

F1MBD2 F1MBD2_BOVIN MBLAC1 Uncharacterized protein 0.999 11.8 1,511,980 279,794

VLGTADVVVPGHGAPFRVIREASAPETEPAR 3 0.999

F1MBD5 F1MBD5_BOVIN SURF2 Uncharacterized protein (Fragment 0.999 4.2 7,298,192 585,527

EDQQDGDGPPR 3 0.999

F1MBE1 F1MBE1_BOVIN Bt.87966 Uncharacterized protein 0.999 2.3 556,659 98,751

NIILMGPPGAGKTTVGR 3 0.999

F1MBE2 F1MBE2_BOVIN LOC505265 Uncharacterized protein 0.999 5.5 2,352,279 276,685

HDSVYKAFESSFSGPEILTLSLSVSPHR 3 0.999

F1MBE9 F1MBE9_BOVIN Bt.12630 Uncharacterized protein (Fragment 0.999 6.5 3,317,125 744,203

NMGLSPPGSSSSTSSTCRVEPSR 3 0.999

F1MBH6 F1MBH6_BOVIN SLC16A6 Uncharacterized protein 0.999 5.0 3,367,804 624,821

SVVTAVASTGECFAMFAFAPAITALK 3 0.999

F1MBI2 F1MBI2_BOVIN HR Uncharacterized protein 0.999 2.1 2,024,925 287,955

DGETGVGRHPNLCPLLLGHPDTVPR 3 0.999

F1MBI8 F1MBI8_BOVIN Bt.65817 Uncharacterized protein 0.999 1.9 12,357,846 2,462,543

GPSAEMQGYMMRDLNSSIDLQSFMAR 3 0.999

F1MBJ0 F1MBJ0_BOVIN Bt.25476 Uncharacterized protein 0.999 5.5 3,460,171 663,406

RLNSEPWGLVAPPQPVPPAEGRPGFER 3 0.999

F1MBK9 F1MBK9_BOVIN Bt.101019 Uncharacterized protein 0.999 8.6 1,475,001 407,826

QCWNITSGTVTSIVVWVLAILASVPGLYFSK 3 0.999

F1MBL6 F1MBL6_BOVIN SMG1 Uncharacterized protein (Fragment 1.000 0.6 5,760,104 584,346

QLDNILAAVHDVLNESKINSSK 3 0.999

F1MBL9 F1MBL9_BOVIN SPDYA Uncharacterized protein 1.000 4.0 5,950,567 380,783

PIFKDSWPASEK 3 0.999

F1MBQ1 F1MBQ1_BOVIN PPEF1 Serine/threonine-protein phosphatase (Fragment 0.999 3.7 4,516,633 481,035

SGKLSMGQWAFSMENVLGLNLPWR 3 0.999

P19754 ADCY1_BOVIN ADCY1 Adenylate cyclase type 1 0.999 1.8 1,061,192 186,491

F1MBR9 F1MBR9_BOVIN Bt.517 Uncharacterized protein (Fragment 0.999 1.8 1,061,192 186,491

LRLDYLWAAQAEEERDDMEK 3 0.999

F1MBS6 F1MBS6_BOVIN Bt.87743 Uncharacterized protein 0.999 2.7 26,045,625 2,700,868

DPSCQHPPHFPDMDSDAVVK 3 0.999

F1MBU2 F1MBU2_BOVIN Bt.7562 Uncharacterized protein 0.999 1.4 1,161,853 192,293

RFAGQMAALCSR 3 0.999

Q6H236 PEG3_BOVIN PEG3 Paternally-expressed gene 3 protein 0.999 1.2 1,792,829 139,515

F1MBU3 F1MBU3_BOVIN PEG3 Uncharacterized protein 0.999 1.2 1,792,829 139,515

EAGASERGPEGGAFGGGGFSCGSDLVSKK 3 0.999

F1MBU6 F1MBU6_BOVIN Bt.45359 Uncharacterized protein 0.999 0.8 2,623,717 308,941

NHLTNSDQNQTASFHLHK 3 0.999

F1MBV4 F1MBV4_BOVIN Bt.22977 Uncharacterized protein 0.999 3.6 1,268,347 256,988

F1MD27 F1MD27_BOVIN Bt.22977 Uncharacterized protein 0.999 3.7 1,268,347 256,988

F1MD29 F1MD29_BOVIN Bt.22977 Uncharacterized protein 0.999 3.3 1,268,347 256,988

NIEEWGPFDLVIGGSPCNDLSNVNPARK 3 0.999

Q9GL30 PLBL1_BOVIN PLBD1 Phospholipase B-like 1 0.999 2.8 1,668,956 143,883

F1MBV7 F1MBV7_BOVIN PLBD1 Uncharacterized protein 0.999 3.5 1,668,956 143,883

KLGLDYSYDLASRAK 3 0.999

F1N138 F1N138_BOVIN Bt.102954 Uncharacterized protein 0.999 8.3 462,233 62,053

F1MBV8 F1MBV8_BOVIN Bt.102954 Uncharacterized protein (Fragment 0.999 8.3 462,233 62,053

LHPAHIAPLESTAAWSKEKDK 3 0.999

F1MBX0 F1MBX0_BOVIN Bt.53547 Uncharacterized protein (Fragment 0.999 5.5 1,886,434 370,645

Q3T028 TSG13_BOVIN TSGA13 Testis-specific gene 13 protein 0.999 5.5 1,886,434 370,645

FSTDNDFKSEGKYSK 3 0.999

F1MC03 F1MC03_BOVIN Bt.59025 Uncharacterized protein 0.999 2.3 2,861,497 617,702

F1MK79 F1MK79_BOVIN Bt.59025 Uncharacterized protein 0.999 2.4 2,861,497 617,702

F1N4A0 F1N4A0_BOVIN Bt.59025 Uncharacterized protein 0.999 2.2 2,861,497 617,702

SQGNVSSGQICPSFTPRLGQLSLTSLPSAESR 3 0.999

YPSMSATPVIPDSVTSVPPPKSER 3 0.999

F1MC07 F1MC07_BOVIN Uncharacterized protein (Fragment 0.999 5.2 1,701,433 496,767

G3MY17 G3MY17_BOVIN Uncharacterized protein (Fragment 0.999 6.5 1,701,433 496,767

AFICGYQLTLHLRVHTGEIPYECKECGK 3 0.999

F1MC09 F1MC09_BOVIN Uncharacterized protein (Fragment 0.999 3.1 7,957,658 1,341,702

LDPQGSSAPTVCPQPGTHVPTGVPSK 3 0.999

F1MC11 F1MC11_BOVIN Bt.91072 Uncharacterized protein 1.000 6.3 2,529,442 133,113

ALEEANADLEVK 2 0.999

VLDELTLAR 2 0.980

VTMQNLNDR 2 0.979

F1MC20 F1MC20_BOVIN LOC790600 Uncharacterized protein 0.999 5.7 2,058,057 194,650

F1MC19 F1MC19_BOVIN LOC790600 Uncharacterized protein (Fragment 0.999 5.8 2,058,057 194,650

NYRGYKEPDDYSMR 3 0.999

F1MC26 F1MC26_BOVIN TBC1D2B Uncharacterized protein (Fragment 0.999 1.8 7,983,333 435,377

DYYTKTLLGSQVDQR 3 0.999

F1MC30 F1MC30_BOVIN GCNT4 Uncharacterized protein 0.999 12.1 14,454,329 1,588,458

LVSEEEKSFPIAYSLVVHKDAIMVER 3 0.999

NRYTHVKNEIGYEINCSGVYEQEPLEIGK 3 0.868

F1MC39 F1MC39_BOVIN Bt.1097 Uncharacterized protein 0.999 1.1 5,371,829 1,056,652

TSAHVSGIKELARR 3 0.999

F1MC40 F1MC40_BOVIN Bt.44639 Uncharacterized protein 0.999 1.1 3,607,784 518,179

LVLLKHTAEQDR 3 0.999

F1MC45 F1MC45_BOVIN Bt.68981 Uncharacterized protein (Fragment 0.956 1.5 810,275 136,944

CLEACTVSEETMR 2 0.956

F1MC48 F1MC48_BOVIN Bt.97636 Uncharacterized protein 0.999 3.8 6,350,884 601,183

GQNALRQILAPVVKEIMDDK 3 0.999

KQIPAITCIQSQWRGYK 3 0.999

VNLLAALTNIDLALEQGSAPALFK 3 0.999

F1MC50 F1MC50_BOVIN ITSN2 Uncharacterized protein (Fragment 0.999 1.7 3,257,592 661,014

RQGYIHELIETEERYVDDLQLVVEVFQK 3 0.999

F1MC61 F1MC61_BOVIN MAP3K11 Uncharacterized protein 0.999 1.6 4,477,250 470,038

EHLLAQWELEVFER 3 0.999

F1MC84 F1MC84_BOVIN LOC535409 Uncharacterized protein (Fragment 0.999 1.0 6,662,508 1,304,665

FNIDDESGVISTADILDR 3 0.999

VTQVLSGFQGCLDSVVLNNNELPLQNKR 3 0.999

F1MC90 F1MC90_BOVIN ZFP106 Uncharacterized protein 0.999 2.6 9,196,545 911,398

GSLKIEFQVQTLEDESDGEISDTEK 3 0.999

GSLKIEFQVQTLEDESDGEISDTEKHETK 3 0.999

PTMSLKQEVTPLAASLRTDER 3 0.999

F1MCA6 F1MCA6_BOVIN CCDC150 Uncharacterized protein (Fragment 0.999 1.6 7,862,335 702,529

LAMSLEQALQTNNHLQTK 3 0.999

F1MCA8 F1MCA8_BOVIN TMPO Uncharacterized protein 0.999 5.0 1,636,604 229,885

HTLAQILRYSVIGGSSVAGTTRK 3 0.999

F1MCC3 F1MCC3_BOVIN Bt.28829 Uncharacterized protein (Fragment 0.999 8.2 349,253 39,483

Q0P5A8 Q0P5A8_BOVIN PNCK Pregnancy up-regulated non-ubiquitously expressed CaM kinas 0.999 8.5 349,253 39,483

IQAGNMLGTACGTPGYVAPELLEQKPYGK 3 0.999

F1MCD1 F1MCD1_BOVIN ANKRD56 Uncharacterized protein 0.999 3.1 2,803,383 237,534

PRDPPAGAAPAGGAAPGSPLPARR 3 0.999



F1MCD3 F1MCD3_BOVIN Bt.48084 Uncharacterized protein (Fragment 0.999 2.7 360,700 66,624

Q0V896 Q0V896_BOVIN CYP4F2 Cytochrome P450, family 4, subfamily F, polypeptide 2 0.999 2.7 360,700 66,624

LVHDFTDAVIQERR 3 0.999

F1MCE7 F1MCE7_BOVIN BMPR-IA Uncharacterized protein 0.999 5.3 777,574 134,260

LAYSAACGLCHLHTEIYGTQGKPAIAHR 3 0.999

F1MCF8 F1MCF8_BOVIN Bt.106009 Uncharacterized protein 1.000 7.7 1,934,835 89,877

F1MLW7 F1MLW7_BOVIN Bt.106009 Uncharacterized protein 1.000 7.7 1,934,835 89,877

F1MLW8 F1MLW8_BOVIN LOC616727 Uncharacterized protein 1.000 7.7 1,934,835 89,877

GSYSCEVTHEGSTVTK 2 0.999

SKGSYSCEVTHEGSTVTK 3 0.804

F1MCG5 F1MCG5_BOVIN Bt.91437 Uncharacterized protein 0.999 4.2 2,965,871 287,240

F1N2T8 F1N2T8_BOVIN TAP2 Uncharacterized protein 0.999 4.5 2,965,871 287,240

HQAVLWEIQDATAKAGQVVRESVGGLQTVR 3 0.999

F1MCH3 F1MCH3_BOVIN Bt.24813 Uncharacterized protein 0.999 6.4 6,407,458 558,289

AGPPPQGSSSQPIWKAIPK 3 0.999

CSRSQFEKPDFSPESSK 3 0.999

F1MCJ5 F1MCJ5_BOVIN LOC619083 Uncharacterized protein (Fragment 0.999 8.5 1,057,716 170,020

F1MR68 F1MR68_BOVIN LOC785899 Uncharacterized protein 0.999 9.0 1,057,716 170,020

IIVVLFVVFLAIYILTLTWNLSLLILIR 3 0.999

F1MCK2 F1MCK2_BOVIN AHNAK Uncharacterized protein 0.999 0.5 403,773 75,060

GPDVDIKGPKVDVDIPDVDVQGPDWHLK 3 0.999

F1MCL3 F1MCL3_BOVIN Bt.61353 Uncharacterized protein 1.000 2.8 10,727,463 546,235

NLSFSEDGYQMHPKLVIILLNKER 3 0.999

VFASTGYGIAIQKDSGWK 3 0.848

F1MCL8 F1MCL8_BOVIN ARHGAP31 Uncharacterized protein (Fragment 1.000 3.8 4,341,247 553,072

SLTLPALSLPMKLVSLEEAQARSLATNHPAR 3 0.999

TSESPLGSQHSSELEKKLDEEK 3 0.999

F1MCM3 F1MCM3_BOVIN UHRF1BP1 Uncharacterized protein (Fragment 0.999 2.2 5,202,033 422,266

AQASDSPAALKPPGSR 3 0.999

VVEGMFIMVNSITIK 3 0.999

Q58CQ0 CL043_BOVIN Uncharacterized protein C12orf43 homolog 0.999 7.0 860,268 118,904

F1MCQ8 F1MCQ8_BOVIN C17H12ORF43 Uncharacterized protein 0.999 7.0 860,268 118,904

LPSSSSSDDGDEELRRCR 3 0.999

P10895 PLCD1_BOVIN PLCD1 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase delta- 0.999 3.2 1,077,565 213,410

F1MCV9 F1MCV9_BOVIN PLCD1 Uncharacterized protein (Fragment 0.999 3.1 1,077,565 213,410

KIFKECDHSQTDSLEDEEIETFYK 3 0.999

F1MCW5 F1MCW5_BOVIN RCBTB2 Uncharacterized protein 0.999 5.7 1,708,042 591,791

GQSVTLPHLTHFSSTDDVFACFATPAVTWR 3 0.999

F1MV99 F1MV99_BOVIN Bt.25391 Uncharacterized protein 0.999 7.6 699,081 83,204

F1MCW6 F1MCW6_BOVIN Bt.25391 Uncharacterized protein (Fragment 0.999 8.1 699,081 83,204

AVVVPVLYLLVCAVGLGGNTLVIYVVLR 3 0.999

F1MCY0 F1MCY0_BOVIN PDE1C Uncharacterized protein (Fragment 0.999 3.9 1,643,838 168,134

RTSNMVGLSYPPAVIEALKDVDK 3 0.999

F1MCY1 F1MCY1_BOVIN Bt.21967 Uncharacterized protein (Fragment 1.000 1.3 13,864,404 1,605,869

FHSALDVTPGTLPPPCGQGR 3 0.999

F1MCY7 F1MCY7_BOVIN Bt.42317 Uncharacterized protein 0.999 1.0 2,253,727 516,886

TPSSQAIVAEKTLNSQR 3 0.999

Q2HJA8-2 TMUB2_BOVIN TMUB2 Isoform 2 of Transmembrane and ubiquitin-like domain-containing prot 0.999 5.3 339,187 39,610

Q2HJA8 TMUB2_BOVIN TMUB2 Transmembrane and ubiquitin-like domain-containing protein 0.999 5.0 339,187 39,610

F1MCZ8 F1MCZ8_BOVIN TMUB2 Uncharacterized protein 0.999 5.3 339,187 39,610

F1N5S5 F1N5S5_BOVIN TMUB2 Uncharacterized protein 0.999 5.0 339,187 39,610

YFPGQESQMKLIYQGR 3 0.999

F1MD13 F1MD13_BOVIN Bt.10338 Uncharacterized protein 0.999 4.9 26,208,458 2,948,240

YGQSLMVNCSTTCPDPGPGGIETLLKK 3 0.999

F1MD22 F1MD22_BOVIN Bt.12699 Uncharacterized protein 0.952 1.9 1,120,037 256,649

QFHFTAWPEHGVPYHATGLLAFIRRVK 3 0.819

F1MD25 F1MD25_BOVIN Bt.62085 Uncharacterized protein 0.999 1.6 5,380,098 708,125

ATTLGSYTVQMVKMQR 3 0.999

RSPQNVMAQQKVTK 3 0.999

F1MD34 F1MD34_BOVIN Bt.3422 Uncharacterized protein (Fragment 0.999 2.0 2,070,988 170,251

FYEDQYGVALFNSMR 3 0.999

F1MD40 F1MD40_BOVIN COL6A6 Uncharacterized protein 1.000 4.8 20,670,715 11,429,080

IHAGTPQVLLVLTDGQSQDEVAQAAEELR 3 0.999

KNQGVPQIAVLVTHSPSQDNVTKAAVNLR 3 0.999

RTTAAHGQRGHTGPQGK 3 0.999

TGLPGFKGSEGYLGEEGTAGERGASGPVGEQGTK 3 0.999

F1MD64 F1MD64_BOVIN FAM38A Uncharacterized protein (Fragment 0.999 3.0 3,723,836 472,237

GAEEEPALPAPQEEPGGAARPPAEDNVQAEAK 3 0.999

RQLASLLEGTSDQSVVIPHLFPK 3 0.999

VPVLGAGAVQASAPGLSPVPRR 3 0.999

P27214 ANX11_BOVIN ANXA11 Annexin A11 0.999 4.0 2,309,424 479,378

P27214-2 ANX11_BOVIN ANXA11 Isoform 2 of Annexin A11 0.999 4.0 2,309,424 479,378

F1MD65 F1MD65_BOVIN ANXA11 Uncharacterized protein 0.999 4.0 2,309,424 479,378

F1MD66 F1MD66_BOVIN ANXA11 Uncharacterized protein 0.999 4.0 2,309,424 479,378

F1MUN7 F1MUN7_BOVIN ANXA11 Uncharacterized protein 0.999 4.0 2,309,424 479,378

LYGKSLYHDITGDTSGDYRK 3 0.999

F1MD74 F1MD74_BOVIN CAST Uncharacterized protein 0.999 2.6 334,961 41,654

F1MR96 F1MR96_BOVIN CAST Uncharacterized protein 0.999 2.3 334,961 41,654

F1N161 F1N161_BOVIN CAST Uncharacterized protein 0.999 2.3 334,961 41,654

G3N2N7 G3N2N7_BOVIN CAST Uncharacterized protein 0.999 4.1 334,961 41,654

TEASPAAAPVPVAEDVPR 3 0.999

F1MD76 F1MD76_BOVIN Bt.62187 Uncharacterized protein (Fragment 0.999 1.9 4,654,646 144,299

QVLFDSKAVHKMEEVAAQR 3 0.999

F1MD79 F1MD79_BOVIN ANKFY1 Uncharacterized protein (Fragment 0.999 1.9 2,784,613 565,148

HGCDATCWGPGPSGCLQTLLHR 3 0.999

F1MD84 F1MD84_BOVIN CNNM1 Uncharacterized protein (Fragment 1.000 1.7 3,156,992 374,379

AWHHHGAAGGFLLRVR 3 0.999

P55156 MTP_BOVIN MTTP Microsomal triglyceride transfer protein large subunit (Fragmen 0.999 3.2 751,898 137,419

F1MDA1 F1MDA1_BOVIN P55156 Uncharacterized protein 0.999 3.1 751,898 137,419

PVLLHLIHGKIKEFYSYQNEPAAIENLK 3 0.999

F1MDA6 F1MDA6_BOVIN VPS45 Uncharacterized protein 0.999 2.5 1,653,225 163,049

LLQNPRVTEFDAAR 3 0.999

F1MDB3 F1MDB3_BOVIN Bt.64559 Glutamine synthetase (Fragment 0.999 5.0 1,031,679 108,648

P15103 GLNA_BOVIN GLUL Glutamine synthetase 0.999 5.4 1,031,679 108,648

AYGRDIVEAHYRACLYAGIK 3 0.999

F1MDB9 F1MDB9_BOVIN TACC2 Uncharacterized protein (Fragment 0.999 1.9 2,321,126 382,853

PAGLLFQQPDLDSALQIARAEIITKER 3 0.884

QASDLRGEGEGLEGGPSEIPAPIPPEER 3 0.999

F1MDC1 F1MDC1_BOVIN Uncharacterized protein 0.999 1.2 1,883,963 456,150

ELCRAQSSHASLRADAEK 3 0.999

F1MDC2 F1MDC2_BOVIN COL9A2 Uncharacterized protein 0.999 3.7 5,182,479 466,883

GDQGEVGRGHPGMPGPPGIPGLPGR 3 0.999

F1MDC5 F1MDC5_BOVIN Bt.46274 Uncharacterized protein (Fragment 1.000 2.2 1,556,024 224,456

F1MQ30 F1MQ30_BOVIN FGD6 Uncharacterized protein (Fragment 1.000 2.2 1,556,024 224,456

NLLEDSGDYRDTQDALAVVIEVANHANDTMK 3 0.999

F1MDD5 F1MDD5_BOVIN Bt.12589 Uncharacterized protein (Fragment 0.999 0.7 4,447,038 985,775

NANDITNEVLDGLNPIQTDVERIK 3 0.999

F1MWP1 F1MWP1_BOVIN Bt.25661 Uncharacterized protein 0.999 2.6 42,708,219 3,987,655

F1MDE2 F1MDE2_BOVIN Bt.25661 Uncharacterized protein (Fragment 0.999 2.7 42,708,219 3,987,655

SLQIPEKLELTSDTADSPTQSPWCPQYR 3 0.999

F1MDF3 F1MDF3_BOVIN ALS2 Uncharacterized protein 0.999 2.9 23,479,842 2,733,844

LNKQTDLALLGFLGVQRK 3 0.999

NLGSEVHLIEDLMDPYLQHGEQGIMFTTLK 3 0.999

F1MDI7 F1MDI7_BOVIN P2RY2 Uncharacterized protein 0.999 6.1 7,241,254 638,626

PLASANSCLDPVLYFLAGQRLVR 3 0.999

F1MDJ4 F1MDJ4_BOVIN Bt.24278 Uncharacterized protein 0.999 2.5 4,769,583 415,403

KIDEVPSRAELIQYQK 3 0.999

F1MDL5 F1MDL5_BOVIN BICC1 Uncharacterized protein (Fragment 0.999 2.2 1,889,184 289,719

NGIGPASHGEFAASVGSPK 3 0.999

F1MDL7 F1MDL7_BOVIN Uncharacterized protein (Fragment 0.999 2.2 2,002,594 190,167

F1MV92 F1MV92_BOVIN Uncharacterized protein (Fragment 0.999 2.4 2,002,594 190,167

WVPFLQRSWSASAGQAWGPQR 3 0.999

F1MDP3 F1MDP3_BOVIN SMARCAL1 Uncharacterized protein 0.999 1.9 2,699,321 278,639

IPSIIEYILDLLESGREK 3 0.999

F1MDS5 F1MDS5_BOVIN LRCH1 Uncharacterized protein (Fragment 0.999 4.6 1,913,053 274,034



QLQVLLLENNPLQSPPAQICTKGKVHIFK 3 0.999

F1MDU7 F1MDU7_BOVIN DNA topoisomerase 2 0.999 1.9 52,111,404 8,315,061

EDLAAFVEELEVVEAKEK 3 0.999

GIPVVEHKVEK 3 0.999

F1MDU9 F1MDU9_BOVIN LOC617204 Uncharacterized protein 1.000 1.0 1,519,688 171,711

VTAALQTQALYVGCALLSSQK 3 0.999

Q2T9L8 SYMC_BOVIN MARS Methionyl-tRNA synthetase, cytoplasmic 0.999 2.0 246,939 37,053

F1MDW1 F1MDW1_BOVIN MARS Uncharacterized protein 0.999 2.0 246,939 37,053

LLTHITLELQHYHQLLEK 3 0.999

F1MDX6 F1MDX6_BOVIN GLB1L3 Beta-galactosidase (Fragment) 0.999 3.3 5,768,746 611,672

RVLCVLFLPFVSSGFAPPAKYR 3 0.999

F1MDZ2 F1MDZ2_BOVIN NEF3 Uncharacterized protein 0.999 1.8 232,214 27,054

O77788 NFM_BOVIN NEFM Neurofilament medium polypeptide 0.999 1.8 232,214 27,054

F6PP75 F6PP75_BOVIN NF-M Uncharacterized protein 0.999 1.8 232,214 27,054

WEMARHLREYQDLLNVK 3 0.999

F1ME37 F1ME37_BOVIN Bt.63162 Uncharacterized protein (Fragment 0.999 10.9 2,554,927 296,211

F1MIP0 F1MIP0_BOVIN Bt.63162 Uncharacterized protein (Fragment 0.999 8.1 2,554,927 296,211

F1MUL5 F1MUL5_BOVIN Bt.63162 Uncharacterized protein (Fragment 0.999 8.5 2,554,927 296,211

LLADELSLESVLCSYLEEAMK 3 0.999

PLRIGYYESDGFTQPSPSMAR 3 0.999

F1ME39 F1ME39_BOVIN JOSD2 Uncharacterized protein (Fragment 0.999 11.5 3,807,133 379,862

RGAEDGMSQAPGAQPSPPSVYHER 3 0.999

F1ME43 F1ME43_BOVIN FOXL1 Uncharacterized protein 0.999 7.8 8,989,188 1,840,833

FPFYHDNRQGWQNSIRHNLSLNDCFVK 3 0.999

F1ME51 F1ME51_BOVIN Uncharacterized protein 0.999 4.0 1,637,460 179,718

TTGYGRVPALCGWSPISWATPWNR 3 0.999

F1ME62 F1ME62_BOVIN Bt.82462 Uncharacterized protein (Fragment 0.999 1.6 6,961,722 1,043,552

PSFLTPDTSVATFLETAK 3 0.999

QRAEPSVSAPEDLSQLPSTNEAEKAEIK 3 0.999

SEGVSEHKTVLEEEK 3 0.999

F1ME72 F1ME72_BOVIN Bt.15588 Uncharacterized protein 0.999 4.0 1,849,450 533,251

LPKPSMDFQGK 3 0.999

F1ME89 F1ME89_BOVIN Bt.63967 Uncharacterized protein (Fragment 0.999 3.8 838,435 76,664

F1N737 F1N737_BOVIN ZBBX Uncharacterized protein 0.999 2.4 838,435 76,664

PITEQYQGLERFFVFDKNER 3 0.999

Q75WB5 OPLA_BOVIN OPLAH 5-oxoprolinase 0.999 1.0 3,097,950 229,965

F1ME97 F1ME97_BOVIN OPLAH Uncharacterized protein 0.999 1.0 3,097,950 229,965

DRPLDTSRIASIR 3 0.999

Q3B7M3 FA65B_BOVIN FAM65B Protein FAM65B 0.999 1.8 527,020 65,209

F1MEE9 F1MEE9_BOVIN FAM65B Uncharacterized protein 0.999 1.8 527,020 65,209

DSSSASCSSSSREGSEPR 3 0.999

F1MEH3 F1MEH3_BOVIN Bt.45180 Uncharacterized protein 0.999 7.6 2,505,827 234,656

LPLSHVLDVLEGRAQHPGVLYVQK 3 0.999

F1MEH8 F1MEH8_BOVIN Uncharacterized protein (Fragment 0.999 38.2 1,340,383 183,267

F1MFJ2 F1MFJ2_BOVIN Bt.61594 Uncharacterized protein (Fragment 0.999 2.9 1,340,383 183,267

RTPLHVAAFLGDAEIIELLILSGARVNAK 3 0.999

F1MEM9 F1MEM9_BOVIN TTC19 Uncharacterized protein 0.999 4.9 2,549,650 1,025,826

RDEASVQHIREELAELAR 3 0.999

F1MEN2 F1MEN2_BOVIN SPECC1 Uncharacterized protein (Fragment 0.999 3.0 7,010,781 255,342

TQDSEGGDALDSSVDGASVLPGDSEPLIR 3 0.999

Q1JP73 CI064_BOVIN UPF0553 protein C9orf64 homolog 0.999 5.6 1,222,931 373,113

F1MEP1 F1MEP1_BOVIN C9ORF64 Uncharacterized protein 0.999 5.6 1,222,931 373,113

HILRSDTDVPMPLIEERHR 3 0.999

F1MEQ5 F1MEQ5_BOVIN DARS2 Uncharacterized protein 0.999 7.1 3,598,889 232,287

FIMEEQGLGLVKLLETQEEDVVLLTAGEHK 3 0.999

IHNSELQHYVLDTVLK 3 0.999

F1MER4 F1MER4_BOVIN VIT Uncharacterized protein 0.999 5.7 2,286,741 492,030

Q95LI2 VITRN_BOVIN VIT Vitrin 0.999 5.7 2,286,741 492,030

GGAPNVAVVMVDGWPTDK 3 0.999

GVTYPSSLTYSSSKSPAAK 3 0.999

F1MER5 F1MER5_BOVIN MICALCL Uncharacterized protein (Fragment 0.999 3.4 513,659 35,341

G3MYZ8 G3MYZ8_BOVIN MICALCL Uncharacterized protein (Fragment 0.999 3.4 513,659 35,341

G3N2C8 G3N2C8_BOVIN MICALCL Uncharacterized protein (Fragment 0.999 3.4 513,659 35,341

STRNGSGGHVLKPVHPLLLPLAEK 3 0.999

F1MER7 F1MER7_BOVIN HSPG2 Uncharacterized protein (Fragment 1.000 1.5 3,025,940 203,357

AHSVEECRCPIGYSGLSCESCDAHFTR 3 0.999

AQVHRGILRLPAVEASDQGQYLCR 3 0.844

LRPGIVQSGGIVRIAR 3 0.999

F1MET4 F1MET4_BOVIN MEGF10 Uncharacterized protein 0.999 1.4 1,889,413 228,042

HCEQKCPAGTYGYGCR 3 0.999

F1MM14 F1MM14_BOVIN Bt.2052 Uncharacterized protein 0.999 3.5 12,423,302 5,359,523

F1MET6 F1MET6_BOVIN Bt.77725 Uncharacterized protein (Fragment 0.999 5.9 12,423,302 5,359,523

ISTYGLLPGGIQPLPQTKTIKK 3 0.999

F1MEU0 F1MEU0_BOVIN RP9 Uncharacterized protein (Fragment 1.000 13.2 7,319,683 625,506

AASAAPRGAAMSSRAR 3 0.999

PEDCIPDVPGNEHAR 3 0.999

F1MEU2 F1MEU2_BOVIN Uncharacterized protein 0.999 1.5 526,214 83,160

F1MRP6 F1MRP6_BOVIN Bt.2303 Uncharacterized protein 0.999 1.4 526,214 83,160

Q32S24 COBA2_BOVIN COL11A2 Collagen alpha-2(XI) chain 0.999 1.4 526,214 83,160

PGLPGMPGSDGPPGHPGKEGPPGTK 3 0.999

F1MEU3 F1MEU3_BOVIN Bt.105691 Uncharacterized protein (Fragment 0.999 2.4 1,426,915 115,311

AVMSSGHALSPIIKPLLERSFNNILAVLQK 3 0.999

F1MEV7 F1MEV7_BOVIN RLN3 Uncharacterized protein (Fragment 0.999 19.9 10,648,393 2,459,130

SMVRHLVLLLLALGVLTGELLPRTEAR 3 0.999

F1MEW4 F1MEW4_BOVIN CBS Uncharacterized protein 0.999 3.3 3,107,056 263,962

SAGCPHLSGAHLGRGSLEK 3 0.999

F1MEY0 F1MEY0_BOVIN Bt.105538 Uncharacterized protein 0.999 3.6 4,664,960 523,984

DSTISNESSQSCSSGR 3 0.999

TAPLVLRPRDSSMDDGQSSEATTSR 3 0.999

F1MEY1 F1MEY1_BOVIN Bt.105691 Uncharacterized protein 0.999 3.5 24,003,273 4,052,904

AVMSSGHALSPIIKPLLERSFNNILAVLQK 3 0.999

LEALECSTNEKLEPGPDVEVK 3 0.999

F1MF11 F1MF11_BOVIN PLCH1 Uncharacterized protein (Fragment 0.999 0.7 3,786,883 423,089

GMCYSVENLLR 3 0.999

F1MF21 F1MF21_BOVIN Bt.40622 Uncharacterized protein 0.936 3.1 10,850,930 145,629

CSDLTSNCENYANISPSR 3 0.843

F1MF28 F1MF28_BOVIN Bt.48155 Uncharacterized protein 0.999 3.1 872,213 126,755

G5E6L9 G5E6L9_BOVIN Bt.48155 Uncharacterized protein (Fragment 0.999 3.4 872,213 126,755

VPAGPKASVVASHLR 3 0.999

F1MF39 F1MF39_BOVIN THSD7B Uncharacterized protein (Fragment 0.999 0.9 80,515,933 292,100

G3N0H1 G3N0H1_BOVIN THSD7B Uncharacterized protein (Fragment 0.999 0.9 80,515,933 292,100

AAACVTAQHGLQHR 3 0.999

F1MF53 F1MF53_BOVIN Bt.349 Uncharacterized protein 0.999 2.4 3,296,040 369,164

F1MVI0 F1MVI0_BOVIN CNTN1 Uncharacterized protein 0.999 2.4 3,296,040 369,164

EYHYGNNFGYIVAFKPFDGEEWKK 3 0.999

F1MF78 F1MF78_BOVIN SYNE2 Uncharacterized protein (Fragment 1.000 0.6 7,191,328 730,874

EEFNEHLEVVDKINQICKNLQFHLNK 3 0.999

EVIILDNLQEEVPEISK 3 0.822

F1MF87 F1MF87_BOVIN Bt.91527 Uncharacterized protein (Fragment 1.000 1.5 3,972,005 239,511

FALIAVPSIRSLSPQAKSHLR 3 0.999

SQAASSSSPVTIKPK 3 0.999

F1MFA7 F1MFA7_BOVIN LOC535781 Uncharacterized protein (Fragment 0.999 2.3 2,206,121 263,887

LTSKNAQLQSESNSLQSQFDK 3 0.999

F1MFD2 F1MFD2_BOVIN MLL5 Uncharacterized protein 0.999 1.1 2,643,453 295,755

GSAPEIDPSSDVSNFGWETK 3 0.999

Q0V8F1 CORO7_BOVIN CORO7 Coronin-7 0.999 3.1 12,111,402 1,321,904

F1MFD6 F1MFD6_BOVIN CORO7 Uncharacterized protein 0.999 3.1 12,111,402 1,321,904

LQGHRDQIFGLAWSPDGQQLATVCKDGR 3 0.999

F1MFI5 F1MFI5_BOVIN Bt.65958 Uncharacterized protein (Fragment 0.999 0.5 849,410 109,580

QATLPACRR 3 0.999

F1N203 F1N203_BOVIN Bt.56804 Uncharacterized protein (Fragment 0.999 5.7 723,209 157,603

Q0IIF9 CP2U1_BOVIN CYP2U1 Cytochrome P450 2U1 0.999 5.2 723,209 157,603

F1MFI9 F1MFI9_BOVIN CYP2U1 Uncharacterized protein 0.999 5.2 723,209 157,603

HGDAPFNPFPIVNNAVSNIICSLCFGRR 3 0.999

G3MXS7 G3MXS7_BOVIN Bt.92027 Uncharacterized protein 0.999 1.9 1,159,750 91,865



F1MFJ3 F1MFJ3_BOVIN Bt.92027 Uncharacterized protein (Fragment 0.999 2.0 1,159,750 91,865

ETEVSSSQLHSYVNSILIPGVGGKTR 3 0.999

F1MFJ7 F1MFJ7_BOVIN SESN3 Uncharacterized protein (Fragment 0.999 3.4 9,616,854 811,940

AQDYTWENHGFSLVNR 3 0.999

F1MFL5 F1MFL5_BOVIN SAP30L Uncharacterized protein 0.999 10.4 3,448,414 1,286,523

SVRHLYICDFHKNFIQSVR 3 0.999

F1MFM6 F1MFM6_BOVIN Bt.64897 Uncharacterized protein 0.999 8.3 1,148,004 128,883

P20959 IBP3_BOVIN IGFBP3 Insulin-like growth factor-binding protein 0.999 8.3 1,148,004 128,883

YGQPLPGFDVKGKGDVHCYSMESK 3 0.999

F1MFN0 F1MFN0_BOVIN Bt.63633 Uncharacterized protein (Fragment 0.999 6.3 588,275 101,696

F1MJA9 F1MJA9_BOVIN KCNG2 Uncharacterized protein (Fragment 0.999 7.0 588,275 101,696

EFGLLLLFLCVAMALFAPLVHLAERELGAR 3 0.999

F1MFP1 F1MFP1_BOVIN SPATA5 Uncharacterized protein (Fragment 1.000 2.6 6,569,717 948,810

MAGLVKITLKDFLQGMNDIR 3 0.999

F1MFR1 F1MFR1_BOVIN Bt.26256 Uncharacterized protein 0.999 1.5 757,173 111,369

TASNSHYVTLIIGDADNQLVFK 3 0.999

F1MFT9 F1MFT9_BOVIN MTMR3 Uncharacterized protein 0.999 3.2 18,595,717 2,445,842

PVLAHCSDGWDRTPQIVALAK 3 0.999

SPAHSPSALPLAECK 3 0.999

F1MFU2 F1MFU2_BOVIN KCTD9 Uncharacterized protein 0.999 7.7 19,520,259 847,155

FFGIDSLIEHLEVAIKNSQPPEDHSPISRK 3 0.999

F1MFU5 F1MFU5_BOVIN RPAP3 Uncharacterized protein 0.999 10.8 939,993 155,086

F1N0V7 F1N0V7_BOVIN RPAP3 Uncharacterized protein 0.999 3.6 939,993 155,086

FAVAESDCNLAIALNRSYTKAYAR 3 0.999

F1MFU7 F1MFU7_BOVIN Bt.103493 Uncharacterized protein 0.999 1.4 1,820,373 276,466

TKMGFVEEMDMQSSSR 3 0.999

F1MFW0 F1MFW0_BOVIN Bt.55894 Uncharacterized protein (Fragment 0.999 9.3 1,222,800 122,257

G3MXG5 G3MXG5_BOVIN Bt.55894 Uncharacterized protein (Fragment 0.999 10.0 1,222,800 122,257

LARASRDVAQLSGTLEEEK 3 0.999

F1MFX9 F1MFX9_BOVIN Bt.42860 Uncharacterized protein (Fragment 0.999 16.1 13,479,049 1,171,884

ITDTSLVFSFSAEDSESGVYMR 3 0.999

LVVVNEADSIVGIISLSDILQALILTPAGAK 3 0.999

F1MFY5 F1MFY5_BOVIN LOC768315 Uncharacterized protein 1.000 1.7 3,606,694 432,585

F1MPW9 F1MPW9_BOVIN LOC768315 Uncharacterized protein 1.000 1.7 3,606,694 432,585

NNVMIIETWNKVRSPGQDK 3 0.999

YYYPNVRDQMVAKGTLPLSR 3 0.999

F1MFY6 F1MFY6_BOVIN LOC790293 Uncharacterized protein 0.999 11.0 1,258,764 210,048

GERGTPGPGGAIGPQGPSGAMGPPGLK 3 0.999

F1MFY7 F1MFY7_BOVIN ANO6 Uncharacterized protein (Fragment 0.999 3.4 1,154,820 228,248

AIWNNIQEVLLPWVMNVFGRCRTVSGAEK 3 0.999

F1MFZ5 F1MFZ5_BOVIN UNC45B Uncharacterized protein (Fragment 0.999 3.4 1,695,046 316,743

ICSLMAVESEEMSLAVCNLLQGIIDALSGEDK 3 0.999

F1MFZ6 F1MFZ6_BOVIN Bt.35104 Uncharacterized protein 0.999 3.9 15,427,613 10,003,125

AASLRGGVGAPGSPSTPPTR 3 0.999

F1MFZ9 F1MFZ9_BOVIN Bt.22683 Uncharacterized protein 0.999 2.3 5,828,175 449,614

PSPPRGLVAAYSGESDSEEEQER 3 0.999

F1MG06 F1MG06_BOVIN Bt.88378 Uncharacterized protein 1.000 2.9 4,416,431 2,041,786

DNGHKYFLSVLADPYMPAEHR 3 0.890

ILSTSSLTQSAPASPTNK 3 0.999

F1MG08 F1MG08_BOVIN SPPL2A Uncharacterized protein (Fragment 0.999 3.1 1,553,596 137,954

SEFLDVKILIAFINHK 3 0.999

F1MG13 F1MG13_BOVIN MYO15A Uncharacterized protein (Fragment 0.999 0.9 2,173,455 470,464

PMPGPAPTPTLAPPLALAPGLPPAISPYSSLR 3 0.999

F1MG22 F1MG22_BOVIN Bt.26387 Uncharacterized protein (Fragment 0.999 3.4 567,372 67,706

F1N246 F1N246_BOVIN GRIK1 Uncharacterized protein (Fragment 0.999 3.5 567,372 67,706

GGIFETVENEPVNVEELAFKFAVTSINRNR 3 0.999

F1MG24 F1MG24_BOVIN 785381 Uncharacterized protein 1.000 4.1 41,650,450 4,027,112

DVESSLSSCRNSSSTVSYLKK 3 0.820

ICVGIPPGECFGLLGVNGAGK 3 0.816

LNAAQQVLRSNLDILKPVLTK 3 0.999

NSILSDIHEVHQNMGYCPQFDAITELLTGR 3 0.999

F1MG39 F1MG39_BOVIN SPOCD1 Uncharacterized protein (Fragment 0.999 4.4 2,337,924 170,284

F1MNK4 F1MNK4_BOVIN SPOCD1 Uncharacterized protein (Fragment 0.999 5.0 2,337,924 170,284

NHAFQRATSQVPVSFPDMPQNKEK 3 0.999

VVHGDITPHGLVRMSSVQLAPQELAR 3 0.907

F1MG60 F1MG60_BOVIN RAG1 Uncharacterized protein 1.000 2.1 1,990,354 244,552

ESCDGMGDVSEKHGSGPAVPEK 3 0.999

F1MG62 F1MG62_BOVIN BOSTAUV1R437 Uncharacterized protein (Fragment 0.999 3.0 250,842 25,259

F1MGV6 F1MGV6_BOVIN BOSTAUV1R437 Uncharacterized protein (Fragment 0.999 3.1 250,842 25,259

F1N263 F1N263_BOVIN BOSTAUV1R437 Uncharacterized protein (Fragment 0.999 3.1 250,842 25,259

LSPKAPPEER 1 0.999

F1MG84 F1MG84_BOVIN Bt.81171 Uncharacterized protein (Fragment 0.999 2.6 10,171,208 2,472,450

SNHHCHMSAYEKSFPIK 3 0.999

F1MG90 F1MG90_BOVIN Bt.26722 Uncharacterized protein 0.999 0.7 2,213,483 212,926

LVDTLPAPEVSEVVSLVLGFVK 3 0.999

F1MG92 F1MG92_BOVIN P35816 Uncharacterized protein (Fragment 0.999 5.1 520,594 121,838

P35816 PDP1_BOVIN PDP1 [Pyruvate dehydrogenase [acetyl-transferring]]-phosphatase 1, mitocho 0.999 5.6 520,594 121,838

VPEFDGKNVSSVLGFDSNQLPANAPIEDRR 3 0.999

O02776 PARG_BOVIN PARG Poly(ADP-ribose) glycohydrolase 1.000 5.2 5,357,435 480,941

F1MG95 F1MG95_BOVIN PARG Uncharacterized protein 1.000 5.2 5,357,435 480,941

GGEIRLHFQFEGGESRAGMNDVNAK 3 0.999

PGVSSENLSAVATGNWGCGAFGGDAR 3 0.999

F1MGD9 F1MGD9_BOVIN Bt.88548 Uncharacterized protein (Fragment 0.999 7.7 98,406,041 51,767,092

RGKFISLFYTVVTPALNPLIYTLR 3 0.999

F1MGE1 F1MGE1_BOVIN FRMD5 Uncharacterized protein (Fragment 0.999 4.2 2,119,097 567,604

FYPADPAALKEEITRYLVFLQIK 3 0.999

F1MGE4 F1MGE4_BOVIN LOC616964 Uncharacterized protein (Fragment 0.999 6.5 32,289,208 3,000,074

ALKRFVGILIQNHNNHELCYFC 3 0.999

F1MGF6 F1MGF6_BOVIN MUC19 Uncharacterized protein (Fragment 0.999 2.5 46,414,387 17,970,083

DGILLCQTPIDLTLQNCSGGAEYVDCRNPK 3 0.999

F1MGG2 F1MGG2_BOVIN HNF4G Uncharacterized protein 0.999 4.2 1,569,760 222,812

F1N2D7 F1N2D7_BOVIN HNF4G Uncharacterized protein 0.999 4.4 1,569,760 222,812

SRQISVSSPGASADINVK 3 0.999

F1MGG4 F1MGG4_BOVIN ZNF664 Uncharacterized protein 0.999 7.3 2,346,446 240,138

HTSSLCMHQRVHTGEKPYK 3 0.999

F1MGG8 F1MGG8_BOVIN Bt.88826 Uncharacterized protein 0.999 3.6 5,690,349 940,609

DQGAGDGHGSGGGKNSGGGKGSGSGK 3 0.999

SSPLGQSDHSEYVPMLPGK 3 0.999

F1MGI0 F1MGI0_BOVIN NACAD Uncharacterized protein (Fragment 0.999 2.4 1,149,685 210,664

APSAWTVQAEGGPSPGPAEVRPTEGPLPASLEPR 3 0.999

F1MGI2 F1MGI2_BOVIN Uncharacterized protein (Fragment 0.999 6.0 6,775,471 492,716

LLLLCVSVCVSSR 3 0.999

F1MGK5 F1MGK5_BOVIN Bt.39123 Uncharacterized protein 1.000 1.9 7,293,600 454,490

QEENPSTSLDSNGAALADGNIAESLESLV 3 0.999

SPPTNVPPQKHNDGK 3 0.999

F1MGL3 F1MGL3_BOVIN Bt.27409 Uncharacterized protein (Fragment 0.984 0.5 3,936,125 409,096

AQVPPLAISDVRMNSAETER 3 0.891

F1MGM4 F1MGM4_BOVIN Bt.48644 Uncharacterized protein 0.999 1.1 442,653 103,752

PQERRTGYEQFHPGPSPGDHDSLDSK 3 0.999

F1MT91 F1MT91_BOVIN Bt.8905 Uncharacterized protein (Fragment 0.999 3.3 3,791,554 1,085,607

F1MGQ5 F1MGQ5_BOVIN ITCH Uncharacterized protein 0.999 3.4 3,791,554 1,085,607

LHFRVWSHQTLKSDVLLGTAGLDIYETLK 3 0.999

F1MGQ6 F1MGQ6_BOVIN KRT6A Uncharacterized protein 1.000 7.2 9,406,364 743,593

AQYEEIAQR 2 0.973

NKYEDEINKR 3 1.000

NLDLDSIIAEVK 2 0.999

WTLLQEQGTK 2 0.987

F1MGS8 F1MGS8_BOVIN NAALAD2 Uncharacterized protein 1.000 5.8 1,199,521 134,711

NKYAGESFPGIFDAMFDIENKADPHSAWK 3 0.999

SIYNSSRKHEQACR 3 0.902

F1MGT1 F1MGT1_BOVIN SYNE1 Uncharacterized protein (Fragment 1.000 0.8 10,408,304 944,993

EHMTLEKGLHLTKEFSDK 3 0.999

ELVKEQTSHLEQRWFQLEDLVK 3 0.823

NVISEKQRTLYEALER 3 0.999

QWKDLQAEAPYHLLHLK 3 0.999



F6PMQ1 F6PMQ1_BOVIN Bt.10102 Uncharacterized protein 0.999 3.9 2,473,292 528,506

F1MGU1 F1MGU1_BOVIN CCDC84 Uncharacterized protein (Fragment 0.999 3.8 2,473,292 528,506

WCWCLCCGCEVRK 3 0.999

F1MGW0 F1MGW0_BOVIN Bt.23316 Uncharacterized protein (Fragment 0.999 2.8 2,746,399 494,141

P02453 CO1A1_BOVIN COL1A1 Collagen alpha-1(I) chain 0.999 2.7 2,746,399 494,141

GPPGPPGKNGDDGEAGKPGR 3 0.999

RGARGEPGPAGLPGPPGER 3 0.824

F1MGX7 F1MGX7_BOVIN IGDCC4 Uncharacterized protein 0.999 1.9 546,500 99,197

SPHREALPGLSSSATAGNPALYSR 3 0.999

F1MGY6 F1MGY6_BOVIN Bt.51842 Uncharacterized protein (Fragment 0.999 1.0 3,079,883 339,946

CVHVDGDETNVENSEVTVTSETEESK 3 0.999

F1MGZ8 F1MGZ8_BOVIN MGC139026 Uncharacterized protein 0.999 4.4 1,462,065 234,245

WPRTASPRCDEHFIGK 3 0.999

F1MH07 F1MH07_BOVIN MICAL1 Uncharacterized protein 0.999 1.8 4,728,842 704,645

QRLSSLHLTPDPEMEPPPK 3 0.999

Q95M17 CHIA_BOVIN CHIA Acidic mammalian chitinase 0.982 4.7 236,440 33,213

F1MH27 F1MH27_BOVIN CHIA Uncharacterized protein 0.982 4.7 236,440 33,213

DASNNGIGAPTSGAGPAGPYTR 2 0.982

F1MH31 F1MH31_BOVIN NUP214 Uncharacterized protein (Fragment 0.999 2.5 6,288,741 999,000

QLAVGKQNGTVVQYLPTLQEK 3 0.999

RQMASQAPAVSTLTESTLKNVPQVVNVQELK 3 0.999

F1MH36 F1MH36_BOVIN USP21 Ubiquitin carboxyl-terminal hydrolase 0.999 3.2 282,205 39,284

Q2KJ72 UBP21_BOVIN USP21 Ubiquitin carboxyl-terminal hydrolase 2 0.999 3.2 282,205 39,284

SVSSGDLRPMGIALGGHR 3 0.999

F1MH68 F1MH68_BOVIN Bt.92234 Uncharacterized protein (Fragment 0.999 3.1 769,482 81,586

LTVPENCSQGGMVHTEESRRGLEK 3 0.999

F1MH71 F1MH71_BOVIN Bt.65904 Uncharacterized protein 0.999 2.8 730,696 139,181

PEVTAAVSSDEVCFGDREKEEPPSPIEASPPR 3 0.999

F1MHA6 F1MHA6_BOVIN MGC152278 Uncharacterized protein 0.999 8.0 32,353,083 3,072,269

DRAIAATAFSCIASVFYALDVALMR 3 0.999

F1MHA7 F1MHA7_BOVIN Uncharacterized protein (Fragment 0.999 25.4 1,690,014 268,518

SMSRNSSIASDIHGDDLIVTPFAQVLASLR 3 0.999

F1MSG2 F1MSG2_BOVIN Bt.20171 Uncharacterized protein 0.999 1.4 28,803,292 1,420,864

F1MHD2 F1MHD2_BOVIN Bt.20171 Uncharacterized protein (Fragment 0.999 1.4 28,803,292 1,420,864

VPCARHNLAQLPHFR 3 0.999

F1MHD4 F1MHD4_BOVIN PARS2 Uncharacterized protein 0.999 6.3 1,776,712 296,881

YSSIFNAQFINVHGKPSLAEMGCYGLGVTR 3 0.999

F1MHF3 F1MHF3_BOVIN Bt.105477 Uncharacterized protein 0.999 0.7 2,204,957 453,760

TTLSESPLSSPAASPK 3 0.999

F1MHF8 F1MHF8_BOVIN Uncharacterized protein (Fragment 0.993 4.1 308,801 46,515

F1N1U4 F1N1U4_BOVIN Uncharacterized protein (Fragment 0.993 3.9 308,801 46,515

GRQPQSWKEEPEPGLCLR 3 0.999

F1MHF9 F1MHF9_BOVIN Bt.88718 Uncharacterized protein (Fragment 0.999 4.5 10,385,267 1,013,503

IFGEDITCLFGETSLLHSEGTQRGSPSLSR 3 0.999

F1MHG5 F1MHG5_BOVIN ARHGAP21 Uncharacterized protein (Fragment 0.999 0.7 1,440,367 183,888

QTYKWSGFTEQDDR 3 0.999

F1MHH5 F1MHH5_BOVIN CELSR3 Uncharacterized protein (Fragment 0.999 0.6 6,334,429 592,595

SDRPPGAVGSGPGLDSAPR 3 0.999

Q9TUM6-2 PLIN2_BOVIN PLIN2 Isoform 2 of Perilipin-2 0.999 4.0 766,504 133,906

Q9TUM6 PLIN2_BOVIN PLIN2 Perilipin-2 0.999 4.0 766,504 133,906

F1MHI1 F1MHI1_BOVIN PLIN2 Uncharacterized protein 0.999 4.0 766,504 133,906

F1MQB0 F1MQB0_BOVIN PLIN2 Uncharacterized protein 0.999 4.4 766,504 133,906

F1N1N6 F1N1N6_BOVIN PLIN2 Uncharacterized protein 0.999 4.0 766,504 133,906

EVSDGLLASSKGQLQKMK 3 0.999

F1MHN4 F1MHN4_BOVIN RICTOR Uncharacterized protein 0.999 1.0 3,122,004 443,671

KEVLRLVINLSSSVSTK 3 0.999

F1MHN5 F1MHN5_BOVIN C16H1ORF65 Uncharacterized protein 0.999 2.5 18,270,638 14,140,445

DRRATNMIQQDSSGWK 3 0.999

F1MHP0 F1MHP0_BOVIN Bt.9562 Uncharacterized protein 0.999 1.1 3,280,279 519,589

QRALSAVSVLTSALEELEESQR 3 0.999

F1MHP1 F1MHP1_BOVIN SR140 Uncharacterized protein 0.999 2.4 974,296 107,125

FADQKNPPNQSSNERPPSLLVIETK 3 0.999

F1MHQ9 F1MHQ9_BOVIN Bt.104795 Uncharacterized protein 0.999 2.0 4,051,304 396,989

ASQQHPQAQGHLLETPEKMHADNNVTKTR 3 0.999

F1MHR6 F1MHR6_BOVIN Bt.105640 Uncharacterized protein (Fragment 0.999 3.8 4,309,504 610,841

GQGNWGPPGGEMTFSIPTHKCGLVIGR 3 0.999

F1MHS0 F1MHS0_BOVIN KIAA0586 Uncharacterized protein 1.000 3.7 8,491,690 2,561,528

LTAAAAENLFR 3 0.999

PTKVDSKLQHSITTLSPGDQQYLFSPSR 3 0.999

TPDSSPSVSDHDVAFPMK 3 0.999

F1MHT1 F1MHT1_BOVIN AGL Uncharacterized protein 1.000 3.1 9,979,258 1,045,844

GYDELVPHQISVVSEER 2 0.978

YLEARNIILAFASTLRHGLIPNLLGEGTHAR 3 0.999

F1MHT2 F1MHT2_BOVIN PIP4K2B Uncharacterized protein 0.999 4.8 2,984,642 237,038

RFVIKTVSSEDVAEMHNILK 3 0.999

F1MHT3 F1MHT3_BOVIN MYO5A Uncharacterized protein (Fragment 0.999 1.5 346,260 58,025

G3MZH3 G3MZH3_BOVIN MYO5A Uncharacterized protein (Fragment 0.999 4.1 346,260 58,025

VVFQAEEERNYHIFYQLCASADLSEFK 3 0.999

F1MHT9 F1MHT9_BOVIN Bt.61806 Uncharacterized protein 0.999 2.1 258,744 47,885

SEFHSHTQTTLFCTFYDLLINK 3 0.999

F1MHU4 F1MHU4_BOVIN Bt.44308 Uncharacterized protein 0.999 1.1 2,981,058 218,738

G3MZZ5 G3MZZ5_BOVIN Bt.44308 Uncharacterized protein 0.999 1.2 2,981,058 218,738

KGSQDDVSAHVHQGR 3 0.999

G3MXM8 G3MXM8_BOVIN NF1 Uncharacterized protein 0.999 6.4 2,840,902 899,331

F1MHW1 F1MHW1_BOVIN NF1 Uncharacterized protein (Fragment 0.999 1.1 2,840,902 899,331

IFGEAAEKNLYLSQLIILDTLEKCLAGQPK 3 0.999

F1MHW2 F1MHW2_BOVIN Bt.62671 Uncharacterized protein 0.999 2.8 1,861,923 308,198

KHLFSESNQDSSSSGSELSWAGNR 3 0.999

F1MHY4 F1MHY4_BOVIN Bt.104578 Uncharacterized protein 0.999 7.5 879,292 124,906

EKLPGEHNCAVQSLWEIR 3 0.999

F1MI18 F1MI18_BOVIN Bt.14949 Uncharacterized protein 1.000 4.3 5,206,268 667,426

F1MJK3 F1MJK3_BOVIN Bt.14949 Uncharacterized protein 1.000 4.3 5,206,268 667,426

GLPFFGQVLLVNEK 2 0.964

LLLQEVALPEIPGK 2 0.996

LQGGLSQLSFPLSVEPALGPYK 3 1.000

SQGNTWLTAFVLK 2 0.971

F1MI25 F1MI25_BOVIN Bt.18057 Uncharacterized protein (Fragment 0.999 0.9 4,283,459 396,558

GSIDSPKSYIFK 3 0.806

SNLSKRALGNQK 3 0.999

F1MI56 F1MI56_BOVIN ANKRD17 Uncharacterized protein 1.000 1.5 23,249,304 4,177,003

APSPAPSSVPLGSEKPSNVSQDRK 3 0.999

PPLQQSQVPPPEVR 3 0.895

F1MI60 F1MI60_BOVIN MAP4K4 Uncharacterized protein (Fragment 0.999 4.5 6,860,914 829,835

SPVLSRRDSPLQGSGQQSNQAGQR 3 0.999

TMVVHDDVESEPALTPSKEGTLIVRQSAVDQK 3 0.999

F1MIA8 F1MIA8_BOVIN Bt.94729 Uncharacterized protein (Fragment 1.000 4.6 1,495,924 166,348

F1MRB5 F1MRB5_BOVIN Bt.94729 Uncharacterized protein (Fragment 1.000 4.6 1,495,924 166,348

F1MWQ6 F1MWQ6_BOVIN PDZD4 Uncharacterized protein (Fragment 1.000 4.6 1,495,924 166,348

GLEDLGPGPLSVAAGPRVGGGAAAVGPEAPRMEWK 3 0.999

F1MIE0 F1MIE0_BOVIN DDR2 Uncharacterized protein 1.000 2.8 15,206,258 3,904,038

QTYLPQPAICPDSVYKLMLSCWRR 3 0.999

F1MIE5 F1MIE5_BOVIN SLAMF7 Uncharacterized protein 0.999 3.3 1,081,926 160,603

SLDQTTNESHR 3 0.999

F1MIE6 F1MIE6_BOVIN IGF2R Uncharacterized protein 0.999 1.5 6,268,900 437,520

PWQEPGRPRAELNISFLSGGR 3 0.999

SLLEFNTTVNCKQQNHK 3 0.845

F1MIG6 F1MIG6_BOVIN ZSCAN30 Uncharacterized protein (Fragment 0.999 2.9 715,535 135,157

SFNQNSALTQHQR 3 0.999

F1MIL0 F1MIL0_BOVIN Bt.18332 Uncharacterized protein (Fragment 0.999 1.3 1,001,300 125,497

F1MMT2 F1MMT2_BOVIN Bt.18332 Uncharacterized protein (Fragment 0.999 1.0 1,001,300 125,497

GKVSFLWDVGSGVGRVEYPDLTIDDSYWYR 3 0.999

VSFLWDVGSGVGRVEYPDLTIDDSYWYR 3 0.999

F1MIL6 F1MIL6_BOVIN ACRV1 Uncharacterized protein 0.999 7.0 3,747,892 343,160

CLRGEGVCSTQNSQQCMLK 3 0.999

F1MIN3 F1MIN3_BOVIN Uncharacterized protein 0.999 11.6 1,343,416 145,623



GTLGIQEFHLDKEGSPVLLDR 3 0.999

F1MIP6 F1MIP6_BOVIN LOC510257 Uncharacterized protein (Fragment 0.999 8.6 446,448 42,289

F1MJC1 F1MJC1_BOVIN LOC510257 Uncharacterized protein (Fragment 0.999 8.9 446,448 42,289

F1MKP2 F1MKP2_BOVIN LOC510257 Uncharacterized protein (Fragment 0.999 8.7 446,448 42,289

G3N008 G3N008_BOVIN LOC510257 Uncharacterized protein (Fragment 0.999 9.0 446,448 42,289

DTVATVMYTVVTSMLNPFIYSLRNRDLK 3 0.999

F1MIU1 F1MIU1_BOVIN Bt.76461 Uncharacterized protein (Fragment 0.999 6.8 2,575,017 457,695

LTPDGLGDRDADWEELLAPPASGQDHVILK 3 0.999

F1MIV1 F1MIV1_BOVIN ZBTB34 Uncharacterized protein (Fragment 0.999 4.5 845,421 124,570

CFPFQGTLNQHLRKNHPGVAEVR 3 0.999

F1MIV2 F1MIV2_BOVIN SLC2A12 Uncharacterized protein 0.999 4.0 7,110,267 2,526,302

NDINGKGETTLASLPNAGLSQTEYR 3 0.999

F1MIY8 F1MIY8_BOVIN ADAM8 Uncharacterized protein (Fragment 0.999 3.7 2,333,418 451,852

ASPPSPLPVYPPQAPGQLRPAPPAKPLPVLK 3 0.999

F1MIZ7 F1MIZ7_BOVIN TROVE2 Uncharacterized protein 0.999 2.8 3,292,238 675,422

GGMALALAVTKYKQR 3 0.999

F1MJ07 F1MJ07_BOVIN Bt.62452 Uncharacterized protein (Fragment 0.999 3.3 8,114,510 2,994,091

F1MJ08 F1MJ08_BOVIN QRICH2 Uncharacterized protein (Fragment 0.999 4.8 8,114,510 2,994,091

RESLDKLAPSFPIAVETFR 3 0.999

SIPPDLQEQLKTLK 3 0.999

TFSGTSGIGYPFDGPSGRER 3 0.999

F1MJ15 F1MJ15_BOVIN Uncharacterized protein (Fragment 0.999 6.6 3,291,413 1,108,715

TRNISNALGPGAAVQGCVR 3 0.999

F1MJ19 F1MJ19_BOVIN PCIF1 Uncharacterized protein 0.999 7.8 2,921,535 386,906

ELCQQREGIEPPRESFNR 3 0.999

MANENHGSPREEASLLSHSPGTSSQSQPCSPK 3 0.999

F1MVT1 F1MVT1_BOVIN Bt.46601 Uncharacterized protein 0.999 3.2 682,730 250,610

F1MJ47 F1MJ47_BOVIN FLRT2 Uncharacterized protein (Fragment 0.999 3.1 682,730 250,610

FVNDTSIQVGWLSLFTVMAYK 3 0.999

F1MJ71 F1MJ71_BOVIN LOC100335993 Uncharacterized protein (Fragment 0.999 0.9 3,098,142 491,003

GEHGEKGWPGFLGDR 3 0.999

F1MJ88 F1MJ88_BOVIN ZNF345 Uncharacterized protein 0.999 3.1 15,906,225 11,255,989

DERIHASDKLLECK 3 0.999

PYECKECGKAFSFGSGLIR 3 0.999

F1MZA2 F1MZA2_BOVIN ARHGEF12 Uncharacterized protein 0.999 1.1 1,165,683 164,166

F1MJ92 F1MJ92_BOVIN Bt.52588 Uncharacterized protein (Fragment 0.999 1.1 1,165,683 164,166

ILASTADSKHTFSPVIK 3 0.999

F1MJB0 F1MJB0_BOVIN Bt.25809 Uncharacterized protein (Fragment 0.999 2.7 370,517 65,358

ATRLENELQTQTTKFHQNQETIMAK 3 0.999

F1MJB5 F1MJB5_BOVIN LOC100336630 Uncharacterized protein (Fragment 0.999 6.9 4,660,000 907,366

SESHHGQADSHRQRESVHGDSGSGTSHR 3 0.999

F1MJC9 F1MJC9_BOVIN Bt.64977 Uncharacterized protein (Fragment 0.999 3.1 1,943,744 191,896

Q0IIM5 Q0IIM5_BOVIN SLCO2B1 Solute carrier organic anion transporter family, member 2B 0.999 3.1 1,943,744 191,896

DAKAMVGTEDTPGSKASPNPQK 3 0.999

F1MJE5 F1MJE5_BOVIN LOC100297996 Uncharacterized protein 0.999 5.5 6,922,050 1,053,582

YVAICDPLHYITIMSRR 3 0.999

Q3SX14 GELS_BOVIN GSN Gelsolin 1.000 4.4 2,153,915 197,812

F1MJH1 F1MJH1_BOVIN GSN Uncharacterized protein 1.000 4.4 2,153,915 197,812

F1N1I6 F1N1I6_BOVIN GSN Uncharacterized protein 1.000 4.1 2,153,915 197,812

AGALNSNDAFVLK 2 0.999

HVVPNEVVVQR 2 0.995

TGALELLR 2 0.915

F1MJI3 F1MJI3_BOVIN Bt.43031 Uncharacterized protein 0.999 1.6 6,076,746 1,270,538

PALSARLAGAQLRPPPMR 3 0.999

F1MJJ0 F1MJJ0_BOVIN DNAH9 Uncharacterized protein 1.000 1.0 12,929,106 1,213,762

EFYRQLVANLELTATWYNKVMK 3 0.882

PGPGGLAVRLGLDAGPEAGPPRAK 3 0.999

F1MJK2 F1MJK2_BOVIN Bt.62664 Uncharacterized protein (Fragment 0.999 2.2 5,708,960 1,283,844

G3MXV5 G3MXV5_BOVIN Bt.62664 Uncharacterized protein (Fragment 0.999 2.2 5,708,960 1,283,844

HLRRSLSTPNVHNVSSSR 3 0.999

RSKEGCTSENPHALTVSPFK 3 0.999

F1MJL2 F1MJL2_BOVIN Uncharacterized protein 0.999 16.8 2,169,883 232,037

IQLLEVPNIMSSPKQGDPKK 3 0.999

F1MJN1 F1MJN1_BOVIN ZNF318 Uncharacterized protein (Fragment 0.999 0.9 2,342,377 251,177

F1MJN7 F1MJN7_BOVIN ZNF318 Uncharacterized protein (Fragment 0.999 0.9 2,342,377 251,177

SPEKVSSSSNSSSNCKESK 3 0.999

Q95135 EAA3_BOVIN SLC1A1 Excitatory amino acid transporter 3 0.999 6.1 3,655,036 517,259

F1MJN4 F1MJN4_BOVIN SLC1A1 Uncharacterized protein 0.999 6.1 3,655,036 517,259

EEVELSEEPGTNSTEATVTAIMTTAISKNKTK 3 0.999

F1MJP8 F1MJP8_BOVIN Bt.42198 Uncharacterized protein 0.999 2.8 2,302,296 372,113

VPGSQPAGPESLRAKYLPPSVATIK 3 0.999

F1MJQ6 F1MJQ6_BOVIN COL5A3 Uncharacterized protein (Fragment 0.999 1.9 2,737,196 333,357

GSKGSPGSQGPRGDAGPPGPPGPPGPSAELHGLR 3 0.999

GSPGSQGPRGDAGPPGPPGPPGPSAELHGLRR 3 0.999

F1MJU6 F1MJU6_BOVIN WSCD1 Uncharacterized protein 0.999 5.7 5,219,388 402,745

ARVGLPPGPRAPGPLQALPVAAVALGVGLLDSR 3 0.999

F1MJV6 F1MJV6_BOVIN GPR126 Uncharacterized protein (Fragment 0.999 1.3 3,206,633 382,974

VILPQSLDSYQVSVAK 3 0.999

F1MJW1 F1MJW1_BOVIN Uncharacterized protein (Fragment 0.999 8.3 1,584,373 408,119

SFHNQQEEANGFQEFIESRSMDFYMTR 3 0.999

F1MJX6 F1MJX6_BOVIN HOXA4 Uncharacterized protein 0.999 10.7 1,278,617 155,862

G3MXN5 G3MXN5_BOVIN HOXA4 Uncharacterized protein 0.999 8.5 1,278,617 155,862

RCEAAPATPGVPSGGSAPACPLLLADK 3 0.999

F1MJY2 F1MJY2_BOVIN RAPGEF1 Uncharacterized protein (Fragment 0.999 1.9 2,977,908 309,835

LTIEKQGHPSPTSPVKPSSPACK 3 0.999

F1MJY3 F1MJY3_BOVIN TET3 Uncharacterized protein (Fragment 1.000 3.2 10,282,114 1,940,644

PPNCNCDGPECPDYLEWLEGKIK 3 0.806

PSDPYSVNSVYSYHSHYAQPGLAAVNGFHSK 3 0.999

F1MJY9 F1MJY9_BOVIN COL4A6 Uncharacterized protein (Fragment 0.999 3.4 10,098,296 1,232,282

GEKGSPGIGIGAPGKPGIR 3 0.999

GPPGLDGCNGTQGAVGFPGPDGYSGLPGPPGLPGQK 3 0.999

F1MK44 F1MK44_BOVIN ITGA5 Uncharacterized protein 0.999 2.8 2,290,775 240,657

SLQWFGATVRAHGSSILACAPLYSWRTEK 3 0.999

F1MK50 F1MK50_BOVIN OBP2B Uncharacterized protein (Fragment 0.999 10.1 3,360,313 184,490

SRMQPTGEPGKYSSNGGK 3 0.999

F1MK55 F1MK55_BOVIN Bt.95461 Uncharacterized protein 0.999 0.4 946,513 120,768

LLAMDPSPLNVVLLQEIQR 3 0.999

F1MK94 F1MK94_BOVIN Uncharacterized protein (Fragment 0.999 2.2 1,350,193 317,221

LEGPAGGTPAAAAGLR 3 0.999

F1MK99 F1MK99_BOVIN UNC13A Uncharacterized protein (Fragment 0.999 2.8 4,059,235 419,541

EDRTVGLAVLQLRELVQR 3 0.999

GSGVEDPVGEVSVHVELFTHPGTGEHKVTVK 3 0.999

F1MKA6 F1MKA6_BOVIN LOC100337465 Uncharacterized protein 0.999 3.8 27,648,271 2,221,329

AQVCGGFILHEVVAPER 3 0.999

VGDQVQLHVDEAWRLSCMEK 3 0.999

F1MKE7 F1MKE7_BOVIN Uncharacterized protein (Fragment 1.000 3.9 3,849,655 76,449

AQYEEIAQR 2 0.973

NLDLDSIIAEVK 2 0.999

F1MKE9 F1MKE9_BOVIN Bt.27241 Uncharacterized protein (Fragment 0.949 1.1 1,537,018 244,995

FFWEMDEAESWIKEKEQIYSSLDYGK 3 0.804

F1MKH0 F1MKH0_BOVIN LSM11 Uncharacterized protein (Fragment 0.941 4.3 20,643,909 517,607

PDAPAPDPERIQR 3 0.905

F1MKI1 F1MKI1_BOVIN ATP7B Uncharacterized protein 0.999 1.3 1,722,075 140,296

AIATQVGINKVFAEVLPSHK 3 0.999

F1MKK3 F1MKK3_BOVIN LOC100335569 Uncharacterized protein (Fragment 0.999 2.9 16,550,630 804,705

G3MXG8 G3MXG8_BOVIN LOC100335569 Uncharacterized protein (Fragment 0.999 2.8 16,550,630 804,705

VPGPAGEEEPEEGER 3 0.999

F1MKN2 F1MKN2_BOVIN MPG Uncharacterized protein (Fragment 0.999 8.5 1,932,815 150,421

G3N3R9 G3N3R9_BOVIN MPG Uncharacterized protein (Fragment 0.999 8.1 1,932,815 150,421

ELHLGPPATLGPTRSIYFSSPEGR 3 0.999

P82929 RT34_BOVIN MRPS34 28S ribosomal protein S34, mitochondria 0.999 8.7 1,930,402 157,924

F1MKN3 F1MKN3_BOVIN MRPS34 Uncharacterized protein 0.999 8.7 1,930,402 157,924

DSVRYALDYETLIRPHSGR 3 0.999

F1MKQ9 F1MKQ9_BOVIN UACA Uncharacterized protein 0.999 1.9 498,300 70,142

F1N101 F1N101_BOVIN UACA Uncharacterized protein 0.999 1.8 498,300 70,142



Q8HYY4 UACA_BOVIN UACA Uveal autoantigen with coiled-coil domains and ankyrin repeats prote 0.999 1.9 498,300 70,142

VNGLQLQLNEEVMVADDLESEKEKLK 3 0.999

F1MKS9 F1MKS9_BOVIN TYW5 Uncharacterized protein 0.999 5.1 15,703,196 11,321,118

TLGELPEEYRDFYARR 3 0.999

F1MKT7 F1MKT7_BOVIN DIP2C Uncharacterized protein (Fragment 0.999 0.8 462,502 81,884

IALTQSFSKLFK 3 0.999

F1MKU4 F1MKU4_BOVIN Bt.40485 Uncharacterized protein 0.999 1.5 17,543,827 3,637,482

Q29RP1 UBP1_BOVIN USP1 Ubiquitin carboxyl-terminal hydrolase 0.999 1.5 17,543,827 3,637,482

KAAGDTLEISHK 3 0.999

F1MKV4 F1MKV4_BOVIN Uncharacterized protein (Fragment 0.999 0.7 1,448,600 88,884

F1MY14 F1MY14_BOVIN Uncharacterized protein (Fragment 0.999 0.7 1,448,600 88,884

IDIQRAAIILGYR 3 0.999

F1MKW3 F1MKW3_BOVIN Bt.62820 Uncharacterized protein (Fragment 0.999 3.0 1,930,527 238,910

CHPDEVMSIKTTNR 3 0.999

F1MKX7 F1MKX7_BOVIN XRN2 Uncharacterized protein 0.999 1.4 3,324,300 266,809

YPLPPPSGRYSWN 3 0.999

F1MKX9 F1MKX9_BOVIN EYA1 Uncharacterized protein 0.999 4.1 2,260,457 514,523

AEIEALTDSWLTLALKALTLIHSR 3 0.999

F1MKY0 F1MKY0_BOVIN Bt.1248 Uncharacterized protein (Fragment 0.999 4.7 894,483 159,443

VTFGNTVDSSVGDIPVSRVFQNPTGCVK 3 0.999

F1MKY4 F1MKY4_BOVIN Bt.26352 Uncharacterized protein 0.999 1.6 1,087,146 220,384

G3MXR1 G3MXR1_BOVIN Bt.26352 Uncharacterized protein 0.999 3.2 1,087,146 220,384

AEAEDPQEQIHIQWVDDDKDVNK 3 0.999

F1ML16 F1ML16_BOVIN HIC1 Uncharacterized protein (Fragment 0.999 2.4 3,861,096 689,303

GGGARPDSPPSAGPAAYK 3 0.999

F1ML17 F1ML17_BOVIN NFAM1 Uncharacterized protein (Fragment 0.913 4.4 6,798,604 1,112,962

APVLMGTWGLK 2 0.913

F1ML48 F1ML48_BOVIN MORC4 Uncharacterized protein 0.999 3.8 3,339,425 584,949

GIRDSGAPIQLIPFNR 3 0.999

F1ML49 F1ML49_BOVIN LOC784489 Uncharacterized protein (Fragment 0.999 2.6 1,266,686 146,938

IPGRSDVSVQREASEDPGATPSIQQVK 3 0.999

F1ML50 F1ML50_BOVIN SLC35E1 Uncharacterized protein 0.999 7.8 7,682,602 1,030,408

AWRVPPAPPVSGPGPGPHQSSGPLLPPRFYPR 3 0.999

VPPAPPVSGPGPGPHQSSGPLLPPR 3 0.999

F1ML73 F1ML73_BOVIN Bt.48025 Uncharacterized protein 0.999 14.6 737,968 242,323

NQHYRLTCFISWSPCYDCAQKLTTFLK 3 0.999

F1ML79 F1ML79_BOVIN ZCCHC9 Uncharacterized protein 0.999 7.0 4,361,017 362,002

GMSADYEEILDVPKPQKPK 3 0.999

F1ML89 F1ML89_BOVIN CPS1 Uncharacterized protein 0.999 2.3 12,161,262 1,895,828

LTSIDKWFLYKMR 3 0.999

QAFITAQNHGYALDSTLPAGWK 3 0.999

F1ML91 F1ML91_BOVIN CRLF1 Uncharacterized protein (Fragment 0.999 5.0 9,164,692 412,007

PGTVYFVQVRCNPFGIYGSKK 3 0.999

F1MLA7 F1MLA7_BOVIN Uncharacterized protein 0.999 0.4 863,647 96,150

F1N0T9 F1N0T9_BOVIN Bt.4812 Uncharacterized protein (Fragment 0.999 0.4 863,647 96,150

P98167 SSPO_BOVIN SSPO SCO-spondin 0.999 0.4 863,647 96,150

GRVAGLCGDFDGDASNDLR 3 0.999

F1MLB1 F1MLB1_BOVIN Bt.84314 Uncharacterized protein 0.999 1.2 17,730,421 1,991,485

APGAAVSAPPKPQSPAQNAAPPQDSSQDK 3 0.999

RLPKLQEAPR 3 0.999

F1N734 F1N734_BOVIN Bt.32593 Uncharacterized protein (Fragment 0.999 0.6 758,961 68,684

F1MLD1 F1MLD1_BOVIN Bt.68184 Uncharacterized protein (Fragment 0.999 0.8 758,961 68,684

F1N1M3 F1N1M3_BOVIN Bt.68184 Uncharacterized protein (Fragment 0.999 0.8 758,961 68,684

WATMEELEKDPRIAQK 3 0.999

Q08DV9 T131L_BOVIN Transmembrane protein 131-like 0.999 1.3 2,487,022 293,010

F1MLE9 F1MLE9_BOVIN Bt.21222 Uncharacterized protein 0.999 1.4 2,487,022 293,010

G5E699 G5E699_BOVIN Bt.21222 Uncharacterized protein (Fragment 0.999 1.4 2,487,022 293,010

DVLSLQFEPVLLPTSTTNFTK 3 0.999

F1MLF8 F1MLF8_BOVIN HGD Uncharacterized protein 1.000 7.2 1,838,992 130,824

TSNCLDENYYKCWEPLK 3 0.999

YISGFGNECASEDPR 3 0.999

F1MLI8 F1MLI8_BOVIN PODXL Uncharacterized protein (Fragment 0.999 3.2 1,585,815 145,587

DMQFGGQGPPEEMEDR 3 0.999

F1MLJ1 F1MLJ1_BOVIN PCDHB1 Uncharacterized protein 1.000 7.6 4,169,992 564,436

LVYRAQVPENSANGSLVATVTATDLDEGSNK 3 0.999

PLDREEQPEVNMTITAVDGGSPPKSGTAHIR 3 0.999

F1MLK9 F1MLK9_BOVIN HSCB Uncharacterized protein 1.000 6.4 2,517,592 246,959

CWNCGGPGGPPRGDR 3 0.999

F1MLL2 F1MLL2_BOVIN STK32C Uncharacterized protein (Fragment 0.999 7.7 4,049,167 346,778

DAAEALVDSEGVRPALPACGAICPSAGSS 3 0.999

F1MLR3 F1MLR3_BOVIN ASTN1 Uncharacterized protein (Fragment 0.999 1.1 1,512,723 157,694

GFDLVLGEQPSDK 3 0.999

F1MLR6 F1MLR6_BOVIN Bt.92694 Uncharacterized protein 0.999 1.7 2,815,617 876,765

F1N7F9 F1N7F9_BOVIN CACNA2D1 Uncharacterized protein (Fragment 0.999 2.0 2,815,617 876,765

LLIQAEQTSDGPDPCDMVK 3 0.999

F1MLR9 F1MLR9_BOVIN MYO7B Uncharacterized protein (Fragment 0.999 1.1 3,086,275 260,387

DACDSIAARLQLASWEGCSLFIK 3 0.999

F1MLS2 F1MLS2_BOVIN TRIO Uncharacterized protein (Fragment 0.963 0.5 2,046,037 183,532

DTEPIPKMKVLESPR 3 0.826

F1MLS5 F1MLS5_BOVIN LOC790530 Uncharacterized protein (Fragment 0.999 2.2 2,127,462 237,811

IYFVDHNNRTTQFTDPR 3 0.999

Q2YDM3 M4A13_BOVIN MS4A13 Membrane-spanning 4-domains subfamily A member 13 0.999 18.3 898,069 127,659

F1MLS7 F1MLS7_BOVIN MS4A13 Uncharacterized protein 0.999 18.3 898,069 127,659

VLLSFYPLEVSMALTYSIFGCVGLCRKK 3 0.999

F1MLT2 F1MLT2_BOVIN ZBTB41 Uncharacterized protein (Fragment 0.999 3.5 977,217 207,019

G3N3J7 G3N3J7_BOVIN ZBTB41 Uncharacterized protein (Fragment 0.999 3.6 977,217 207,019

TMLQNVSAEVCVPVTLVPVQMPDTQGDLVR 3 0.999

F1MLT6 F1MLT6_BOVIN WDR27 Uncharacterized protein 0.999 3.7 1,386,078 217,572

TLEVFDLNVGCSAAVITGAHSRPVHQICQNK 3 0.999

F1MLU4 F1MLU4_BOVIN Bt.59479 Uncharacterized protein 0.999 3.3 10,276,883 1,129,283

EIQQLQYMITQGDDDAFFRELEAERFK 3 0.999

O02811 PI4KA_BOVIN PI4KA Phosphatidylinositol 4-kinase alpha 0.999 2.1 2,295,138 245,172

F1MLV0 F1MLV0_BOVIN PI4KA Uncharacterized protein 0.999 2.1 2,295,138 245,172

SFPPDAILFYIPQIVQALRYDKMGYVR 3 0.999

YLTASQLVPPDNQDTR 2 0.937

F1MLW0 F1MLW0_BOVIN CALD1 Uncharacterized protein 0.999 3.6 668,568 131,833

QKEFDPTITDASLSLSSRR 3 0.999

F1MLX8 F1MLX8_BOVIN Uncharacterized protein (Fragment 1.000 2.5 3,354,708 309,620

LSGIHKVIMDSTALLIQLLQSYK 3 0.999

F1MLY5 F1MLY5_BOVIN Bt.45378 Uncharacterized protein 0.999 2.8 7,948,252 553,902

HSSGGGGGSGGTGGGGGSTGGGSSSFIAGRR 3 0.999

F1MLY7 F1MLY7_BOVIN Bt.24783 Uncharacterized protein (Fragment 0.999 0.7 3,783,808 483,740

GHSKAALNETGEVVNEK 3 0.999

F1MLZ5 F1MLZ5_BOVIN DENND3 Uncharacterized protein (Fragment 0.999 1.0 1,374,274 191,692

FQVPGGGLSAIR 3 0.999

F1MLZ9 F1MLZ9_BOVIN GRIN2A Uncharacterized protein (Fragment 0.999 1.5 4,775,767 354,111

SCLSNLPTYAGHFTVR 3 0.999

F1MM00 F1MM00_BOVIN Bt.62434 Uncharacterized protein (Fragment 0.999 2.2 8,600,546 606,219

YSTSLYASPSMVHEGVAVVPR 3 0.999

F1MM03 F1MM03_BOVIN NCAM2 Uncharacterized protein (Fragment 0.999 2.3 684,421 271,966

LSITKQDDGGAPILEYIVK 3 0.999

F1MM15 F1MM15_BOVIN RGS3 Uncharacterized protein (Fragment 1.000 4.2 7,662,744 746,219

DPSPGQEPLPGQELPPKEDSSSGQK 3 0.999

TPGGEDAENGEKLKITIPR 3 0.999

F1MM16 F1MM16_BOVIN Bt.33617 Uncharacterized protein (Fragment 0.999 2.6 2,285,081 444,676

QSPSRLAKSYSTSSPINIVVSSAGLSPIR 3 0.999

F1MM66 F1MM66_BOVIN Bt.44381 Uncharacterized protein 0.999 4.3 3,262,175 399,665

NASHEQAAIALKNAGQTVTIIAQYKPEEYSR 3 0.999

F1MM78 F1MM78_BOVIN Bt.13990 Uncharacterized protein 0.999 2.0 2,537,662 173,773

PHCFNCGSEEHQMK 3 0.999

Q29RU4 CO6_BOVIN C6 Complement component C6 0.999 2.4 1,133,361 96,976

F1MM86 F1MM86_BOVIN C6 Uncharacterized protein 0.999 2.4 1,133,361 96,976

IVTDKYYFENFCGQLCTKQESR 3 0.999

Q865V0 CEP57_BOVIN CEP57 Centrosomal protein of 57 kDa 0.999 2.8 932,043 96,225

F1MM87 F1MM87_BOVIN CEP57 Uncharacterized protein 0.999 2.8 932,043 96,225



VVSSIPLAKQVSSR 3 0.999

F1MM93 F1MM93_BOVIN FGD2 Uncharacterized protein 0.999 3.8 2,581,218 766,457

NFERAIELLATWTDKSPPFQEVITR 3 0.999

F1MM99 F1MM99_BOVIN TSC1 Uncharacterized protein 0.999 2.6 819,077 111,367

CLKMDTDVIVLTTGVLVLITMLPMIPQSGK 3 0.999

F1MMB3 F1MMB3_BOVIN Bt.74407 Nucleoside diphosphate kinase (Fragment 0.999 13.0 806,853 136,439

F1N6T4 F1N6T4_BOVIN Bt.74407 Uncharacterized protein 0.999 10.2 806,853 136,439

GLLCGARALGPSLLARSCSGGPSWTR 3 0.999

F1MMD4 F1MMD4_BOVIN MMP11 Uncharacterized protein (Fragment 0.999 5.5 1,027,762 169,787

QTVAEALQVWSDVTPLTFTEVHEGR 3 0.999

F1MMD7 F1MMD7_BOVIN Bt.5945 Uncharacterized protein 1.000 22.9 16,847,795 1,395,508

Q3T052 ITIH4_BOVIN ITIH4 Inter-alpha-trypsin inhibitor heavy chain H 1.000 22.9 16,847,795 1,395,508

AAAQEQYSAAVAR 2 1.000

EATFQMELPK 2 0.875

ELKLDYQESPPGK 2 0.989

EQSPDVLLAQIR 2 1.000

FAHTVITSR 2 0.989

FKPTLSQQQK 2 0.983

FSSHVSGTLGQFYQDVLWGPLDTADDSKR 3 1.000

GSELVVAGK 1 0.976

GSELVVAGK 2 1.000

HLGAYELLLK 2 1.000

KTEQFQVSVSVAPAAK 2 1.000

LDYQESPPGK 2 1.000

LREQSPDVLLAQIR 3 0.991

SYATGIQAQGGTNINDAMLMAVQLLEK 2 1.000

VQNDIDIYSLTVDSK 2 1.000

VTFELVYEELLAR 2 1.000

VTIGLLFWDGPGK 2 1.000

YIFHSFIER 2 0.992

F1MTU2 F1MTU2_BOVIN Bt.652 Uncharacterized protein (Fragment 0.999 2.8 842,397 126,724

F1MME0 F1MME0_BOVIN TAF2 Uncharacterized protein 0.999 2.3 842,397 126,724

SYAEYGHFVDIRIAALEAVVDYTKVDR 3 0.999

F1MME1 F1MME1_BOVIN Bt.7319 Uncharacterized protein 0.999 1.3 1,628,779 155,888

F1MQ80 F1MQ80_BOVIN PTPRK Uncharacterized protein (Fragment 0.999 1.7 1,628,779 155,888

APQHVVNHLPPYTNVSLK 3 0.999

F1MME6 F1MME6_BOVIN MYOM1 Uncharacterized protein 0.999 1.2 1,462,990 263,158

EGESYVFRVRAINQAGVGK 3 0.999

F1MN18 F1MN18_BOVIN Bt.43180 Uncharacterized protein (Fragment 0.999 2.2 666,982 81,011

O62703 CTBL1_BOVIN CTNNBL1 Beta-catenin-like protein 1 0.999 2.1 666,982 81,011

F1MMG3 F1MMG3_BOVIN CTNNBL1 Uncharacterized protein 0.999 2.1 666,982 81,011

GSSIKIVRHIIK 3 0.999

F1MMK8 F1MMK8_BOVIN KARS Lysyl-tRNA synthetase 0.999 4.7 4,724,664 1,251,990

KGELSIIPYEITLLSPCLHMLPHLHFGLK 3 0.999

P00978 AMBP_BOVIN AMBP Protein AMBP 1.000 19.3 5,442,400 291,434

F1MMK9 F1MMK9_BOVIN AMBP Uncharacterized protein 1.000 19.3 5,442,400 291,434

EYCGIPGEADEELLR 2 0.999

GVCESISGTYEK 2 0.998

SYIQLWAFDAVK 2 1.000

TVEACNLPIVQGPCR 2 1.000

WFNVAVGSTCPWLK 2 1.000

F1MML3 F1MML3_BOVIN BCORL1 Uncharacterized protein 0.999 1.2 2,273,888 287,132

QMWDTNEEEEEDEEEGLVKRK 3 0.999

F1MML4 F1MML4_BOVIN Bt.36980 Uncharacterized protein (Fragment 0.999 7.9 1,096,528 185,559

QVQPHPDNGAGRSGTYVLIDMVLNKMAK 3 0.999

F1MMM6 F1MMM6_BOVIN SLIT3 Uncharacterized protein (Fragment 0.999 2.4 1,067,532 259,597

VTPKNFLDELILASYIHRNLPPGPVDIGIVAK 3 0.999

Q2HJI0 RM19_BOVIN MRPL19 39S ribosomal protein L19, mitochondria 0.999 4.5 4,656,211 852,528

F1MMM8 F1MMM8_BOVIN MRPL19 Uncharacterized protein 0.999 4.5 4,656,211 852,528

GCQAAKGLGPSFR 3 0.999

F1MRL9 F1MRL9_BOVIN ZNF260 Uncharacterized protein (Fragment 0.999 2.2 1,342,515 180,152

F1N259 F1N259_BOVIN ZNF260 Uncharacterized protein (Fragment 0.999 2.3 1,342,515 180,152

F1MMM9 F1MMM9_BOVIN ZNF529 Uncharacterized protein 0.999 2.8 1,342,515 180,152

ECGKAFGVGSELTRHQR 3 0.999

F1MMN5 F1MMN5_BOVIN Bt.5273 Uncharacterized protein 0.999 3.2 1,174,378 136,908

F1N1A9 F1N1A9_BOVIN Bt.5273 Uncharacterized protein 0.999 2.4 1,174,378 136,908

P80746 ITAV_BOVIN ITGAV Integrin alpha-V 0.999 2.4 1,174,378 136,908

SKNIDADGQGFCQGGFSIDFTKADR 3 0.999

F1MMN9 F1MMN9_BOVIN AVIL Uncharacterized protein 0.999 2.6 5,879,421 510,512

GYPSSTNVETVNDGAESAMFK 3 0.999

F1MMP0 F1MMP0_BOVIN ARHGAP23 Uncharacterized protein 0.999 1.0 7,371,760 1,990,901

G3N3K9 G3N3K9_BOVIN ARHGAP23 Uncharacterized protein (Fragment 0.999 0.9 7,371,760 1,990,901

G5E6T2 G5E6T2_BOVIN ARHGAP23 Uncharacterized protein (Fragment 0.999 0.8 7,371,760 1,990,901

SIPEPPPICYPR 3 0.999

F1MMP2 F1MMP2_BOVIN WDR65 Uncharacterized protein 0.999 1.3 9,867,925 3,446,192

IKELTDKFLQEMESLK 3 0.999

Q0VCM5 ITIH1_BOVIN ITIH1 Inter-alpha-trypsin inhibitor heavy chain H 1.000 7.4 2,303,211 239,257

F1MMP5 F1MMP5_BOVIN ITIH1 Uncharacterized protein 1.000 7.4 2,303,211 239,257

GMTDQDGLEPIIDKPLDDYLPLEMVGPR 3 1.000

GSLVQASPANLEAAR 2 0.970

IYEDHDATQQLQGFYEQVANPLLR 3 1.000

F1MMQ8 F1MMQ8_BOVIN Bt.89351 Uncharacterized protein (Fragment 0.999 0.8 5,122,983 391,532

ADKLKLSHPSDAAEIQQMK 3 0.999

F1MMT3 F1MMT3_BOVIN Bt.55002 Uncharacterized protein 0.999 0.7 1,413,225 185,736

SLTEHGAAAKDGRLK 3 0.999

F1MMT4 F1MMT4_BOVIN CCDC46 Uncharacterized protein 0.999 2.8 2,196,676 339,663

ELESRVQQLTGEAENSNLQK 3 0.999

F1MMU8 F1MMU8_BOVIN TMC3 Uncharacterized protein 0.999 1.7 6,290,429 1,722,049

VAQMVEARIQTQDETTKR 3 0.999

F1MMU9 F1MMU9_BOVIN Bt.41157 Uncharacterized protein 0.999 1.2 7,860,079 403,571

NSTVDCNGVVSLIGGPGSHISGR 3 0.999

F1MMV5 F1MMV5_BOVIN Bt.31987 Uncharacterized protein 0.999 2.5 1,592,285 159,422

Q2KIC0 NSRP1_BOVIN NSRP1 Nuclear speckle splicing regulatory protein 0.999 2.5 1,592,285 159,422

MAIPGRQYGLILPK 3 0.999

F1MMY0 F1MMY0_BOVIN PTCHD3 Uncharacterized protein (Fragment 0.999 2.0 636,181 88,086

G3N231 G3N231_BOVIN PTCHD3 Uncharacterized protein (Fragment 0.999 2.7 636,181 88,086

CHTNCLEAPLSRAFQRLGR 3 0.999

F1MMY4 F1MMY4_BOVIN Bt.37857 Uncharacterized protein (Fragment 0.914 1.1 5,052,045 935,700

CGASNCSGFLGDRPK 3 0.845

F1MMZ4 F1MMZ4_BOVIN Bt.104105 Uncharacterized protein (Fragment 0.999 2.3 158,609 20,706

F1MT47 F1MT47_BOVIN Bt.104105 Uncharacterized protein (Fragment 0.999 2.2 158,609 20,706

F1N119 F1N119_BOVIN Bt.104105 Uncharacterized protein (Fragment 0.999 2.3 158,609 20,706

Q28146-10 NRX1A_BOVIN NRXN1 Isoform 10a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-11 NRX1A_BOVIN NRXN1 Isoform 11a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-12 NRX1A_BOVIN NRXN1 Isoform 12a of Neurexin-1-alpha 0.999 1.2 158,609 20,706

Q28146-2 NRX1A_BOVIN NRXN1 Isoform 2a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-3 NRX1A_BOVIN NRXN1 Isoform 3a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-4 NRX1A_BOVIN NRXN1 Isoform 4a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-5 NRX1A_BOVIN NRXN1 Isoform 5a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-6 NRX1A_BOVIN NRXN1 Isoform 6a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-7 NRX1A_BOVIN NRXN1 Isoform 7a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-8 NRX1A_BOVIN NRXN1 Isoform 8a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146-9 NRX1A_BOVIN NRXN1 Isoform 9a of Neurexin-1-alpha 0.999 1.3 158,609 20,706

Q28146 NRX1A_BOVIN NRXN1 Neurexin-1-alpha 0.999 1.2 158,609 20,706

LTVDDQQAMTGQMAGDHTR 3 0.999

F1MN02 F1MN02_BOVIN Bt.32446 Uncharacterized protein (Fragment 0.999 9.2 3,545,628 904,106

DVANFLSFFITYNAMCVGLCLIRVGLIK 3 0.999

F1MN15 F1MN15_BOVIN TATDN2 Uncharacterized protein (Fragment 0.999 2.3 860,510 232,948

TPGRLFTLQVPMASERR 3 0.999

F1MN17 F1MN17_BOVIN Bt.104458 Uncharacterized protein 0.999 0.6 836,410 94,163

F1MNS0 F1MNS0_BOVIN Bt.104458 Uncharacterized protein 0.999 0.5 836,410 94,163

QSLTSPDSQSARPTNRTALSDPSSR 3 0.999

F1MN54 F1MN54_BOVIN UMODL1 Uncharacterized protein (Fragment 0.999 1.3 2,307,758 317,143

PFSSPDQPLAPTPAPLK 3 0.999

F1MN60 F1MN60_BOVIN ATP2B2 Uncharacterized protein 0.973 2.3 4,001,442 687,350



LTQKEEIPEEELNEDVEEIDHAERELR 3 0.868

F1MN68 F1MN68_BOVIN Bt.85086 Uncharacterized protein 0.999 4.9 3,593,775 300,645

HYGVYACDGCSGFFKRSIR 3 0.999

F1MNA1 F1MNA1_BOVIN Bt.97665 Uncharacterized protein 1.000 2.2 2,259,550 342,721

DEAQRRDAAPSSDPEAEGQAESPAEAPVLSR 3 0.999

F1MNA6 F1MNA6_BOVIN Bt.44215 Uncharacterized protein (Fragment 0.999 4.0 1,441,562 250,444

LVECVPNFSEGNNQEVIDAIAR 3 0.999

F1MNA8 F1MNA8_BOVIN ZMYM2 Uncharacterized protein 0.999 2.2 8,188,404 878,016

PHMQSKSCQTDGDWR 3 0.858

SWQPSILPDGSIFSR 3 0.999

F1MNA9 F1MNA9_BOVIN OLFML1 Uncharacterized protein 0.999 11.2 682,284 125,284

F1MVI3 F1MVI3_BOVIN OLFML1 Uncharacterized protein 0.999 11.9 682,284 125,284

F1N583 F1N583_BOVIN OLFML1 Uncharacterized protein 0.999 6.5 682,284 125,284

TTDTDGSWMKDAVSDSPKVYVFIGPR 3 0.999

F1MNB1 F1MNB1_BOVIN Bt.16529 Uncharacterized protein 0.999 3.8 2,428,288 826,146

GYWGGPAFLRKLFHLGK 3 0.999

F1MNB7 F1MNB7_BOVIN SNX25 Uncharacterized protein 0.970 2.4 32,189,275 1,027,519

DEVDSGGEVGEEAVDEGSSR 3 0.878

F1MNC0 F1MNC0_BOVIN Bt.63212 Uncharacterized protein 0.999 7.4 2,108,363 507,262

HIDSAHAYRNEEQVGQAIRSK 3 0.999

F1MND9 F1MND9_BOVIN LOC100335480 Uncharacterized protein 0.999 2.9 1,098,144 142,524

GDRGVVGEPGPKGEQGASGEEGEAGER 3 0.999

F1MNE5 F1MNE5_BOVIN FIGNL1 Uncharacterized protein (Fragment 0.999 3.7 1,304,930 170,118

GIFGKFVPPVPKQDGGDPGGGMQYK 3 0.999

Q2KIL1 CA141_BOVIN Uncharacterized protein C1orf141 homolog 0.999 6.7 680,720 163,592

F1MNH1 F1MNH1_BOVIN Bt.50351 Uncharacterized protein 0.999 6.7 680,720 163,592

TVTSHTGKNDTNPIMFHEAGYVQMLLLTK 3 0.999

F1MNH3 F1MNH3_BOVIN SVEP1 Uncharacterized protein 0.999 1.4 9,461,078 846,445

KCLSNSSWSGSPPSCLPCK 3 0.999

LFPEAAPGAPGRLPEPPAPSEDAAAAESKVER 3 0.999

F1MNH7 F1MNH7_BOVIN PVRIG Uncharacterized protein (Fragment 0.999 9.1 1,416,376 349,944

WETSTSISLTLERAPTAAGDSSPNTTFCCK 3 0.999

F6PQ64 F6PQ64_BOVIN FBXL18 Uncharacterized protein 0.999 3.3 3,475,472 264,571

F6PQR5 F6PQR5_BOVIN FBXL18 Uncharacterized protein 0.999 3.2 3,475,472 264,571

F1MNH8 F1MNH8_BOVIN FBXL18 Uncharacterized protein (Fragment 0.999 3.3 3,475,472 264,571

TPENLHAFLISVPGSFAESGATR 3 0.999

F1MNI1 F1MNI1_BOVIN CEP164 Uncharacterized protein 0.999 2.1 6,011,046 910,703

PTSAQWTWDPGLGPRLSSSAAQTVDDFLVEK 3 0.999

F1MNJ4 F1MNJ4_BOVIN APCDD1 Uncharacterized protein (Fragment 0.999 2.6 3,507,723 431,629

DTRGRYLLFNGQR 3 0.999

F1MNK7 F1MNK7_BOVIN Bt.44828 Uncharacterized protein 0.999 2.5 1,044,202 204,961

Q0P5C0 LMF1_BOVIN LMF1 Lipase maturation factor 1 0.999 2.5 1,044,202 204,961

PGGRHAAEGKWWIR 3 0.999

F1MNL0 F1MNL0_BOVIN Bt.12151 Uncharacterized protein 0.999 5.1 2,783,667 272,103

LNEEESVAGQDPWKLLKEQEER 3 0.999

F1MNL4 F1MNL4_BOVIN LOC100297058 Uncharacterized protein (Fragment 0.999 2.0 3,144,497 166,931

VAALTVNGTGPATDWLSAETFESDLDETR 3 0.999

F1MNM6 F1MNM6_BOVIN TMCO7 Uncharacterized protein 0.999 3.4 8,676,233 960,511

GILEGAGAGAAGGSDAEATAADWKK 3 0.999

LMRPSGVQAVVRGILEGAGAGAAGGSDAEATAADWK 3 0.999

F1MNM7 F1MNM7_BOVIN Bt.54501 Uncharacterized protein (Fragment 0.999 1.7 4,160,696 425,364

TVLTGTKDTVSTGLTGASMAK 3 0.999

Q3SYU9 MVP_BOVIN MVP Major vault protein 0.910 2.1 1,845,596 207,186

F1MNN6 F1MNN6_BOVIN MVP Uncharacterized protein 0.910 2.1 1,845,596 207,186

ELLELEALSTAVESTGTAK 3 0.880

Q2TBI0 LBP_BOVIN LBP Lipopolysaccharide-binding protein 0.999 3.5 2,110,008 394,038

F1MNN7 F1MNN7_BOVIN LBP Uncharacterized protein 0.999 3.5 2,110,008 394,038

LSVATNVSAMLTFNTSK 3 0.999

F1MNT1 F1MNT1_BOVIN NUP155 Uncharacterized protein 0.999 1.1 14,559,557 12,132,590

ISNQVDLSSVCAQYR 3 0.999

F1MNU3 F1MNU3_BOVIN RUSC2 Uncharacterized protein 0.999 1.7 839,325 126,715

EREGSAAPTAENEEGASEPSPGGIK 3 0.999

F1MNV5 F1MNV5_BOVIN Bt.4210 Uncharacterized protein 1.000 15.6 15,645,109 1,360,832

AVDAALTK 1 0.944

DFVQPPTR 2 0.840

LCAGCPKPIPVDSPDLEEPLSHSIAK 3 0.999

SPDLEPVLR 2 0.990

VYPTVNCQSLGQTSLMK 2 1.000

VYPTVNCQSLGQTSLMK 3 0.976

F1MNW1 F1MNW1_BOVIN PHTF2 Uncharacterized protein 0.999 3.9 8,776,921 434,566

SSEDGIQSHEPQCETLQPEEATWNTGTLR 3 0.999

F1MNW4 F1MNW4_BOVIN Bt.23843 Uncharacterized protein 1.000 19.1 61,780,658 8,703,610

AHIAFKPTVAQQR 2 1.000

ALDMEDFK 2 0.997

FYNQVSTPLLR 2 1.000

HLEVDVR 2 0.996

IQPSGGTNINEALLR 2 0.996

IYGNQDTSVQLKK 2 1.000

KFYNQVSTPLLR 2 0.998

NDLVSATK 1 0.955

SLHVLDTFDGHFDGVPVVSK 2 1.000

SLHVLDTFDGHFDGVPVVSK 3 1.000

TEDHFSVVDFNHNVR 2 0.978

TEDHFSVVDFNHNVR 3 1.000

TILDDLRTEDHFSVVDFNHNVR 3 1.000

VANTVIQTK 1 0.982

VANTVIQTK 2 1.000

VGELEVFNGYFVHFFAPENMDPIPK 3 1.000

VQFELHYQEVK 3 0.995

VVNHSPQPQNVVFDVQIPK 2 1.000

VVNHSPQPQNVVFDVQIPK 3 1.000

F1MNY2 F1MNY2_BOVIN TMEM2 Uncharacterized protein 0.999 1.7 3,773,942 825,333

ASWTLLVRTLNSSGLTFGSYAFK 3 0.999

F1MP31 F1MP31_BOVIN GON4L Uncharacterized protein 0.999 0.8 5,159,688 3,790,977

TLEDGAKQHNLTAVNVR 3 0.999

F1MP45 F1MP45_BOVIN PTPRE Uncharacterized protein (Fragment 0.999 3.8 4,825,859 1,106,962

QKDYFIATQGPLAHTVEDFWRMVWEWK 3 0.999

F1MP49 F1MP49_BOVIN TRIM24 Uncharacterized protein 0.999 2.6 3,409,788 449,684

SPSASSVGSRGSSGSSSKPAGADSTHK 3 0.999

F1MP51 F1MP51_BOVIN Bt.99276 Uncharacterized protein 0.999 1.5 1,418,730 216,181

NRTPVWFYMQIAPIR 3 0.999

F1MPE2 F1MPE2_BOVIN DOPEY1 Uncharacterized protein 0.999 1.2 2,525,711 385,356

ILSKVQPPLLSASTGGVLQFPSGQNNSVK 3 0.999

F1MPG9 F1MPG9_BOVIN PLEKHM3 Uncharacterized protein 0.999 4.3 658,130 131,041

AQEWMEALKTAANTARSSEQNLQVTLR 3 0.999

F1MPH3 F1MPH3_BOVIN Bt.88019 Uncharacterized protein 0.999 0.6 1,643,756 131,339

P01267 THYG_BOVIN TG Thyroglobulin 0.999 0.6 1,643,756 131,339

QCWCVDAEGMEVYGTR 3 0.999

F1N5H0 F1N5H0_BOVIN Bt.6848 Uncharacterized protein (Fragment 0.999 3.7 463,034 98,952

F1MPH9 F1MPH9_BOVIN Bt.69966 Uncharacterized protein 0.999 3.7 463,034 98,952

Q1LZB6 CAPR1_BOVIN CAPRIN1 Caprin-1 0.999 3.7 463,034 98,952

DMSLRLNEQYEHASIHLWDLLEGKEK 3 0.999

F1MPI9 F1MPI9_BOVIN ZNF311 Uncharacterized protein (Fragment 0.999 1.8 2,051,480 302,884

RKNVSSELSGGR 3 0.999

F1MPK7 F1MPK7_BOVIN SLC15A2 Uncharacterized protein (Fragment 0.999 3.9 1,601,412 284,308

EEPAMNPFQKNDSKETLFLPVSTEEVPPR 3 0.999

G5E600 G5E600_BOVIN Bt.103535 Uncharacterized protein 0.999 1.8 1,605,158 275,638

F1MPM2 F1MPM2_BOVIN Bt.37750 Uncharacterized protein (Fragment 0.999 1.8 1,605,158 275,638

HLDSVLSDHTRNSAEGTEYFK 3 0.999

F1MPN4 F1MPN4_BOVIN Uncharacterized protein (Fragment 0.999 12.3 13,653,500 9,742,573

DVLPGPYPKTLEEQVTIAK 3 0.999

F1MPP3 F1MPP3_BOVIN OB-R Uncharacterized protein 0.999 2.0 1,464,321 154,273

F1N1E9 F1N1E9_BOVIN OB-R Uncharacterized protein 0.999 1.6 1,464,321 154,273

ILNEDSEIKWLRIPSSVK 3 0.999

F1MPQ8 F1MPQ8_BOVIN Bt.61182 Uncharacterized protein (Fragment 0.999 5.4 1,963,208 186,561



SPGQWHEADVNIEGDIVPAK 3 0.999

F1MPS0 F1MPS0_BOVIN Bt.9997 Uncharacterized protein 0.999 1.6 1,109,284 192,605

WHSSRTTGPLPSDSRPESPVPVR 3 0.999

F1MPT4 F1MPT4_BOVIN SDK2 Uncharacterized protein (Fragment 1.000 3.0 10,048,227 999,679

NTSVVAGSSEVTMECVANARPLIK 3 0.999

TTTWAEAGRTSPSLGSGCCFAGSDR 3 0.999

YSRADGHGKTLSHVVHDR 3 0.828

F1MPT5 F1MPT5_BOVIN DST Uncharacterized protein (Fragment 1.000 0.6 3,351,763 458,090

RRAADPSSLQSHIPVLDK 3 0.999

TIAEGENLLLKTQGSEKVALQLQLNTIK 3 0.999

F1MPU1 F1MPU1_BOVIN MED12L Uncharacterized protein (Fragment 0.999 0.6 10,738,392 4,521,131

MTCAYYSAISEAK 3 0.999

F1MPU4 F1MPU4_BOVIN MYOT Uncharacterized protein 0.999 2.2 5,996,393 1,251,078

GFHSLIFEVVR 3 0.999

F1MPV6 F1MPV6_BOVIN Bt.26663 Uncharacterized protein (Fragment 0.999 1.9 738,561 119,469

SPEDTYRGAKIVHVSLDGLCVSPPEGFLIR 3 0.999

F1MPW0 F1MPW0_BOVIN AMBRA1 Uncharacterized protein 1.000 1.9 12,007,696 665,129

RHVSINSARWLPEPGLGLAYGTNK 3 0.999

F1MPW8 F1MPW8_BOVIN ZFHX4 Uncharacterized protein 1.000 0.7 2,862,558 306,281

MTLNEEEQKLLSNKCVSAIIQGIGK 3 0.999

F1MPX2 F1MPX2_BOVIN Bt.59111 Uncharacterized protein 0.999 11.0 7,844,188 819,108

FVFGSSAVQALDLVDR 3 0.999

F1MPX8 F1MPX8_BOVIN GRIP1 Uncharacterized protein (Fragment 0.999 7.8 3,532,321 399,681

G3MZP1 G3MZP1_BOVIN GRIP1 Uncharacterized protein (Fragment 0.999 9.5 3,532,321 399,681

EGNTFGFVIRGGAHDDRNK 3 0.999

PGDRLLSVDGIRLLGTTHAEAMSILK 3 0.999

VLAINGIPTEDSTFEEANQLLRDSSITSK 3 0.999

F1MQ21 F1MQ21_BOVIN NESTIN Uncharacterized protein (Fragment 0.999 1.4 2,739,392 354,300

SPASPKWDLPGEQRPSPQGEPR 3 0.999

F1MQ24 F1MQ24_BOVIN TCP11L1 Uncharacterized protein 0.999 4.7 4,878,292 519,877

SSDSEQGLEDAVEVSDEALQKKIK 3 0.999

F1MQ36 F1MQ36_BOVIN Bt.54851 Uncharacterized protein 0.999 3.8 3,915,866 1,475,871

MQSTVNYLWHTDDLLGQGATARVYKAR 3 0.999

F1MQ54 F1MQ54_BOVIN Bt.540 Uncharacterized protein (Fragment 0.999 2.8 796,481 346,667

Q28156 PDE5A_BOVIN PDE5A cGMP-specific 3',5'-cyclic phosphodiesterase 0.999 2.8 796,481 346,667

LFDVAEGSTLEEASNNCIRLEWNK 3 0.999

F1MQ57 F1MQ57_BOVIN Bt.53642 Uncharacterized protein 0.999 2.7 711,519 94,136

DYLKQVLDIDLHAQIHFGR 3 0.999

F1MQ78 F1MQ78_BOVIN ALOX5 Uncharacterized protein 0.999 2.5 4,600,284 310,902

LLVAHVRFTIAINTKAR 3 0.999

F1MQ89 F1MQ89_BOVIN COG2 Uncharacterized protein 0.999 3.4 1,644,148 346,285

GNTVPGYDFLVNSVWPEIVRGLEEK 3 0.999

F1MQ99 F1MQ99_BOVIN Bt.5471 Uncharacterized protein (Fragment 0.999 3.0 5,696,517 580,466

CQAAKVESAIAEGGASRFSASSGGGGSR 3 0.999

F1MQE1 F1MQE1_BOVIN Bt.42573 Ribosomal protein S6 kinase 0.999 2.1 15,596,534 12,755,251

FSLDGEAWEGVSEEAK 3 0.999

F1MQH3 F1MQH3_BOVIN FERMT1 Uncharacterized protein 0.999 3.1 7,122,988 1,580,621

LIRIDAATGIPITTWRFTNMK 3 0.999

F1MQH5 F1MQH5_BOVIN OR4S1 Uncharacterized protein 0.999 8.4 1,386,230 295,421

KALSTCGSHIIAVLLVLVPPMFMYIR 3 0.999

F1MQI1 F1MQI1_BOVIN Bt.31841 Uncharacterized protein 0.999 0.7 3,350,533 459,707

VDEKTKEVLQEWPLTTVK 3 0.999

F1MQI3 F1MQI3_BOVIN NEB Uncharacterized protein 0.999 1.2 11,995,054 813,469

CMSYYETVLDTPEMQRVR 3 0.859

ENVGKGTPTPVTPEMQR 3 0.824

TTVHIMPDTPEVLLAKQNQINYSEKLYK 3 0.999

YRQPAVQLKFTSITDTPEIVLAK 3 0.999

F1MQI6 F1MQI6_BOVIN TRPM3 Uncharacterized protein (Fragment 0.946 1.2 3,899,574 919,610

ESKAPAAPANTLAIVPDSRR 3 0.816

F1MQJ5 F1MQJ5_BOVIN Bt.30366 Uncharacterized protein 0.999 2.7 1,006,154 136,847

F1MQK6 F1MQK6_BOVIN Bt.30366 Uncharacterized protein (Fragment 0.999 1.3 1,006,154 136,847

TNLELELIHRGGNLCSGGASTAGK 3 0.999

F1MQJ7 F1MQJ7_BOVIN PDPK1 Uncharacterized protein (Fragment 0.999 5.4 1,857,737 187,682

QGPAMDGTAAQPRASASALQHAAQPPQPRK 3 0.999

F1MQK0 F1MQK0_BOVIN GIMAP7 Uncharacterized protein 0.999 6.7 1,480,358 185,290

ECGDRCCAISNSGNTEQAEK 3 0.999

F1MQS5 F1MQS5_BOVIN SPAG16 Uncharacterized protein (Fragment 0.999 10.4 1,308,689 300,351

DGGIVPDVYTQNMLLENENKILK 3 0.999

F1MQX0 F1MQX0_BOVIN ACSS1 Uncharacterized protein (Fragment 0.999 3.2 2,645,692 216,092

TDNKVHMGHLDVSLEQEMAK 3 0.999

F1MQX8 F1MQX8_BOVIN ALS2CR13 Uncharacterized protein 0.999 6.4 3,013,500 284,272

EEQLIPQDIPDGHRAPPPLAQR 3 0.999

F1MQY9 F1MQY9_BOVIN Bt.2929 Uncharacterized protein (Fragment 0.999 1.6 5,184,859 558,410

LLLPHPSRIHLSQLMNFAEHR 3 0.999

F1N5V2 F1N5V2_BOVIN TAS1R2 Uncharacterized protein 0.999 3.4 520,083 82,528

F1MQZ1 F1MQZ1_BOVIN TAS1R2 Uncharacterized protein (Fragment 0.999 3.7 520,083 82,528

F1MT82 F1MT82_BOVIN TAS1R2 Uncharacterized protein (Fragment 0.999 3.5 520,083 82,528

VVYSVYSSVYAVAHALHSLLGCNQSGCR 3 0.999

F1MR18 F1MR18_BOVIN ZNF683 Uncharacterized protein 0.999 5.7 474,707 125,366

SALLACPQGLDLYLCALQSATLATAPRGLR 3 0.999

F1MR22 F1MR22_BOVIN PIGR Uncharacterized protein 0.999 2.6 655,484 87,901

TNQDCFQVIDSNNYVSDKYK 3 0.999

Q28143-2 NRX3B_BOVIN NRXN3 Isoform 2 of Neurexin-3-beta 0.999 4.0 174,392 28,037

Q28143-3 NRX3B_BOVIN NRXN3 Isoform 3 of Neurexin-3-beta 0.999 4.3 174,392 28,037

Q28143-4 NRX3B_BOVIN NRXN3 Isoform 4 of Neurexin-3-beta 0.999 4.7 174,392 28,037

Q28143 NRX3B_BOVIN NRXN3 Neurexin-3-beta 0.999 3.7 174,392 28,037

F6RU36 F6RU36_BOVIN NRXN3 Uncharacterized protein 0.999 4.0 174,392 28,037

G3X794 G3X794_BOVIN NRXN3 Uncharacterized protein 0.999 4.7 174,392 28,037

F1MR33 F1MR33_BOVIN NRXN3 Uncharacterized protein (Fragment 0.999 12.8 174,392 28,037

GRLFQGQLSGLYYDGLK 3 0.999

F1MR50 F1MR50_BOVIN SLC4A1AP Uncharacterized protein (Fragment 0.999 4.3 6,162,195 1,488,767

VSGLDAEGDGHGPGFYLYDLGSTHGTFLNKTR 3 0.999

F1MR56 F1MR56_BOVIN LOC617696 Uncharacterized protein (Fragment 1.000 6.9 9,389,676 624,961

DSSTWLTAFVLK 2 0.923

FGLLGEDGEK 2 0.965

LEEELQFSLGSK 2 1.000

LGQYTSPVAK 2 0.988

LLLPDSLTTWEIHGVSLSK 3 1.000

PVGFSVVPIAAAAVSLK 2 0.998

SFFPENWLWK 2 0.985

TLEIPGNSDPNIIPEGDFK 2 1.000

F1MR67 F1MR67_BOVIN Uncharacterized protein 0.999 2.3 1,153,889 184,891

LRVFCTSPIGHSQPSDILTVQTPNLSPASCR 3 0.999

F1MR89 F1MR89_BOVIN Bt.35738 Uncharacterized protein 0.901 5.8 2,708,417 542,529

LFECNNCGKAYSSKAHLATHQK 3 0.901

F1MRA1 F1MRA1_BOVIN PCAF Uncharacterized protein (Fragment 0.999 1.1 2,252,317 628,712

LKNRYYVSK 3 0.999

F1MRB6 F1MRB6_BOVIN Bt.86779 Uncharacterized protein (Fragment 0.999 4.4 1,396,250 135,231

F1N741 F1N741_BOVIN Bt.86779 Uncharacterized protein (Fragment 0.999 4.2 1,396,250 135,231

F1N1Q5 F1N1Q5_BOVIN NUP54 Uncharacterized protein 0.999 4.1 1,396,250 135,231

QQQEGLSHLISIIKDDLEDIK 3 0.999

F1MRB9 F1MRB9_BOVIN Bt.25395 Uncharacterized protein 0.999 1.6 5,138,771 1,563,702

DTSEKEDNTPWNEDSDGEK 3 0.999

F1MRF3 F1MRF3_BOVIN Bt.66740 Uncharacterized protein 0.999 6.5 1,734,529 215,202

G3MZA8 G3MZA8_BOVIN Bt.66740 Uncharacterized protein 0.999 6.5 1,734,529 215,202

YKSTLTGHCAPVLACAFSHDGQMLVSGSVDK 3 0.999

F1MRF8 F1MRF8_BOVIN LOC790332 Uncharacterized protein (Fragment 0.999 14.7 2,363,204 486,868

PCSLWVVPVNLTLDAATAHPALFLSEEGRR 3 0.999

F1MRH9 F1MRH9_BOVIN Uncharacterized protein (Fragment 0.999 3.0 1,128,789 175,370

GGRPPDASHAAPLAPGPLHILEPQAPGAAPGEGPR 3 0.999

O97859 NEUR3_BOVIN NEU3 Sialidase-3 0.999 6.8 1,141,064 228,458

F1MRJ3 F1MRJ3_BOVIN NEU3 Uncharacterized protein 0.999 6.8 1,141,064 228,458

LIKPMVTVECEVAEVIGKAGHPVLYCSAR 3 0.999

F1MRJ9 F1MRJ9_BOVIN Uncharacterized protein (Fragment 0.999 1.5 1,232,377 165,507

F1MSA7 F1MSA7_BOVIN Uncharacterized protein (Fragment 0.999 1.5 1,232,377 165,507



YNGESSEYTKMSDNLERCFHR 3 0.999

F1MRL4 F1MRL4_BOVIN RGAG1 Uncharacterized protein (Fragment 0.999 1.9 2,387,858 273,712

STVSGKMPSQPIGTQDFGGMSMSFKR 3 0.999

F1MRM9 F1MRM9_BOVIN EVI5 Uncharacterized protein (Fragment 0.999 1.5 1,863,695 534,599

EAEAIMGLKELR 3 0.999

F1MRP8 F1MRP8_BOVIN PLEKHG1 Uncharacterized protein 0.999 2.3 4,259,771 666,105

SQSSSSILINKSADSINYPSGVAKQQPVSLHR 3 0.999

F1MRS1 F1MRS1_BOVIN Bt.42982 Uncharacterized protein (Fragment 0.999 2.1 1,293,160 110,007

KACAECFMAVSCATCQEIR 3 0.999

F1MRU4 F1MRU4_BOVIN Bt.63231 Uncharacterized protein 0.999 1.6 6,999,012 903,145

FLEDVELDDNIRIQVISMCKYFQESVK 3 0.999

GLAQAGAWACFDEFNR 3 0.999

VIQGVLLCPHTHLQDVEKFIR 3 0.999

F1MRV0 F1MRV0_BOVIN GARNL1 Uncharacterized protein (Fragment 0.999 2.6 2,988,233 401,776

LSGFSGSNSNISNPHTSSNSAAELVKPGVYR 3 0.999

F1MRW4 F1MRW4_BOVIN KBTBD4 Uncharacterized protein (Fragment 0.999 3.6 6,016,821 360,486

LVLSAQSCFFRSMFTSNLK 3 0.999

F1MS00 F1MS00_BOVIN Bt.55314 Uncharacterized protein 0.999 1.1 2,115,478 1,114,881

MLKENASPSELR 3 0.999

F1MS10 F1MS10_BOVIN Bt.65326 Uncharacterized protein (Fragment 0.999 2.1 8,559,799 583,725

LTSTQGSLVEDESLILVLSKTKK 3 0.871

MGTTYGPPAGKK 2 0.913

PLLIEDVGEELDPALDNVLERNFIKTGSTFK 3 0.999

F1MS14 F1MS14_BOVIN KIAA0947 Uncharacterized protein 0.999 0.9 678,704 116,974

EPRAPDGKTLLSPWIESPK 3 0.999

F1MS27 F1MS27_BOVIN Bt.45184 Uncharacterized protein 0.999 3.8 1,269,854 724,687

F1N5T6 F1N5T6_BOVIN Bt.56099 Uncharacterized protein 0.999 3.2 1,269,854 724,687

MVIDIVLATDMSKHMNLLADLK 3 0.999

F1MS53 F1MS53_BOVIN Bt.75453 Uncharacterized protein 0.999 1.7 2,080,897 473,613

GQGKDPATLSTGLPQKILGTAEEVSGGK 3 0.999

F1MS75 F1MS75_BOVIN 532707 Uncharacterized protein (Fragment 0.999 1.8 2,728,329 419,655

LALEATIKDNESEEGNGGIR 3 0.999

F1MS91 F1MS91_BOVIN Uncharacterized protein 0.999 3.6 806,177 132,129

G3N1W3 G3N1W3_BOVIN Uncharacterized protein 0.999 2.5 806,177 132,129

EKLYGCSMWGKAFSQK 3 0.999

F1MSA4 F1MSA4_BOVIN RAD54B Uncharacterized protein 0.999 2.8 1,552,542 478,464

TLQCISLIWTLQCQGPYGGKPIVKK 3 0.999

Q3MHF8 LS14A_BOVIN LSM14A Protein LSM14 homolog A 0.999 2.8 1,042,355 115,014

F1MSA5 F1MSA5_BOVIN LSM14A Uncharacterized protein 0.999 2.8 1,042,355 115,014

RQIVPGAPSAPRR 3 0.999

F1MSB2 F1MSB2_BOVIN Bt.13071 Uncharacterized protein 0.999 0.4 481,559 67,780

HPFDVGALRR 3 0.999

F1MSB6 F1MSB6_BOVIN Bt.65068 Uncharacterized protein 0.999 4.8 6,100,388 1,623,179

SPPSAKNPVSASSQWLWVSDDTVRK 3 0.999

Q2KJH5 K1430_BOVIN UPF0501 protein KIAA1430 homolog 0.999 3.0 198,044 29,829

F1MSC2 F1MSC2_BOVIN MGC127461 Uncharacterized protein 0.999 3.0 198,044 29,829

TDKDTENVNLKLGLQR 3 0.999

F1MSC3 F1MSC3_BOVIN ACACB Uncharacterized protein 0.999 0.8 1,362,463 245,285

DTPLFSEARNSLYSEDDSK 3 0.999

F1MSD4 F1MSD4_BOVIN Bt.25014 Uncharacterized protein 0.999 10.6 2,816,688 512,885

Q2KIB6 LIN7B_BOVIN LIN7B Protein lin-7 homolog B 0.999 11.0 2,816,688 512,885

AHATAKATVAAFTASEGHAHPR 3 0.999

Q07722 PLCB4_BOVIN PLCB4 1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta-4 (Fr 0.999 2.2 1,115,117 169,933

Q07722-2 PLCB4_BOVIN PLCB4 Isoform 1A of 1-phosphatidylinositol-4,5-bisphosphate phosphodiestera 0.999 2.2 1,115,117 169,933

Q07722-3 PLCB4_BOVIN PLCB4 Isoform 2A of 1-phosphatidylinositol-4,5-bisphosphate phosphodiestera 0.999 2.4 1,115,117 169,933

Q07722-4 PLCB4_BOVIN PLCB4 Isoform 2B of 1-phosphatidylinositol-4,5-bisphosphate phosphodiestera 0.999 2.4 1,115,117 169,933

F1MSD7 F1MSD7_BOVIN PLCB4 Uncharacterized protein 0.999 1.8 1,115,117 169,933

AMGIETSDIADVPSDTSKNDKK 3 0.999

F1MSD9 F1MSD9_BOVIN Uncharacterized protein (Fragment 0.999 3.9 660,028 83,013

G3X7G3 G3X7G3_BOVIN ZNF214 Uncharacterized protein (Fragment 0.999 3.7 660,028 83,013

LIFDQMAVTFEDVTVIFTWEEWK 3 0.999

F1MSE4 F1MSE4_BOVIN Bt.53642 Uncharacterized protein 0.999 5.0 5,048,442 421,659

DLVQDPSLLGGTISAYK 3 0.999

F1MSF2 F1MSF2_BOVIN Bt.50224 Uncharacterized protein (Fragment 0.999 5.8 2,502,232 165,785

LAGLSPGLHHSPEIKLDHFSNVDQYLYHMR 3 0.999

VEMESQIYAIPEDIMR 3 0.999

F1MSG6 F1MSG6_BOVIN Bt.17143 Uncharacterized protein 0.999 2.8 1,671,438 146,845

DVSLDADSSSMTAVTAEEAK 3 0.999

PAAMAAHIAVTPSAAKGLIARK 3 0.999

F1MSH1 F1MSH1_BOVIN Bt.13071 Uncharacterized protein (Fragment 0.999 1.5 2,396,939 235,894

F1N1E0 F1N1E0_BOVIN CACNA1A Uncharacterized protein 0.999 1.3 2,396,939 235,894

HPFDVGALRR 3 0.999

YPGPVAEPLAGERPPTGGHGSSR 3 0.999

F1MSI4 F1MSI4_BOVIN Bt.52938 Uncharacterized protein 1.000 8.2 3,454,937 267,293

CLQDGVGDVSFVR 2 0.995

SVDGKEDLIWELLSQAQEHFGK 3 1.000

F1MSK0 F1MSK0_BOVIN Bt.92800 Uncharacterized protein 0.999 2.8 7,850,521 637,330

ERKIPDEDFIILIDGLNEAEFHK 3 0.999

PHPPTPRPLLHSQSVGLR 3 0.999

YQSSQGDIGVSQSR 3 0.999

F1MSM3 F1MSM3_BOVIN NOTCH1 Uncharacterized protein 0.999 1.0 2,488,152 335,445

DHACLASPCLNGGTCDLLTLTEYK 3 0.999

F1MSR4 F1MSR4_BOVIN ADAM33 Uncharacterized protein (Fragment 0.999 4.0 6,894,779 1,155,151

EVTCRGASMLPGAQLDLPDLGLVEAGTQCGPR 3 0.999

F1MSS4 F1MSS4_BOVIN Bt.26651 Uncharacterized protein (Fragment 0.999 6.9 4,303,849 1,249,961

QLKLVFLLGLAGPAPPAQLLAYESR 3 0.999

F1MSU3 F1MSU3_BOVIN RXFP3 Uncharacterized protein (Fragment 0.999 4.5 1,761,650 231,682

VSGTEGGASAAGGGLAGASAR 3 0.999

F1MSW5 F1MSW5_BOVIN CENPV Uncharacterized protein (Fragment 0.999 19.4 16,978,113 875,648

EDSSSILLLSFHEYQGLVKHTGGCHCGAVR 3 0.999

F1MSZ6 F1MSZ6_BOVIN SERPINC1 Uncharacterized protein 1.000 25.6 20,076,677 1,362,684

AFLEVNEEGSEAAASTVISIAGR 3 0.967

DIPVNPMCIYR 2 0.999

EQLQDMGLEDLFSPEK 2 1.000

FDTISEK 2 0.881

FRIEDSFSVK 2 0.993

FRIEDSFSVK 3 0.997

LGACDNTLK 2 0.968

SDLYVSDAFHK 3 0.982

SPVEDVCTAKPR 2 1.000

SPVEDVCTAKPR 3 0.998

SRLPGIVAEGR 2 1.000

SSELVSANR 1 0.922

SSELVSANR 2 1.000

F1MT21 F1MT21_BOVIN Uncharacterized protein (Fragment 0.999 3.9 2,666,733 192,433

FHLRNLELTGEKTYNSGEYGK 3 0.999

F1MT22 F1MT22_BOVIN Bt.94743 Uncharacterized protein 0.999 3.1 1,541,763 297,238

VIEMPYAYQCCAFGVCENVYKISNPWSK 3 0.999

F1N711 F1N711_BOVIN Bt.52756 Uncharacterized protein (Fragment 0.999 2.6 1,240,900 138,625

F1MT41 F1MT41_BOVIN PTGFRN Uncharacterized protein (Fragment 0.999 2.6 1,240,900 138,625

DVFSKPINIFWALEDSVLVVKAR 3 0.999

F1MT60 F1MT60_BOVIN NEB Uncharacterized protein 0.999 1.0 2,985,306 235,476

TTVHIMPDTPEVLLAKQNQINYSEKLYK 3 0.999

YRQPAVQLKFTSITDTPEIVLAK 3 0.999

F1MTE8 F1MTE8_BOVIN Bt.63797 Uncharacterized protein 0.999 2.2 10,951,662 2,961,410

AKQLLQQILVMDQDTKPIATDYFLMEEK 3 0.999

SSTPKASQRVLLDQECVFQAQSK 3 0.999

F1MTI1 F1MTI1_BOVIN Bt.61982 Uncharacterized protein (Fragment 0.999 2.3 1,789,265 333,534

WQKRYQHLLGPCGELR 3 0.999

F1MTI6 F1MTI6_BOVIN Bt.104711 Uncharacterized protein 0.999 3.4 3,350,604 373,382

HIFNNKGLVRSNGQVWK 3 0.999

P18917 PLRP4_BOVIN PRP4 Placental prolactin-related protein 4 0.999 9.2 1,357,261 124,749

Q2WFM8 Q2WFM8_BOVIN PRP5 Prolactin-related protein V 0.999 9.2 1,357,261 124,749

F1MTJ8 F1MTJ8_BOVIN PRP5 Uncharacterized protein 0.999 9.2 1,357,261 124,749

SLLSSNEDRRHSAFYSLFFCLR 3 0.999



F1MTK5 F1MTK5_BOVIN Bt.31482 Uncharacterized protein 0.999 0.9 4,063,295 698,470

AAQTMSTSAPPPVGSLSQR 3 0.999

F1MTN6 F1MTN6_BOVIN Bt.63238 Uncharacterized protein 0.909 1.2 2,098,879 288,877

SIKNEFWTQEETLKGETTTER 3 0.801

F1MTR4 F1MTR4_BOVIN IGSF8 Uncharacterized protein 0.999 2.0 5,045,312 553,212

YLGSYSGKVELR 3 0.999

F1MTR6 F1MTR6_BOVIN Uncharacterized protein (Fragment 0.999 7.1 1,482,775 238,093

EALFHLQVNCSHFTTIARLTIGNK 3 0.999

F1MTS2 F1MTS2_BOVIN Bt.106505 Uncharacterized protein 0.999 4.7 5,836,233 533,055

QSTCEAVMALRARFLDAR 3 0.999

F1MTT7 F1MTT7_BOVIN DCI Uncharacterized protein 0.999 8.6 1,676,708 176,512

DADTQNFVSFVCRDSIQKSLQAYLEK 3 0.999

F1MTV0 F1MTV0_BOVIN Bt.8282 Uncharacterized protein (Fragment 0.999 7.5 792,165 136,600

P81425 DPP4_BOVIN DPP4 Dipeptidyl peptidase 4 0.999 3.1 792,165 136,600

PAEPHFTSDGNSFYKIISNEEGYK 3 0.999

F1MTV2 F1MTV2_BOVIN Uncharacterized protein 0.999 1.7 2,366,788 271,039

RPDEEYNEGTSSVQNRVR 3 0.999

F1MTV3 F1MTV3_BOVIN TECTA Uncharacterized protein 1.000 1.0 6,768,846 460,024

TCRGGEVCAVEDGYQGCFPKR 3 0.999

Q32LP4 S4A10_BOVIN SLC4A10 Sodium-driven chloride bicarbonate exchange 0.999 2.6 1,490,508 262,216

F1MTV6 F1MTV6_BOVIN SLC4A10 Uncharacterized protein 0.999 2.6 1,490,508 262,216

DRNDLVSGIDEFLDQVTVLPPGEWDPSIR 3 0.999

F1MTX9 F1MTX9_BOVIN SLC38A1 Uncharacterized protein 0.999 4.9 2,150,711 663,508

ITCSVPELNSTIPNSTNPDMCTPK 3 0.999

F1MTZ3 F1MTZ3_BOVIN UBASH3B Uncharacterized protein (Fragment 0.999 4.9 2,594,296 237,953

FSAPLPLELYTSSNFIGLFVKEDSAEVLK 3 0.999

F1MU08 F1MU08_BOVIN Bt.4803 Uncharacterized protein 0.999 1.4 2,884,544 224,000

P18493 PARP1_BOVIN PARP1 Poly [ADP-ribose] polymerase 1 0.999 1.4 2,884,544 224,000

TLIDFGAGYAKSNR 3 0.999

F1MU15 F1MU15_BOVIN Bt.13087 Uncharacterized protein 0.999 4.5 589,510 65,920

GVWNTVCDSEWYDSEANVLCQDLGCGTVAR 3 0.999

F1MU22 F1MU22_BOVIN CES2 Uncharacterized protein 0.999 4.0 2,753,150 148,368

FAPPEPPESWSGVKDGTSQPAK 3 0.999

Q08DG4 FBXL8_BOVIN FBXL8 F-box/LRR-repeat protein 8 0.999 10.4 7,584,948 3,262,058

F1MU23 F1MU23_BOVIN FBXL8 Uncharacterized protein 0.999 10.4 7,584,948 3,262,058

DVLDAVHALCGAASALRHLDLR 3 0.999

EVHCFCVVRPSVLHAFR 3 0.999

F1MU30 F1MU30_BOVIN Bt.9696 Uncharacterized protein 0.999 3.4 1,886,904 244,416

HPELITFKYGNSSASGIEILAIER 3 0.999

F1MU39 F1MU39_BOVIN MYH15 Uncharacterized protein (Fragment 0.999 1.2 1,693,558 207,566

HADSLAELESQVENLQQVKQTLEK 3 0.999

F1MU42 F1MU42_BOVIN 782671 Uncharacterized protein 0.999 2.7 471,782 89,464

F1MU76 F1MU76_BOVIN Bt.45349 Uncharacterized protein 0.999 2.8 471,782 89,464

LPINSVRSGMVPPK 3 0.999

F1MU45 F1MU45_BOVIN PCF11 Uncharacterized protein (Fragment 0.958 1.3 4,295,792 538,495

GQPVGGLRFEGPHGQPVGGLR 3 0.821

F1MU48 F1MU48_BOVIN TOP2B Uncharacterized protein (Fragment 0.999 2.1 51,157,831 8,357,396

GIPVVEHKVEK 3 0.999

NMTCIKVSIDPESNIISIWNNGKGIPVVEHK 3 0.999

F1MUA7 F1MUA7_BOVIN LOC532603 Uncharacterized protein (Fragment 0.999 4.3 6,590,496 390,413

CNRVSMLAVEEYEEMQVNLELEKDLR 3 0.999

F1MUC1 F1MUC1_BOVIN Bt.93156 Uncharacterized protein (Fragment 0.999 2.1 1,166,721 151,748

LESTTRSPVFSHLSSSLQGLWTIRAYK 3 0.999

F1MUD1 F1MUD1_BOVIN Bt.87131 Uncharacterized protein 0.999 7.8 16,053,183 1,696,328

AETLVFSTHAVISMRDGKLCLMFR 3 0.999

F1MUF3 F1MUF3_BOVIN P2RX5 Uncharacterized protein 0.999 7.7 33,597,467 2,873,688

CYQDTDTSLQSSIITKVK 3 0.999

TFLKSCKFSPENPYCPIFR 3 0.999

F1MUG9 F1MUG9_BOVIN Bt.21212 Uncharacterized protein (Fragment 0.921 4.5 1,913,088 763,227

F1MX08 F1MX08_BOVIN Bt.21212 Uncharacterized protein (Fragment 0.921 4.5 1,913,088 763,227

SSPTPGVGALGAALAAAPSDPVPADLRADIK 3 0.841

Q5E9P5 PAMR1_BOVIN PAMR1 Inactive serine protease PAMR1 0.999 2.1 461,296 138,144

F1MUJ4 F1MUJ4_BOVIN PAMR1 Uncharacterized protein 0.999 2.1 461,296 138,144

KITGGPGLIHGHYAK 3 0.999

F1MUK0 F1MUK0_BOVIN FER1L5 Uncharacterized protein 0.999 0.7 752,518 95,536

PVVKVVIGGHQHHSR 3 0.999

F1MUK2 F1MUK2_BOVIN MED24 Uncharacterized protein 0.999 5.5 4,773,444 1,065,698

EGLEAGTPAAGEKQLAMCLQRLEK 3 0.999

ILNPDHPCFRPDSTKVESLVALLNNSSEIK 3 0.999

F1MUM4 F1MUM4_BOVIN ZNF500 Uncharacterized protein 0.999 4.8 11,004,958 1,757,834

THGGEQPPRRPPGLQDTPGAWA 3 0.999

F1MUP1 F1MUP1_BOVIN FOLH1 Uncharacterized protein 0.999 3.5 2,658,790 643,284

TILFASWDAEEFGLFGSTEWAEENSR 3 0.999

F1MUP9 F1MUP9_BOVIN VAT1 Uncharacterized protein 0.999 4.5 6,505,963 1,860,318

CLVLTGFGGYDKVKLQTR 3 0.999

F1MUQ0 F1MUQ0_BOVIN Bt.3220 Uncharacterized protein (Fragment 0.999 6.9 699,241 75,031

Q8SPX7 CRYL1_BOVIN CRYL1 Lambda-crystallin homolog 0.999 6.9 699,241 75,031

EAVEGALHVQECVPENLELKRK 3 0.999

F1MUQ4 F1MUQ4_BOVIN CLIP4 Uncharacterized protein 0.999 4.0 1,022,976 299,176

VGTLRFCGTTEFASGQWAGIELDEPEGK 3 0.999

F1MUT7 F1MUT7_BOVIN Bt.19304 Uncharacterized protein 0.999 2.4 1,688,985 94,107

G3MZW9 G3MZW9_BOVIN Bt.19304 Uncharacterized protein 0.999 6.9 1,688,985 94,107

EQLQLTKSQLEAAQHAHAIR 3 0.999

F1MUU5 F1MUU5_BOVIN NLRX1 Uncharacterized protein 0.905 1.9 34,515,375 4,111,161

YVGRYGEICGFSDTNLQK 2 0.905

F1MUV0 F1MUV0_BOVIN RING1 Uncharacterized protein (Fragment 0.999 7.3 1,538,762 225,510

QYTIYIAPGGGAFTTLNGSLTLELVNEK 3 0.999

F1MUV2 F1MUV2_BOVIN Uncharacterized protein (Fragment 0.999 3.1 3,855,259 173,770

NQLLSLQVPKFVLLSVHMEK 3 0.999

F1MUW3 F1MUW3_BOVIN FGD5 Uncharacterized protein (Fragment 0.999 1.3 3,371,685 582,721

EFEQSQQGGGQNVKHRLLR 3 0.999

F1MUW6 F1MUW6_BOVIN TMF1 Uncharacterized protein 0.999 2.7 5,499,035 1,268,671

TIESVEGKPEEANETLIMPNEETEMEESGR 3 0.999

F1MUY2 F1MUY2_BOVIN KRT6C Uncharacterized protein 1.000 5.4 4,672,819 137,616

AQYEEIAQR 2 0.973

NKYEDEINKR 3 1.000

NLDLDSIIAEVK 2 0.999

F1MUY5 F1MUY5_BOVIN STARD9 Uncharacterized protein (Fragment 0.999 1.9 1,998,301 675,986

TISPSFGDSAAVSLGQRRAHWPAAQGPR 3 0.999

F1MV84 F1MV84_BOVIN SYCP2 Uncharacterized protein 0.999 1.2 5,028,896 601,190

ELLLYFDASLEITNVAQK 3 0.999

F1MVC0 F1MVC0_BOVIN Bt.9414 Uncharacterized protein 1.000 1.0 6,631,425 507,679

SFPFVSKTLGVDLVALATRVIMR 3 0.999

F1MVG5 F1MVG5_BOVIN Bt.106492 Uncharacterized protein 0.999 7.7 10,290,106 694,349

CPECRGIAETPDFK 3 0.999

PEHTAHSHSPIHRAAEESREK 3 0.999

F1MVI7 F1MVI7_BOVIN TRANK1 Uncharacterized protein (Fragment 0.999 1.0 353,815 42,094

G3MYJ1 G3MYJ1_BOVIN TRANK1 Uncharacterized protein (Fragment 0.999 1.0 353,815 42,094

CKEPLIPSIGNTVALLELQFIHCGVVLAR 3 0.999

F1MVK1 F1MVK1_BOVIN Uncharacterized protein (Fragment 0.999 2.2 2,115,380 99,090

P01030 CO4_BOVIN C4 Complement C4 (Fragments) 0.999 3.8 2,115,380 99,090

LGQYTSPVAK 2 0.988

LPQGCAEQTMTLLAPTLAASRYLDK 3 0.999

F1MVK7 F1MVK7_BOVIN LOC100300829 Uncharacterized protein (Fragment 0.999 7.3 1,481,785 249,995

ATICLITEDTYVAPTPGYSGDGFSER 3 0.999

F1MVP8 F1MVP8_BOVIN Bt.23353 Uncharacterized protein 0.999 4.5 2,236,834 390,629

SLRQSLADTTNPSLINIMIEPQGTRK 3 0.999

F1MVT7 F1MVT7_BOVIN Bt.35384 Uncharacterized protein 1.000 9.7 2,550,870 405,378

DLGQFYAGLPAESYPIIKGVACKVASLFDSSK 3 0.999

EWLCDFGFLVDIMDHLREISELLRVSK 3 0.999

F1MVU7 F1MVU7_BOVIN Bt.87597 Uncharacterized protein 0.999 2.5 316,363 27,308

ALKELAEELEER 3 0.999

F1MVY5 F1MVY5_BOVIN Bt.27312 Uncharacterized protein 0.999 1.9 1,467,556 177,236

Q08E26 CRTC2_BOVIN CRTC2 CREB-regulated transcription coactivator 2 0.999 1.9 1,467,556 177,236

STRHHGLVERVQR 3 0.999



F1MVZ2 F1MVZ2_BOVIN BRSK2 Uncharacterized protein (Fragment 0.953 3.1 2,601,910 334,108

LQVPTPEEMSNLTPESSPELAK 3 0.953

F1MVZ7 F1MVZ7_BOVIN CAPN13 Uncharacterized protein 0.999 1.9 1,570,027 241,566

SFRAFSTGNS 3 0.999

F1MVZ8 F1MVZ8_BOVIN NGEF Uncharacterized protein (Fragment 0.999 4.5 7,907,938 1,122,648

AEELEDQGQTLANVFILRLLENSDDR 3 0.999

F1MW01 F1MW01_BOVIN ESPL1 Uncharacterized protein 0.999 1.0 25,846,279 4,282,566

VLESGLKFVVARIPHLEPWR 3 0.999

F1MW07 F1MW07_BOVIN TMC2 Uncharacterized protein 0.999 2.7 2,362,450 86,055

YRLPMAYFMVGVSVFGYSLMIVIR 3 0.999

P12260 F13A_BOVIN F13A1 Coagulation factor XIII A chain (Fragment 0.999 6.1 1,358,687 860,492

F1MW44 F1MW44_BOVIN P12260 Uncharacterized protein 0.999 1.6 1,358,687 860,492

MSESSGTAFGGR 3 0.999

F1MW62 F1MW62_BOVIN Bt.61505 Uncharacterized protein (Fragment 0.999 4.9 1,712,121 189,722

F1N0P2 F1N0P2_BOVIN DDX49 Uncharacterized protein 0.999 6.1 1,712,121 189,722

QPTPVQLGCIPAILEGRDCLGCAK 3 0.999

F1MW73 F1MW73_BOVIN MGC148692 Uncharacterized protein 0.999 3.4 1,811,801 307,117

PAGQTPPPSPLSKVSRPYLVELLTR 3 0.999

PAWQKFSDGGGEGESIR 3 0.999

F1MW75 F1MW75_BOVIN ICA1 Uncharacterized protein 0.999 4.8 1,703,241 330,475

ICFLSQEENELGKFLRSQGFQDK 3 0.999

F1MW90 F1MW90_BOVIN Bt.29902 Uncharacterized protein 0.931 2.0 593,999 50,147

PWSPGLSSSSSSDSVWPLGK 2 0.931

F1MWC0 F1MWC0_BOVIN Bt.96723 Uncharacterized protein 0.999 1.2 11,195,477 8,139,864

GVIDQIQDALRDGKEVK 3 0.999

F1MWD7 F1MWD7_BOVIN ZXDC Uncharacterized protein (Fragment 0.999 4.3 1,055,142 145,832

G3MYH0 G3MYH0_BOVIN ZXDC Uncharacterized protein (Fragment 0.999 4.2 1,055,142 145,832

AASSPAGRPAQAPGAAPLGGPGAAGPQDLLVR 3 0.999

F1MWF5 F1MWF5_BOVIN Bt.31807 Uncharacterized protein 0.999 2.1 600,672 73,398

EISHEAIDLINNLLQVK 3 0.999

F1MWG7 F1MWG7_BOVIN TP53BP2 Uncharacterized protein (Fragment 0.999 2.3 16,799,363 5,875,207

NFQQAVQSALTKPHPRAPHFPSVYGK 3 0.999

Q2TBN6 PCID2_BOVIN PCID2 PCI domain-containing protein 2 0.999 5.2 2,377,552 309,745

F1MWG9 F1MWG9_BOVIN PCID2 Uncharacterized protein 0.999 5.2 2,377,552 309,745

QAEEYLSFAFEHCHRSSQKNK 3 0.999

F1MWI1 F1MWI1_BOVIN Uncharacterized protein (Fragment 0.999 8.1 1,077,861 271,602

VAVKLFNSFPITVTVPQEVSSPDFMENAVEK 3 0.999

F1MWL9 F1MWL9_BOVIN Uncharacterized protein (Fragment 0.999 4.4 4,665,921 384,934

PSNHGLQINSCSVHLEDIK 3 0.999

F1MWM8 F1MWM8_BOVIN Bt.104279 Uncharacterized protein (Fragment 1.000 1.8 469,684 69,225

GYEAMYTLLGNANGATCAFPFKFENK 3 0.999

F1MWS2 F1MWS2_BOVIN Bt.9097 Uncharacterized protein (Fragment 0.999 2.3 1,003,565 83,710

AHGDGTPHPDPDPCAR 3 0.999

F1N5C7 F1N5C7_BOVIN Bt.20028 Uncharacterized protein 0.999 2.5 4,516,463 319,929

F1MWT0 F1MWT0_BOVIN MAN2C1 Uncharacterized protein 0.999 2.5 4,516,463 319,929

GRTNHSAFLFGFGDGGGGPTQTMVDR 3 0.999

F1MWU6 F1MWU6_BOVIN Bt.30449 Uncharacterized protein 0.999 5.5 545,736 73,635

LPTPIPGEIAMVLLASVLCFTSSLDTR 3 0.999

F1MWZ1 F1MWZ1_BOVIN CCPG1 Uncharacterized protein 0.925 2.2 2,069,637 695,022

CWTHTEAEKMSFETQKK 3 0.835

F1MX06 F1MX06_BOVIN TARS2 Uncharacterized protein 0.999 1.1 4,513,863 1,243,347

MGLYQRCR 3 0.999

F1MX14 F1MX14_BOVIN MDGA2 Uncharacterized protein (Fragment 1.000 5.6 20,663,956 781,410

GPGIEGDIAIDDVSIAEGECAKQDLTTK 3 0.999

SIRVDVYYLDDPVVTVHQSIGEAK 3 0.999

F1MX17 F1MX17_BOVIN Bt.86635 Uncharacterized protein (Fragment 0.999 3.1 1,620,839 135,414

F1N7G4 F1N7G4_BOVIN ISLR2 Uncharacterized protein 0.999 3.3 1,620,839 135,414

EARVQLTPLAARWGPGPGGASGGGR 3 0.999

F1MX25 F1MX25_BOVIN TNRC6A Uncharacterized protein (Fragment 1.000 1.2 390,389 83,115

G3N258 G3N258_BOVIN TNRC6A Uncharacterized protein (Fragment 1.000 1.2 390,389 83,115

AKSPNGSSSVNWPPEFRPGEPWK 3 0.999

F1MX34 F1MX34_BOVIN Uncharacterized protein (Fragment 0.999 1.2 5,791,980 468,093

AFSHSSNLTVHRR 3 0.999

P61635 STAT3_BOVIN STAT3 Signal transducer and activator of transcription 3 0.999 3.1 624,715 101,010

F1MX38 F1MX38_BOVIN STAT3 Uncharacterized protein 0.999 3.1 624,715 101,010

YCRPESQEHPEADPGSAAPYLKTK 3 0.999

F1MX50 F1MX50_BOVIN CREG1 Uncharacterized protein 0.999 7.7 580,293 70,621

GRPFADVLSLSDGPPGK 3 0.999

F1MX51 F1MX51_BOVIN Bt.19933 Uncharacterized protein (Fragment 0.999 3.2 1,083,661 81,471

VQQAKEMVLELIRDQGGFR 3 0.999

F1MX58 F1MX58_BOVIN Bt.74139 Uncharacterized protein 0.999 3.4 4,664,780 508,061

ANSLGDLYAQKNSGVTANGGPR 3 0.999

KKTILDQIFVWEQNLEQFQMDLFR 3 0.999

NSGVTANGGPRSKLAGYCR 3 0.999

F1MX60 F1MX60_BOVIN CYFIP2 Uncharacterized protein 0.999 1.4 3,953,804 588,965

KYQILNNEVFAILNKYMK 3 0.999

F1MX80 F1MX80_BOVIN METTL3 Uncharacterized protein 0.999 15.9 3,015,235 714,064

RAEQDSTTAAAFTSSLASGLASSASEVAK 3 0.999

SDSPVPAAPTSGGPKPSTASAVPELATDPELEK 3 0.999

SLLQDDAHPTLVTYADHSKLSAMMGAVAEK 3 0.999

F1MX93 F1MX93_BOVIN MYO5C Uncharacterized protein 0.999 1.7 34,773,934 976,431

IQKLESELDRAAAHR 3 0.999

VLENHFQSQKDCYEK 3 0.999

F1MXA8 F1MXA8_BOVIN Bt.106220 Uncharacterized protein 0.999 4.9 3,063,579 380,692

LDPRDAQFVDVIHSDTDALGYK 3 0.999

F1MXC4 F1MXC4_BOVIN Bt.104790 Uncharacterized protein 1.000 1.0 1,184,404 265,689

KGEVIYRVQIVDPGQILDGINLSK 3 0.999

F1MXF5 F1MXF5_BOVIN AKAP9 Uncharacterized protein (Fragment 0.999 0.5 462,091 83,830

RILYQNLNEPTAWSLTNDR 3 0.999

F1MXG9 F1MXG9_BOVIN Bt.32407 Uncharacterized protein (Fragment 0.999 5.2 7,137,938 220,495

G3N294 G3N294_BOVIN Bt.32407 Uncharacterized protein (Fragment 0.999 4.9 7,137,938 220,495

QIFGELADVTAKYSPSDEELHR 3 0.999

F1MXH9 F1MXH9_BOVIN LOC615633 Uncharacterized protein (Fragment 0.999 17.1 13,694,842 1,375,483

QVHTGLSLSHDSVNILDLFVK 3 0.999

F1MXJ0 F1MXJ0_BOVIN SLMO1 Uncharacterized protein (Fragment 0.944 12.6 4,970,892 497,230

GVSLGSYLESLMANTISSNAKK 3 0.807

F1MXJ2 F1MXJ2_BOVIN Bt.37052 Uncharacterized protein (Fragment 0.999 1.5 4,574,441 1,080,649

MSWLRDGRPLGLDAHLSISSQGMVLQLIK 3 0.999

SDGSLHIERVRLQDGGEYTCVASNVAGITNK 3 0.830

F1MXK2 F1MXK2_BOVIN NUFIP2 Uncharacterized protein (Fragment 0.999 1.8 43,391,525 13,069,621

WNLARQHNPHYK 3 0.999

Q8HXQ5 MRP1_BOVIN ABCC1 Multidrug resistance-associated protein 1.000 3.2 13,728,564 3,013,498

F1MY01 F1MY01_BOVIN ABCC1 Uncharacterized protein (Fragment 1.000 3.2 13,728,564 3,013,498

F1MXK7 F1MXK7_BOVIN Bt.88646 Uncharacterized protein (Fragment 1.000 3.2 13,728,564 3,013,498

LECVGNCIVLFASLFAVISR 3 0.999

VSLARAVYCDSDVYLLDDPLSAVDAHVGK 3 0.999

F1MXQ3 F1MXQ3_BOVIN Bt.11748 Uncharacterized protein (Fragment 0.999 3.1 8,688,817 2,262,709

HSHDELSILVPLQQCCR 3 0.999

F1MXR8 F1MXR8_BOVIN Bt.44585 Uncharacterized protein 0.999 1.7 1,836,668 312,147

TCSRLGGDGGGRPLLR 3 0.999

F1MXS0 F1MXS0_BOVIN CNTN6 Uncharacterized protein (Fragment 0.999 2.5 1,646,786 225,411

YQIIYANAELRVLASAPDFSKNPLK 3 0.999

F1MXS1 F1MXS1_BOVIN RANBP2 Uncharacterized protein 0.999 1.0 4,038,417 892,456

ELLGPPLVETISTPKPSSEHTPGRSALVTLK 3 0.999

F1MXS6 F1MXS6_BOVIN Bt.93404 Uncharacterized protein (Fragment 1.000 1.8 1,083,408 207,439

CVELLIAYDANINHAADGGQTPLYLACK 3 0.999

P04258 CO3A1_BOVIN COL3A1 Collagen alpha-1(III) chain 1.000 5.5 16,974,072 1,482,895

F1MXS8 F1MXS8_BOVIN COL3A1 Uncharacterized protein 1.000 4.0 16,974,072 1,482,895

F1N2Y4 F1N2Y4_BOVIN COL3A1 Uncharacterized protein (Fragment 1.000 5.5 16,974,072 1,482,895

DGPRGPTGPIGPPGPAGQPGDKGESGAPGVPGIAGPR 3 0.999

GFPGPPGMKGPAGMPGFPGMK 3 0.999

F1MXV1 F1MXV1_BOVIN Bt.54421 Uncharacterized protein (Fragment 0.959 1.2 902,409 139,346

PVVSPNQNARPCKK 3 0.878

F1MXV4 F1MXV4_BOVIN Bt.77614 Uncharacterized protein 0.999 2.9 1,999,752 204,701

NSPSSLSSSSETGSGGGTYRQK 3 0.831



SNSDITISELDVDSFDECISPTYKTGPSLHR 3 0.999

F1MXV8 F1MXV8_BOVIN SERPINA3-7 Uncharacterized protein 1.000 14.2 53,548,111 14,846,672

DAEAFYASEVLSTNFK 3 0.982

DILSQLGIK 2 0.905

FSISSHYQLK 3 0.936

IFTSDADFSGITDDHK 2 1.000

IFTSDADFSGITDDHK 3 0.984

KIFTSDADFSGITDDHK 3 1.000

LINEYVK 2 0.952

F1MXW5 F1MXW5_BOVIN OXSM 3-oxoacyl-[acyl-carrier-protein] synthase, mitochondria 0.999 6.1 1,687,006 350,221

Q0VCA7 OXSM_BOVIN OXSM 3-oxoacyl-[acyl-carrier-protein] synthase, mitochondria 0.999 6.1 1,687,006 350,221

DAGIQPEEVSYINAHATSTPLGDAAENK 3 0.999

F1MXX0 F1MXX0_BOVIN IMMT Uncharacterized protein 0.999 3.5 2,659,516 439,712

LFEMVLGSPPYTVPLPKKPIQSGPLK 3 0.999

F1MXX8 F1MXX8_BOVIN NEURL4 Uncharacterized protein 0.999 1.4 2,130,224 201,452

ICEKFGPNLDTCPEGTILGLR 3 0.999

F1MY03 F1MY03_BOVIN LOC100138954 Uncharacterized protein 0.999 7.9 2,103,919 269,554

Q28151 OZF_BOVIN ZNF146 Zinc finger protein OZF 0.999 7.9 2,103,919 269,554

MSHLSQQRICSGENPFACKVCGK 3 0.999

F1MY16 F1MY16_BOVIN AKAP13 Uncharacterized protein (Fragment 0.999 1.0 3,405,841 386,183

RPPPPVPEAPGVPEEPGATAGAEDR 3 0.999

F1MY22 F1MY22_BOVIN TMEM63B Uncharacterized protein 0.999 2.3 2,769,213 579,791

DRVEQEYVASAMHGDSHDR 3 0.999

F1MY58 F1MY58_BOVIN TOM1L1 Uncharacterized protein 0.999 3.0 6,908,513 603,984

EFVKDSLVKLLNPR 3 0.999

F1MY69 F1MY69_BOVIN SLFNL1 Uncharacterized protein (Fragment 0.999 6.7 1,691,990 205,354

DGSIQGPLSVSAIQEWCRQKWMAELSK 3 0.999

F1MY82 F1MY82_BOVIN PRKCH Uncharacterized protein 0.999 2.5 37,659,313 4,096,823

TLAGMGLQPGNISPTSK 3 0.999

F1MY96 F1MY96_BOVIN Bt.53024 Uncharacterized protein (Fragment 0.999 2.1 2,666,817 277,627

THTGERPYVCGVCGK 3 0.999

F1MYB0 F1MYB0_BOVIN STOX2 Uncharacterized protein (Fragment 0.999 5.9 7,096,912 865,054

GPGGGPVAPGTVVEGLANGRLIQHHGAEPSTLDK 3 0.999

RTEMPFPEPSRGSSHSK 3 0.999

F1MYC6 F1MYC6_BOVIN Bt.35994 Uncharacterized protein 0.999 4.3 4,651,523 707,393

Q5W5U4 DDX4_BOVIN DDX4 Probable ATP-dependent RNA helicase DDX4 0.999 4.3 4,651,523 707,393

SNYLFVAVGQVGGACRDVQQTILQVGQYSKR 3 0.999

F1MYC9 F1MYC9_BOVIN SPTBN1 Uncharacterized protein 1.000 2.8 6,254,804 590,011

HALVEADIGIQAERVRGVNASAQK 3 0.999

HQILEQAVEDYAETVHQLSKTSR 3 0.882

LVSQDNFGFDLPAVEAATKK 3 0.999

F1MYE0 F1MYE0_BOVIN IRS1 Uncharacterized protein 0.999 3.7 6,524,879 1,197,280

CPSQLQPAPREEDTGAEEYMNMDLGPGR 3 0.999

SSAPKRSIPLESCFNINK 3 0.999

F1MYE4 F1MYE4_BOVIN CHAD Uncharacterized protein 0.999 3.3 1,730,088 212,920

NNFPVLAANSFR 3 0.999

F1MYG5 F1MYG5_BOVIN LMNA Uncharacterized protein 0.999 2.3 4,237,404 1,604,350

LVEIDNGKQREFESR 3 0.999

F1MYH5 F1MYH5_BOVIN AKAP4 Uncharacterized protein 0.999 2.0 2,916,079 343,198

YALGFQHALSPSASSCK 3 0.999

Q9BE97 ARNT_BOVIN ARNT Aryl hydrocarbon receptor nuclear translocato 0.999 2.4 9,333,261 2,441,282

F1MYI1 F1MYI1_BOVIN ARNT Uncharacterized protein (Fragment 0.999 2.4 9,333,261 2,441,282

TAEGVGVWPQWQGQQSHHR 3 0.999

F1N7L0 F1N7L0_BOVIN Bt.63828 Uncharacterized protein 0.999 4.4 409,339 49,604

F1MYI7 F1MYI7_BOVIN Bt.63828 Uncharacterized protein (Fragment 0.999 4.6 409,339 49,604

Q07263 ACHA3_BOVIN CHRNA3 Neuronal acetylcholine receptor subunit alpha- 0.999 4.4 409,339 49,604

PFYSAELSNLNCFSRIESKVCK 3 0.999

F1MYJ4 F1MYJ4_BOVIN AKT3 Uncharacterized protein 0.999 4.0 1,263,056 218,422

TRFYGAEIVSALDYLHSGK 3 0.999

F1MYJ6 F1MYJ6_BOVIN Bt.31718 Uncharacterized protein (Fragment 0.999 3.1 1,344,114 148,823

DVILTLQEKLSIKGIEHFSLMLEQR 3 0.999

RDPVLGFGFVAGSEK 3 0.999

F1MYM9 F1MYM9_BOVIN Bt.100599 Uncharacterized protein 0.999 1.1 1,658,250 185,833

F1N618 F1N618_BOVIN Bt.100599 Uncharacterized protein 0.999 1.1 1,658,250 185,833

KATQQAEQLSNELATERSAAQK 3 0.999

F1MYN2 F1MYN2_BOVIN CGN Uncharacterized protein 0.999 4.2 3,617,369 849,273

ASTYGVAVRVQGIAGQPFVVLNSGEK 3 0.999

QDCEEASKAQMAAETEAAVLGQRR 3 0.873

F1MYN5 F1MYN5_BOVIN Bt.61392 Uncharacterized protein 1.000 4.3 795,966 69,820

GQETADFAPGDGGDLQETAK 2 1.000

GYHLNEEGTR 2 0.925

F1MYN8 F1MYN8_BOVIN SON Uncharacterized protein 0.999 1.4 3,340,504 273,968

DDDNVFSSNLPSEPVDISTAMSERALAQKR 3 0.999

F1MYQ3 F1MYQ3_BOVIN Bt.6105 Uncharacterized protein (Fragment 0.999 1.1 2,678,778 134,242

LAPEGRLQRGGLR 3 0.999

F1MYQ7 F1MYQ7_BOVIN FRY Uncharacterized protein (Fragment 0.999 1.4 3,418,682 418,038

NEVNVPCLRNFVESLYDTTLELSSR 3 0.999

TLDFHFDISETPIIGRR 3 0.999

F1MYS7 F1MYS7_BOVIN EIF4B Uncharacterized protein 0.999 2.3 1,567,048 76,838

AEENPASKFSSASK 3 0.999

F1MYT8 F1MYT8_BOVIN TRAF3IP2 Uncharacterized protein 0.999 3.2 5,955,355 345,541

KEHVPTWLQNTHIYSWPK 3 0.999

F1MYU6 F1MYU6_BOVIN PAG3 Uncharacterized protein 0.999 8.1 2,648,998 658,238

HSKYYISCSAVNTLPSIIFTINGINYPVPGR 3 0.999

F1MYV9 F1MYV9_BOVIN OXSR1 Uncharacterized protein 0.999 5.5 3,370,576 1,127,101

IVEEPQSNRSVTFKLASGVEGSDIPDDGK 3 0.999

F1MYW0 F1MYW0_BOVIN NT5DC3 Uncharacterized protein 0.999 6.2 11,660,350 987,525

MATAAVTAAARGAGAR 3 0.999

YEYDPNFAIRGLHYDVQR 3 0.999

F1MYW1 F1MYW1_BOVIN Bt.89026 Uncharacterized protein (Fragment 0.999 0.9 3,342,617 300,082

FCDTQTALAPVCTPPCSAHATCK 3 0.999

F1MYW2 F1MYW2_BOVIN Bt.32395 Uncharacterized protein 0.999 2.0 6,798,525 459,780

LGQGRNARSGR 3 0.999

TDSFFLEPLMPAVLRPAKEK 3 0.999

F1MYW3 F1MYW3_BOVIN SEMA3E Uncharacterized protein (Fragment 0.999 3.9 7,568,157 2,364,233

NPVIFGLFNTTSNIFRGHAICVYHMSSIR 3 0.999

F1MYW7 F1MYW7_BOVIN HM13 Uncharacterized protein 0.999 4.8 28,022,792 2,121,700

DLVCLGLSSIVGVWYLLR 3 0.999

F1MYX1 F1MYX1_BOVIN Bt.21487 Uncharacterized protein 0.999 2.8 6,254,250 1,848,977

G3MYG2 G3MYG2_BOVIN Bt.21487 Uncharacterized protein 0.999 2.6 6,254,250 1,848,977

DFLEKTALVMSKSTHPK 3 0.999

F1MYX6 F1MYX6_BOVIN SLC7A8 Uncharacterized protein 0.999 2.7 4,663,000 491,688

EGHLPSVLAMIHVK 3 0.999

F1MYZ1 F1MYZ1_BOVIN TMPRSS3 Uncharacterized protein (Fragment 0.999 4.1 193,326,125 25,070,722

LVGATSFGIGCAEVNKPGVYTR 3 0.999

F1MYZ3 F1MYZ3_BOVIN Bt.18271 Uncharacterized protein (Fragment 0.999 0.5 3,809,246 336,797

PLLLEEQPLLLQDLLDQERQEQQQQR 3 0.999

Q5E9E0 Q5E9E0_BOVIN LGALS9 Galectin 9 short isoform 0.999 9.3 853,893 112,872

Q3MHZ8 LEG9_BOVIN LGALS9 Galectin-9 0.999 8.5 853,893 112,872

F1MZ12 F1MZ12_BOVIN LGALS9 Uncharacterized protein 0.999 8.5 853,893 112,872

MAFGGAQASYINPVVPFTGMIQGGLQDGHK 3 0.999

F1MZ23 F1MZ23_BOVIN Bt.71543 Uncharacterized protein (Fragment 0.999 2.0 970,653 185,522

EFLTFEVPLNDSGSAGLGVSVKGNR 3 0.999

O97817-10 LPHN2_BOVIN LPHN2 Isoform 10 of Latrophilin-2 0.999 1.8 229,837 32,310

O97817-11 LPHN2_BOVIN LPHN2 Isoform 11 of Latrophilin-2 0.999 1.9 229,837 32,310

O97817-5 LPHN2_BOVIN LPHN2 Isoform 5 of Latrophilin-2 0.999 1.8 229,837 32,310

O97817-6 LPHN2_BOVIN LPHN2 Isoform 6 of Latrophilin-2 0.999 1.8 229,837 32,310

O97817-7 LPHN2_BOVIN LPHN2 Isoform 7 of Latrophilin-2 0.999 1.8 229,837 32,310

O97817-8 LPHN2_BOVIN LPHN2 Isoform 8 of Latrophilin-2 0.999 1.8 229,837 32,310

O97817-9 LPHN2_BOVIN LPHN2 Isoform 9 of Latrophilin-2 0.999 1.8 229,837 32,310

O97817 LPHN2_BOVIN LPHN2 Latrophilin-2 0.999 1.8 229,837 32,310

F1MZ63 F1MZ63_BOVIN LPHN2 Uncharacterized protein 0.999 1.8 229,837 32,310

F1MZ68 F1MZ68_BOVIN LPHN2 Uncharacterized protein (Fragment 0.999 1.8 229,837 32,310

F1MZ71 F1MZ71_BOVIN LPHN2 Uncharacterized protein (Fragment 0.999 1.8 229,837 32,310

G3N1Y2 G3N1Y2_BOVIN LPHN2 Uncharacterized protein (Fragment 0.999 1.8 229,837 32,310



AKPEGTDSYVSQLTAEAEDHLQSPNR 3 0.999

F1MZ64 F1MZ64_BOVIN ROR1 Uncharacterized protein (Fragment 0.999 2.1 213,811 19,368

G3N302 G3N302_BOVIN ROR1 Uncharacterized protein (Fragment 0.999 1.9 213,811 19,368

GQNVEMSMLNAYKPK 3 0.999

F1MZ73 F1MZ73_BOVIN REPS2 Uncharacterized protein (Fragment 1.000 4.4 847,946 119,493

SLQPDPSSFISGSVAKNFFTK 3 0.999

F1MZ76 F1MZ76_BOVIN Bt.80668 Uncharacterized protein (Fragment 0.999 2.4 1,574,903 152,101

ASVKLESSAAAFSEYNDDASAEKGFSR 3 0.999

P81282-2 CSPG2_BOVIN VCAN Isoform V1 of Versican core protein 0.999 0.9 572,799 46,260

P81282-3 CSPG2_BOVIN VCAN Isoform V2 of Versican core protein 0.999 1.3 572,799 46,260

P81282-4 CSPG2_BOVIN VCAN Isoform V3 of Versican core protein 0.999 3.2 572,799 46,260

F1MZ83 F1MZ83_BOVIN VCAN Uncharacterized protein 0.999 1.3 572,799 46,260

F1MZ85 F1MZ85_BOVIN VCAN Uncharacterized protein 0.999 0.6 572,799 46,260

F1N6I5 F1N6I5_BOVIN VCAN Uncharacterized protein 0.999 0.9 572,799 46,260

F1N6I7 F1N6I7_BOVIN VCAN Uncharacterized protein 0.999 3.2 572,799 46,260

P81282 CSPG2_BOVIN VCAN Versican core protein 0.999 0.6 572,799 46,260

GRVSVPTHPEDVGDASLTMVK 3 0.999

F1MZ91 F1MZ91_BOVIN LOC522232 Uncharacterized protein (Fragment 0.999 2.2 752,274 212,616

GLGEVDCKEIGDCVPGPGAASPDLCLPALDYLR 3 0.999

F1MZ93 F1MZ93_BOVIN MAMDC2 Uncharacterized protein (Fragment 0.999 4.0 2,106,271 582,067

GMSVRSDIAIDDIKFQAGSCAEMEDK 3 0.999

F1MZA7 F1MZA7_BOVIN Bt.9590 Uncharacterized protein 0.999 3.8 4,892,400 401,166

EAPDDFLPIVHVYLQGRTQGCFTR 3 0.999

MARACLNLMAAMVTQGPEAARDVCSHFDLNK 3 0.999

MVLDTAEDLGGGNEEAIVRLCRDIAATVPDI 3 0.999

F1MZB6 F1MZB6_BOVIN Bt.20834 Uncharacterized protein (Fragment 0.999 5.5 413,897 48,471

F1N1X2 F1N1X2_BOVIN Bt.20834 Uncharacterized protein (Fragment 0.999 5.2 413,897 48,471

PGKGSFWTLHPDSGNMFENGCYLR 3 0.999

P98133 FBN1_BOVIN FBN1 Fibrillin-1 0.999 0.8 1,204,515 109,172

F1MZC8 F1MZC8_BOVIN FBN1 Uncharacterized protein 0.999 0.8 1,204,515 109,172

F1N4K8 F1N4K8_BOVIN FBN1 Uncharacterized protein 0.999 0.8 1,204,515 109,172

GTCWQTVIDGRCEININGATLK 3 0.999

Q76BS1 HGF_BOVIN HGF Hepatocyte growth factor 0.999 3.8 1,588,902 124,812

F1MZD6 F1MZD6_BOVIN HGF Uncharacterized protein 0.999 3.8 1,588,902 124,812

LLPVLLLQHVLLHLLLLPIAIPYAEGQK 3 0.999

F1MZD9 F1MZD9_BOVIN NUP50 Uncharacterized protein 0.999 2.8 3,782,879 656,937

NVGFESDGGGAFK 3 0.999

F1MZE7 F1MZE7_BOVIN TDRD1 Uncharacterized protein (Fragment 0.999 1.2 3,090,824 913,990

FLDHVLIEMGYGLK 3 0.999

F1MZF1 F1MZF1_BOVIN UPF0639 Uncharacterized protein 0.999 4.6 1,876,080 178,221

SNSVSPSPSLEQADSDALDISTK 3 0.999

F1MZF2 F1MZF2_BOVIN DSC2 Uncharacterized protein 1.000 3.4 2,959,354 291,208

QLLLTLAILTFACDACKTVTLHVPAKLDAEK 3 0.999

G3MYV6 G3MYV6_BOVIN NLRP13 Uncharacterized protein 0.999 2.6 2,003,138 287,134

F1MZG0 F1MZG0_BOVIN NLRP13 Uncharacterized protein (Fragment 0.999 3.2 2,003,138 287,134

PRGAGAPPLTMLLEGAAGVGKTTLATK 3 0.999

F1MZJ3 F1MZJ3_BOVIN Bt.26710 Uncharacterized protein 0.999 4.8 1,294,588 170,798

VANGLAVMAIQSLHPCSLELCCK 3 0.999

F1MZL5 F1MZL5_BOVIN SPHKAP Uncharacterized protein (Fragment 0.999 1.6 2,609,025 287,351

VVDESMNLEDIPDSVSIFANEVAAK 3 0.999

O46563-2 VATH_BOVIN ATP6V1H Isoform Beta of V-type proton ATPase subunit H 0.999 2.4 1,155,040 130,654

F1MZL6 F1MZL6_BOVIN ATP6V1H Uncharacterized protein 0.999 2.4 1,155,040 130,654

F1MZL8 F1MZL8_BOVIN ATP6V1H Uncharacterized protein 0.999 2.3 1,155,040 130,654

O46563 VATH_BOVIN ATP6V1H V-type proton ATPase subunit H 0.999 2.3 1,155,040 130,654

YDDEDISEDIK 3 0.999

F1MZM3 F1MZM3_BOVIN C9orf174 Uncharacterized protein (Fragment 0.999 2.0 11,073,078 569,440

VEEELEVLDKSFETVAK 3 0.999

F1MZM9 F1MZM9_BOVIN SPAM1 Uncharacterized protein (Fragment 0.999 4.0 3,136,463 307,695

INERTGVHKNGGIPQVASLK 3 0.999

F1MZN6 F1MZN6_BOVIN Bt.14715 Uncharacterized protein (Fragment 1.000 36.3 72,136,718 5,682,213

KVEALTFQHNFLTR 2 0.980

LLLSTVVGLFTAPGLHLK 3 1.000

LPTLLGAEANLSK 2 1.000

LQAFLGVPGEGQGCTSR 2 1.000

QPFVQSLSSFAPITLPR 2 1.000

QPFVQSLSSFAPITLPR 3 0.932

SLDLSTDPNLAAEK 2 0.999

SNCDQLEKPSVETPPDPTFTPVPIQTK 3 1.000

SSAVDEEALWEQLVR 2 1.000

SSGALHFLGR 2 0.996

VLSSLQTIQGLLVAQGGASSQAR 2 1.000

VLSSLQTIQGLLVAQGGASSQAR 3 1.000

VSRPLSAE 2 0.996

F1MZP7 F1MZP7_BOVIN C11ORF9 Uncharacterized protein (Fragment 0.999 2.2 1,973,239 248,816

STGSSGAFSHAGSQFSRAGSVPHKK 3 0.999

F1MZP8 F1MZP8_BOVIN Uncharacterized protein (Fragment 0.999 6.3 2,689,771 247,780

CKAAVLWELNKPFSIEEVEVAPPK 3 0.999

F1MZQ1 F1MZQ1_BOVIN Bt.27902 Uncharacterized protein (Fragment 0.999 1.4 3,239,805 304,543

PIAPAPPSALSLPPK 3 0.999

F1MZQ6 F1MZQ6_BOVIN Uncharacterized protein (Fragment 0.999 6.3 1,824,856 325,720

RAVSGEDSQRLDAHLTVK 3 0.999

P17870 ARRB1_BOVIN ARRB1 Beta-arrestin-1 0.999 4.3 988,992 84,500

P17870-2 ARRB1_BOVIN ARRB1 Isoform 1B of Beta-arrestin-1 0.999 4.4 988,992 84,500

F1MZR6 F1MZR6_BOVIN ARRB1 Uncharacterized protein (Fragment 0.999 4.4 988,992 84,500

PGPQPTAETTRQFLMSDK 3 0.999

F1MZS0 F1MZS0_BOVIN CPNE7 Uncharacterized protein 0.999 2.1 1,952,109 395,611

VELRLSCRHLLDR 3 0.999

F1MZT5 F1MZT5_BOVIN Bt.34394 Uncharacterized protein (Fragment 0.999 4.7 6,772,712 4,157,085

IIAYPRLGHLCGNVEKLR 3 0.999

F1MZU0 F1MZU0_BOVIN Uncharacterized protein (Fragment 0.999 1.1 1,486,890 580,919

NLNILMTMSPTRPNFHQNCR 3 0.999

F1MZU2 F1MZU2_BOVIN NSF Uncharacterized protein 0.999 1.9 1,436,193 286,415

MRGHQLLSADVDIK 3 0.999

F1MZU6 F1MZU6_BOVIN Bt.12794 Uncharacterized protein 0.999 1.2 5,334,583 292,430

GEPGLAMPGEPGAPGLPGER 3 0.999

F1MZV2 F1MZV2_BOVIN CHMP5 Uncharacterized protein 0.999 10.5 1,890,171 224,343

APPPSLTDCIGTVDSRAESIDKK 3 0.999

F1MZX2 F1MZX2_BOVIN Uncharacterized protein 0.999 7.8 2,344,946 298,358

IEVSEDGTKASAATTAILIARSSPPWFIVDR 3 0.999

F1MZX3 F1MZX3_BOVIN CLSTN2 Uncharacterized protein (Fragment 0.999 2.8 1,917,072 173,318

ETILCNSDKTEMNRHHYALYVHNCR 3 0.999

F1MZX6 F1MZX6_BOVIN Bt.74518 Uncharacterized protein 0.999 0.7 1,516,635 634,006

KLSEQELLDASDR 3 0.999

F1MZY6 F1MZY6_BOVIN FIGN Uncharacterized protein (Fragment 0.999 2.3 3,632,608 326,036

SILLFGPRGTGKTLLGR 3 0.999

F1N000 F1N000_BOVIN SRRM4 Uncharacterized protein (Fragment 0.999 3.9 7,729,201 6,189,802

PSPSSSSGLSSTSSWYSSSSSR 3 0.999

F1N032 F1N032_BOVIN DENND4C Uncharacterized protein 0.999 0.9 18,573,333 4,945,651

HISHFMQNIPFPSPQRPR 3 0.999

F1N034 F1N034_BOVIN Bt.11292 Uncharacterized protein 1.000 2.6 832,524 115,157

G3N277 G3N277_BOVIN Bt.11292 Uncharacterized protein 1.000 2.3 832,524 115,157

Q2NL05 KIF2A_BOVIN KIF2A Kinesin-like protein KIF2A 1.000 2.6 832,524 115,157

GKLHGKFSLIDLAGNER 2 0.999

F1N061 F1N061_BOVIN KIF7 Uncharacterized protein 1.000 3.3 34,538,286 2,210,476

HTGATHLNRLSSRSHTIFTVTLEQR 3 0.999

LEEENRDFLAALEDAMEQYK 3 0.999

P29702 FNTA_BOVIN FNTA Protein farnesyltransferase/geranylgeranyltransferase type-1 subunit a 0.999 5.1 1,140,579 154,739

F1N081 F1N081_BOVIN FNTA Uncharacterized protein 0.999 5.1 1,140,579 154,739

LVPHNESAWNYLKGILQDR 3 0.999

F1N099 F1N099_BOVIN Bt.106208 Uncharacterized protein 0.999 1.2 1,885,888 283,475

HCPNCRHSDLEALFQDFK 3 0.999

F1N0A6 F1N0A6_BOVIN Bt.63011 Uncharacterized protein (Fragment 0.999 0.9 3,841,474 363,942

SFIISARDDNEEEGEELFILK 3 0.999

VAVLTILDDSEPEDDEIIVVSLVYTEGGSR 3 0.999

G3MYZ7 G3MYZ7_BOVIN USP34 Ubiquitin carboxyl-terminal hydrolase (Fragment 0.999 1.1 9,017,103 535,944



F1N0A8 F1N0A8_BOVIN USP34 Uncharacterized protein (Fragment 0.999 1.1 9,017,103 535,944

FMDFSFEKTHSAYMLFYKR 3 0.999

PPRPELNMCLLPTMVETSK 3 0.999

F1N0C3 F1N0C3_BOVIN Bt.58035 Uncharacterized protein 0.999 4.8 849,706 78,779

Q32PF0 TM201_BOVIN TMEM201 Transmembrane protein 201 0.999 8.1 849,706 78,779

LREAWAFGQSHQMGVVALGLLTCLLAMLLAGR 3 0.999

F1N0D4 F1N0D4_BOVIN Bt.51583 Protein phosphatase methylesterase 1 0.999 14.0 5,804,221 384,017

Q58DN4 PPME1_BOVIN PPME1 Protein phosphatase methylesterase 1 0.999 14.2 5,804,221 384,017

VYKSGSEGPVLLLLHGGGHSALSWAVFTAAIISR 3 0.999

YWDGWFRGLSNLFLSCPIPK 3 0.999

F1N0E4 F1N0E4_BOVIN WDR49 Uncharacterized protein (Fragment 0.999 2.3 1,521,869 143,096

ELPEVNKPAFLLDPEK 3 0.999

F1N0H4 F1N0H4_BOVIN RAI14 Uncharacterized protein (Fragment 0.902 1.4 38,216,767 2,397,054

LSENAGIQSLLLSK 2 0.902

F1N0H5 F1N0H5_BOVIN ZC3H13 Uncharacterized protein 1.000 1.2 4,556,846 423,947

EEPADMPSDKDGALEDPQKK 3 0.999

Q28107 FA5_BOVIN F5 Coagulation factor V 0.986 0.5 886,012 201,082

F1N0I3 F1N0I3_BOVIN F5 Uncharacterized protein 0.986 0.6 886,012 201,082

ILNGEWHLVSEK 2 0.979

F1N0J0 F1N0J0_BOVIN Bt.24588 Uncharacterized protein 0.999 1.9 1,080,981 148,796

Q2NKY8 DHX30_BOVIN DHX30 Putative ATP-dependent RNA helicase DHX30 0.999 1.9 1,080,981 148,796

DTILNAIEQHPVVVIAGDTGCGK 3 0.999

F1N0J3 F1N0J3_BOVIN Bt.73262 Uncharacterized protein (Fragment 0.974 4.4 3,807,088 461,484

EHPITLAIGDGANDVSMILEAHVGIGVIGK 3 0.852

SATGEIYLFCKGADSSIFPR 3 0.825

Q28083 COBA1_BOVIN COL11A1 Collagen alpha-1(XI) chain (Fragment 0.999 2.7 1,238,377 125,313

F1N0K0 F1N0K0_BOVIN COL11A1 Uncharacterized protein 0.999 1.4 1,238,377 125,313

PGLAGLPGADGPPGHPGKEGQSGEK 3 0.999

F1N0K5 F1N0K5_BOVIN Bt.51566 Uncharacterized protein 0.999 12.0 3,348,767 308,094

VCSKMGLWSILCNQMMK 3 0.999

F1N0L0 F1N0L0_BOVIN HECW1 Uncharacterized protein (Fragment 0.999 1.5 1,107,762 152,289

ELELVIAGTAEIDLADWRNNTEYR 3 0.999

F1N0L2 F1N0L2_BOVIN Bt.89420 Uncharacterized protein 0.999 1.1 4,908,167 442,023

HGSSRSVVDMDLDDTDDGDDNAPLFYQPGK 3 0.999

F1N0M8 F1N0M8_BOVIN Bt.55376 Uncharacterized protein (Fragment 0.999 4.2 1,155,178 230,361

G3MXZ9 G3MXZ9_BOVIN Bt.55376 Uncharacterized protein (Fragment 0.999 6.5 1,155,178 230,361

PPSPPPIMHYSEHEAALLAEKLKDDSK 3 0.999

F1N0Q1 F1N0Q1_BOVIN Uncharacterized protein (Fragment 0.999 4.5 2,715,769 224,213

G3N382 G3N382_BOVIN Uncharacterized protein (Fragment 0.999 3.5 2,715,769 224,213

KILLNCLCSFVTLLRDLMIVAQR 3 0.999

F1N0Q7 F1N0Q7_BOVIN FDPS Uncharacterized protein 0.999 4.8 2,878,401 785,552

ILLEMGEFFQIQENYGQKEAEK 3 0.999

VLTEEDIGHPEIGDAITRLK 3 0.999

F1N0R5 F1N0R5_BOVIN Uncharacterized protein 0.999 1.0 2,452,532 616,604

VEEEVFVQQRNVSCPQLNVPVCPLGFQLR 3 0.999

F1N0S1 F1N0S1_BOVIN ASAP3 Uncharacterized protein 1.000 4.3 4,950,532 328,783

CGVKYGCLTISHSTINR 3 0.852

SARQPVPGRNVMVGFPEGDGSR 3 0.999

F1N0S9 F1N0S9_BOVIN Bt.61805 Uncharacterized protein 0.999 3.7 2,566,175 287,609

TISVAHLLAARQDLSKIFR 3 0.999

F1N0V8 F1N0V8_BOVIN GLT25D2 Uncharacterized protein 1.000 6.2 9,578,909 801,015

IHRNAKNTEALPPPASLDTAPSR 3 0.999

IVEAVDGKALNTSQLK 3 0.999

F1N0Y0 F1N0Y0_BOVIN UPP1 Uncharacterized protein 0.999 7.8 2,471,050 374,240

YVAMELGFAHPGADYPNICEGTDR 3 0.999

F1N0Y5 F1N0Y5_BOVIN COLEC10 Uncharacterized protein (Fragment 0.999 4.6 965,830 99,857

GDPGEEGKLGK 3 0.999

F1N112 F1N112_BOVIN ATXN7 Uncharacterized protein 0.999 3.5 4,760,753 1,140,539

LPAVNNVHAKHVGPSPGAPGLTNSSLLHQPK 3 0.999

F1N121 F1N121_BOVIN Bt.62297 Uncharacterized protein 0.999 8.6 2,282,043 564,723

DTPNPPGIFSILRHALAKESLVGATALSDR 3 0.999

HFDTIQICSLSPEVLGPSPAGGGWHIHTFQGR 3 0.999

F1N134 F1N134_BOVIN Bt.51450 Uncharacterized protein 0.999 2.2 3,088,801 812,085

SFTASSSLRYHQR 3 0.999

F1N168 F1N168_BOVIN Bt.24923 Uncharacterized protein (Fragment 0.999 2.3 3,265,421 349,563

HYQGIDNYPLDWELSYAYYSNIATK 3 0.999

F1N169 F1N169_BOVIN FLNA Uncharacterized protein 0.999 0.8 9,296,554 3,222,864

KPVKHTAMVSWGGVSIPNSPFR 3 0.999

F1N1B0 F1N1B0_BOVIN Bt.16810 Uncharacterized protein (Fragment 0.999 4.3 2,701,788 2,125,854

KQAAAQAEGGR 3 0.999

F1N1C9 F1N1C9_BOVIN BRWD3 Uncharacterized protein (Fragment 0.999 1.1 15,791,542 10,755,859

QDHSIDGPLTNGDGREPR 3 0.999

F1N1D3 F1N1D3_BOVIN FAM184B Uncharacterized protein (Fragment 0.999 2.1 2,917,950 286,324

G3MYE6 G3MYE6_BOVIN FAM184B Uncharacterized protein (Fragment 0.999 1.9 2,917,950 286,324

GGTDTQTKKEACIETEYMK 3 0.999

F1N1D9 F1N1D9_BOVIN Uncharacterized protein (Fragment 0.999 5.1 1,928,608 179,116

RISHWQKCVDCNDSYFD 3 0.999

F1N1F8 F1N1F8_BOVIN Bt.47594 Uncharacterized protein 0.999 0.6 1,043,329 153,396

AYGELQQKAEFSDQKHEK 3 0.999

F1N1I4 F1N1I4_BOVIN Bt.37390 Uncharacterized protein 0.999 4.8 4,976,350 313,104

TPRSIRGAQSAEESGAQNR 3 0.999

F1N1K5 F1N1K5_BOVIN KPNA5 Uncharacterized protein (Fragment 0.999 4.1 1,958,808 183,419

LLSKEPNPPIDQVIQKPGVVQR 3 0.999

F1N1K6 F1N1K6_BOVIN 617212 Uncharacterized protein (Fragment 1.000 1.0 209,366,001 7,870,742

ELAASVFYGGPVGDDKDR 3 0.999

LKGHSSTVLGDTLLCSAAINYLGPFPPVR 3 0.999

F1N1K7 F1N1K7_BOVIN Bt.56498 Uncharacterized protein (Fragment 1.000 2.3 776,263 98,012

PFLLNRTEHFIHEFISFAR 3 0.999

F1N1K9 F1N1K9_BOVIN TGS1 Uncharacterized protein 0.916 2.1 749,009 96,508

HRSGTDGDESGDDPPEEK 3 0.807

F1N1L7 F1N1L7_BOVIN Bt.77848 Uncharacterized protein 0.999 1.7 926,390 93,853

QPCILLMDSLRGPSRSNVVK 3 0.999

F1N1N4 F1N1N4_BOVIN LOC523023 Uncharacterized protein (Fragment 0.999 6.8 1,196,812 138,876

HNVAIKIVSTAEAPAEFSR 3 0.999

F1N1N8 F1N1N8_BOVIN GJB5 Uncharacterized protein 0.999 8.1 2,234,754 477,511

MNWGIFEGLLSGANKYSTAFGR 3 0.999

F1N1N9 F1N1N9_BOVIN HERC5 Uncharacterized protein 0.999 4.8 8,330,754 1,785,556

KSYFFFGLLCGLSLFNCNVADIPFPLALFK 3 0.999

PVPGRVSESRPPPASR 3 0.999

F1N1Q8 F1N1Q8_BOVIN LNPEP Uncharacterized protein (Fragment 0.999 1.6 31,855,500 1,004,366

LLDFYQSYFEIQYPLK 3 0.999

F1N1R4 F1N1R4_BOVIN DIS3 Uncharacterized protein 0.999 2.9 2,644,983 264,949

ETETEVLLLEHDVPHQAFSQAVLSFLPK 3 0.999

F1N1R6 F1N1R6_BOVIN PDGFRL Uncharacterized protein 0.999 9.9 22,408,113 2,197,665

DRDSADPTPKTPSIMTQMMDK 3 0.999

RDEAKTGSTYIFFTEK 3 0.999

F1N1U5 F1N1U5_BOVIN FEV Uncharacterized protein 0.999 13.0 1,166,905 163,801

SPGWGPLSPAVQKGSGQIQLWQFLLELLADR 3 0.999

F1N1U9 F1N1U9_BOVIN Uncharacterized protein (Fragment 0.999 5.2 686,915 121,273

SFCSNSYPIHYSRTHMGVNLYKCNEGGK 3 0.999

Q2KHZ2 HBS1L_BOVIN HBS1L HBS1-like protein 0.961 4.5 6,216,606 746,240

F1N1V0 F1N1V0_BOVIN HBS1L Uncharacterized protein 0.961 4.5 6,216,606 746,240

FDVQKALSVVLEQDK 3 0.805

YSGSTIAAGVVTEIKD 3 0.801

F1N1V3 F1N1V3_BOVIN Bt.8231 Uncharacterized protein 0.999 1.2 4,956,000 528,902

AVQHCLALLNLTLQKENLFMDLLR 3 0.999

F1N1Z2 F1N1Z2_BOVIN Bt.44956 Uncharacterized protein (Fragment 0.999 1.4 1,920,700 278,988

F1N6I3 F1N6I3_BOVIN LOC511121 Uncharacterized protein 0.999 3.3 1,920,700 278,988

GPAGSLKSVEAILEESTEK 3 0.999

F1N205 F1N205_BOVIN Bt.73030 Uncharacterized protein 0.999 3.6 1,993,538 187,055

LRQSGNNVIADIIMK 3 0.999

F1N213 F1N213_BOVIN GRM6 Uncharacterized protein (Fragment 0.999 2.1 4,970,117 318,835

EVPESLCSLPCGPGERKK 3 0.999

F1N235 F1N235_BOVIN Bt.46987 Uncharacterized protein 0.999 7.7 29,974,125 3,210,734

GGCSGGGSADGYQDEGFRACYDNYGGR 3 0.999



F1N264 F1N264_BOVIN ZEB1 Uncharacterized protein (Fragment 0.999 2.3 4,394,897 223,456

FSHSGSYSSHISSKKCISLMPVNGR 3 0.999

F1N283 F1N283_BOVIN C3orf21 Uncharacterized protein 0.999 7.1 2,486,404 203,634

AGAPAAPSPPVLELARGSLAPAPGAKAK 3 0.999

F1N2D3 F1N2D3_BOVIN ZO1 Uncharacterized protein (Fragment 1.000 1.4 1,550,915 233,564

AEQLASVQYTLPKTAGGDRADFWR 3 0.999

F1N2D5 F1N2D5_BOVIN IDS Uncharacterized protein 0.999 5.1 1,139,236 138,868

PDTTRLYDFNSYWRVHAGNFSTIPQYFK 3 0.999

F1N2G6 F1N2G6_BOVIN TAS2R42 Taste receptor type 2 0.999 9.0 812,852 184,973

AMKIVMSFLFLFIIHVSSILLIAWVFLK 3 0.999

F1N2H2 F1N2H2_BOVIN Bt.103205 Uncharacterized protein 0.999 1.5 963,480 89,195

LAESKVSVTVEASADSSKTDK 3 0.999

F1N2J4 F1N2J4_BOVIN ST8SIA5 Uncharacterized protein (Fragment 0.999 6.7 11,333,225 919,466

PRPGFHAMPSEIFNFLHLHSRGILR 3 0.999

Q2HJI8 RAB8B_BOVIN RAB8B Ras-related protein Rab-8B 0.999 13.5 588,560 101,265

F1N2J9 F1N2J9_BOVIN RAB8B Uncharacterized protein 0.999 13.5 588,560 101,265

FSEDAFNTTFISTIGIDFKIRTIELDGK 3 0.999

F1N2M5 F1N2M5_BOVIN ALPI Alkaline phosphatase 0.999 4.1 1,619,746 245,115

P19111 PPBI_BOVIN ALPI Intestinal-type alkaline phosphatase 0.999 4.1 1,619,746 245,115

F1N6T5 F1N6T5_BOVIN Bt.102548 Alkaline phosphatase 0.999 4.1 1,619,746 245,115

NVILFLGDGMGVPTVTATRILK 3 0.999

F1N2N3 F1N2N3_BOVIN C6orf146 Uncharacterized protein (Fragment 0.999 4.2 2,023,764 480,427

LALSKSDSWKMTVETPDSSLEPLMAR 3 0.999

F1N2N9 F1N2N9_BOVIN LOC617306 Uncharacterized protein 0.999 3.3 403,395 70,196

VSSSSRLVTQRPSQVPGSIMSHR 3 0.999

F1N2Q0 F1N2Q0_BOVIN LOC617696 Uncharacterized protein (Fragment 1.000 8.3 19,894,145 2,751,009

DSSTWLTAFVLK 2 0.923

FGLLGEDGEK 2 0.965

GSFDFPVGDAISK 2 0.998

LEEELQFSLGSK 2 1.000

LGQYTSPVAK 2 0.988

LLLPDSLTTWEIHGVSLSK 3 1.000

LQDAPSGQVVR 2 0.999

LVDGQCQISLQK 2 1.000

PVGFSVVPIAAAAVSLK 2 0.998

SFFPENWLWK 2 0.985

TLEIPGNSDPNIIPEGDFK 2 1.000

F1N2S0 F1N2S0_BOVIN Bt.50945 Uncharacterized protein 0.999 16.4 2,177,075 228,321

AHNLSSCVWEQCRPEEPGHCVAQSEVVK 3 0.999

F1N2V0 F1N2V0_BOVIN CRB2 Uncharacterized protein 0.999 2.3 3,421,163 378,237

G3MYX7 G3MYX7_BOVIN CRB2 Uncharacterized protein (Fragment 0.999 2.5 3,421,163 378,237

LWHEDCPAHLCVASSPMATAAPAPTPAGSR 3 0.999

F1N2W4 F1N2W4_BOVIN ASXL2 Uncharacterized protein (Fragment 0.999 1.6 1,956,192 155,450

SPGVETTVMKPTVEASPQETTMK 3 0.999

F1N2W5 F1N2W5_BOVIN DGKI Uncharacterized protein (Fragment 0.999 3.3 3,590,596 372,831

TLNWGGGYTDEPVSKILCQVEDGTIVQLDR 3 0.999

F1N2W9 F1N2W9_BOVIN Bt.46069 Uncharacterized protein 0.944 1.8 1,989,340 280,676

GESHLLLVGDPGTGKSQFLK 3 0.809

F1N2X1 F1N2X1_BOVIN SLC12A6 Uncharacterized protein 0.999 1.5 3,287,529 362,835

IDDIPGLSDTSPDLSSR 3 0.999

F1N2Y2 F1N2Y2_BOVIN COL5A2 Uncharacterized protein 0.999 1.7 831,110 104,881

AQEEDEDEGYGEEIACTQNGQMYLNR 3 0.999

F1N300 F1N300_BOVIN Bt.76801 Condensin complex subunit 1 (Fragment 1.000 1.8 5,067,428 453,172

F1N3G4 F1N3G4_BOVIN NCAPD2 Condensin complex subunit 1 1.000 1.7 5,067,428 453,172

GQVSEMAVLLIDPAPQIAALAK 3 0.999

VKGQVSEMAVLLIDPAPQIAALAK 3 0.999

F1N303 F1N303_BOVIN ADAMTS19 Uncharacterized protein (Fragment 0.999 1.4 6,389,525 539,733

PSPGPGPVPTREAAAPR 3 0.999

F1N307 F1N307_BOVIN TTC21A Uncharacterized protein 0.937 0.8 5,495,929 581,576

AYEYMGFIMER 3 0.806

F1N329 F1N329_BOVIN Bt.56498 Uncharacterized protein 1.000 3.9 3,060,125 237,819

PFLLNRTEHFIHEFISFAR 3 0.999

RELATSAPVRPAPASSEIMASAAK 3 0.999

P13608 PGCA_BOVIN ACAN Aggrecan core protein 0.999 1.0 1,886,138 116,025

P13608-2 PGCA_BOVIN ACAN Isoform 2 of Aggrecan core protein 0.999 1.0 1,886,138 116,025

F1N491 F1N491_BOVIN Bt.4953 Uncharacterized protein 0.999 1.1 1,886,138 116,025

F1N367 F1N367_BOVIN Bt.92700 Uncharacterized protein 0.999 1.0 1,886,138 116,025

F1N368 F1N368_BOVIN Bt.92700 Uncharacterized protein 0.999 1.0 1,886,138 116,025

PFPSEEPFPSEEPSTLSAPVPSR 3 0.999

Q2T9M0 CD047_BOVIN UPF0602 protein C4orf47 homolog 0.999 5.5 1,289,021 206,945

F1N3A8 F1N3A8_BOVIN MGC133696 Uncharacterized protein 0.999 5.5 1,289,021 206,945

PIESIMALNVKRALNMK 3 0.999

F1N3C5 F1N3C5_BOVIN TBC1D5 Uncharacterized protein (Fragment 0.999 1.5 1,739,618 338,150

RIPTLWFLASRK 3 0.999

F1N3C8 F1N3C8_BOVIN HIRA Uncharacterized protein (Fragment 0.999 1.9 11,070,288 1,560,861

PRDVLESSSDSDEKAPAAK 3 0.999

F1N3D1 F1N3D1_BOVIN Uncharacterized protein 0.999 0.8 2,944,474 1,702,477

YGVGTYYITAVLDK 3 0.999

F1N3E9 F1N3E9_BOVIN Bt.57515 Uncharacterized protein (Fragment 0.999 4.3 1,892,121 189,138

WAIVGGVIAVLVFATAMIMGFLLQK 3 0.999

F1N3H6 F1N3H6_BOVIN DPY19L1 Uncharacterized protein 0.999 2.7 757,830 173,537

YSTKPDAVFAGAMPTMASVK 3 0.999

F1N3I8 F1N3I8_BOVIN LOC784417 Uncharacterized protein 0.999 4.9 5,592,083 831,723

CLKPWIGTGLLLLEGQTWFQHR 3 0.999

F1N3L2 F1N3L2_BOVIN ABCG5 Uncharacterized protein 0.999 4.2 3,760,707 430,558

TGTLLGEVFVNGQELHR 3 0.999

TTLLDAMSGR 3 0.999

F1N3M8 F1N3M8_BOVIN Bt.43028 Uncharacterized protein (Fragment 0.999 1.0 2,629,017 301,294

PRYTEERESTFLDEGPDDEQEGR 3 0.999

F1N3N1 F1N3N1_BOVIN Uncharacterized protein (Fragment 0.999 3.0 6,793,378 483,451

EGLNENSHLQQSLK 3 0.999

F1N3P6 F1N3P6_BOVIN SLC15A5 Uncharacterized protein 0.999 2.9 1,196,704 146,834

LFHVALLAVCLGTGGIR 3 0.999

F1N3R3 F1N3R3_BOVIN LOC618552 Uncharacterized protein 0.999 10.1 3,470,292 445,384

APQFLLKGSMSDQNPK 3 0.999

Q0VCA3 LETM1_BOVIN LETM1 LETM1 and EF-hand domain-containing protein 1, mitochondria 1.000 8.1 4,311,270 576,092

F1N3R4 F1N3R4_BOVIN LETM1 Uncharacterized protein 1.000 8.1 4,311,270 576,092

VAEVEGEQVDNKAKLEATLQEEAAIQQEHR 3 0.999

VIELVDKEDVHISTSQVAEIVATLEKEEK 3 0.999

F1N3S5 F1N3S5_BOVIN USP32 Uncharacterized protein (Fragment 0.999 1.3 1,478,768 279,588

DSDGRPDWEVAAEAWDNHLR 3 0.999

F1N3U7 F1N3U7_BOVIN BPTF Uncharacterized protein (Fragment 0.999 0.9 1,500,162 160,744

FEDFCAALVSQEQCTLMAEMHVVLLK 3 0.999

F1N3W8 F1N3W8_BOVIN Bt.105456 Uncharacterized protein (Fragment 0.999 4.0 3,106,864 565,938

NTLDPKWNQHYDLYIGKSDSVTISVWNHK 3 0.999

F1N3Y9 F1N3Y9_BOVIN ZNF771 Uncharacterized protein 0.999 7.0 536,093 69,969

LYICAGCGRDFKLPAGATATER 3 0.999

F1N401 F1N401_BOVIN COL12A1 Uncharacterized protein 0.914 0.6 1,549,747 144,858

KIPYKGGNTMTGEAIDYLIK 3 0.800

F1N415 F1N415_BOVIN PCLO Uncharacterized protein 0.976 0.6 2,025,410 141,508

DDMTESTVDFDR 3 0.805

TIPQPGPAKPLAQQLGTAK 3 0.803

Q8WMY2 FPPS_BOVIN FDPS Farnesyl pyrophosphate synthase 0.999 5.7 857,592 133,532

F1N431 F1N431_BOVIN FDPS Uncharacterized protein 0.999 4.8 857,592 133,532

G3MZT9 G3MZT9_BOVIN FDPS Uncharacterized protein (Fragment 0.999 6.1 857,592 133,532

VLTEEDIGHPEIGDAITRLK 3 0.999

F1N439 F1N439_BOVIN STXBP5L Uncharacterized protein 0.999 2.2 21,369,129 716,031

HEITTEIVSLEVR 3 0.999

TVLLSMGTIDLYR 3 0.999

F1N451 F1N451_BOVIN GRHL3 Uncharacterized protein (Fragment 0.999 3.2 4,526,629 1,039,284

GVPLNLQIDTYDCGSGTER 3 0.999

F1N461 F1N461_BOVIN GNAL Uncharacterized protein 0.999 6.8 6,928,637 2,073,602

KWIQCFNDVTAIIYVAACSSYNMVIR 3 0.999

F1N471 F1N471_BOVIN Bt.55793 Uncharacterized protein (Fragment 0.999 2.5 7,161,683 1,175,489

IHQKSHIGERHYECNECGK 3 0.999



F1N480 F1N480_BOVIN Bt.16805 Uncharacterized protein (Fragment 1.000 2.7 4,931,454 836,545

DAFNSFERLKNESR 3 0.999

F1N482 F1N482_BOVIN RGNEF Uncharacterized protein (Fragment 0.999 3.7 4,136,679 575,871

GMFLISASSAGPEMYEIHTNSKEER 3 0.999

LVLQQRESLAPGPAFRGSPFQDQEK 3 0.999

Q3SZ22 RM46_BOVIN MRPL46 39S ribosomal protein L46, mitochondria 0.999 5.8 1,046,858 131,063

F1N499 F1N499_BOVIN MRPL46 Uncharacterized protein 0.999 5.8 1,046,858 131,063

FLQFKPGARITDADVK 3 0.999

O02786 MSX1_BOVIN MSX1 Homeobox protein MSX-1 0.999 7.7 4,004,785 429,177

F1N4A2 F1N4A2_BOVIN MSX1 Uncharacterized protein 0.999 7.6 4,004,785 429,177

QYLSIAERAEFSSSLSLTETQVK 3 0.999

F1N4A6 F1N4A6_BOVIN LOC100335265 Uncharacterized protein 0.999 1.4 3,099,625 301,638

MIVTQPKGIGSTVQPAAK 3 0.999

F1N4C5 F1N4C5_BOVIN PLXND1 Uncharacterized protein (Fragment 0.931 1.1 1,554,344 111,961

PQIMSALEANPTARRTQLQHK 3 0.895

F1N4C7 F1N4C7_BOVIN Bt.64782 Uncharacterized protein (Fragment 0.999 1.9 1,332,807 166,403

LTDPVPNPNPHESKPWYYDGLSR 3 0.999

F1N4F8 F1N4F8_BOVIN Bt.59510 Uncharacterized protein 0.999 4.2 1,202,535 218,010

EPDAFDLDVLGEALAQSSRDTPARR 3 0.999

F1N4G6 F1N4G6_BOVIN FAM70B Uncharacterized protein (Fragment 0.999 7.7 1,700,769 256,672

PRPPAIPTCSSYPLPLQLPGAFAASR 3 0.999

F1N4I1 F1N4I1_BOVIN Bt.45632 Uncharacterized protein (Fragment 0.999 1.8 4,808,193 392,297

IPDACLFRPSWAIPPKIEQLPMPPAATFIR 3 0.999

YIFTANKKCK 1 0.999

F1N4J2 F1N4J2_BOVIN SACS Uncharacterized protein (Fragment 0.999 0.4 4,985,579 271,566

TRPFFDNLLQDELQHLK 3 0.999

F1N4J5 F1N4J5_BOVIN TESK2 Uncharacterized protein 0.999 4.7 4,411,350 357,825

ASAQPAAPAHEAMDCSNAQEENGFGPR 3 0.999

F1N4K1 F1N4K1_BOVIN PFAS Uncharacterized protein 0.999 1.1 8,526,296 801,551

CPVCFVGTITGDRR 3 0.999

F1N4M5 F1N4M5_BOVIN Bt.20386 Uncharacterized protein 0.999 2.3 2,183,710 267,289

IPEFYWDSSYSAADNRAVMAQQASVDR 3 0.999

F1N4N1 F1N4N1_BOVIN Bt.31916 Uncharacterized protein 0.956 3.7 22,930,146 777,527

IEELENLLQQGGPGIAGTDHSK 3 0.823

F1N4P1 F1N4P1_BOVIN Bt.7174 Uncharacterized protein (Fragment 0.999 6.5 1,295,382 191,430

FAFLFNNEVLCDVHFLVGKGLGAQRIPAHR 3 0.999

G3MZX9 G3MZX9_BOVIN Uncharacterized protein 0.999 5.3 4,271,852 545,450

F1N4Q9 F1N4Q9_BOVIN Uncharacterized protein (Fragment 0.999 7.3 4,271,852 545,450

TEDLADGHPSDSDDYAELSVEEDEDQRGRR 3 0.999

F1N4S9 F1N4S9_BOVIN KLB Uncharacterized protein (Fragment 0.999 2.4 1,080,807 159,593

DIQFLQDITCLSSPTRLAVMPWGER 3 0.999

F1N4T0 F1N4T0_BOVIN KCNT2 Uncharacterized protein (Fragment 0.999 2.5 3,311,942 404,236

SLPLWGLQVLVALISLFETILLGYLSYK 3 0.999

F1N4V5 F1N4V5_BOVIN Bt.68720 Uncharacterized protein 0.999 2.7 1,339,811 229,627

VDYEYSELLLYQNQVLREAGLYR 3 0.999

Q0IIH7 ST14_BOVIN ST14 Suppressor of tumorigenicity 14 protein homolog 0.999 4.2 3,151,544 505,063

F1N4X7 F1N4X7_BOVIN ST14 Uncharacterized protein 0.999 4.2 3,151,544 505,063

FKAFFLQEPNVPVGSCTK 3 0.999

RGAGGSGDLGAGFKYTSR 3 0.999

F1N507 F1N507_BOVIN BTAF1 Uncharacterized protein (Fragment 0.999 1.0 1,775,099 419,657

SSSREQEAGVLAMDALHR 3 0.999

F1N510 F1N510_BOVIN CBLB Uncharacterized protein 1.000 5.7 7,340,717 405,411

ASQDYDPLPSSSDGSQAPARPPK 3 0.999

LAQLSENEYFKIYIDSLMK 3 0.999

RALEIAQNNVEVAR 3 0.832

F1N521 F1N521_BOVIN Bt.63256 Uncharacterized protein 0.999 4.7 1,042,236 86,245

FQLVISKAPSGDLLDKHSEHFSNR 3 0.999

F1N529 F1N529_BOVIN SERPINB2 Uncharacterized protein 0.999 4.8 4,130,883 427,277

GNTADQIAQVLQFNQVGVHR 3 0.999

F1N534 F1N534_BOVIN TBC1D24 Uncharacterized protein 0.999 5.8 1,092,873 233,548

HFNLPSKTESLFMAGGSDCLIIGHLAGRWR 3 0.999

F1N549 F1N549_BOVIN Bt.2424 Uncharacterized protein 0.999 2.6 503,907 82,445

Q28007 DPYD_BOVIN DPYD Dihydropyrimidine dehydrogenase [NADP+ 0.999 2.6 503,907 82,445

AFEAGWAFALTKTFSLDKDIVTNVSPR 3 0.999

Q3ZC82-2 ZC3HE_BOVIN ZC3H14 Isoform 2 of Zinc finger CCCH domain-containing protein 14 1.000 2.5 1,711,394 1,253,030

F1N565 F1N565_BOVIN ZC3H14 Uncharacterized protein (Fragment 1.000 2.6 1,711,394 1,253,030

F1N567 F1N567_BOVIN ZC3H14 Uncharacterized protein (Fragment 1.000 2.1 1,711,394 1,253,030

Q3ZC82 ZC3HE_BOVIN ZC3H14 Zinc finger CCCH domain-containing protein 14 1.000 2.0 1,711,394 1,253,030

PVTAPAPPSSSQLCR 3 0.999

F1N566 F1N566_BOVIN Uncharacterized protein (Fragment 1.000 5.9 1,340,939 223,108

DLNMDSIVAEIQAQYDDTAGR 3 0.999

F1N586 F1N586_BOVIN LOC100298507 Uncharacterized protein (Fragment 0.999 5.7 328,435 68,534

HMGGFYLCQPGLSSEQGWQPGWTVSVQGSGK 3 0.999

F1N5A1 F1N5A1_BOVIN LOC537018 Uncharacterized protein 0.999 0.9 1,766,373 281,463

ERDEFVVKIEDIETFK 3 0.999

F1N5C0 F1N5C0_BOVIN Bt.57412 Uncharacterized protein (Fragment 0.999 4.6 310,213 49,321

F1N5C1 F1N5C1_BOVIN LACTBL1 Uncharacterized protein 0.999 5.2 310,213 49,321

PSGQMYSTTADLAKLAMVLLGGGPQR 3 0.999

F1N5H8 F1N5H8_BOVIN DDX31 Uncharacterized protein 0.999 1.8 1,808,415 206,605

TPGPASASAEGTD 3 0.999

F1N5I4 F1N5I4_BOVIN ADAM11 Uncharacterized protein (Fragment 0.999 6.4 5,481,476 690,002

GPSGTNIIIGSIAGAVLVAAIVLGGTGWGFK 3 0.999

LGDLGGDISSVTFYHQGK 3 0.809

F1N5K9 F1N5K9_BOVIN RAB44 Uncharacterized protein (Fragment 0.999 8.7 2,743,544 762,574

YALQLWDTAGQER 3 0.999

F1N5L4 F1N5L4_BOVIN TYRO3 Uncharacterized protein 0.999 1.9 3,887,338 545,672

CANALGPSPYADWVPFR 3 0.999

F1N5M2 F1N5M2_BOVIN Bt.53584 Uncharacterized protein 1.000 47.5 72,123,185 4,666,016

CCDSVSEDCIK 2 0.999

CCSVNSPPLYCNSEIDAEINTLQS 2 0.999

ELSSFIQK 1 0.924

FMYEYSINYGQAPLTLLVGYTK 2 1.000

FMYEYSINYGQAPLTLLVGYTK 3 1.000

FPDATETDLQELVAK 2 1.000

GKFPDATETDLQELVAK 2 1.000

GKFPDATETDLQELVAK 3 1.000

GQELCADYSENTFTEYK 2 1.000

HQPQEFPTYVEPTNDEICEAFR 3 1.000

HQPQEFPTYVEPTNDEICEAFRK 3 1.000

ICSQYAAYGK 2 0.999

ILESTLKSLDECCHSESSTACLNAKGPQLTR 3 0.999

IPEVFLTK 2 1.000

SYLSMVGSCCTSPNPTVCFLK 2 1.000

VLDQYIFELSR 2 1.000

VPTAHLEDVLPLAEDITTILSK 2 1.000

VPTAHLEDVLPLAEDITTILSK 3 1.000

F1N5P7 F1N5P7_BOVIN Bt.9784 Uncharacterized protein 0.999 2.0 420,348 43,421

FEGYEGHENLKASALYTHSR 3 0.999

F1N5Q8 F1N5Q8_BOVIN SERGEF Uncharacterized protein 0.999 3.6 10,390,408 695,802

NEVGGLIKALKIFQEK 3 0.999

F1N5R3 F1N5R3_BOVIN PKD2L1 Uncharacterized protein 0.999 3.4 1,705,217 166,126

ICHGIRGLWGTTLTENTAENRELYVK 3 0.999

F1N5R7 F1N5R7_BOVIN Bt.36236 Uncharacterized protein 0.999 0.6 3,377,563 479,395

LDSAASQVATMQFELEALHPQLK 3 0.999

F1N5T2 F1N5T2_BOVIN Uncharacterized protein (Fragment 0.999 9.3 2,283,664 313,200

AEVAQREAETLREQLSSANHSLQLASQIQK 3 0.999

LEQDLSTIQSIQRPDAEGAAELGLEK 3 0.999

F1N5T9 F1N5T9_BOVIN SERINC5 Uncharacterized protein (Fragment 0.999 5.9 2,120,239 578,651

FMYALYFILVVIICCIMMSNTVANEMR 3 0.999

F1N5U2 F1N5U2_BOVIN ZNF592 Uncharacterized protein 0.999 1.6 3,976,008 532,433

PRLRNTGWTCQECQEWVPDR 3 0.999

F1N5Z6 F1N5Z6_BOVIN LOC100337494 Uncharacterized protein (Fragment 0.999 9.3 4,002,988 492,483

SFTWWSSLNIHQRIHTGERPYPCPECGR 3 0.999

F1N633 F1N633_BOVIN Uncharacterized protein 0.999 1.4 1,303,780 167,408

MIGFCPSTSLGNR 3 0.999



F1N643 F1N643_BOVIN SHROOM3 Uncharacterized protein (Fragment 1.000 1.8 20,880,383 642,504

RLLTPLEGHSPHPSER 3 0.999

TTMDLMEGLFPRDVNLLK 3 0.999

F1N657 F1N657_BOVIN SPATA13 Uncharacterized protein 0.999 1.1 36,684,398 1,114,828

STDSLTFLGKSSFR 3 0.999

F1N672 F1N672_BOVIN TM9SF2 Uncharacterized protein (Fragment 0.999 4.4 1,532,525 391,269

DIARYNQMDSTEDAQEEFGWKLVHGDIFR 3 0.999

F1N685 F1N685_BOVIN Bt.52054 Uncharacterized protein 0.999 0.7 5,748,383 948,810

ELYAWMKCVKGQPHDHK 3 0.999

F1N693 F1N693_BOVIN Bt.8487 Uncharacterized protein (Fragment 0.999 4.0 2,081,385 290,579

AEVAQREAETLREQLSSANHSLQLASQIQK 3 0.999

EEAPRPAEKAEPPPSGTPVPDAAADEGR 3 0.999

F1N6C5 F1N6C5_BOVIN PATL2 Uncharacterized protein (Fragment 0.999 3.6 367,549 105,873

G3N3R2 G3N3R2_BOVIN PATL2 Uncharacterized protein (Fragment 0.999 3.5 367,549 105,873

DVADQALQMLFQPLSKCIR 3 0.999

F1N6E6 F1N6E6_BOVIN Bt.62883 Uncharacterized protein (Fragment 0.999 1.7 30,231,403 27,711,161

SPNGGLFRQSPVK 3 0.999

F1N6E8 F1N6E8_BOVIN GBGT1 Uncharacterized protein 0.999 4.5 2,046,362 396,207

PSKVLSPEYLWDDRK 3 0.999

F1N6F5 F1N6F5_BOVIN CYP27C1 Uncharacterized protein (Fragment 0.999 4.8 911,940 99,405

TVHAKTHGLLMPGEPIHVRFVNR 3 0.999

F1N6G5 F1N6G5_BOVIN HACE1 Uncharacterized protein 0.999 2.9 1,790,908 102,482

FAGQILGLALNHRQLVNIYFTRSFYK 3 0.999

F1N6H1 F1N6H1_BOVIN LOC100337021 Uncharacterized protein (Fragment 0.999 0.4 458,033 92,854

YGHVYWADWGDRAYIGR 3 0.999

F1N6H4 F1N6H4_BOVIN MACF1 Uncharacterized protein (Fragment 1.000 0.8 47,381,481 8,196,329

EGLDKLVSDANEQYKLVSDTVGQR 3 0.850

FEQLCLQQQEKESSLKK 3 0.818

NLLSVESLKEEWQILR 3 0.809

F1N6K7 F1N6K7_BOVIN Bt.4021 Uncharacterized protein 0.999 1.4 2,658,854 514,970

DGPEPTQLVGLGADNPLLAPPVTGAELLSQDVR 3 0.999

F1N6K9 F1N6K9_BOVIN Uncharacterized protein 0.999 2.2 19,084,413 11,338,752

DPTTEMEAFKVTIQNENK 3 0.999

F1N6Q0 F1N6Q0_BOVIN Bt.18516 Uncharacterized protein 0.999 4.8 1,792,438 195,968

TEMSSLISLAPTGSWAQRK 3 0.999

F1N6R7 F1N6R7_BOVIN LOC100336467 Acyl-coenzyme A oxidase 0.953 2.8 12,983,050 847,736

LMPHLATALALTFASR 2 0.953

F1N6S8 F1N6S8_BOVIN Bt.56839 Uncharacterized protein 0.999 1.4 2,014,599 247,328

DSGSSSVFAESPGGKTR 3 0.999

F1N6T0 F1N6T0_BOVIN ZFPM1 Uncharacterized protein (Fragment 0.999 1.6 3,879,954 163,038

G3MWI7 G3MWI7_BOVIN ZFPM1 Uncharacterized protein (Fragment 0.999 1.6 3,879,954 163,038

PVPAGGQLKVLLVAK 3 0.999

F1N6V1 F1N6V1_BOVIN ARHGAP6 Uncharacterized protein (Fragment 1.000 2.9 974,209 119,646

GHQAAQQKASSAYPSPAGDQNSK 3 0.999

F1N6W1 F1N6W1_BOVIN Bt.18053 Uncharacterized protein (Fragment 0.999 2.4 3,197,921 407,261

VPYSIISLLLKDKVR 3 0.999

F1N6W8 F1N6W8_BOVIN Bt.24267 Uncharacterized protein 0.999 3.0 15,764,629 873,383

Q32PJ3 ORC3_BOVIN ORC3 Origin recognition complex subunit 3 0.999 3.0 15,764,629 873,383

LLPHAVSSLLCIELFQSLSCK 3 0.999

F1N6X9 F1N6X9_BOVIN Bt.72262 Uncharacterized protein (Fragment 0.999 5.6 1,866,885 196,542

VGDSHCRRASCAMPSPPDWPPTPCALR 3 0.999

F1N6Y5 F1N6Y5_BOVIN SETD1B Uncharacterized protein 0.999 2.1 4,680,911 620,267

MENSHPPHHHHQQPPPQPGPSGERR 3 0.999

VDHDTIIDATKCGNFAR 3 0.999

Q3ZBU3 CP059_BOVIN Uncharacterized protein C16orf59 homolog 0.999 9.7 4,574,680 461,694

F1N6Y6 F1N6Y6_BOVIN Bt.49344 Uncharacterized protein 0.999 9.7 4,574,680 461,694

LPMCASSLWAQLSSMQTR 3 0.999

PEAGLRDQQIVPQAASQVPEAFTLK 3 0.999

F1N704 F1N704_BOVIN KIAA1409 Uncharacterized protein (Fragment 1.000 1.0 602,890 61,964

G3N0G4 G3N0G4_BOVIN KIAA1409 Uncharacterized protein (Fragment 1.000 0.9 602,890 61,964

G3X6P3 G3X6P3_BOVIN KIAA1409 Uncharacterized protein (Fragment 1.000 1.0 602,890 61,964

QFLRCIFHQLAPNGIFPQLFQSTIK 3 0.999

F1N720 F1N720_BOVIN TLR2 Toll-like receptor 0.999 2.9 537,467 100,851

Q95LA9 TLR2_BOVIN TLR2 Toll-like receptor 2 0.999 2.9 537,467 100,851

DTNLHTFHFSEASISEMSTSVKK 3 0.999

F1N724 F1N724_BOVIN Bt.105725 Uncharacterized protein 0.999 0.6 18,767,320 10,733,113

ELMFRTAKIK 3 0.863

RFAKASSITEIWSLEK 3 0.999

F1N747 F1N747_BOVIN CIT Uncharacterized protein 0.999 1.3 388,469 58,085

ALGILGRSEPVVSSLDSPAKTSSMEK 3 0.999

F1N748 F1N748_BOVIN GPRIN1 Uncharacterized protein (Fragment 1.000 2.3 5,225,333 850,265

GMTWEVYGAAMEVEVLGMAIQK 3 0.999

F1N757 F1N757_BOVIN Uncharacterized protein 1.000 2.0 222,363,816 13,304,071

AENEVGIGEPSLPSRPVVAK 3 0.897

DEADVLEDDRTHIKTTPTTLALEK 3 1.000

DPIYPPDPPIKLKIGLVTK 3 1.000

EQLLPPKILMPEQITIK 3 0.824

EVSRDSVTITWEVPTIDGGAPVNNYIIEK 3 1.000

FGCGPPVEIGPILAVDPLGPPTSPER 3 1.000

FVSMDDEGKTHSITFRNLSIDDTSQIK 3 0.999

IGVGKPSAATPFIK 3 0.829

IREYTLTHLPQGAEYRFR 3 0.868

ITNLQEGAIYYFR 3 0.821

KPNQKGWSIVASDVTK 3 0.861

LEMREVTMDDISQIKAQVK 3 0.933

LLAGITVKAGTKIELPATVTGK 3 1.000

LTVLEGDPYFTGK 3 0.889

LVCEVSKPGAEVTWYKGDEEIIETGR 3 0.833

LVIAKAGDNIK 3 0.826

MAHEGALTGVTTDQKEKQK 3 0.882

MGQKYSFRVAAVNVK 3 0.840

NPFVVPDAPKAPEITAVTK 3 0.921

NRSSVTLYVNAPEPPQILQELQPITVQSGK 3 1.000

NSITLAWGKPIYDGGSEILGYVVEICK 3 0.932

RCNEHLVPVLTYTAKGLEEGK 3 0.930

SEKDEKEFEELVSFIQQR 3 1.000

SPLLVRKAQTPTMPPGPEVPPPWK 3 0.916

SVRADAGIYTVTLENKLGSATASINVK 3 1.000

TEEVVVKEDLQKPVLDLK 3 1.000

TSVSLAWSVPEDEGGSKVTGYLIEMQK 3 0.934

VAARNAVGVSLPR 3 0.884

VDGLLEGLTYVFRVCAENAAGPGK 3 0.908

VDKGDSGQYTCYAVNEVGK 3 0.885

VRAENRFGVGAPAETIQR 3 0.853

WKKGEDDVVTSSHLAVHK 3 0.881

YGVGEPLESEPVTAKNPFVVPDAPK 3 0.834

YSIQNTDSSSILTIPQVTRHDTGK 3 1.000

YVITATNSCGSK 3 0.813

F1N772 F1N772_BOVIN Bt.65831 Uncharacterized protein (Fragment 0.999 3.7 626,942 66,390

TSAGDSGHRPEEPVAAEALGASTGVPPEPPK 3 0.999

F1N773 F1N773_BOVIN CNKSR2 Uncharacterized protein (Fragment 0.999 4.6 5,144,445 455,338

NLVNALREDPSGVILTLKK 3 0.999

PLALQPLIPRSPTSSVATPSSTISTPTKR 3 0.999

F1N790 F1N790_BOVIN Bt.104671 Uncharacterized protein (Fragment 0.999 1.9 490,269 83,424

AETESDPATPSCSLSLPLSISTTEAVSFHKEK 3 0.999

Q3ZBY9 Q3ZBY9_BOVIN RORC RORC protein (Fragment) 0.999 2.6 748,017 87,383

F1N7B3 F1N7B3_BOVIN RORC Uncharacterized protein 0.999 2.8 748,017 87,383

DSLHAEVQKQLQQR 3 0.999

F1N7B5 F1N7B5_BOVIN CUL5 Uncharacterized protein 0.999 2.6 4,689,750 434,969

VLSHQDDTALLKAYIVEWRK 3 0.999

F1N7B8 F1N7B8_BOVIN EML5 Uncharacterized protein 0.999 2.5 4,824,838 520,305

TVKAHDGPVFSMHALEKGFVTGGK 3 0.999

YLAVASHDSFIDIYNVMSSKRVGICK 3 0.999

F1N7C4 F1N7C4_BOVIN Bt.31718 Uncharacterized protein (Fragment 0.999 1.5 137,329 17,202

DVILTLQEKLSIKGIEHFSLMLEQR 3 0.999



F1N7E3 F1N7E3_BOVIN MYPOP Uncharacterized protein (Fragment 0.999 6.2 227,926 49,418

SISMESCSPSSGLLYQPPR 3 0.999

F1N7E7 F1N7E7_BOVIN Bt.30463 Uncharacterized protein (Fragment 0.999 5.5 8,167,863 1,024,658

EDAQKVLKCMYCGHSFESLQDLSVHMIK 3 0.999

ENALSDISDMLKNLTESHTSKSSTPSSISEK 3 0.999

F1N7E8 F1N7E8_BOVIN MARK4 Uncharacterized protein 0.999 2.7 7,605,233 461,785

NSIASCPEEQPHVGNYRLLR 3 0.999

F1N7F6 F1N7F6_BOVIN SCUBE2 Uncharacterized protein 0.999 2.4 1,750,819 299,729

TCKDTSTGVHCSCPVGFTLQMDGK 3 0.999

F1N7G1 F1N7G1_BOVIN RASSF4 Uncharacterized protein 0.999 5.6 8,002,142 2,386,197

SELLSLLKTYNCYHEGK 3 0.999

F1N7G3 F1N7G3_BOVIN WNT9B Uncharacterized protein (Fragment 0.999 3.0 2,261,428 247,274

CHGVSGSCAVR 3 0.999

F1N7G5 F1N7G5_BOVIN CCDC11 Uncharacterized protein 0.999 5.5 1,629,682 435,079

EFEAGIAAEKSFQDKIQGILSTHQVVPR 3 0.999

F1N7G8 F1N7G8_BOVIN PDS5B Uncharacterized protein 0.999 2.3 5,734,021 560,480

AIFSKVMVITRNLPDPGK 3 0.999

EDILENEDEQNSPPK 3 0.999

F1N7H0 F1N7H0_BOVIN DNAJC7 Uncharacterized protein 0.999 3.8 5,138,075 1,564,594

VNYNLALAISFPLSERMKK 3 0.999

F1N7I5 F1N7I5_BOVIN NUMA1 Uncharacterized protein (Fragment 0.999 1.4 6,743,129 476,218

FFQKEQALSALQLEHTSTQALASELLPVK 3 0.999

Q07536 MMSA_BOVIN ALDH6A1 Methylmalonate-semialdehyde dehydrogenase [acylating], mitochondr 0.999 4.3 308,907 53,954

F1N7K8 F1N7K8_BOVIN ALDH6A1 Uncharacterized protein 0.999 4.3 308,907 53,954

MAAVAVAAAAAALRARILQVSSK 3 0.999

F1N7M6 F1N7M6_BOVIN CCDC21 Uncharacterized protein (Fragment 0.999 2.7 5,311,625 438,220

ELSVQNQDLIEKNLTLQEHLR 3 0.999

F1N7N4 F1N7N4_BOVIN Bt.62495 Uncharacterized protein (Fragment 0.999 4.8 19,359,818 1,397,890

DLRVPVNASFCSPDAR 3 0.831

PLPSHLAGSPSDSTGGRPPSHILYKR 3 0.999

VPVNASFCSPDARPVTGVVPCK 3 0.903

F1N7N7 F1N7N7_BOVIN Bt.39403 Uncharacterized protein (Fragment 0.999 3.5 1,718,642 124,170

Q1LZH7 KANK2_BOVIN KANK2 KN motif and ankyrin repeat domain-containing protein 2 0.999 2.8 1,718,642 124,170

LGDVNAKASQAGQTALMLAVSHGR 3 0.999

F1N7Q0 F1N7Q0_BOVIN Bt.105578 Uncharacterized protein 0.960 0.6 888,836 370,601

VPQRSKGPAK 3 0.824

F1N7Q1 F1N7Q1_BOVIN Bt.21054 Uncharacterized protein 1.000 6.3 1,955,030 328,916

EAEDVPGPAAAPLPPGGPSLPPGQK 3 0.999

FHPDQLQVLLVFTKEDNQCNGFCRACEK 3 0.999

F1N7Q7 F1N7Q7_BOVIN Bt.28075 Uncharacterized protein (Fragment 0.999 1.3 5,475,292 548,906

PGSPGLPGMPGRSISIGYLLVK 3 0.999

F1N7Q8 F1N7Q8_BOVIN ARHGAP32 Uncharacterized protein 0.999 0.9 1,657,984 276,564

LLALALAESAQQASTQPLK 3 0.999

F1N7R3 F1N7R3_BOVIN RGS3 Uncharacterized protein 1.000 2.9 6,279,050 553,992

DPSPGQEPLPGQELPPKEDSSSGQK 3 0.999

F1N7R5 F1N7R5_BOVIN Bt.105074 Uncharacterized protein 0.999 2.5 2,534,854 193,425

VPSPLTDEEGDFILIHHEDLR 3 0.999

F1N7S8 F1N7S8_BOVIN LOC783604 Uncharacterized protein 0.999 3.1 3,040,354 291,239

SISGGTFFVPGGHSLYLEAK 3 0.999

F1N7W5 F1N7W5_BOVIN LOC788840 Uncharacterized protein (Fragment 0.999 2.2 8,568,000 1,744,723

VQPLLISADNK 3 0.999

Q0P5D2 CPSF6_BOVIN CPSF6 Cleavage and polyadenylation specificity factor subunit 0.999 2.0 5,977,871 2,019,935

F2Z4E9 F2Z4E9_BOVIN CPSF6 Uncharacterized protein 0.999 2.0 5,977,871 2,019,935

NRAISSSAISR 3 0.999

F2Z4F0 F2Z4F0_BOVIN ACTR1A Uncharacterized protein 0.999 3.5 10,241,208 822,262

IDIAGRDVSRFLR 3 0.999

F2Z4F5 F2Z4F5_BOVIN DPP3 Uncharacterized protein 0.999 3.4 5,762,393 2,081,354

LRHLGLGKEGITTYFSGNCTMEDAK 3 0.999

F6PS28 F6PS28_BOVIN SP140L Uncharacterized protein (Fragment 0.999 6.2 1,924,639 296,914

SGPGEGGTELPTFGNKCSCVMCFSK 3 0.999

F6PT99 F6PT99_BOVIN CCDC28B Uncharacterized protein 0.999 11.0 8,864,271 724,218

VPVPTSHSGSLALGLPHLPSPK 3 0.999

F6PZ41 F6PZ41_BOVIN AP4B1 Uncharacterized protein 0.999 3.8 3,277,627 545,881

LLEDQAERPVNSWALDFNTLVPVYGKAR 3 0.999

F6Q0D1 F6Q0D1_BOVIN Bt.103298 Uncharacterized protein 0.999 4.9 1,103,090 226,715

KFNYGGGNSNLPWGSDRHHQYEQHWYK 3 0.999

F6Q3P6 F6Q3P6_BOVIN MINK Uncharacterized protein 0.999 1.5 2,881,921 211,162

SDSVLPASHGHLPQAGSLER 3 0.999

F6Q4V7 F6Q4V7_BOVIN Bt.76310 Uncharacterized protein 0.999 7.1 309,696 53,275

NTTEISHTISGDYIIMTIFFDLSRR 3 0.999

F6Q615 F6Q615_BOVIN Bt.31540 Oxysterol-binding protein 0.999 4.0 1,055,702 148,268

KSFCSIEGEWNGVMYAKYSTGENVVFIDTK 3 0.999

F6Q7P1 F6Q7P1_BOVIN ATF7IP Uncharacterized protein 0.999 2.5 2,196,920 306,105

TDVKLLNGNHENGDLDPTSPLENMDYLNDK 3 0.999

F6QK33 F6QK33_BOVIN Bt.11917 Uncharacterized protein 0.999 7.1 7,371,654 696,018

EESPSNLATLCYKAVEKLVQGAESGCHSEK 3 0.999

VGLMHIGVFILLLLSGERNFGVRLNK 3 0.999

F6QN23 F6QN23_BOVIN SLC6A12 Transporter (Fragment) 0.999 3.0 8,529,795 6,598,922

MEFVLSVAGEIIGLGNVWR 3 0.999

F6QN63 F6QN63_BOVIN IFT52 Uncharacterized protein 0.999 2.7 1,384,551 219,279

EENSKIMDVVFR 3 0.999

F6QNC4 F6QNC4_BOVIN Bt.55189 Uncharacterized protein 0.999 2.7 3,561,528 630,179

IAREIGYPVMIKASAGGGGK 3 0.999

F6QPK8 F6QPK8_BOVIN Bt.56769 Uncharacterized protein 0.999 3.0 2,284,146 265,683

QSSPGLTPPPFPGNR 3 0.999

F6QQ19 F6QQ19_BOVIN Bt.105989 Uncharacterized protein 0.930 4.5 1,726,311 284,883

MDFSFSFMQGIMGNTIQQPPQLIDSANIR 3 0.812

F6QRZ3 F6QRZ3_BOVIN NARS2 Uncharacterized protein 0.999 5.7 1,539,200 291,242

SVRSQSPLILASLQISGNAISFFLEIK 3 0.999

F6QVR0 F6QVR0_BOVIN Bt.9097 Uncharacterized protein 0.999 5.6 1,964,927 220,178

AHGDGTPHPDPDPCAR 3 0.999

MAEFLPLLPCTPLLTQDVCAQDSRVPPAK 3 0.999

F6R1H3 F6R1H3_BOVIN Bt.12638 Uncharacterized protein 0.999 3.6 1,321,962 246,706

LLEVSPSPQLALHVHPFSSLQCFSSLQPLVR 3 0.999

F6R7H1 F6R7H1_BOVIN Bt.17653 Uncharacterized protein 0.999 4.1 3,643,220 1,523,827

MASVLPASNTSMR 3 0.999

F6R7X9 F6R7X9_BOVIN CCDC8 Uncharacterized protein 0.999 3.7 2,411,446 229,965

ERLIQFLEEEGRTLEDVAR 3 0.999

G3MZ90 G3MZ90_BOVIN Uncharacterized protein (Fragment 0.999 11.1 4,111,921 146,999

F6RA30 F6RA30_BOVIN Bt.63135 Uncharacterized protein 0.999 7.3 4,111,921 146,999

LQQLEALLNSLPRPR 3 0.999

F6RAG5 F6RAG5_BOVIN Bt.18044 Uncharacterized protein 1.000 2.0 1,551,382 231,696

QQMLDQDELLASTRRDYEK 3 0.999

F6RF21 F6RF21_BOVIN Bt.3161 Uncharacterized protein 0.999 0.5 17,319,250 1,572,372

EAIYSGFIR 3 0.999

P02081 HBBF_BOVIN Hemoglobin fetal subunit beta 1.000 71.7 16,607,007 1,437,124

F6RFA2 F6RFA2_BOVIN Bt.102944 Uncharacterized protein (Fragment 1.000 64.2 16,607,007 1,437,124

FFESFGDLSSADAILGNPK 2 1.000

FFESFGDLSSADAILGNPK 3 1.000

FGSEFSPELQASFQK 2 0.959

GAFASLSELHCDKLHVDPENFR 3 0.860

LLGNVLVVVLAR 2 1.000

LLVVYPWTQR 2 1.000

RFGSEFSPELQASFQK 3 1.000

VKVDEVGGEALGR 3 1.000

VVTGVANALAHR 3 0.973

F6RG16 F6RG16_BOVIN ENO4 Uncharacterized protein 0.999 4.9 78,520,771 29,062,792

EDSEQWDSIYNALGSRCYIIAGTASKSISK 3 0.999

F6RLA2 F6RLA2_BOVIN Bt.14445 Uncharacterized protein 0.999 4.6 2,299,650 301,373

WFSQLTLGIAYLHSK 3 0.999

F6RLQ6 F6RLQ6_BOVIN Bt.87418 Uncharacterized protein 0.999 2.6 4,251,263 358,285

LTLSEEKQKLESQLAGIPK 3 0.999

F6RLR4 F6RLR4_BOVIN ISM1 Uncharacterized protein (Fragment 0.999 4.8 2,616,642 342,839

QNNLNMESASTSETSFPLSK 3 0.999

F6RM04 F6RM04_BOVIN RBM15B Uncharacterized protein (Fragment 0.999 1.7 1,372,445 172,133



QRSLSPVAAPPLREPR 3 0.999

F6RMH4 F6RMH4_BOVIN Bt.48370 Uncharacterized protein 0.999 3.8 2,635,358 376,356

DPAGHCPTQAGGLPPQASPTK 3 0.999

F6RMK7 F6RMK7_BOVIN CCR9 Uncharacterized protein 0.999 4.6 7,081,517 1,006,459

MNFYSCVLLIMCISVDR 3 0.999

F6RY07 F6RY07_BOVIN Bt.9415 Uncharacterized protein 0.999 2.6 7,182,536 360,214

WPNVSDIWSTYLTKFIARYGGR 3 0.999

F6S103 F6S103_BOVIN ZNF131 Uncharacterized protein (Fragment 0.999 4.1 6,929,554 802,686

PNHCTLCDLWFMQGNELRR 3 0.999

F6S1Q0 F6S1Q0_BOVIN KRT18 Uncharacterized protein 0.913 2.1 1,872,566 229,530

AQYDELAQK 2 0.913

P18902 RET4_BOVIN RBP4 Retinol-binding protein 4 1.000 23.0 3,352,808 147,984

G1K122 G1K122_BOVIN RBP4 Uncharacterized protein 1.000 20.9 3,352,808 147,984

DPSGFSPEVQK 2 1.000

LIPHNGYCDGK 2 0.994

QRQEELCLAR 2 0.997

YWGVASFLQK 2 0.999

G1K1B6 G1K1B6_BOVIN Bt.10352 Uncharacterized protein 0.999 15.3 409,847 77,774

Q1JQ92 POP5_BOVIN POP5 Ribonuclease P/MRP protein subunit POP5 0.999 15.3 409,847 77,774

YPCFLNTLHVGGTIRTCQKFLIQYNR 3 0.999

Q3SYW2 CO2_BOVIN C2 Complement C2 0.999 2.3 802,740 132,906

Q0V7N2 Q0V7N2_BOVIN C2 Complement component 2 0.999 2.2 802,740 132,906

G1K1E3 G1K1E3_BOVIN C2 Uncharacterized protein 0.999 2.3 802,740 132,906

KSQGIPEFYGDDIALLK 3 0.999

G1K1H1 G1K1H1_BOVIN MDH2 Malate dehydrogenase 0.999 10.1 901,772 128,268

G1K257 G1K257_BOVIN MDH2 Malate dehydrogenase (Fragment 0.999 8.3 901,772 128,268

Q32LG3 MDHM_BOVIN MDH2 Malate dehydrogenase, mitochondria 0.999 8.3 901,772 128,268

HGVYNPNKIFGVTTLDIVRANAFVAELK 3 0.999

G1K1Q6 G1K1Q6_BOVIN ATP6V1E1 Uncharacterized protein (Fragment 0.999 9.1 1,398,648 165,754

P11019 VATE1_BOVIN ATP6V1E1 V-type proton ATPase subunit E 1 0.999 9.3 1,398,648 165,754

VSNTLESRLDLIAQQMMPEVR 3 0.999

G1K1X9 G1K1X9_BOVIN PROZ Uncharacterized protein 0.999 2.1 2,859,033 551,369

P00744 PROZ_BOVIN PROZ Vitamin K-dependent protein Z 0.999 2.3 2,859,033 551,369

VPRYALWLR 3 0.999

Q2TA21 CN037_BOVIN Uncharacterized protein C14orf37 homolog 0.999 3.3 533,606 48,342

G1K1Z9 G1K1Z9_BOVIN Bt.51579 Uncharacterized protein 0.999 3.3 533,606 48,342

ATQLSRRWEPLATVVSTTPIPVSFK 3 0.999

G1K238 G1K238_BOVIN COL4A1 Uncharacterized protein 0.999 1.2 4,701,929 571,399

GEKGQKGEPGFPGLPGFGEK 3 0.999

G3MVZ9 G3MVZ9_BOVIN LOC523964 Uncharacterized protein (Fragment 0.999 3.8 2,436,400 320,086

IKMNFALGPVVSFK 3 0.999

G3MW08 G3MW08_BOVIN LOC100337076 Uncharacterized protein 0.999 1.4 3,782,104 355,238

KMSVVPQEAVLFTGTMRK 3 0.999

G3MW09 G3MW09_BOVIN Bt.82323 Uncharacterized protein 0.999 2.9 7,728,658 427,534

IDGILTTSIGLHDLRKK 3 0.999

ILKSSYLKGMNLASFFAVSK 3 0.999

G3MWH6 G3MWH6_BOVIN CACNA1I Uncharacterized protein (Fragment 0.999 1.3 3,753,781 417,302

G3N292 G3N292_BOVIN CACNA1I Uncharacterized protein (Fragment 0.999 1.3 3,753,781 417,302

AAWRAAGLAPGHEDCNGRMPSIAK 3 0.999

G3MWN6 G3MWN6_BOVIN ABCA2 Uncharacterized protein (Fragment 1.000 3.0 22,080,397 1,801,197

CTCSGQGTGFSCPGGVGGHPPQMR 3 0.999

RKLSTAIALIGYPAFIFLVSP 3 0.851

TPRLSVMEEDQACAMESR 3 0.999

G3MWP7 G3MWP7_BOVIN LOC615569 Uncharacterized protein (Fragment 0.999 2.6 4,309,388 420,654

AEKTTGASGGGDFASNSR 3 0.999

G3MWV6 G3MWV6_BOVIN LOC100336728 Uncharacterized protein (Fragment 0.999 16.4 2,246,009 140,745

WQEQNRGPELSASGDFL 3 0.999

G3MWX0 G3MWX0_BOVIN Bt.96822 Uncharacterized protein 0.999 2.2 2,982,083 388,056

IALNSTCDEARGALK 3 0.999

G3MWX2 G3MWX2_BOVIN LOC789244 Uncharacterized protein 0.999 5.7 53,907,861 2,463,330

Q3MHR0 LYPA1_BOVIN LYPLA1 Acyl-protein thioesterase 1 0.999 5.7 53,907,861 2,463,330

LKTLVNPANVTFR 3 0.999

G3MX00 G3MX00_BOVIN CDK4 Uncharacterized protein (Fragment 0.999 5.8 5,211,912 1,543,078

VPSGGGAVGGLPISSVR 3 0.999

G3N0Q2 G3N0Q2_BOVIN LOC100298773 Uncharacterized protein 0.999 3.2 6,239,371 545,488

G3MX41 G3MX41_BOVIN OR7A10 Uncharacterized protein 0.999 3.1 6,239,371 545,488

MLQNIRTQSK 3 0.999

G3MX60 G3MX60_BOVIN Uncharacterized protein (Fragment 0.999 2.7 1,612,816 294,830

G3N0I6 G3N0I6_BOVIN Uncharacterized protein (Fragment 0.999 3.3 1,612,816 294,830

RGSTEHQGEVDKGR 3 0.999

G3MX65 G3MX65_BOVIN WFDC2 Uncharacterized protein 0.999 13.0 906,277 140,555

Q3T0Z0 Q3T0Z0_BOVIN WFDC2 Uncharacterized protein 0.999 17.9 906,277 140,555

DQCQVDSQCPDALKCCVNGCGR 3 0.999

G3MX66 G3MX66_BOVIN Bt.88330 Uncharacterized protein 0.999 14.1 1,962,594 543,159

FLCSDGTELQGPGLTWGDFGNWSELCPK 3 0.999

G3MX79 G3MX79_BOVIN OR14C36 Uncharacterized protein 0.999 9.7 1,751,102 607,400

YLHSMLLFLMYWVTLLGNLLIITTIFDQK 3 0.999

Q2KJ45 Q2KJ45_BOVIN TARDBP TAR DNA binding protein 0.999 7.4 1,254,056 393,258

G3MX91 G3MX91_BOVIN TARDBP Uncharacterized protein 0.999 5.3 1,254,056 393,258

TTEQDLKDYFSTFGEVLMVQVK 3 0.999

G3MX97 G3MX97_BOVIN Uncharacterized protein (Fragment 0.999 1.9 1,674,059 283,485

HRNPISSLLPLKDK 3 0.999

G3MXA2 G3MXA2_BOVIN Bt.86404 Uncharacterized protein 0.999 7.0 2,085,767 222,338

VLRLLLGCFLTELCAR 3 0.999

G3MXA5 G3MXA5_BOVIN Bt.74139 Uncharacterized protein 0.999 4.6 2,689,362 436,768

ANSLGDLYAQKNSGVTANGGPR 3 0.999

NSGVTANGGPRSKLAGYCR 3 0.999

G3MXB9 G3MXB9_BOVIN Bt.56024 Uncharacterized protein (Fragment 0.999 1.9 2,019,077 505,606

PIMLPLLRSVSSESPLGSGHKEEELPR 3 0.999

G3MXC3 G3MXC3_BOVIN LTBP4 Uncharacterized protein (Fragment 0.999 3.4 1,943,301 308,138

PPSGSPKKGEMIR 3 0.999

SEAAAPYTVLAQSAPREDGYSDASGFGYCFR 3 0.999

G3MXE8 G3MXE8_BOVIN Uncharacterized protein (Fragment 0.999 2.1 1,366,960 165,415

AIFFTPKENMSSSLIFSAPPLSCK 3 0.805

LMETLGQAEPYFVKCIR 3 0.999

G3MXH1 G3MXH1_BOVIN Uncharacterized protein (Fragment 0.999 1.5 978,492 137,980

LMETLGQAEPYFVKCIR 3 0.999

G3MXH2 G3MXH2_BOVIN Bt.103804 Uncharacterized protein 0.999 10.1 262,003 25,863

G3N1U2 G3N1U2_BOVIN Bt.103804 Uncharacterized protein (Fragment 0.999 7.7 262,003 25,863

LSPPDEGGPGCLSCRCLLS 3 0.999

G3MXJ0 G3MXJ0_BOVIN LOC531152 Uncharacterized protein (Fragment 0.999 8.8 8,380,917 2,252,398

NLSHVKGGCVLCGFLKLLPMFSIVMPGMISR 3 0.999

PTVTQEGNWTAPMECFVPRADAFHVFR 3 0.999

G3MXK0 G3MXK0_BOVIN Bt.64802 Uncharacterized protein (Fragment 0.999 42.4 4,652,600 466,211

VFSPQPERVAIVTGGTDGIGYSTAK 3 0.999

G3MXL2 G3MXL2_BOVIN LOC539314 Uncharacterized protein (Fragment 0.999 4.0 919,428 252,852

G3X822 G3X822_BOVIN LOC539314 Uncharacterized protein (Fragment 0.999 3.9 919,428 252,852

ELIDTVLVKGNSAASIFKNCLK 3 0.999

G3MXL3 G3MXL3_BOVIN LOC100299984 Uncharacterized protein (Fragment 1.000 2.0 498,904 64,532

SLDLDSIIAEVK 2 0.999

G3MXM2 G3MXM2_BOVIN Uncharacterized protein 0.999 3.9 12,194,821 657,567

ARVLWENLLAVGRPIGR 3 0.999

G3MXM3 G3MXM3_BOVIN LOC100337295 Uncharacterized protein (Fragment 0.999 8.4 7,176,956 2,084,192

ASPDPRAELDSAVLLTR 3 0.999

G3MXN4 G3MXN4_BOVIN Bt.67851 Uncharacterized protein 0.999 1.7 3,222,017 473,493

ASFFNLRSTYNSHMGNNASR 3 0.999

G3MXP9 G3MXP9_BOVIN LOC100298824 Uncharacterized protein 0.999 18.1 3,071,942 255,447

EAQETALFSPQSTSLEALKSLLSTTR 3 0.999

G3MXQ5 G3MXQ5_BOVIN Uncharacterized protein (Fragment 0.999 6.6 1,367,039 278,340

KDLLSHDSFLNPGEIITSDK 3 0.999

G3MXQ8 G3MXQ8_BOVIN LOC100336654 Uncharacterized protein 0.999 3.4 4,720,033 465,069

QMETGLSPETAHFNLHHTKILK 3 0.999

G3MXS3 G3MXS3_BOVIN Bt.87502 Uncharacterized protein 0.999 1.2 595,471 97,352

GGDWRADLGEISASKSTIMSR 3 0.999

G3MXU4 G3MXU4_BOVIN Uncharacterized protein (Fragment 0.999 23.8 668,150 81,010



ISPSNPTSKSNSTRK 3 0.999

G3MXU5 G3MXU5_BOVIN Uncharacterized protein 0.999 4.5 27,395,859 1,129,310

NEDNNRTSVGTNYESR 3 0.999

VRTQAQVMLGARPQTETVAVTETHPK 3 0.999

G3MXX3 G3MXX3_BOVIN Bt.103298 Uncharacterized protein (Fragment 0.999 2.6 3,227,636 407,796

KFNYGGGNSNLPWGSDRHHQYEQHWYK 3 0.999

RQAQRSSASESETDDSDDDK 3 0.999

G3MXX8 G3MXX8_BOVIN SCRT1 Uncharacterized protein 0.999 17.3 1,252,077 157,110

AGAGTEARAGPGAGSSGGRHACGECGK 3 0.999

PELATAAGGYINGDAAVSEGYAADAFFITDGRSR 3 0.999

G3MXZ5 G3MXZ5_BOVIN CELSR2 Uncharacterized protein 0.999 2.2 627,853 228,911

STITLQLREGRVVLSVEGTGLQASSLQLEPGR 3 0.999

G3MY13 G3MY13_BOVIN Bt.64960 Uncharacterized protein (Fragment 0.999 2.6 6,645,277 923,104

EDAQKVLKCMYCGHSFESLQDLSVHMIK 3 0.999

Q3SWY1 ARI5A_BOVIN ARID5A AT-rich interactive domain-containing protein 5A 0.999 5.1 509,700 120,887

G3MY61 G3MY61_BOVIN ARID5A Uncharacterized protein 0.999 4.7 509,700 120,887

GPAAGPSLPFLGASGCPEAYKRLLSSFYCR 3 0.999

G3MY68 G3MY68_BOVIN Uncharacterized protein (Fragment 0.999 5.3 2,232,256 888,749

PQRLDSQDPEAGLSR 3 0.999

G3MY73 G3MY73_BOVIN Uncharacterized protein 0.999 7.2 2,331,647 209,991

DAVVAVRRLATAVEEATGAFQLGLEK 3 0.999

G3MYA0 G3MYA0_BOVIN PIK3R5 Uncharacterized protein 0.999 2.0 197,961 84,045

G3N1G6 G3N1G6_BOVIN PIK3R5 Uncharacterized protein 0.999 2.0 197,961 84,045

NVLGLMHLPPEVLCQSLK 3 0.999

G3MYA2 G3MYA2_BOVIN P25500 Uncharacterized protein 0.999 2.5 2,173,077 62,898

P25500-2 PAPOA_BOVIN PAPOLA Isoform Short of Poly(A) polymerase alpha 0.999 2.6 2,173,077 62,898

Q3T0A2 Q3T0A2_BOVIN PAPOLA PAPOLA protein 0.999 2.6 2,173,077 62,898

P25500 PAPOA_BOVIN PAPOLA Poly(A) polymerase alpha 0.999 2.4 2,173,077 62,898

PSGNAAAKIPNPIVGVKR 3 0.999

G3MYF0 G3MYF0_BOVIN DDX53 Uncharacterized protein (Fragment 0.999 4.4 1,247,314 213,080

RLAQSYLKQPMIVYVGTLDLVTVNTVK 3 0.999

G3MYH3 G3MYH3_BOVIN SYNE1 Uncharacterized protein (Fragment 0.999 0.6 2,648,504 327,956

QWKDLQAEAPYHLLHLK 3 0.999

P21758-2 MSRE_BOVIN MSR1 Isoform II of Macrophage scavenger receptor types I and 0.999 5.2 1,361,632 177,742

P21758 MSRE_BOVIN MSR1 Macrophage scavenger receptor types I and I 0.999 4.0 1,361,632 177,742

G3MYI0 G3MYI0_BOVIN MSR1 Uncharacterized protein 0.999 5.2 1,361,632 177,742

NCTVGSVNADISPSPEGK 3 0.999

G3MYI7 G3MYI7_BOVIN MAGEL2 Uncharacterized protein 0.999 2.3 332,901 76,235

ASKAGPSILMATAAAPQVMAITQEASK 3 0.999

G3MYL8 G3MYL8_BOVIN SOX4 Uncharacterized protein 0.999 9.3 1,416,384 361,905

GDKVGGSGHGGGGGGGSHAGGGGGGGAPGKHPAEK 3 0.999

G3MYQ9 G3MYQ9_BOVIN Bt.100871 Uncharacterized protein 0.999 3.1 2,710,954 235,089

DFSLTLPPGKIVALVGQSGGGK 3 0.999

G3MYU1 G3MYU1_BOVIN Bt.20209 Uncharacterized protein 0.999 9.0 2,621,109 383,552

PPGSNINGVPPNPTPIVQRLPAFLDNHNYAK 3 0.999

PSSPVTSHISVLFGEDDSLLRVDCIRYNR 3 0.999

G3MYU9 G3MYU9_BOVIN Bt.105569 Uncharacterized protein 0.999 8.6 7,708,746 615,074

SLLHNETSAHRQKTESALNALLQR 3 0.999

VSLPLRTNYLYGK 3 0.999

G3MYW0 G3MYW0_BOVIN Bt.62315 Uncharacterized protein (Fragment 0.965 6.4 2,327,458 215,832

SVREHQASLDPNSPRDFIDCFLTK 3 0.858

G3MYX4 G3MYX4_BOVIN HOXB5 Uncharacterized protein 0.999 4.0 4,524,335 909,084

AFPAPAQEPR 3 0.999

G3MYY2 G3MYY2_BOVIN LOC520267 Uncharacterized protein (Fragment 0.914 8.2 484,907 102,801

ASCNPQEGGCQPPKERESSPPPALQTVQLPR 3 0.825

G3MYZ3 G3MYZ3_BOVIN Bt.106415 Uncharacterized protein 1.000 11.8 14,648,989 2,233,153

LANEVLLENICAMEGLPQK 2 0.965

LANEVLLENICAMEGLPQK 3 0.992

LAPQLSTEELTFLGK 2 0.999

LKPELAGEELWSLLADFTNVVEK 3 1.000

QILQSINIAILSQK 2 1.000

G3MZ21 G3MZ21_BOVIN Uncharacterized protein 1.000 25.2 2,613,314 167,609

FFESFGDLSSADAILGNPK 2 1.000

LLVVYPWTQR 2 1.000

G3MZ38 G3MZ38_BOVIN Uncharacterized protein (Fragment 0.999 5.0 6,898,879 5,211,710

KPVSLDSPVRHLVER 3 0.999

G3MZ41 G3MZ41_BOVIN Bt.88879 Uncharacterized protein (Fragment 0.999 14.3 2,730,500 513,812

MNEVNCYRCGESGHLTRECPIEANT 3 0.999

G3MZ70 G3MZ70_BOVIN Uncharacterized protein (Fragment 0.999 3.8 1,917,237 691,027

QPMHTLSIQPSHPPQKGRSPPPAR 3 0.999

G3MZC3 G3MZC3_BOVIN LOC100336118 Uncharacterized protein 0.946 7.3 4,509,271 744,454

DQVERAALGGTARAPAMAEASASTR 3 0.809

G3MZE2 G3MZE2_BOVIN PAK2 Uncharacterized protein 0.999 5.7 14,420,487 759,234

YTRYEKIGQGASGTVFTATDVALGQEVAIK 3 0.999

G3MZE3 G3MZE3_BOVIN LOC100336691 Uncharacterized protein 0.999 0.9 3,784,908 412,019

RAPAAAAPAPVDLQLSAPGGR 3 0.999

G3MZJ5 G3MZJ5_BOVIN Bt.40996 Uncharacterized protein (Fragment 0.999 2.1 2,201,853 376,592

EGTQDRRMLTVPTPAAGVSHLSPEPAPGEELR 3 0.999

G3MZJ9 G3MZJ9_BOVIN Bt.103922 Uncharacterized protein 0.999 12.9 551,971 60,205

G3X7X6 G3X7X6_BOVIN bTrappin-5 Uncharacterized protein 0.999 12.0 551,971 60,205

G3X847 G3X847_BOVIN bTrappin-5 Uncharacterized protein (Fragment 0.999 11.5 551,971 60,205

GQDPVKGQDVVVAQDR 3 0.999

G3MZK3 G3MZK3_BOVIN JAKMIP1 Uncharacterized protein 0.999 3.4 1,463,813 265,618

QALDQAYLKIQELEATLYDALQQEPGRR 3 0.999

G3MZM6 G3MZM6_BOVIN RRP1B Uncharacterized protein 0.999 7.3 3,686,490 532,311

ELGALLVNGSGPPVLAWPLPQREGPPANPADRR 3 0.999

LVPALCRTPEGQGSGGAHGPLK 3 0.999

G3MZX0 G3MZX0_BOVIN PPP1R12B Uncharacterized protein (Fragment 0.999 1.4 5,230,501 1,217,494

LGPHQAEPWTLR 3 0.999

G3MZX2 G3MZX2_BOVIN Bt.74760 Uncharacterized protein 0.999 3.0 2,202,527 325,914

MLPPNKAQVLLR 3 0.999

G3N022 G3N022_BOVIN Bt.39893 Uncharacterized protein 0.999 0.9 2,451,192 1,009,784

FLPWATPGQEGAAVPQTLEKNRAGPEAEK 3 0.999

G3N055 G3N055_BOVIN ABCA2 Uncharacterized protein (Fragment 0.999 1.1 116,114 11,180

CTCSGQGTGFSCPGGVGGHPPQMR 3 0.999

G3N065 G3N065_BOVIN ZNF385C Uncharacterized protein 0.999 2.4 2,811,813 325,594

WMVEGQRGAPRR 3 0.999

G3N078 G3N078_BOVIN ZNF215 Uncharacterized protein 1.000 7.0 7,815,025 412,747

HQKIHAATKAWEGNQCGK 3 0.999

NLNSLHKEHLLSKPVETSK 3 0.999

G3N0C1 G3N0C1_BOVIN ANK2 Uncharacterized protein (Fragment 1.000 2.2 7,195,096 581,994

DLEFCLVTNNGTVSIEHITRIDMTSEKSK 3 0.844

FCCFSFLSFLSLLGLSITCLSK 3 0.999

G3N0D7 G3N0D7_BOVIN CBLB Uncharacterized protein (Fragment 1.000 4.6 5,175,529 280,329

ASQDYDPLPSSSDGSQAPARPPK 3 0.999

RALEIAQNNVEVAR 3 0.832

G3N0D8 G3N0D8_BOVIN Bt.24617 Uncharacterized protein 0.999 15.4 853,692 170,203

RELGASLYLGWAASGLLLLGGGLLCCTCPSGGSR 3 0.999

G3N0D9 G3N0D9_BOVIN BRD1 Uncharacterized protein 1.000 1.2 2,834,588 317,375

GQEAAEEGDKSPPK 3 0.999

G3N0I0 G3N0I0_BOVIN Bt.105146 Uncharacterized protein 0.999 4.9 12,411,254 1,607,145

LKQGDCTLGSYADAFQFLAQFLSWDDCR 3 0.999

G3N0K2 G3N0K2_BOVIN LOC540047 Uncharacterized protein (Fragment 0.999 8.6 1,751,154 277,379

IDFHNPDRAYDAVQLFALTGPAESK 3 0.999

G3N0M2 G3N0M2_BOVIN Bt.14361 Uncharacterized protein 0.999 3.3 234,552 21,783

G5E5M3 G5E5M3_BOVIN Bt.14361 Uncharacterized protein 0.999 2.9 234,552 21,783

QPSHLQTHLLTHQGTRPHK 3 0.999

G3N0N7 G3N0N7_BOVIN Uncharacterized protein 0.999 13.1 604,738 101,569

G3X6Z2 G3X6Z2_BOVIN Uncharacterized protein (Fragment 0.999 16.2 604,738 101,569

IIACSGGCEALVDTGTALIKGPR 3 0.999

G3N0R2 G3N0R2_BOVIN LOC100336906 Uncharacterized protein 0.999 8.5 22,473,292 1,499,397

TDIQIAVPSGCYGR 3 0.999

G3N0V0 G3N0V0_BOVIN Bt.97040 Uncharacterized protein (Fragment 0.999 5.5 1,589,461 284,065

AVGVSIDCSKCHNQPCVR 3 0.999

G3N0V2 G3N0V2_BOVIN Bt.96692 Uncharacterized protein 1.000 6.9 48,833,374 1,885,014



AQYEEIAQR 2 0.973

DYQELMNTK 2 0.990

FLEQQNQVLQTK 2 0.922

SLNNQFASFIDK 2 0.999

G3N0X4 G3N0X4_BOVIN Uncharacterized protein (Fragment 0.999 12.9 3,059,724 416,395

GHQAVVVAPEVNLHIK 3 0.999

VHFLTMFWEAMATLKNVSLLFER 3 0.999

G3N0X7 G3N0X7_BOVIN LONRF2 Uncharacterized protein 0.999 6.0 2,793,937 335,816

EAQKVLCEVFFPASNLTSSTQSILLNMRLK 3 0.999

Q28161 PKP1_BOVIN PKP1 Plakophilin-1 0.999 2.8 896,464 134,091

G3N156 G3N156_BOVIN PKP1 Uncharacterized protein 0.999 2.8 896,464 134,091

SPNQNVQQAAAGALRNLVFR 3 0.999

G3N168 G3N168_BOVIN LOC527744 Uncharacterized protein (Fragment 0.999 4.4 4,521,733 442,285

IGEKNCCVFRDDFIAK 3 0.999

G3N1C8 G3N1C8_BOVIN DNAH1 Uncharacterized protein 1.000 1.4 9,992,196 2,847,145

FGPLGFNIPYEFTDGDLRICISQLK 3 0.999

TPPLPLSVTPPMPSDLGQPRK 3 0.999

VFQGMLMADPAKVEDK 3 0.999

G3N1E4 G3N1E4_BOVIN KIF26A Uncharacterized protein (Fragment 0.999 1.3 1,078,978 254,423

G5E5S4 G5E5S4_BOVIN KIF26A Uncharacterized protein (Fragment 0.999 1.3 1,078,978 254,423

EEGTTRPELPTLPDKTTSGGGGR 3 0.999

Q2KHY5 FAP24_BOVIN FAAP24 Fanconi anemia-associated protein of 24 kDa 0.999 8.4 1,565,421 237,929

G3N1I5 G3N1I5_BOVIN FAAP24 Uncharacterized protein 0.999 8.1 1,565,421 237,929

SCILYITEAELVAGNGYR 3 0.999

G3N1M2 G3N1M2_BOVIN Uncharacterized protein (Fragment 0.999 9.4 4,307,908 465,432

HFHNQQERNALQEFVKSQSVNFYAIGIIK 3 0.999

G3N1N7 G3N1N7_BOVIN MKI67 Uncharacterized protein 0.999 1.6 7,878,290 686,129

PQQTPGETTHSPREPEDGDRGTAVSQEAPEEK 3 0.999

PVAHGEDVTATHAVSGR 3 0.999

G3N1S7 G3N1S7_BOVIN Bt.31944 Uncharacterized protein (Fragment 0.999 2.5 3,489,246 392,890

AHQVGQTALAGSAGGFLRLSSGKER 3 0.999

G3N1T6 G3N1T6_BOVIN TMEM206 Uncharacterized protein 0.999 7.2 2,423,317 390,426

VQDIITANPWNTIALLCGFLALFKAAEFAK 3 0.999

G3N1X0 G3N1X0_BOVIN ZNF483 Uncharacterized protein (Fragment 0.999 2.2 4,293,270 437,873

CGECGKAFRQNSCLTR 3 0.999

G3N1Y3 G3N1Y3_BOVIN Uncharacterized protein (Fragment 1.000 45.3 8,519,812 399,523

FFESFGDLSSADAILGNPK 2 1.000

FFESFGDLSSADAILGNPK 3 1.000

LLGNVLVVVLAR 2 1.000

LLVVYPWTQR 2 1.000

VVTGVANALAHR 3 0.973

G3N1Z3 G3N1Z3_BOVIN Bt.103550 Uncharacterized protein 0.999 5.1 11,020,492 296,795

FVSCLSVSDSSCHSQSKSR 3 0.999

G3N227 G3N227_BOVIN MAP3K7IP3 Uncharacterized protein 0.999 6.3 510,397 97,432

GNFDPKAMNNFYDNIEPGPVVPPKPSPR 3 0.999

G3N243 G3N243_BOVIN LOC100299988 Uncharacterized protein 0.999 4.1 1,104,875 157,601

TKTDPLATTFGFNSFGSLEEK 3 0.999

G3N267 G3N267_BOVIN LOC784731 Uncharacterized protein 0.999 7.2 2,946,430 1,258,862

DANGNSFATRLSNIFVFGK 3 0.999

G3N2C0 G3N2C0_BOVIN Uncharacterized protein 0.999 6.8 6,541,971 1,271,126

APEVEEEQRESSDYCVLCEQVKDK 3 0.999

G3N2D0 G3N2D0_BOVIN ZNF469 Uncharacterized protein 0.999 0.4 25,382,771 1,000,312

KAVASPVPGELPR 3 0.999

G3N2D2 G3N2D2_BOVIN Bt.94964 Uncharacterized protein 0.999 4.6 1,143,002 560,876

Q3SZW1 TSSK1_BOVIN TSSK1B Testis-specific serine/threonine-protein kinase 0.999 4.6 1,143,002 560,876

GYIMGINLGEGSYAKVK 3 0.999

G3N2E4 G3N2E4_BOVIN TCTN1 Uncharacterized protein 0.999 7.1 17,486,329 2,464,389

ALTCRLVAQKMK 3 0.999

STTEQDCLAAEGIRAPVLFGYNMQSGCKLR 3 0.999

G3N2H8 G3N2H8_BOVIN Bt.87090 Uncharacterized protein 0.999 12.6 7,075,006 1,831,738

MRSVYAHFPINVVIQENGSLAEIR 3 0.999

G3N2I1 G3N2I1_BOVIN OTUD1 Uncharacterized protein 0.999 5.2 292,082 48,430

GPAPPPGSPEPGPGPWAEERPAER 3 0.999

G3N2J8 G3N2J8_BOVIN Uncharacterized protein (Fragment 0.999 2.1 4,357,300 425,346

YLSRERNSK 3 0.999

G3N2K8 G3N2K8_BOVIN Bt.71103 Uncharacterized protein 0.999 7.7 2,633,285 176,619

GLQGSASFLQQWQR 3 0.999

G3N2L1 G3N2L1_BOVIN Uncharacterized protein (Fragment 0.999 7.4 1,551,757 230,264

NLLSVGNSLTVQEIQTDDERNDKGMSITHNK 3 0.999

G3N2N4 G3N2N4_BOVIN NOVA1 Uncharacterized protein 0.930 7.8 895,931 143,683

G3X7R5 G3X7R5_BOVIN NOVA1 Uncharacterized protein 0.930 5.9 895,931 143,683

SSPSDPMTTSRANQVKIIVPNSTAGLIIGK 3 0.874

G3N2N6 G3N2N6_BOVIN Uncharacterized protein 0.999 2.4 1,773,308 206,420

CNECGKTFSHNPAFIQHQK 3 0.999

G3N2Q6 G3N2Q6_BOVIN Uncharacterized protein 0.999 11.2 3,866,508 220,340

Q5E977 F118B_BOVIN FAM118B Protein FAM118B 0.999 3.7 3,866,508 220,340

MASTGSQASDIDK 3 0.999

G3N2T3 G3N2T3_BOVIN Bt.96719 Uncharacterized protein 0.999 1.8 1,564,772 211,476

HVEVDKAVAQTMDSVFK 3 0.999

G3N2T4 G3N2T4_BOVIN EME2 Uncharacterized protein (Fragment 0.999 7.8 2,360,754 332,118

RGCAAGSLLAGAEPARVCLHQGPR 3 0.999

G3N2T7 G3N2T7_BOVIN LOC100336572 Uncharacterized protein (Fragment 0.999 5.6 1,641,561 306,618

PNIVLLMADDLGVGDLCCYGNNSVSTPNIDR 3 0.999

G3N2Z9 G3N2Z9_BOVIN Uncharacterized protein (Fragment 0.999 13.4 2,592,345 665,726

LSGLLILLVLFAIGYFLQRIICPSPRR 3 0.999

G3N324 G3N324_BOVIN C19H17orf47 Uncharacterized protein (Fragment 0.999 4.7 709,687 86,925

ASPSPLSSPKESPSPSPLREVLQAPK 3 0.999

G3N330 G3N330_BOVIN Uncharacterized protein (Fragment 0.999 8.3 2,687,188 303,606

Q5E9D4 Q5E9D4_BOVIN BCAS2 Breast carcinoma amplified sequence 2 0.999 8.0 2,687,188 303,606

NEFERLAARQPIELLSMK 3 0.999

G3N356 G3N356_BOVIN ZSCAN30 Uncharacterized protein 0.999 5.8 1,276,852 160,445

HCGEDRNSVWAGEFIGIKMK 3 0.999

SFNQNSALTQHQR 3 0.999

G3N369 G3N369_BOVIN ZNF133 Uncharacterized protein (Fragment 0.999 1.8 3,937,680 774,028

TNLLSHQRIHSREK 3 0.999

G3N385 G3N385_BOVIN Uncharacterized protein (Fragment 0.999 11.2 2,246,380 404,042

GSASPAAGGPRPQPAAPPGPSPASASATRGTR 3 0.999

G3N3N8 G3N3N8_BOVIN Uncharacterized protein (Fragment 0.999 3.9 1,812,434 118,965

GILNQHSVKGEYVQRLWQK 3 0.999

G3N3S0 G3N3S0_BOVIN ZNF677 Uncharacterized protein (Fragment 0.999 2.3 2,461,871 197,789

CHECDKAYTKFVQLTR 3 0.999

G3N3V4 G3N3V4_BOVIN Bt.88202 Uncharacterized protein (Fragment 0.999 6.9 1,555,721 459,722

LGEAFVFAGGLDMQADLFAEEDLGAPFLQGR 3 0.999

G3N3V8 G3N3V8_BOVIN C22H3orf67 Uncharacterized protein (Fragment 0.999 3.4 472,283 98,196

EYLKNAYAEGRTSENQNSLAK 3 0.999

G3N3X6 G3N3X6_BOVIN Uncharacterized protein (Fragment 0.999 24.6 15,246,704 1,474,352

YPDRGPAFLIAIRSVMNEMEDGSFTVSLNK 3 0.999

G3N3X8 G3N3X8_BOVIN LOC100302389 Uncharacterized protein 0.999 18.6 8,533,908 700,851

MDRMLSKYSWK 3 0.999

G3X684 G3X684_BOVIN TOPBP1 Uncharacterized protein 0.999 3.1 144,947,240 19,098,647

AFRTVMSQHSGQASVSPSPGQSLQK 3 0.999

DAHSEKEDAPKPLENVVVCVSK 3 0.999

G3X686 G3X686_BOVIN SELO Uncharacterized protein 0.999 3.1 2,346,496 189,695

NYIAQGAIEAAESGDFSEVRR 3 0.999

G3X6D0 G3X6D0_BOVIN FRMPD3 Uncharacterized protein (Fragment 0.999 0.7 1,859,067 188,891

KCDMADDASDGK 3 0.999

Q0VD07 GPM6A_BOVIN GPM6A Neuronal membrane glycoprotein M6-a 0.999 5.4 2,498,783 258,467

G3X6E8 G3X6E8_BOVIN GPM6A Uncharacterized protein 0.999 5.5 2,498,783 258,467

NTTLVEGANLCLDLR 3 0.999

G3X6G5 G3X6G5_BOVIN Bt.25870 Uncharacterized protein 0.999 3.4 5,889,396 370,647

LAKLSCPALVISKR 3 0.999

G3X6H0 G3X6H0_BOVIN KIAA0284 Uncharacterized protein (Fragment 0.999 1.9 2,069,336 356,946

YVSTSGRMVIQLQTTGKPPELEGPAPAPTK 3 0.999

G3X6I0 G3X6I0_BOVIN Bt.26891 Uncharacterized protein (Fragment 0.999 0.8 6,283,392 1,193,612

LVTVTTLNTNISIHK 3 0.999



G3X6J9 G3X6J9_BOVIN Uncharacterized protein (Fragment 0.999 1.0 1,302,877 203,072

LLSCDANIEAKNK 3 0.999

G3X6K9 G3X6K9_BOVIN Bt.31021 Uncharacterized protein 1.000 2.0 1,818,241 687,934

QEEGNGDSGGSFQNGHAQLMTDFEKDVDLACR 3 0.999

G3X6L5 G3X6L5_BOVIN ARL8A Uncharacterized protein (Fragment 0.999 16.2 2,559,229 388,675

TTFVNVIASGQFNEDMIPTVGFNMRKITK 3 0.999

G3X6L9 G3X6L9_BOVIN LOC538357 Uncharacterized protein 0.999 0.9 3,595,525 268,962

VAAQGDVVRELKAK 3 0.999

G3X6N3 G3X6N3_BOVIN Bt.5336 Uncharacterized protein 1.000 51.7 145,701,871 9,598,544

CACSNHEPYFGYSGAFK 2 1.000

CGLVPVLAENYK 1 0.991

CGLVPVLAENYK 2 1.000

CLASIAK 1 0.802

CLASIAK 2 0.862

CLMEGAGDVAFVK 2 1.000

DGTRKPVTDAENCHLAR 2 0.997

DGTRKPVTDAENCHLAR 3 1.000

DKPDNFQLFQSPHGK 2 1.000

DQTVIQNTDGNNNEAWAK 2 1.000

DSADGFLK 1 0.990

DTDFKLNELR 2 0.999

EDVIWELLNHAQEHFGK 2 1.000

EDVIWELLNHAQEHFGK 3 1.000

ESKPPDSSKDECMVK 2 1.000

FDEFFSAGCAPGSPR 2 1.000

GDVAFVKDQTVIQNTDGNNNEAWAK 3 1.000

HSTVFDNLPNPEDR 2 1.000

HSTVFDNLPNPEDRK 2 1.000

HSTVFDNLPNPEDRK 3 1.000

ILESGPFVSCVK 2 1.000

KENFEVLCK 2 1.000

KNYELLCGDNTR 2 1.000

KPVTDAENCHLAR 2 1.000

KTYDSYLGDDYVR 2 1.000

LYKELPDPQESIQR 3 0.999

MDFELYLGYEYVTALQNLR 2 1.000

NYELLCGDNTR 2 1.000

NYELLCGDNTRK 2 0.997

QQDDFGK 2 0.958

SAGWNIPMGK 2 1.000

TAGWNIPMGLLYSK 2 1.000

TSDANINWNNLK 1 0.979

TSDANINWNNLK 2 1.000

TSHMDCIK 2 0.999

TVGGKEDVIWELLNHAQEHFGK 2 1.000

TVGGKEDVIWELLNHAQEHFGK 3 1.000

TYDSYLGDDYVR 1 0.992

TYDSYLGDDYVR 2 0.998

WCTISTHEANK 2 1.000

WSGFSGGAIECETAENTEECIAK 2 1.000

YYGYTGAFR 1 0.982

G3X6Q6 G3X6Q6_BOVIN LOC510362 Uncharacterized protein 0.999 1.9 1,191,906 172,142

IRGGPDLRASQAPAR 3 0.999

G3X6R0 G3X6R0_BOVIN Bt.8395 Uncharacterized protein (Fragment 0.999 4.5 2,944,958 259,202

SPIDVIRSPTMAGGLFAVSKK 3 0.999

G3X6S7 G3X6S7_BOVIN Uncharacterized protein 0.999 7.6 1,372,700 72,959

G5E6D0 G5E6D0_BOVIN Uncharacterized protein 0.999 13.6 1,372,700 72,959

VIAYSGGCEAFVDTGTALIK 3 0.999

G3X6V1 G3X6V1_BOVIN Bt.43318 Uncharacterized protein (Fragment 0.999 5.6 1,982,117 392,479

AIMLGARPPKNSYVNYK 3 0.999

G3X6V3 G3X6V3_BOVIN Uncharacterized protein (Fragment 0.999 2.9 5,818,829 595,156

KPSQSSEDLSKNVTTAPTK 3 0.999

SATLPAMLPQPVEPAEPVWFSLAKKK 3 0.999

P46197 ANPRB_BOVIN NPR2 Atrial natriuretic peptide receptor 2 0.999 2.4 8,026,592 848,164

G3X6W7 G3X6W7_BOVIN NPR2 Uncharacterized protein 0.999 4.0 8,026,592 848,164

ALPVDLRFVSSELDGACSEYLAPLR 3 0.999

G3X6X1 G3X6X1_BOVIN Uncharacterized protein 0.999 4.5 4,717,567 627,904

YTTNSSADHRVRLDLGLWDK 3 0.999

G3X6Y3 G3X6Y3_BOVIN Bt.37071 Uncharacterized protein 0.999 1.4 2,362,474 248,328

TGTASVHKVTIKIDENDASK 3 0.999

G3X6Z0 G3X6Z0_BOVIN NELF Uncharacterized protein 0.999 3.6 218,018,429 8,375,637

ENLFSFQTATTTMQAVFR 3 0.999

G3X742 G3X742_BOVIN LOC511936 Uncharacterized protein 0.999 5.6 1,415,425 274,752

TSTCCQLYNIFPRIMSFLPGPQHALFSK 3 0.999

G3X743 G3X743_BOVIN RNPEP Uncharacterized protein (Fragment 1.000 4.2 1,578,872 180,089

AINAMPTSAWKTYQLVYFLDK 3 0.999

G3X749 G3X749_BOVIN ZNF503 Uncharacterized protein 0.999 3.9 30,169,604 2,864,174

PFVHAVPPSDPLRQANRLPIK 3 0.999

G3X757 G3X757_BOVIN Bt.49331 Uncharacterized protein 0.999 2.9 611,199 70,859

Q3ZBT1 TERA_BOVIN VCP Transitional endoplasmic reticulum ATPase 0.999 2.9 611,199 70,859

PNRLIVDEAINEDNSVVSLSQPK 3 0.999

G3X771 G3X771_BOVIN ABCB1 Uncharacterized protein (Fragment 0.999 1.9 3,913,292 595,799

NTTGALTTRLANDAAQVKGAIGSR 3 0.999

G3X7A5 G3X7A5_BOVIN Bt.19562 Uncharacterized protein 1.000 32.3 77,938,060 4,329,466

Q2UVX4 CO3_BOVIN C3 Complement C3 1.000 32.3 77,938,060 4,329,466

AAVYNHFISDGVK 2 0.997

AFLDCCEYITQLR 2 1.000

AGDFLENHYR 2 0.996

AGQYSSDLR 2 0.973

AGQYSSDLRK 2 1.000

AGQYSSDLRK 3 1.000

AQFILQGDACVK 2 0.998

AYYEDSPQQVFSAEFEVK 2 1.000

DICEAQVNSLGR 2 0.998

DPLTITVR 2 0.996

DSITTWEILAVSLSDKK 3 0.999

EEVPAADLSDQVPDTESETK 2 1.000

EPGQDLVVLPLTITSDFIPSFR 2 1.000

EVVADSVWVDVK 2 1.000

EYVLPSFEVQLEPEEK 2 0.939

FYYIDDPDGLK 2 1.000

GICVADPYEVTVMQDFFIDLR 2 0.951

GSMILDICTK 2 0.998

HIPVVTQGSNVQSLTQDDGVAK 2 1.000

HIPVVTQGSNVQSLTQDDGVAK 3 1.000

HQQTITIPAR 2 1.000

ILLQGTPVAQMTEDAIDGER 2 1.000

ILLQGTPVAQMTEDAIDGER 3 1.000

ISYIIGK 2 0.958

KDYDTTPPVVR 2 1.000

KGYTQQLAFR 3 0.996

KLEDDFDEYIMVIENIIK 2 1.000

KLEDDFDEYIMVIENIIK 3 0.999

KQVLSNENTQLNSNNGYLSTVTIK 3 0.996

LEDDFDEYIMVIENIIK 2 1.000

NYAGVFTDAGLTLK 2 1.000

QVLSNENTQLNSNNGYLSTVTIK 2 1.000

SQFPESWLWTVIEDLK 2 1.000

TLNPEHLGQGGVQR 2 1.000

TSQGLETQQR 2 0.970

VELKPGETLNVNFHLR 3 1.000

VELLYNPAFCSLATAK 2 1.000

VFALAANLIAIDSK 2 1.000

VGLVAVDK 2 0.995

VHQYFNVGLIQPGAVK 2 1.000



VHQYFNVGLIQPGAVK 3 1.000

VPINDGNGEAILKR 3 0.995

VSHTVEDCLSFK 2 0.999

VSHTVEDCLSFK 3 1.000

VSIRPAPETVK 2 0.999

YLGDQDATMSILDISMMTGFSPDVEDLK 2 1.000

G3X7B5 G3X7B5_BOVIN AKT1 Uncharacterized protein 0.999 4.0 2,783,724 264,327

VGGAGKEAGGGAGVGGGER 3 0.999

G3X7E3 G3X7E3_BOVIN Bt.90677 Uncharacterized protein 0.999 4.8 5,254,755 648,635

EEVEVKESDVLESASSHSLSTK 3 0.999

SEGNEKGEDAEVLETMPSGILK 3 0.999

G3X7F8 G3X7F8_BOVIN Uncharacterized protein (Fragment 0.999 3.7 3,736,809 577,950

RPQEGLSQADFPLGPVSTVHGGR 3 0.999

G3X7G5 G3X7G5_BOVIN Bt.14161 Uncharacterized protein 0.999 1.7 19,416,917 1,626,293

RHDVVSVVVVESSQSCYVWR 3 0.999

G3X7H4 G3X7H4_BOVIN LOC530538 Uncharacterized protein (Fragment 0.999 2.3 3,423,563 399,091

TMDGFLTYLMR 3 0.999

G3X7K8 G3X7K8_BOVIN Uncharacterized protein (Fragment 0.999 8.8 2,121,525 243,749

EEGLMEAQFIWGEEKEVEEEVEEEVR 3 0.999

G3X7M7 G3X7M7_BOVIN Bt.76574 Uncharacterized protein (Fragment 0.999 2.2 3,116,627 405,683

G3X8F8 G3X8F8_BOVIN Bt.76574 Uncharacterized protein (Fragment 0.999 1.8 3,116,627 405,683

PFRCDACGKAFSTSSSLCQHK 3 0.999

G3X7R9 G3X7R9_BOVIN BRF1 Uncharacterized protein (Fragment 0.999 3.1 8,617,375 602,576

TAHVVAACLYLVCRTEGTPR 3 0.999

G3X7T5 G3X7T5_BOVIN Bt.43709 Uncharacterized protein 0.999 6.8 3,191,637 637,624

GTPAALMCPNNGATKSK 3 0.999

G3X7Z2 G3X7Z2_BOVIN Bt.286 Uncharacterized protein 0.987 1.8 13,246,515 8,706,306

GGGAGVAGGPGPGGLQPGQRVLYK 3 0.885

PEGGEAGEGADPPRRHHR 3 0.856

G3X834 G3X834_BOVIN LOC783410 Uncharacterized protein (Fragment 0.999 3.0 787,882 111,157

THTGEKPYVCGDCGQSFSFKSVLITHQR 3 0.999

G3X872 G3X872_BOVIN Q58D79 Uncharacterized protein 0.999 8.3 1,955,140 266,768

Q58D79 RPH3L_BOVIN RPH3AL Rab effector Noc2 0.999 8.2 1,955,140 266,768

GRVVSSDSDSDSDLSSSSLDDRLR 3 0.999

G3X898 G3X898_BOVIN Uncharacterized protein (Fragment 0.999 6.6 2,915,854 317,202

SFETPQTPFSFQGLQISSFANR 3 0.999

G3X8E2 G3X8E2_BOVIN VPS4A Uncharacterized protein (Fragment 0.999 6.6 755,449 98,115

LLEPVVCMSDMLRSLATTRPTVNAEDLLK 3 0.999

G3X8E4 G3X8E4_BOVIN Bt.36170 Uncharacterized protein 0.999 1.1 1,680,713 335,399

MGATDTVVTNVSGSVSSAGR 3 0.999

G3X8E7 G3X8E7_BOVIN Bt.97853 Uncharacterized protein 0.999 2.7 4,143,533 467,954

DVNALVEEYEGTSALKELSLQASVARPEAR 3 0.999

G3X8G2 G3X8G2_BOVIN LOC787071 Uncharacterized protein 0.999 4.5 1,022,977 152,111

ILVVVLKIPSAAGK 3 0.999

P98201 NFAC1_BOVIN NFATC1 Nuclear factor of activated T-cells, cytoplasmic 1 0.999 2.9 4,794,617 760,468

G3XCF6 G3XCF6_BOVIN NFATC1 Uncharacterized protein 0.999 2.5 4,794,617 760,468

SAQELPLVEKQSAASGPVLGGKR 3 0.999

G5E510 G5E510_BOVIN Bt.20342 Uncharacterized protein (Fragment 0.999 3.7 1,448,804 219,671

VWDVGQPGAKMPVAQLDCLNRDNYIR 3 0.999

G5E534 G5E534_BOVIN RPIA Uncharacterized protein 0.999 12.4 3,596,366 961,403

AGGAASGGGGNSWGVPGSHVQLPGRSQFGAGSTSTGVR 3 0.999

G5E537 G5E537_BOVIN Uncharacterized protein 0.999 11.4 1,676,782 310,534

CFVEVTEEGTEAAAATGVGVRVLSAPFR 3 0.999

G5E571 G5E571_BOVIN Bt.14294 Uncharacterized protein (Fragment 0.999 6.6 1,530,590 97,016

Q2TBU3 GOSR1_BOVIN GOSR1 Golgi SNAP receptor complex member 1 0.999 6.4 1,530,590 97,016

ENMTSQRGMLKSIQSK 3 0.999

G5E575 G5E575_BOVIN Bt.27578 Uncharacterized protein (Fragment 0.914 3.4 1,693,668 135,829

NPALLNDIK 2 0.914

G5E580 G5E580_BOVIN Bt.67708 Uncharacterized protein 0.999 2.5 1,844,215 264,483

IPNHVFEIDEDCEKDEDSSSLCSQKGGVIK 3 0.999

PIFKDIQGSLDVDGRFSPLYK 3 0.999

G5E581 G5E581_BOVIN GPR143 Uncharacterized protein 0.999 6.1 1,729,458 235,008

AFHALCLGSGALRLALGLLQLRPGR 3 0.999

G5E5A7 G5E5A7_BOVIN MUC5B Uncharacterized protein 0.999 0.6 6,782,208 718,756

LVNTSSYLEACRHDLCHCSR 3 0.999

VNESWFLEDCTVAR 3 0.999

G5E5C1 G5E5C1_BOVIN Uncharacterized protein 0.999 4.8 7,111,788 516,386

HKSGSLSSSRESAFSSPISVSK 3 0.999

G5E5D5 G5E5D5_BOVIN Bt.72941 Uncharacterized protein 0.993 0.8 22,090,025 2,573,214

LPWVESGTSGSTSESVDNLNDKIISTVFKK 3 0.817

YLNNCYKAAQAAASKAAASSLTANR 3 0.959

G5E5D8 G5E5D8_BOVIN LOC100296237 Uncharacterized protein 0.999 7.2 1,887,520 172,489

QQVEEFVLRLFLKK 3 0.999

G5E5F8 G5E5F8_BOVIN LOC615274 Uncharacterized protein (Fragment 0.999 5.0 4,600,408 532,258

SVVVNGIDLLENVPPRTENEVR 3 0.999

G5E5H5 G5E5H5_BOVIN Bt.87808 Uncharacterized protein (Fragment 0.999 5.9 507,016 66,421

TSAECGDGDTDSPTHK 3 0.999

G5E5J6 G5E5J6_BOVIN Bt.106509 Uncharacterized protein 0.999 6.5 1,610,172 212,814

TCCPAVPQKENTSLGLISTHLSGLKEPGK 3 0.999

G5E5L9 G5E5L9_BOVIN IQSEC3 Uncharacterized protein (Fragment 0.999 1.3 3,789,429 438,834

ALLEGCSLAGLPLVR 3 0.999

G5E5M1 G5E5M1_BOVIN Bt.20639 Uncharacterized protein 0.999 1.5 407,642 69,102

KHSDNEAESIADALSSTSNILASEFFEEEK 3 0.999

G5E5N3 G5E5N3_BOVIN Bt.5544 Uncharacterized protein 0.999 2.0 3,078,446 358,458

Q28141 DHX9_BOVIN DHX9 ATP-dependent RNA helicase A 0.999 2.0 3,078,446 358,458

GSYVGGGGGVGGGGGGFRGLSRGGYR 3 0.999

G5E5Q5 G5E5Q5_BOVIN Bt.106548 Uncharacterized protein 0.999 3.3 66,265,638 23,789,659

YNSTFLGVPFVMLGHGLYGTFEMLSSWRK 3 0.999

G5E5Q9 G5E5Q9_BOVIN USP26 Uncharacterized protein 0.999 2.7 1,165,693 164,896

LSENIYFTFLSEAEYDKDDPYWDR 3 0.999

G5E5S3 G5E5S3_BOVIN KIF14 Uncharacterized protein (Fragment 0.932 0.9 2,286,131 671,106

GENGQRKQTLR 3 0.829

G5E5S5 G5E5S5_BOVIN NAV1 Uncharacterized protein 0.999 1.5 4,611,750 900,563

QNSSDSISSLNSITSHSSISSGKEADAK 3 0.999

G5E5T7 G5E5T7_BOVIN Uncharacterized protein (Fragment 0.913 1.5 55,927,167 5,481,773

SHTGERPYACSQCGK 3 0.828

G5E5V6 G5E5V6_BOVIN CGNL1 Uncharacterized protein 0.999 2.9 7,310,540 341,974

PLPTPSLQAHLEAKKTR 3 0.999

SRAAGSTQGNNQASNSSSEVK 3 0.999

G5E5W1 G5E5W1_BOVIN Bt.1262 Uncharacterized protein 0.999 2.4 4,690,739 391,276

ECQIPLGMASGRIRDFQITASGQYGQWAPK 3 0.999

ISSSSNNLMPLPTIPSDKLSAGTKK 3 0.999

G5E5W4 G5E5W4_BOVIN CNTNAP4 Uncharacterized protein (Fragment 0.999 1.1 2,896,213 253,138

SLQLNGEALDLEER 3 0.999

G5E5X7 G5E5X7_BOVIN PANX2 Uncharacterized protein (Fragment 0.915 2.7 8,973,325 1,834,853

LTSELNFLLQEIDNCYHR 2 0.915

G5E5Y0 G5E5Y0_BOVIN Bt.70051 Uncharacterized protein 0.999 6.0 2,547,927 554,265

ITPSHAMKITYAK 3 0.999

G5E601 G5E601_BOVIN Bt.81454 Uncharacterized protein 1.000 1.4 1,403,162 206,291

QLEDCLLLQTLLHSKTNTR 3 0.999

G5E628 G5E628_BOVIN Bt.62986 Uncharacterized protein 0.927 2.9 5,615,058 532,185

FKSQTDQLVLIFAGKILK 3 0.805

G5E671 G5E671_BOVIN Uncharacterized protein (Fragment 0.999 9.3 5,117,454 614,866

AQVDVQMGHPPGVVSPQRPR 3 0.999

Q0VCK5 AP2A2_BOVIN AP2A2 AP-2 complex subunit alpha-2 0.999 5.2 1,495,510 309,236

G5E675 G5E675_BOVIN AP2A2 Uncharacterized protein (Fragment 0.999 5.4 1,495,510 309,236

IIGFGSALLEEVDPNPANFVGAGIIHTR 3 0.999

SDSQLKNADVELQQRAVEYLR 3 0.999

G5E677 G5E677_BOVIN Bt.45170 Uncharacterized protein 0.999 8.5 601,585 153,221

MGANTSSKPPVFDENDDVNFDHFEILRAIGK 3 0.999

G5E6A5 G5E6A5_BOVIN Bt.97476 Uncharacterized protein (Fragment 0.999 1.3 11,173,867 1,061,511

VSAPIVSFIRVGTGFSASK 3 0.999

G5E6J5 G5E6J5_BOVIN TUBAL3 Uncharacterized protein (Fragment 0.999 4.7 2,687,500 260,042

VGINDRPPREVPGGDLAEVQR 3 0.999

Q3T0F4 RS10_BOVIN RPS10 40S ribosomal protein S10 0.999 13.3 12,844,694 380,667



G5E6M8 G5E6M8_BOVIN RPS10 Uncharacterized protein 0.999 12.2 12,844,694 380,667

DVHMPKHPELADKNVPNLHVMK 3 0.999

G5E6N7 G5E6N7_BOVIN CBX1 Uncharacterized protein 0.999 15.1 5,316,342 619,113

NSDEADLVPAKEANVKCPQVVISFYEER 3 0.999

G5E6S7 G5E6S7_BOVIN LOC100296460 Uncharacterized protein 0.999 7.7 997,946 162,260

GEEEEGGGSFPHFSARSGVPPGHCPAPRR 3 0.999

Q2TBX8 Q2TBX8_BOVIN RABGEF1 RABGEF1 protein 0.999 4.9 3,586,823 291,737

O18973 RABX5_BOVIN RABGEF1 Rab5 GDP/GTP exchange factor 0.999 4.9 3,586,823 291,737

NEPASADDFLPTLIYIVLKGNPPR 3 0.999

O46375 TTHY_BOVIN TTR Transthyretin 1.000 66.7 35,032,365 2,703,629

AADETWEPFASGK 2 1.000

GSPAANVGVK 1 0.952

HYTIAALLSPYSYSTTALVSSPK 2 1.000

KAADETWEPFASGK 2 1.000

SLGISPFHEFAEVVFTANDSGPR 2 1.000

TSESGELHGLTTEDK 2 1.000

TSESGELHGLTTEDK 3 1.000

TSESGELHGLTTEDKFVEGLYK 2 1.000

TSESGELHGLTTEDKFVEGLYK 3 1.000

VELDTK 1 0.933

O46629 ECHB_BOVIN HADHB Trifunctional enzyme subunit beta, mitochondria 0.999 5.7 2,488,313 252,021

PYGTVTAANSSFLTDGASAVLIMAEEK 3 0.999

O46680 TGFR1_BOVIN TGFBR1 TGF-beta receptor type-1 0.999 5.6 3,268,705 590,681

DRPFVCAPSSKTGSITTTYCCNQDHCNK 3 0.999

O77834 PRDX6_BOVIN PRDX6 Peroxiredoxin-6 0.999 11.6 3,320,200 348,116

RVATPVDWKNGDSVMVLPTIPEEEAK 3 0.999

O97817-2 LPHN2_BOVIN LPHN2 Isoform 2 of Latrophilin-2 0.999 3.4 2,241,324 284,785

O97817-3 LPHN2_BOVIN LPHN2 Isoform 3 of Latrophilin-2 0.999 3.4 2,241,324 284,785

O97817-4 LPHN2_BOVIN LPHN2 Isoform 4 of Latrophilin-2 0.999 3.4 2,241,324 284,785

AKPEGTDSYVSQLTAEAEDHLQSPNR 3 0.999

YSLEFGPPDPAQERFCEALDAR 3 0.999

P00257 ADX_BOVIN FDX1 Adrenodoxin, mitochondria 0.999 12.4 2,046,431 192,768

TLSVSGRAQSSSEDKITVHFINR 3 0.999

P00735 THRB_BOVIN F2 Prothrombin 1.000 7.5 11,657,631 598,546

CLAWSSEQAK 2 0.959

LGEDPDPDAAIEGR 2 0.999

SPQELLCGASLISDR 2 1.000

VTVEVIPR 2 0.989

P00761 TRYP_PIG Trypsin 1.000 47.6 465,943,647 51,080,661

APVLSDSSCK 1 0.969

APVLSDSSCK 2 0.999

IITHPNFNGNTLDNDIMLIK 2 1.000

IITHPNFNGNTLDNDIMLIK 3 1.000

IITHPNFNGNTLDNDIMLIKLSSPATLNSR 3 1.000

LGEHNIDVLEGNEQFINAAK 2 1.000

LGEHNIDVLEGNEQFINAAK 3 1.000

SSGSSYPSLLQCLK 2 1.000

SSYPGQITGNMICVGFLEGGK 2 1.000

VCNYVNWIQQTIAAN 2 1.000

P01035 CYTC_BOVIN CST3 Cystatin-C 0.999 19.6 414,635 145,339

LLGGLMEADVNEEGVQEALSFAVSEFNKR 3 0.999

P01044 KNG1_BOVIN KNG1 Kininogen-1 1.000 14.8 6,270,055 477,241

AVDAALTK 1 0.944

DFVQPPTR 2 0.840

ESHDFDLVDALL 2 0.925

LCAGCPKPIPVDSPDLEEPLSHSIAK 3 0.999

LISDFPETTSPK 2 0.914

SPDLEPVLR 2 0.990

VYPTVNCQPLGQTSLMK 2 1.000

P01044-2 KNG1_BOVIN KNG1 Isoform LMW of Kininogen-1 1.000 9.6 3,210,769 305,149

AVDAALTK 1 0.944

DFVQPPTR 2 0.840

SPDLEPVLR 2 0.990

VYPTVNCQPLGQTSLMK 2 1.000

P01045 KNG2_BOVIN KNG2 Kininogen-2 1.000 7.4 3,168,734 290,637

AVDAALTK 1 0.944

LISDFPETTSPK 2 0.914

SPDLEPVLR 2 0.990

VYPTVNCQPLGQTSLMK 2 1.000

P01045-2 KNG2_BOVIN KNG2 Isoform LMW of Kininogen-2 1.000 7.8 2,164,138 237,981

AVDAALTK 1 0.944

SPDLEPVLR 2 0.990

VYPTVNCQPLGQTSLMK 2 1.000

P01211 PENK_BOVIN PENK Proenkephalin-A 0.999 7.6 568,533 54,459

FLGLCTWLLALGPGLLATVR 3 0.999

P01268 PTHY_BOVIN PTH Parathyroid hormone 0.999 15.7 7,045,142 3,783,512

EDNVLVESHQKSLGEADK 3 0.999

P01966 HBA_BOVIN HBA Hemoglobin subunit alpha 1.000 62.7 27,625,179 1,756,960

FLANVSTVLTSK 2 1.000

LLSHSLLVTLASHLPSDFTPAVHASLDK 3 1.000

LRVDPVNFK 3 1.000

MFLSFPTTK 2 0.999

TYFPHFDLSHGSAQVK 3 1.000

VGGHAAEYGAEALER 2 1.000

VGGHAAEYGAEALER 3 1.000

P02465 CO1A2_BOVIN COL1A2 Collagen alpha-2(I) chain 0.999 3.3 4,654,683 576,838

GAAGIPGGKGEKGETGLR 3 0.861

PKDYEVDATLKSLNNQIETLLTPEGSR 3 0.999

P02662 CASA1_BOVIN CSN1S1 Alpha-S1-casein 1.000 17.3 10,643,312 498,675

FFVAPFPEVFGK 2 0.997

HQGLPQEVLNENLLR 2 0.999

YLGYLEQLLR 2 0.999

P02663 CASA2_BOVIN CSN1S2 Alpha-S2-casein 0.999 5.0 4,490,696 649,893

ALNEINQFYQK 2 0.999

P02699 OPSD_BOVIN RHO Rhodopsin 0.999 4.0 3,154,392 497,179

NPLGDDEASTTVSK 3 0.999

P02709 ACHA_BOVIN CHRNA1 Acetylcholine receptor subunit alpha 0.999 4.2 24,778,404 505,821

PGPPPMGFHSPLIKHPEVK 3 0.999

P02769 ALBU_BOVIN ALB Serum albumin 1.000 78.9 4,400,683,762 61,316,238

AEFVEVTK 1 0.975

AEFVEVTK 2 0.998

AEFVEVTKLVTDLTK 2 0.968

ATEEQLKTVMENFVAFVDK 3 0.998

CCAADDKEACFAVEGPK 2 1.000

CCTESLVNR 1 0.989

DAFLGSFLYEYSR 1 1.000

DAFLGSFLYEYSR 2 1.000

DAIPENLPPLTADFAEDK 2 0.993

DAIPENLPPLTADFAEDKDVCK 2 1.000

DDPHACYSTVFDK 1 0.984

DDPHACYSTVFDK 2 1.000

DDPHACYSTVFDK 3 1.000

DDPHACYSTVFDKLK 2 1.000

DDPHACYSTVFDKLK 3 1.000

DDSPDLPK 1 0.946

DDSPDLPK 2 0.926

DLGEEHFK 1 0.951

DLGEEHFK 2 0.996

ECCDKPLLEK 1 0.972

ECCDKPLLEK 2 0.999

ECCHGDLLECADDR 2 1.000

ECCHGDLLECADDR 3 0.994

ECCHGDLLECADDRADLAK 2 1.000

ECCHGDLLECADDRADLAK 3 1.000

ETYGDMADCCEK 1 0.992



ETYGDMADCCEKQEPER 2 1.000

ETYGDMADCCEKQEPER 3 1.000

ETYGDMADCCEKQEPERNECFLSHK 3 0.995

EYEATLEECCAK 1 1.000

EYEATLEECCAKDDPHACYSTVFDK 3 1.000

FKDLGEEHFK 2 0.997

FKDLGEEHFK 3 1.000

GLVLIAFSQYLQQCPFDEHVK 2 1.000

GLVLIAFSQYLQQCPFDEHVK 3 1.000

HLVDEPQNLIK 1 1.000

HLVDEPQNLIK 2 1.000

HPEYAVSVLLR 1 1.000

HPEYAVSVLLR 2 1.000

HPYFYAPELLYYANK 2 1.000

HPYFYAPELLYYANK 3 1.000

KQTALVELLK 1 0.986

KQTALVELLK 3 1.000

KVPQVSTPTLVEVSR 1 1.000

KVPQVSTPTLVEVSR 2 1.000

KVPQVSTPTLVEVSR 3 1.000

LCVLHEK 1 0.961

LCVLHEKTPVSEKVTK 3 0.864

LFTFHADICTLPDTEK 1 1.000

LFTFHADICTLPDTEK 2 1.000

LGEYGFQNALIVR 1 0.991

LGEYGFQNALIVR 2 1.000

LGEYGFQNALIVR 3 1.000

LKECCDKPLLEK 2 1.000

LKECCDKPLLEK 3 0.996

LKHLVDEPQNLIK 2 0.999

LKHLVDEPQNLIK 3 0.975

LKPDPNTLCDEFK 1 0.945

LKPDPNTLCDEFK 3 1.000

LSQKFPK 2 0.954

LVNELTEFAK 2 1.000

LVNELTEFAKTCVADESHAGCEK 3 1.000

LVTDLTK 1 0.830

LVTDLTK 2 0.961

LVVSTQTALA 2 1.000

MPCTEDYLSLILNR 1 0.975

MPCTEDYLSLILNR 3 1.000

NECFLSHK 2 0.997

NECFLSHKDDSPDLPK 2 1.000

NECFLSHKDDSPDLPK 3 0.996

PCFSALTPDETYVPK 2 0.999

PDPNTLCDEFK 2 0.805

QEPERNECFLSHK 2 0.994

QEPERNECFLSHKDDSPDLPK 2 1.000

QNCDQFEK 2 0.961

QTALVELLK 2 0.950

RHPEYAVSVLLR 1 0.978

RHPEYAVSVLLR 3 1.000

RHPYFYAPELLYYANK 2 1.000

RHPYFYAPELLYYANK 3 1.000

RPCFSALTPDETYVPK 1 1.000

SHCIAEVEK 1 0.992

SHCIAEVEKDAIPENLPPLTADFAEDK 2 1.000

SHCIAEVEKDAIPENLPPLTADFAEDK 3 1.000

SHCIAEVEKDAIPENLPPLTADFAEDKDVCK 2 1.000

SLHTLFGDELCK 1 1.000

SLHTLFGDELCK 3 1.000

SLHTLFGDELCKVASLR 3 0.999

TCVADESHAGCEK 2 1.000

TCVADESHAGCEK 3 1.000

TVMENFVAFVDK 1 1.000

TVMENFVAFVDK 2 1.000

VHKECCHGDLLECADDR 2 1.000

VHKECCHGDLLECADDR 3 1.000

VHKECCHGDLLECADDRADLAK 2 1.000

VHKECCHGDLLECADDRADLAK 3 1.000

VPQVSTPTLVEVSR 2 1.000

VPQVSTPTLVEVSR 3 0.921

VTKCCTESLVNR 2 0.968

YICDNQDTISSK 1 1.000

YICDNQDTISSK 2 1.000

YNGVFQECCQAEDK 1 1.000

YNGVFQECCQAEDKGACLLPK 2 1.000

P04263 K2CA_BOVIN Keratin, type II cytoskeletal 68 kDa, component IA (Fragment 0.999 20.3 1,330,497 283,714

ASRGNLALDSSSGGGSAVRGSVSNSGGSCAVSGVGGR 3 0.999

P04651 LSHB_BOVIN LHB Lutropin subunit beta 0.999 14.9 7,738,733 541,266

RVLPVILPPMPQRVCTYHELR 3 0.999

P04985 ELN_BOVIN ELN Elastin 1.000 4.8 62,884 7,789

P04985-2 ELN_BOVIN ELN Isoform 2 of Elastin 1.000 4.9 62,884 7,789

P04985-3 ELN_BOVIN ELN Isoform 3 of Elastin 1.000 5.1 62,884 7,789

P04985-4 ELN_BOVIN ELN Isoform 4 of Elastin 1.000 4.7 62,884 7,789

P04985-5 ELN_BOVIN ELN Isoform 5 of Elastin 1.000 4.9 62,884 7,789

P04985-6 ELN_BOVIN ELN Isoform 6 of Elastin 1.000 5.0 62,884 7,789

P04985-7 ELN_BOVIN ELN Isoform 7 of Elastin 1.000 5.1 62,884 7,789

PKAQVGAGAFAGIPGVGPFGGQQPGLPLGYPIKAPK 3 0.999

P05059 CMGA_BOVIN CHGA Chromogranin-A 0.999 6.0 1,066,966 251,533

MRSAAVLALLLCAGQVIALPVNSPMNK 3 0.999

P05363 NK2R_BOVIN TACR2 Substance-K receptor 0.999 5.0 6,663,204 2,598,160

MELTYTPSLSTRVNRCHTK 3 0.999

P06526 TDT_BOVIN DNTT DNA nucleotidylexotransferase 0.999 2.2 19,390,638 3,409,423

VDLVMCPYENR 3 0.999

P07224 PROS_BOVIN PROS1 Vitamin K-dependent protein S 0.999 2.1 1,919,972 561,953

LPETTRFSAEFDFR 3 0.999

P07507 MGP_BOVIN MGP Matrix Gla protein 0.911 10.7 2,161,004 249,078

NANSFISPQQR 2 0.911

P08169 MPRI_BOVIN IGF2R Cation-independent mannose-6-phosphate recepto 0.951 0.7 2,134,829 171,892

SLLEFNTTVNCKQQNHK 3 0.845

P08728 K1C19_BOVIN KRT19 Keratin, type I cytoskeletal 19 0.946 5.3 1,723,588 210,588

TKFETEQALRMSVEADINGLR 3 0.807

P0CB32 HS71L_BOVIN HSPA1L Heat shock 70 kDa protein 1-like 0.999 4.4 1,209,600 295,157

VQDLLLLDVAPLSLGLETAGGVMTVLIK 3 0.999

P10096 G3P_BOVIN GAPDH Glyceraldehyde-3-phosphate dehydrogenase 0.999 4.2 2,102,350 257,348

LVINGKAITIFQER 3 0.999

P10568 MYO1A_BOVIN MYO1A Myosin-Ia 0.999 2.7 870,377 136,919

GEQVNSVKEQLLQSNPVLEAFGNAKTIR 3 0.999

P11242 GALA_BOVIN GAL Galanin peptides 0.999 23.6 3,241,029 376,654

MPRGSVLLLASLLLAAALSATLGLGSPVK 3 0.999

P12378 UGDH_BOVIN UGDH UDP-glucose 6-dehydrogenase 0.999 6.3 646,803 85,225

ASVGFGGSCFQKDVLNLVYLCEALNLPEVAR 3 0.999

P12763 FETUA_BOVIN AHSG Alpha-2-HS-glycoprotein 1.000 53.5 860,293,410 56,442,888

ALGGEDVR 2 0.994

AQFVPLPVSVSVEFAVAATDCIAK 2 1.000

CDSSPDSAEDVR 1 0.954

CDSSPDSAEDVR 2 1.000

CDSSPDSAEDVRK 2 1.000

CDSSPDSAEDVRK 3 0.999

CNLLAEK 1 0.824

EPACDDPDTEQAALAAVDYINK 2 1.000

EPACDDPDTEQAALAAVDYINK 3 0.996

EVVDPTK 1 0.989

EVVDPTK 2 0.898



EVVDPTKCNLLAEK 2 1.000

EVVDPTKCNLLAEK 3 0.963

GYKHTLNQIDSVK 3 1.000

HTFSGVASVESSSGEAFHVGK 2 1.000

HTFSGVASVESSSGEAFHVGK 3 1.000

HTLNQIDSVK 1 1.000

HTLNQIDSVK 2 1.000

HTLNQIDSVK 3 0.974

QDGQFSVLFTK 1 0.961

QDGQFSVLFTK 2 1.000

QQTQHAVEGDCDIHVLK 2 1.000

QQTQHAVEGDCDIHVLK 3 1.000

QYGFCK 1 0.904

QYGFCK 2 0.966

TPIVGQPSIPGGPVR 1 0.988

TPIVGQPSIPGGPVR 2 1.000

VVHAVEVALATFNAESNGSYLQLVEISR 2 1.000

P13753 HA1B_BOVIN BOLA class I histocompatibility antigen, alpha chain BL3- 0.999 3.6 6,484,672 4,286,556

NTRIYKDTAQIFR 3 0.999

P15497 APOA1_BOVIN APOA1 Apolipoprotein A-I 1.000 66.4 140,813,950 20,089,162

DSGRDYVAQFEASALGK 3 1.000

DYVAQFEASALGK 2 1.000

EGGGSLAEYHAK 2 1.000

EQLGPVTQEFWDNLEK 2 1.000

EQLGPVTQEFWDNLEKETASLR 2 0.999

EQLGPVTQEFWDNLEKETASLR 3 1.000

LEALKEGGGSLAEYHAK 3 0.999

LLDNWDTLASTLSK 2 1.000

LSPLAQELR 2 0.993

QEMHKDLEEVK 2 0.999

QGLLPVLESLK 2 1.000

QQLAPYSDDLR 2 0.983

VAPLGEEFR 2 0.962

VKDFATVYVEAIK 3 0.933

VQELQDKLSPLAQELR 3 0.999

VQPYLDEFQKK 2 0.977

VREQLGPVTQEFWDNLEK 2 1.000

VREQLGPVTQEFWDNLEK 3 1.000

VREQLGPVTQEFWDNLEKETASLR 3 1.000

VSILAAIDEASK 2 1.000

VSILAAIDEASKK 2 1.000

VSILAAIDEASKK 3 1.000

WHEEVEIYR 2 1.000

WHEEVEIYR 3 0.996

P17690 APOH_BOVIN APOH Beta-2-glycoprotein 1 1.000 18.3 28,380,551 1,077,403

ATVIYEGER 2 0.935

FTCPLTGLWPINTLK 2 1.000

RATVIYEGER 2 0.946

TCPKPDELPFSTVVPLKR 3 1.000

WSPDLPVCAPITCPPPPIPK 2 1.000

P17697 CLUS_BOVIN CLU Clusterin 1.000 11.6 8,717,764 797,941

ASSIMDELFQDR 2 1.000

KLLLSSLEEAK 2 0.987

LYDQLLQSYQQK 2 1.000

TPYHFPTMEFTENNDR 3 0.850

P18246 CXA1_BOVIN GJA1 Gap junction alpha-1 protein 0.954 5.2 566,830 73,163

VVAQTDGANVDMHLKQIEIK 3 0.877

P19035 APOC3_BOVIN APOC3 Apolipoprotein C-II 1.000 28.1 4,406,239 283,293

DALSSVQESQVAQQAR 2 1.000

DWMTESFSSLK 2 0.990

P19687 GCYA1_BOVIN GUCY1A1 Guanylate cyclase soluble subunit alpha- 0.999 3.6 16,979,533 5,860,304

EFVDQPCELYSVHIRSARPHPPPGK 3 0.999

P20004 ACON_BOVIN ACO2 Aconitate hydratase, mitochondria 0.999 3.0 241,204 21,105

WVVIGDENYGEGSSREHAALEPR 3 0.999

P21457 RECO_BOVIN RCVRN Recoverin 0.999 7.9 3,505,188 213,998

FFPEADPKAYAQHVFR 3 0.999

P22439 ODPX_BOVIN PDHX Pyruvate dehydrogenase protein X componen 0.964 3.6 7,454,029 420,645

PVLKLTQDEEGNAQLQQR 3 0.838

P22457 FA7_BOVIN F7 Coagulation factor VI 0.999 5.8 3,313,938 1,289,367

GTWFLTGVVSWGEGCAAAGHFGIYTR 3 0.999

P24627 TRFL_BOVIN LTF Lactotransferrin 0.999 2.8 1,497,745 140,053

SCHTGLGRSAGWIIPMGILR 3 0.999

P27117 DCOR_BOVIN ODC1 Ornithine decarboxylase 0.999 5.2 11,961,754 1,971,787

PDEKYYSSSIWGPTCDGLDRIVER 3 0.999

P28800 A2AP_BOVIN SERPINF2 Alpha-2-antiplasmin 1.000 29.1 23,768,900 1,823,705

GFPIKEDFLEQSEQLFGAK 2 1.000

LCQDLGPGAFR 2 0.999

LDNQEPGGQIAPK 2 1.000

LGPPSEEDYAQPSSPK 2 1.000

LKEVLHADSGPCLPHLLSR 3 1.000

LVVSSVQHQSALELSEAGVQAAAATSTAMSR 3 0.947

SKFDPNLTQR 3 0.870

YQLDLVATLSQLGLQELFQAPDLR 3 0.997

P29105 HPCL1_BOVIN HPCAL1 Hippocalcin-like protein 1 0.999 10.4 7,039,713 508,340

QMDTNNDGKLSLEEFIKGAK 3 0.999

P31408 VATB2_BOVIN ATP6V1B2 V-type proton ATPase subunit B, brain isoform 0.999 3.1 7,806,417 1,798,320

TVSGVNGPLVILDHVK 3 0.999

P34955 A1AT_BOVIN SERPINA1 Alpha-1-antiproteinase 1.000 34.4 523,157,939 14,545,118

AALTIDEK 1 0.984

AALTIDEK 2 0.991

ADLSGITK 1 0.971

ADLSGITK 2 0.994

DFHVDEQTTVK 1 1.000

DFHVDEQTTVK 2 1.000

DFHVDEQTTVK 3 0.996

GKWEKPFEMK 2 1.000

HTTERDFHVDEQTTVK 2 1.000

INDYVEK 2 0.993

IVELVK 2 0.915

KINDYVEK 2 0.999

KYASSANLHLPK 2 1.000

KYASSANLHLPK 3 1.000

LGMFDLHYCDK 1 0.984

LGMFDLHYCDK 3 1.000

LQQLEDKLNNELLAK 2 1.000

LQQLEDKLNNELLAK 3 1.000

LSISETYDLK 2 1.000

LVDTFLEDVK 1 0.987

LVDTFLEDVK 2 1.000

SPLFVGK 1 0.928

SPLFVGK 2 0.985

SPLFVGKVVNPTQA 2 0.989

SVLGDVGITEVFSDR 1 1.000

SVLGDVGITEVFSDR 2 1.000

SVLGDVGITEVFSDR 3 0.997

SVLGDVGITEVFSDRADLSGITK 3 1.000

VVNPTQA 1 0.968

VVNPTQA 2 0.981

WEKPFEMK 2 1.000

WEKPFEMK 3 0.970

YASSANLHLPK 3 1.000

P35605 COPB2_BOVIN COPB2 Coatomer subunit beta 0.999 3.3 1,734,602 113,746

LNYYVGGEIVTIAHLDRTMYLLGYIPKDNR 3 0.999

P35833 CSF3_BOVIN CSF3 Granulocyte colony-stimulating facto 0.999 14.4 1,190,291 119,412

IQADGAELQERLCAAHKLCHPEELMLLR 3 0.999



P41361 ANT3_BOVIN SERPINC1 Antithrombin-II 1.000 22.2 12,875,607 1,076,321

AFLEVNEEGSEAAASTVISIAGR 3 0.967

DIPVNPMCIYR 2 0.999

EQLQDMGLEDLFSPEK 2 1.000

FRIEDSFSVK 2 0.993

FRIEDSFSVK 3 0.997

SDLYVSDAFHK 3 0.982

SPVEDVCTAKPR 2 1.000

SPVEDVCTAKPR 3 0.998

SRLPGIVAEGR 2 1.000

SSELVSANR 1 0.922

SSELVSANR 2 1.000

P41987 CXA3_BOVIN GJA3 Gap junction alpha-3 protein 0.999 4.9 4,867,121 374,823

EEEPPKAAGPEGHQDPAPVR 3 0.999

P42916 CL43_BOVIN CL43 Collectin-43 0.999 11.8 2,566,143 263,840

GERGTPGPGGAIGPQGPSGAMGPPGLK 3 0.999

HAYLSMNDISK 2 0.969

P43033 LIS1_BOVIN PAFAH1B1 Platelet-activating factor acetylhydrolase IB subunit alph 0.999 4.9 3,193,521 509,913

AIADYLRSNGYEAAYSVFKK 3 0.999

P43481 KIT_BOVIN KIT Mast/stem cell growth factor receptor Kit 0.999 1.7 1,715,496 149,548

AYNDVGKSSASFNFAFK 3 0.999

P55106 GDF6_BOVIN GDF6 Growth/differentiation factor 6 (Fragment) 0.999 4.6 4,858,500 568,629

TPGPQQPPPPDLRSLGFGRR 3 0.999

Q29ZQ4 Q29ZQ4_BOVIN MOG MOG alpha-2 0.999 15.5 2,443,292 295,547

P55803 MOG_BOVIN MOG Myelin-oligodendrocyte glycoprotein 0.999 13.0 2,443,292 295,547

MASLLSSSLPSCLPSLLFLLLQLTSSSAGQFR 3 0.999

P56652 ITIH3_BOVIN ITIH3 Inter-alpha-trypsin inhibitor heavy chain H 1.000 11.6 14,117,659 2,107,451

DSLVPATPENIQEASK 2 0.999

FAHNVVTTR 2 1.000

GDFIITYDVNR 2 0.997

GHGAINDLTFTEEVDMK 2 0.999

GMTNINDALLR 2 1.000

KGHVSFKPSLDQQR 3 0.997

LWAYLTIEQLLDK 2 0.987

VTFELTYEELLK 2 1.000

P56722 PTPRN_BOVIN PTPRN Receptor-type tyrosine-protein phosphatase-like N 1.000 5.0 33,066,279 952,900

PSAEEYGYIVTDQKPLSLAAGVR 3 0.999

SVLLTLVALAGVAGLLVALAVALCVR 3 0.999

P62285 ASPM_BOVIN ASPM Abnormal spindle-like microcephaly-associated protein homolog (Fragm 0.999 1.1 3,088,144 300,840

TESQHEAGESPALVAQGLYK 3 0.999

VCHAAVVIQRYYRAHR 3 0.999

P63026 VAMP2_BOVIN VAMP2 Vesicle-associated membrane protein 2 0.999 25.9 354,097 60,686

MSATAATAPPAAPAGEGGPPAPPPNLTSNR 3 0.999

P67774 PP2AA_BOVIN PPP2CA Serine/threonine-protein phosphatase 2A catalytic subunit alpha isofor 0.999 9.4 385,017 63,560

Q0P594 PP2AB_BOVIN PPP2CB Serine/threonine-protein phosphatase 2A catalytic subunit beta isoform 0.999 9.4 385,017 63,560

LQEVPHEGPMCDLLWSDPDDRGGWGISPR 3 0.999

P68210 ENSA_BOVIN ENSA Alpha-endosulfine 0.999 20.7 520,142 62,469

P68210-2 ENSA_BOVIN ENSA Isoform 2 of Alpha-endosulfine 0.999 21.4 520,142 62,469

NLVTGDHIPTPQDLPQRKSSLVTSK 3 0.999

P79134 ANXA6_BOVIN ANXA6 Annexin A6 0.999 4.9 6,474,594 1,539,535

LILGLMMPPAHYDAK 3 0.999

SLYGKDLIADLKYELTGK 3 0.999

P79266 GASR_BOVIN CCKBR Gastrin/cholecystokinin type B recepto 0.999 4.0 48,366,771 12,983,217

PNRSVLGSGPGPGASLCR 3 0.999

P81187 CFAB_BOVIN CFB Complement factor B 1.000 19.2 20,342,033 1,013,678

AGQVLEYLCPSGFYPYPTQIR 2 1.000

FIQVGVISWGVVDVCK 2 0.946

GIPEFYDYDVALVR 2 0.959

LQGMENLEDVFVQMLDESR 2 1.000

LQGMENLEDVFVQMLDESR 3 1.000

RPQQVPGYAR 2 0.998

SSEADWVTDQLNQINYADHK 3 1.000

STGSWSTLQTQDR 2 0.999

STTCQQQMQELLPAK 2 0.935

YGLVTYATEPK 2 1.000

YLLDIGR 2 0.991

P81644 APOA2_BOVIN APOA2 Apolipoprotein A-I 1.000 58.0 32,289,238 7,882,180

AGTDLLNFLSSFIDPK 2 1.000

AGTDLLNFLSSFIDPK 3 1.000

GSELQTQAK 2 0.992

KAGTDLLNFLSSFIDPK 2 1.000

KAGTDLLNFLSSFIDPK 3 1.000

MKLLALTVLLLTICGLEGALVR 3 0.884

TQEELTPFFK 2 1.000

TQEELTPFFKK 2 0.995

TQEELTPFFKK 3 1.000

P82670 RT10_BOVIN MRPS10 28S ribosomal protein S10, mitochondria 0.999 13.9 2,969,442 843,409

AVLDSYEYFAVLAAKELGISVKVHEPPR 3 0.999

P82708 RET5_BOVIN RBP5 Retinol-binding protein 5 0.999 20.0 5,821,696 1,737,805

GWRLWLEEEMLYQEVTARDAVCQCVFR 3 0.999

P82917 RT18C_BOVIN MRPS18C 28S ribosomal protein S18c, mitochondria 0.999 13.3 4,201,308 652,678

FPTAFVCLTNSGTRAVLWR 3 0.999

Q05443 LUM_BOVIN LUM Lumican 1.000 9.7 6,333,090 436,092

FSALQYLR 2 0.992

SLEYLDLSFNQMTK 2 0.990

SLVDLQLTNNK 2 0.999

Q05B84 FSD1_BOVIN FSD1 Fibronectin type III and SPRY domain-containing protein 0.999 5.2 2,072,382 231,503

DRFTAESYTVLGDTLIDGGEHYWEVR 3 0.999

Q08D91 K2C75_BOVIN KRT75 Keratin, type II cytoskeletal 75 1.000 3.5 2,867,093 561,214

AQYEEIANR 2 0.989

LRAEIDNVKK 3 0.999

Q08DF6 Q08DF6_BOVIN MTF1 Metal-regulatory transcription factor 1 0.999 2.8 1,873,542 248,189

THQKTHRGEYTFVCNQEGCGK 3 0.999

Q08DJ4 Q08DJ4_BOVIN ZC4H2 Hepatocellular carcinoma-associated antigen 127 0.999 5.8 4,438,174 1,387,998

LKAEFEALESEER 3 0.999

Q08DL9 Q08DL9_BOVIN STAM Signal transducing adaptor molecule (SH3 domain and ITAM motif) 0.999 5.1 2,487,647 429,209

GETHQGMGLFPSNFVTADLTVEPEMIK 3 0.999

Q08DP3 RELL1_BOVIN RELL1 RELT-like protein 1 0.999 7.8 9,728,904 3,017,155

SLMSVSGTDSVNGEVPVTPVK 3 0.999

Q08DP7 Q08DP7_BOVIN PPP2R5B Protein phosphatase 2, regulatory subunit B', beta isoform 0.999 2.6 2,318,675 512,275

AYIRKQCSHIFLR 3 0.999

Q08DQ4 Q08DQ4_BOVIN SERPINB9 Serpin peptidase inhibitor, clade B (Ovalbumin), member 9 0.999 7.0 1,555,650 208,314

SVLSGLRVAEAFQPGRADFSGMSHGK 3 0.999

Q08DT5 Q08DT5_BOVIN LOC768081 Putative uncharacterized protein LOC768081 0.999 15.7 2,423,325 390,420

QWLFYSTVIIVLLLCSFSALIFTFLPLK 3 0.999

Q08DV5 RN220_BOVIN RNF220 E3 ubiquitin-protein ligase RNF220 0.999 3.0 3,779,300 284,942

KLCPQCYTITAPGDLRR 3 0.999

Q08DW8 Q08DW8_BOVIN MGC140823 Mammary tumor virus receptor 2 homolog 0.999 5.7 3,553,313 298,392

ELERVYSQRSR 3 0.999

Q08DX6 BMP3B_BOVIN GDF10 Bone morphogenetic protein 3B 0.999 6.9 1,682,813 348,360

TSLGPGSQQLPLLSLLLLLLLRDADGSHTAAAR 3 0.999

Q08DX7 SPNS1_BOVIN SPNS1 Protein spinster homolog 1 0.999 4.9 1,259,563 212,594

SRMLSVFYFAIPVGSGLGYIAGSKVK 3 0.999

Q08DZ1 Q08DZ1_BOVIN NSG1 Neuron specific gene family member 1 0.999 10.8 3,500,408 308,466

PPKIAEFTVSITEGVTERFK 3 0.999

Q08DZ2 PRP4B_BOVIN PRPF4B Serine/threonine-protein kinase PRP4 homolog 0.999 1.6 10,146,437 637,748

HNLMAVEQNNGSSQKK 3 0.999

Q08E08 SCN4B_BOVIN SCN4B Sodium channel subunit beta-4 0.999 10.5 3,251,675 355,280

ECLVSSSGNDNTENGLPGSKAEEK 3 0.999

Q08E20 ESTD_BOVIN ESD S-formylglutathione hydrolase 0.999 8.5 52,799,458 6,387,740

GEEDSWDFGTGAGFYVDATEDLWK 3 0.999

Q08E42 Q08E42_BOVIN LLRC8A Leucine rich repeat containing 8 family, member A 0.999 2.5 1,867,167 277,284

HQYNYVDAVCYENRLHWFAK 3 0.999

Q08E52 PAK1_BOVIN PAK1 Serine/threonine-protein kinase PAK 1 1.000 3.9 4,140,638 754,789

NTSTMIGAGSKDAGTLNHGSK 3 0.999



Q08E55 Q08E55_BOVIN MBTPS1 MBTPS1 protein 0.999 1.7 2,107,279 266,090

LPGVNMFEQGHGKLDLLR 3 0.999

Q08E59 Q08E59_BOVIN C13H20ORF12 Chromosome 20 open reading frame 12 ortholog 0.999 2.3 1,598,531 261,826

GYWRKQVDHISAHLR 3 0.999

Q0II40 Q0II40_BOVIN LOC538872 Similar to Dual specificity protein phosphatase 18 (Low molecular weig 0.999 10.7 2,811,942 323,397

LYDFFDFIADHIHSVEMKQGR 3 0.999

Q0II91 DJC21_BOVIN DNAJC21 DnaJ homolog subfamily C member 21 0.999 3.9 4,591,204 365,724

ATGHARAPSSSTSLNSVTNSR 3 0.999

Q0IIC7 Q0IIC7_BOVIN TTLL2 Tubulin tyrosine ligase-like family, member 2 0.999 3.0 56,324,500 9,861,960

GRDLPHESFSQPGSRR 3 0.999

Q0III9 ACTN3_BOVIN ACTN3 Alpha-actinin-3 1.000 3.6 6,742,067 1,150,585

LVSDIANAWRGLEQAEK 3 0.999

LVSIGAEEIVDGNLK 3 0.999

Q0P5C9 Q0P5C9_BOVIN SLC39A7 Solute carrier family 39 (Zinc transporter), member 7 0.999 6.0 791,042 124,876

EASPLQSLLEVLGLLGGVVMMVLIAHLE 3 0.999

Q0P5E1 Q0P5E1_BOVIN TRIAP1 TP53 regulated inhibitor of apoptosis 1 0.999 21.1 2,485,271 332,111

EKEIPIEGLEFMGHGK 3 0.999

Q0P5E7 GTPB8_BOVIN GTPBP8 GTP-binding protein 8 0.999 7.3 2,214,250 215,547

AFSAFQAFTEVLRLPSKQLTK 3 0.999

Q0P5H8 HERP2_BOVIN HERPUD2 Homocysteine-responsive endoplasmic reticulum-resident ubiquitin-like 0.999 5.4 2,794,321 429,058

FIMVMGAMLLVYLHQAGWFPFR 3 0.999

Q0P5J4 K1C25_BOVIN KRT25 Keratin, type I cytoskeletal 25 0.999 2.0 856,380 65,423

Q0P5J6 K1C27_BOVIN KRT27 Keratin, type I cytoskeletal 27 0.999 2.0 856,380 65,423

Q148H6 K1C28_BOVIN KRT28 Keratin, type I cytoskeletal 28 0.999 1.9 856,380 65,423

VTMQNLNDR 2 0.979

Q0P5J8 FA40A_BOVIN FAM40A Protein FAM40A 1.000 3.6 10,009,456 979,305

EVFSKPISWEELLQ 3 0.809

TAGGLLPGGKAREFNR 3 0.999

Q0P5M9 MFS10_BOVIN MFSD10 Major facilitator superfamily domain-containing protein 1 0.999 3.7 1,785,196 371,032

AVGPVVAASAYWLAGAR 3 0.999

Q0VBZ8 PRR14_BOVIN PRR14 Proline-rich protein 14 0.999 3.8 4,471,463 411,889

VDQVHQPTLVVMLQDIASSRPR 3 0.999

Q0VC20 RXRG_BOVIN RXRG Retinoic acid receptor RXR-gamma 1.000 4.5 1,713,924 292,306

ERAESEAECANSGHEDMPVER 3 0.999

Q0VC50 RT4I1_BOVIN RTN4IP1 Reticulon-4-interacting protein 1, mitochondria 0.999 6.6 4,701,933 378,644

VHAASINPIDVNMRSGYGATALNMKR 3 0.999

Q0VC54 ZNT6_BOVIN SLC30A6 Zinc transporter 6 0.999 6.3 5,522,146 583,430

GTDDSNPVTSTPTKPSSPPPEFSFNTPGK 3 0.999

Q0VCB4 Q0VCB4_BOVIN RAB9B RAB9B, member RAS oncogene family 0.999 13.9 6,738,929 353,056

EDRQVTTEEAQSWCMENGDYPYLETSAK 3 0.999

Q0VCD2 TBG1_BOVIN TUBG1 Tubulin gamma-1 chain 0.999 10.9 2,611,280 624,002

Q32KM1 TBG2_BOVIN TUBG2 Tubulin gamma-2 chain 0.999 10.9 2,611,280 624,002

LHFLMTGYTPLTTDQSVASVRKTTVLDVMR 3 0.999

RLTQNADCVVVLDNTALNR 3 0.999

Q0VCF9 LSM12_BOVIN LSM12 Protein LSM12 homolog 0.999 12.3 3,434,321 329,454

LSQAYAISAGVSLEGQQLFQTIHK 3 0.999

Q0VCL5 Q0VCL5_BOVIN HMG20A High-mobility group 20A 0.999 6.1 531,795 71,995

METLMTSSTLPPLFADEDGSK 3 0.999

Q0VCN6 CSTN3_BOVIN CLSTN3 Calsyntenin-3 0.999 2.6 2,026,227 237,222

Q0VCN6-2 CSTN3_BOVIN CLSTN3 Isoform 2 of Calsyntenin-3 0.999 2.9 2,026,227 237,222

LHGSGVPFEAVILDKATGEGLIRAK 3 0.999

Q0VCQ6 Q0VCQ6_BOVIN PDCD10 Programmed cell death 10 0.999 11.3 3,234,121 529,269

MAADDVEEYMIERPEPEFQDLNEK 3 0.999

Q0VCS8 Q0VCS8_BOVIN GSTT3 Glutathione S-transferase, theta 3 0.999 8.8 5,762,854 1,893,876

GQNHSDDFVQVNPLRKVPALK 3 0.999

Q0VCU5 Q0VCU5_BOVIN RAD51AP1 RAD51 associated protein 1 0.999 8.0 4,693,704 479,143

KETGATSKSPHVSNCSVAGDYLDLDK 3 0.999

Q0VCV1 Q0VCV1_BOVIN ARMCX6 Armadillo repeat containing, X-linked 6 0.999 7.3 1,560,971 267,252

PALSGELLRAQVLWPFLPLFIR 3 0.999

Q0VCY4 Q0VCY4_BOVIN RGL2 Ral guanine nucleotide dissociation stimulator-like 0.999 4.0 3,260,350 331,327

AFTSTPALLGLMVDRLEALESHPADELERTK 3 0.999

Q0VCZ2 Q0VCZ2_BOVIN TRIM52 Tripartite motif-containing 52 0.999 3.8 1,036,677 506,837

PCIPSAAITLR 3 0.999

Q0VCZ8 Q0VCZ8_BOVIN ACSL1 Acyl-CoA synthetase long-chain family member 1 0.999 2.9 3,945,679 421,412

VRLMITGAAPVSATVLTFLR 3 0.999

Q0VD04 Q0VD04_BOVIN KRT85 Keratin 85 0.940 3.4 892,619 91,069

LASELNHVQEVLEGYKK 3 0.827

Q0VD36 Q0VD36_BOVIN KDELC1 KDEL (Lys-Asp-Glu-Leu) containing 1 0.905 2.6 589,531 73,905

VYIKTHGEHVGFR 3 0.870

Q10568 CPSF2_BOVIN CPSF2 Cleavage and polyadenylation specificity factor subunit 0.999 3.7 1,194,754 220,630

QRDEQLLTNVLETLRGDGNVLIAVDTAGR 3 0.999

Q148H7 K2C79_BOVIN KRT79 Keratin, type II cytoskeletal 79 0.996 2.2 564,108 56,157

NLDLDSIIAEVK 2 0.999

Q148H8 K2C72_BOVIN KRT72 Keratin, type II cytoskeletal 72 0.999 6.3 3,365,687 248,983

GGFVGTVFGSAGLGPACPSVCPPGGIPQVTVNK 3 0.999

Q17QC2 Q17QC2_BOVIN RDH13 Retinol dehydrogenase 13 (All-trans/9-cis 0.999 4.8 1,879,150 166,660

HLDLASLKSIREFAAK 3 0.999

Q17QH9 IQCD_BOVIN IQCD IQ domain-containing protein D 1.000 4.7 3,562,438 474,370

EHEDLCQALLDRVSYLQEEER 3 0.999

Q3SZ48 TM55A_BOVIN TMEM55A Transmembrane protein 55A 0.999 5.1 509,927 81,456

Q17QI9 Q17QI9_BOVIN TMEM55B Transmembrane protein 55B 0.999 4.7 509,927 81,456

YVRCPCNCLLICK 3 0.999

Q17QL7 Q17QL7_BOVIN KRT15 KRT15 protein 1.000 7.1 3,329,702 148,801

ALEEANADLEVK 2 0.999

QSVEADINGLR 2 0.991

VLDELTLTK 2 1.000

Q17QN5 Q17QN5_BOVIN ARMCX1 Armadillo repeat containing, X-linked 1 0.999 5.5 1,997,312 649,428

FNFPYKIDDILGATDLQKVLNILER 3 0.999

Q17QN6 EM55_BOVIN MPP1 55 kDa erythrocyte membrane protein 0.999 4.5 1,600,792 208,921

VEGSSQESAGLIPSPELQEWR 3 0.999

Q17QR2 Q17QR2_BOVIN STAMBP STAM binding protein 0.999 3.6 2,523,574 721,673

LCPQFLQLAGANTTR 3 0.999

Q17QR8 HARB1_BOVIN HARBI1 Putative nuclease HARBI1 0.999 6.6 3,306,746 369,259

AISPETQILAALGFYTSGSFQTR 3 0.999

Q17QU4 RB39B_BOVIN RAB39B Ras-related protein Rab-39B 0.999 4.7 2,089,366 404,763

FRSITRAYYR 3 0.999

Q17QU7 DHR13_BOVIN DHRS13 Dehydrogenase/reductase SDR family member 13 0.999 9.8 8,376,350 1,213,145

APPCRGLASLRGR 3 0.999

MEALLLGVGLLLGAYVLVYYNLVKAPPCR 3 0.999

Q17QV1 Q17QV1_BOVIN APBB1 Amyloid beta (A4) protein-binding, family B, member 1 (Fe65 0.999 2.0 4,095,062 312,682

EGQNQLRRAATAHR 3 0.999

Q17QV7 Q17QV7_BOVIN SULT4A1 Sulfotransferase family 4A, member 1 0.999 6.0 1,529,029 174,837

GRVGLWKDIFTVSMNEK 3 0.999

Q17QW1 BORG5_BOVIN CDC42EP1 Cdc42 effector protein 1 1.000 10.5 4,008,475 602,969

LSPVGWVSSSQGKKR 3 0.999

SPASSTDGHSAYGLDSGFCTISR 3 0.999

Q17QZ4 TFDP1_BOVIN TFDP1 Transcription factor Dp-1 0.999 4.9 164,488 13,867

QSQLQELILQQIAFKNLVQR 3 0.999

Q1JPC8 Q1JPC8_BOVIN C20orf18 RanBP-type and C3HC4-type zinc finger containing 1.000 4.1 1,086,027 152,989

AVAGGDEQVAMQCAIWLAEQR 3 0.999

Q1JPE3 Q1JPE3_BOVIN CARKL Carbohydrate kinase-like 0.999 4.6 309,503 51,100

QQLRKVCGIGVSGQMHGVMFWK 3 0.999

Q1JQA6 Q1JQA6_BOVIN NHEJ1 Nonhomologous end-joining factor 1 0.999 7.0 1,575,238 224,118

DRLKTEPFEESSFLEQFMVEK 3 0.999

Q1JQC5 RMD3_BOVIN FAM82A2 Regulator of microtubule dynamics protein 3 1.000 16.1 7,285,514 523,652

AGLGLLLGTAAGLGFLCALYSQRWK 3 0.999

DSERESDGDGEDEVSCETVKMGR 3 0.999

LALELPNVTKEDSAFQKDLEELEVILGE 3 0.999

Q1JQE0 SNW1_BOVIN SNW1 SNW domain-containing protein 1 0.999 5.6 6,574,725 566,234

GWIPRLLEDFGDGGAFPEIHVAQYPLDMGR 3 0.999

Q1JQE1 TM219_BOVIN TMEM219 Transmembrane protein 219 1.000 7.5 16,418,158 1,790,671

MSEECVGVWSHEGLVLTK 3 0.999

Q1JQE5 Q1JQE5_BOVIN LOC526597 Putative uncharacterized protein LOC526597 0.999 7.9 531,050 121,798

PKACPQGVSEEPAGTSK 3 0.999

Q1LZ81 Q1LZ81_BOVIN PDCD6 PDCD6 protein 0.999 16.9 2,482,179 911,182



MAAYPYRPGPGAGPAAGAALPDQSFLWNVFQR 3 0.999

Q1LZ86 ABHD6_BOVIN ABHD6 Monoacylglycerol lipase ABHD6 0.999 6.2 2,961,164 185,443

FLPKNLHLVCVDMPGHEGTTR 3 0.999

Q1LZC0 ZNF22_BOVIN ZNF22 Zinc finger protein 22 1.000 9.3 3,433,229 759,886

SHKCADCGKSFFQSSNLIQHR 3 0.999

Q1LZH3 Q1LZH3_BOVIN LOC526787 LOC526787 protein (Fragment) 1.000 4.9 1,786,486 256,474

FLASFLEPLYPAVMVSSGASVTLKQRPSEA 3 0.999

Q1RMJ5 DRS7C_BOVIN DHRS7C Dehydrogenase/reductase SDR family member 7C 0.999 4.2 5,305,183 896,703

LGIPFRTAYAASK 3 0.999

Q1RML6 Q1RML6_BOVIN TRNT1 Uncharacterized protein 0.999 4.4 4,625,842 230,564

QMQQWSIPPFPVSGHDIRK 3 0.999

Q1RMR5 Q1RMR5_BOVIN LRRC6 Leucine rich repeat containing 6 0.999 3.8 21,083,427 590,642

EQTSKSQQMERLEVDPSK 3 0.999

Q1RMS4 LRFN3_BOVIN LRFN3 Leucine-rich repeat and fibronectin type-III domain-containing protein 0.999 4.6 1,438,940 220,693

RCRCQTQSLPLSVLCPGAGLLFVPPSLDR 3 0.999

Q1RMT7 RIOK3_BOVIN RIOK3 Serine/threonine-protein kinase RIO3 0.999 5.6 3,326,800 329,531

ESVVFHAYGGSMEDGKEDSKVIPTECAIK 3 0.999

Q1RMU0 Q1RMU0_BOVIN NAB2 NGFI-A binding protein 2 (EGR1 binding protein 2 0.999 3.6 2,518,496 210,992

LSPLPGGPGAGDPRIWPGR 3 0.999

Q1RMU2 CYLD_BOVIN CYLD Ubiquitin carboxyl-terminal hydrolase CYLD 0.999 2.1 1,773,574 292,480

FAEAPSCLIIQMPRFGKDFK 3 0.999

Q1RMU4 ERLN2_BOVIN ERLIN2 Erlin-2 0.999 5.9 680,850 145,244

IYFGKDIPNMFMDSAGGVGK 3 0.999

Q1RMU5 RBM5_BOVIN RBM5 RNA-binding protein 5 0.999 2.2 5,711,067 623,765

LVIQGKHIAMHYSNPRPK 3 0.999

Q1RMU9 Q1RMU9_BOVIN FIG4 FIG4 homolog (S. cerevisiae) 0.999 2.5 3,531,871 336,562

LTPISAFSQDNIYEVQPPKVDRK 3 0.999

Q1RMV0 PEX5_BOVIN PEX5 Peroxisomal targeting signal 1 recepto 0.999 2.5 16,479,208 12,346,104

SRYNLGISCINLGAHR 3 0.999

Q24JZ9 Q24JZ9_BOVIN PIAS1 Protein inhibitor of activated STAT, 1 0.999 4.8 3,327,702 926,167

PSRPINITSLVRLSTTVPNTIVVSWTAEIGR 3 0.999

Q24K04 Q24K04_BOVIN RANBP3 RAN binding protein 3 0.999 1.9 1,529,609 234,368

LVMRTQGSLR 3 0.999

Q27991 MYH10_BOVIN MYH10 Myosin-10 0.999 1.7 7,530,650 621,156

ESLTKLMATLRNTNPNFVR 3 0.999

IRNKQEVMISDLEER 3 0.999

Q28072 CD3D_BOVIN CD3D T-cell surface glycoprotein CD3 delta chain 0.999 12.5 2,181,649 527,174

FSRAADTQALMGNDQLYQPLR 3 0.999

Q28085 CFAH_BOVIN CFH Complement factor H 1.000 3.2 65,220,585 1,644,309

NGEWSQLPK 2 0.974

SCDRPVFEK 2 0.967

SGEQVAFK 2 0.935

TPVILNGQAVLPK 2 0.998

Q28851 ATPK_BOVIN ATP5J2 ATP synthase subunit f, mitochondria 0.999 23.9 2,956,933 567,541

DFTPSGIAGAFQRGYYRYYNK 3 0.999

Q29432 PAG1_BOVIN PAG1 Pregnancy-associated glycoprotein 1 0.999 5.8 1,678,950 422,829

ALVDTGTSDIVGPRRLVNNIHR 3 0.999

Q29443 TRFE_BOVIN TF Serotransferrin 1.000 57.2 144,332,960 6,409,389

CACSNHEPYFGYSGAFK 2 1.000

CGLVPVLAENYK 1 0.991

CGLVPVLAENYK 2 1.000

CLASIAK 2 0.862

CLMEGAGDVAFVK 2 1.000

DGTRKPVTDAENCHLAR 3 1.000

DKPDNFQLFQSPHGK 2 1.000

DLLFRDDTK 2 0.890

DNPQTHYYAVAVVK 2 1.000

DQTVIQNTDGNNNEAWAK 2 1.000

DSADGFLK 1 0.990

DTDFKLNELR 2 0.999

EDVIWELLNHAQEHFGK 2 1.000

EDVIWELLNHAQEHFGK 3 1.000

ENFEVLCK 1 0.978

ESKPPDSSKDECMVK 2 1.000

FDEFFSAGCAPGSPR 2 1.000

GDVAFVK 1 0.971

GDVAFVK 2 0.979

GDVAFVKDQTVIQNTDGNNNEAWAK 3 1.000

HSTVFDNLPNPEDR 2 1.000

HSTVFDNLPNPEDR 3 0.984

HSTVFDNLPNPEDRK 2 1.000

HSTVFDNLPNPEDRK 3 1.000

ILESGPFVSCVK 2 1.000

INNCKFDEFFSAGCAPGSPR 3 0.986

KENFEVLCK 2 1.000

KNYELLCGDNTR 2 1.000

KPVTDAENCHLAR 2 1.000

KTYDSYLGDDYVR 2 1.000

LYKELPDPQESIQR 2 0.997

LYKELPDPQESIQR 3 0.999

MDFELYLGYEYVTALQNLR 2 1.000

NYELLCGDNTR 2 1.000

NYELLCGDNTRK 2 0.997

QQDDFGK 2 0.958

SVDDYQECYLAMVPSHAVVAR 2 1.000

SVDDYQECYLAMVPSHAVVAR 3 1.000

TAGWNIPMGLLYSK 2 1.000

TSDANINWNNLK 1 0.979

TSDANINWNNLK 2 1.000

TSHMDCIK 2 0.999

TVGGKEDVIWELLNHAQEHFGK 2 1.000

TVGGKEDVIWELLNHAQEHFGK 3 1.000

TYDSYLGDDYVR 2 0.998

WCTISTHEANK 2 1.000

WSGFSGGAIECETAENTEECIAK 2 1.000

YYGYTGAFR 1 0.982

Q29RL1-2 CF165_BOVIN Isoform 2 of UPF0704 protein C6orf165 homolog 0.999 1.7 643,075 251,360

Q29RL1 CF165_BOVIN UPF0704 protein C6orf165 homolog 0.999 1.6 643,075 251,360

VNLTRAVDET 3 0.999

Q29RP7 Q29RP7_BOVIN NFIC Nuclear factor 1 0.999 7.3 3,201,727 833,092

DLVSLACDPASQQPGPPTLRPARPLQTVPLWD 3 0.999

Q29RS3 Q29RS3_BOVIN IQCB1 IQ motif containing B1 0.999 5.0 1,206,227 185,056

LLQTDSVQIGSMVMTLLQNILQINSGDLLR 3 0.999

Q29RY7 FGL2_BOVIN FGL2 Fibroleukin 0.999 3.9 1,141,881 129,096

YRLHIGNYNGTAGDALR 3 0.999

Q29S07 BRF2_BOVIN BRF2 Transcription factor IIIB 50 kDa subun 0.983 3.8 1,784,853 275,600

LLGLDVPSLCLVDLVK 2 0.983

Q29S22 DDX47_BOVIN DDX47 Probable ATP-dependent RNA helicase DDX47 0.999 3.5 7,629,525 1,951,543

EDVGDNDDTEGAIGVR 3 0.999

Q2ABB1 Q2ABB1_BOVIN Bt.76070 Taste receptor type 2 0.999 10.9 1,290,055 188,303

SQSEVAQLCLTPSDPMDCSLPGSSIHGIFQAR 3 0.999

Q2EGB9 ASCL2_BOVIN ASCL2 Achaete-scute homolog 2 0.912 11.4 2,415,954 257,199

VKLVNLGFQALRQHVPHGGASK 3 0.838

Q2HJ22 CLD5_BOVIN CLDN5 Claudin-5 0.999 15.1 1,834,228 212,407

ALTVGAVLLALVALFVTLAGAQCTTCVAPGPAK 3 0.999

Q2HJ67 HXA5_BOVIN HOXA5 Homeobox protein Hox-A5 0.999 10.0 2,565,850 360,035

YGYGYNGMDLSVGRSGSGHFGSGERAR 3 0.999

Q2HJC0 NGRN_BOVIN NGRN Neugrin 0.999 8.4 1,811,359 152,156

GVQGLEEGKDFVPVAAGHPTSTCR 3 0.999

Q2HJF6 Q2HJF6_BOVIN SRA1 Steroid receptor RNA activator 1 0.999 14.2 772,146 174,862

RVAAPQDGSPRVPTSETSPGLPPMGPPPPSSK 3 0.999

Q2HJG5 VPS35_BOVIN VPS35 Vacuolar protein sorting-associated protein 35 0.999 3.0 17,927,782 5,347,639

ALKIANQCMDPSLQVQLFIEILNR 3 0.999

IANQCMDPSLQVQLFIEILNR 3 0.999

Q2KHT8 DIM1_BOVIN DIMT1 Probable dimethyladenosine transferase 0.999 4.2 2,114,646 321,829



VDHLMKVGKNNFR 3 0.999

Q2KHU4 CLPP_BOVIN CLPP Putative ATP-dependent Clp protease proteolytic subunit, mitochondria 0.999 5.5 2,175,996 282,369

YMSPMEAQEFGILDK 3 0.999

Q2KHW4 Q2KHW4_BOVIN SLC25A15 Solute carrier family 25 (Mitochondrial carrier; ornithine transporter) me 0.999 3.0 3,228,088 812,854

MQTFPDLYR 3 0.999

Q2KI69 KCIP4_BOVIN KCNIP4 Kv channel-interacting protein 4 0.999 6.8 7,942,621 522,746

GFKNECPSGVVNEDTFK 3 0.999

Q2KIC2 ETV1_BOVIN ETV1 ETS translocation variant 1 0.999 4.6 1,446,042 444,978

YVYKFVCDPEALFSMAFPDNQR 3 0.999

Q2KIF2 Q2KIF2_BOVIN LRG1 Leucine-rich alpha-2-glycoprotein 1 1.000 14.5 4,695,315 406,120

LDMLDLSNNLLTTVPTGLWTSLGK 2 0.986

LQVLGEGLLAPQPK 2 1.000

NSLTGLFPGFFR 2 1.000

Q2KIG0 ETFD_BOVIN ETFDH Electron transfer flavoprotein-ubiquinone oxidoreductase, mitochondri 0.999 1.8 3,367,492 442,650

QLAAQHEKDIR 3 0.999

Q2KIG3 CBPB2_BOVIN CPB2 Carboxypeptidase B2 0.999 5.0 2,229,383 209,939

HMDFYIMPVVNVDGYDYTWKK 3 0.999

Q2KIR0 CD045_BOVIN Uncharacterized protein C4orf45 homolog 0.999 7.1 6,463,513 258,225

YLWRPASNRSLPAK 3 0.999

Q2KIR9 Q2KIR9_BOVIN LRRC46 Leucine rich repeat containing 46 0.999 8.3 1,137,807 202,180

EGITTIRNLEGLQNLHSLYLQGNKIQR 3 0.999

Q2KIS7 TETN_BOVIN CLEC3B Tetranectin 0.981 6.9 2,386,138 432,268

TQLDSLAQEVALLK 2 0.981

Q2KIV7 Q2KIV7_BOVIN PPA2 Pyrophosphatase (Inorganic) 2 0.999 6.4 625,887 62,629

LIAINVNDPEASKFHDIEDVK 3 0.999

Q2KIY8 Q2KIY8_BOVIN MBD1 Methyl-CpG binding domain protein 1 1.000 3.7 1,949,571 194,506

YLGPACDLTLFDFKQGVLCYPSPK 3 0.999

Q2KJ16 PHKG2_BOVIN PHKG2 Phosphorylase b kinase gamma catalytic chain, testis/liver isoform 0.999 3.9 2,413,746 393,848

YDPKDVIGRGVSSVVR 3 0.999

Q2KJ20 Q2KJ20_BOVIN CHRDL2 Chordin-like 2 0.999 4.7 2,872,500 412,006

VLSSLLGLALLWFPLDSHAR 3 0.999

Q2KJ24 MTMR9_BOVIN MTMR9 Myotubularin-related protein 9 0.999 4.1 3,567,508 474,330

PLQESFVRLVEACGDLEQSMDR 3 0.999

Q2KJ48 Q2KJ48_BOVIN CDR2 Cerebellar degeneration-related protein 2, 62kDa 0.999 5.5 12,703,017 1,135,162

SSSETVLSSLAGSDIVRGHEETCIR 3 0.999

Q2KJ55 Q2KJ55_BOVIN ARHGAP25 Rho GTPase activating protein 25 0.999 3.1 4,450,079 574,849

KCFLTSALQGANSCKTEIFK 3 0.999

Q2KJ57 Q2KJ57_BOVIN ABCD1 ATP-binding cassette, sub-family D (ALD), member 1 0.999 3.3 3,643,413 226,482

YHTHLLQFDGEGGWKFEKLDSAAR 3 0.999

Q2KJ82 Q2KJ82_BOVIN ZNF3 Uncharacterized protein 0.999 3.8 3,790,858 452,151

VSQEPQALLESALPSSK 3 0.999

Q2KJB6 VA0D2_BOVIN ATP6V0D2 V-type proton ATPase subunit d 2 0.999 8.6 4,146,297 777,988

MLESAELNFNADHGYLEGLVRGCKAGLLTR 3 0.999

Q2KJD9 ELOV5_BOVIN ELOVL5 Elongation of very long chain fatty acids protein 0.999 10.0 1,989,664 363,883

REHQKDHQNGSVAAVNGHISSFSSLENNVK 3 0.999

Q2KJF1 A1BG_BOVIN A1BG Alpha-1B-glycoprotein 1.000 22.9 33,442,846 1,875,666

ALWTGALTPGR 2 1.000

FPLGPVTSTTR 2 0.869

LEGEDQFLEVAEAPEATQATFPVHR 3 1.000

LRSELAAWSR 3 0.995

SLLSELSDPVELR 2 0.999

THAAGTPSEPSATVTIEELDPPPAPTLTVDR 3 1.000

VLSPAGPEAQFELR 2 1.000

Q2LDA0 Q2LDA0_BOVIN TLR5 Toll-like receptor 5 1.000 1.5 2,277,891 217,825

NKIQSLYLHPSFR 3 0.999

Q2M2T7 RT24_BOVIN MRPS24 28S ribosomal protein S24, mitochondria 0.999 15.6 574,351 118,252

MVALYCGGGLRPLMLSWSRDLPCIWR 3 0.999

Q2NKS5 Q2NKS5_BOVIN MGC137053 Putative uncharacterized protein MGC137053 0.999 20.6 2,552,808 182,464

PKLLQHYLHAGVSECLNWSR 3 0.999

PQPPAVFLQRCQEPPQQHFFSK 3 0.999

Q2NL21 DJC11_BOVIN DNAJC11 DnaJ homolog subfamily C member 11 0.999 4.5 1,653,339 412,585

IIEAEESRMGLIIVNAWYGKFVNDK 3 0.999

Q2T9N4 PMF1_BOVIN PMF1 Polyamine-modulated factor 1 0.999 13.2 2,659,079 313,017

LFDTMVDTFLQKLVAAGSFQRFTDCYK 3 0.999

Q2T9V5 TRM6_BOVIN TRMT6 tRNA (adenine(58)-N(1))-methyltransferase non-catalytic subunit TRM 0.999 3.4 2,343,773 369,661

EAGTDNRNIIDDGKSQK 3 0.999

Q2TA03 UB2J2_BOVIN UBE2J2 Ubiquitin-conjugating enzyme E2 J2 0.999 5.8 2,207,947 382,510

RQLAAQSLVFNLKDK 3 0.999

Q2TA17 ZN668_BOVIN ZNF668 Zinc finger protein 668 0.999 5.8 1,783,423 185,441

MFSDPSSFR 1 0.999

THPVPIGTPTPLEPLVALLGMPEEGPA 3 0.999

Q2TA43 ACTT2_BOVIN ACTRT2 Actin-related protein T2 0.999 7.7 348,502 57,456

HLFEWELGVKANDQPVLMTEPSLNPRETR 3 0.999

Q2TBH5 UBXN8_BOVIN UBXN8 UBX domain-containing protein 8 0.999 4.4 1,632,976 192,740

TSLYSLSTSFPR 3 0.999

Q2TBM9 SRAC1_BOVIN SERAC1 Protein SERAC1 0.999 6.7 3,516,499 391,849

IFRGPFADTFSTVDIEDHDCAVWLLLR 3 0.999

ILGNMALNEHLHSTIVR 3 0.999

Q2TBR5 F166B_BOVIN FAM166B Protein FAM166B 0.999 8.8 2,554,329 349,551

ARFLFGSSFPVLSNQALQEFGEMK 3 0.999

Q2TBT8 RN151_BOVIN RNF151 RING finger protein 151 0.999 8.8 2,742,813 366,220

LEVKCRNAEAGCQVTCPLAHR 3 0.999

Q2TBX1 Q2TBX1_BOVIN CIP29 Cytokine induced protein 29 kDa 0.999 10.5 4,978,012 311,753

ERFGIVTSSAGTGTTEDTEAKK 3 0.999

Q2YDC9 PDCD2_BOVIN PDCD2 Programmed cell death protein 2 0.999 4.4 1,659,017 182,953

TKISLEPEQILRYGR 3 0.999

Q2YDF6 RT35_BOVIN MRPS35 28S ribosomal protein S35, mitochondria 1.000 4.3 2,360,679 230,743

YCKSTDVLTIKTDR 3 0.999

Q2YDG1 YB028_BOVIN Transmembrane protein ENSP00000343375 homolog 0.999 13.4 1,737,920 165,580

PDSSYDYLEEMETCEDGGCPGPPKVLSSK 3 0.999

Q2YDG2 CD022_BOVIN Uncharacterized protein C4orf22 homolog 0.999 4.3 3,260,708 623,475

ALAVREEDNR 3 0.999

Q32KL4 RMD1_BOVIN FAM82B Regulator of microtubule dynamics protein 1 0.999 9.2 3,770,085 955,305

SLLFSALSYLGFETYQVISQAVLVHAAAK 3 0.999

Q32KX8 CP013_BOVIN UPF0585 protein C16orf13 homolog 0.999 7.4 6,540,609 436,155

MVDMPANNKCLIFRK 3 0.999

Q32L67 GLRX2_BOVIN GLRX2 Glutaredoxin-2, mitochondria 0.999 9.6 1,435,750 144,053

LLPLVHQCHLKNSKR 3 0.999

Q32L93 GMPR2_BOVIN GMPR2 GMP reductase 2 0.999 3.7 2,811,287 127,784

LFYGMSSEMAMKK 3 0.999

Q32LL5 INT12_BOVIN INTS12 Integrator complex subunit 12 1.000 5.0 26,452,583 2,235,420

MAAAVNLELDPIFLKALGFLHSK 3 0.999

Q32LN5 RN138_BOVIN RNF138 E3 ubiquitin-protein ligase RNF138 0.999 4.1 7,546,379 1,617,171

FSGSCRCCAK 3 0.999

Q32LP0 URP2_BOVIN FERMT3 Fermitin family homolog 3 0.999 4.5 1,927,450 268,118

SQDEAPGEPIQQLNLKGCEVVPDVNVSGQK 3 0.999

Q32P68 CK088_BOVIN UPF0722 protein C11orf88 homolog 0.999 10.7 1,886,792 307,158

SSAPEKTYFQPFFLEESK 3 0.999

Q32P78 RPAB5_BOVIN POLR2L DNA-directed RNA polymerases I, II, and III subunit RPABC 0.999 23.9 2,867,071 300,429

YCCRRMLLAHVDLIEK 3 0.999

Q32PG0 Q32PG0_BOVIN WWP1 Uncharacterized protein 1.000 2.7 13,429,008 765,027

DPRNGKSSVTK 3 0.999

FIGRFIAMALFHGK 3 0.999

Q32PH2-2 TM143_BOVIN TMEM143 Isoform 2 of Transmembrane protein 143 0.960 4.8 1,606,869 259,158

Q32PH2 TM143_BOVIN TMEM143 Transmembrane protein 143 0.960 4.8 1,606,869 259,158

ALAHLQALPPTVGMYPPPGLPK 3 0.840

Q32PH7 SUV92_BOVIN SUV39H2 Histone-lysine N-methyltransferase SUV39H2 0.999 6.6 3,325,508 220,944

MSFVMEYVGEVITSEEAERRGQLYDNK 3 0.999

Q32PI3 Q32PI3_BOVIN RFC5 Replication factor C (Activator 1) 5, 36.5kDa 0.999 8.9 26,698,942 1,809,695

NLPWVEKYRPQTLDDLISHQDILSTIQK 3 0.999

Q32XW6 Q32XW6_BOVIN ACVR2B Activin A receptor type IIB (Fragment 0.999 5.6 1,121,259 146,593

ASGTSGCTATPPGATARAPSSSSRK 3 0.999

Q3MHG0 COG4_BOVIN COG4 Conserved oligomeric Golgi complex subunit 4 0.999 2.7 2,688,208 264,323

ELDALLEQQNTIESKMVTLHR 3 0.999

Q3MHH0 DCA12_BOVIN DCAF12 DDB1- and CUL4-associated factor 12 0.999 2.7 1,990,912 312,304



SVCSRERGSGIR 3 0.999

Q3MHL4 SAHH_BOVIN AHCY Adenosylhomocysteinase 0.999 2.8 545,906 52,731

PQVDRYLLKNGR 3 0.999

Q3MHM1 Q3MHM1_BOVIN CASQ2 Calsequestrin 0.999 3.9 8,677,363 424,430

KYDLLCLYYHEPLSSDK 3 0.999

Q3MHN5 VTDB_BOVIN GC Vitamin D-binding protein 1.000 34.6 15,866,695 921,249

FMYEYSINYGQAPLTLLVGYTK 2 1.000

GKFPDATETDLQELVAK 2 1.000

GKFPDATETDLQELVAK 3 1.000

GQELCADYSENTFTEYK 2 1.000

HQPQEFPTYVEPTNDEICEAFRK 3 1.000

ILESTLKSLDECCHSESSTACLNAKGPQLTR 3 0.999

SYLSMVGSCCTSPNPTVCFLK 2 1.000

VLDQYIFELSR 2 1.000

VPTAHLEDVLPLAEDITTILSK 2 1.000

VPTAHLEDVLPLAEDITTILSK 3 1.000

Q3MHN8 TRM5_BOVIN TRMT5 tRNA (guanine-N(1)-)-methyltransferase 0.999 4.6 2,686,775 353,639

VESCRITESASLILLPWASLIQK 3 0.999

Q3MHP9 TACT_BOVIN CD96 T-cell surface protein tactile 0.999 5.6 11,477,617 1,223,452

TPSSTAHVDVSTSTSNVILPSVQTSNSDVPTR 3 0.999

Q3MHR2 DCK_BOVIN DCK Deoxycytidine kinase 0.999 7.3 6,528,592 572,098

ISIEGNIAAGKSTFVNILK 3 0.999

Q3MHV5 Q3MHV5_BOVIN PRMT2 PRMT2 protein 0.999 6.0 1,096,261 182,556

NPVWRRHMSVTLSWSITSAQDPTLQK 3 0.999

Q3MHY7 RM10_BOVIN MRPL10 39S ribosomal protein L10, mitochondria 0.999 16.0 3,395,210 319,536

LPSLALAQGELVGGLTLLTAR 3 0.999

YQNLLPLFVGHNLLLVSEEPK 3 0.999

Q3MHY7-2 RM10_BOVIN MRPL10 Isoform 2 of 39S ribosomal protein L10, mitochondria 0.999 10.3 240,606 25,809

YQNLLPLFVGHNLLLVSEEPK 3 0.999

Q3MHZ2 SPSB3_BOVIN SPSB3 SPRY domain-containing SOCS box protein 3 0.999 3.2 2,221,609 203,327

AWHFVLSAARR 3 0.999

Q3SWY3 IMDH2_BOVIN IMPDH2 Inosine-5'-monophosphate dehydrogenase 2 0.999 4.5 2,764,063 236,004

YIKEKYPSIQVIGGNVVTAAQAK 3 0.999

Q3SX30 PSMF1_BOVIN PSMF1 Proteasome inhibitor PI31 subuni 0.999 9.3 6,194,262 2,322,981

QPTWCDPLGPFAVGGEDLDPFGCRR 3 0.999

Q3SX41 LC7L3_BOVIN LUC7L3 Luc7-like protein 3 0.999 5.1 1,764,533 285,895

GHARLALSQNQQSSGAAGPTGK 3 0.999

Q3SYT4 Q3SYT4_BOVIN TSEN15 Uncharacterized protein 0.999 17.9 308,620 50,472

ASRKLQGDPDLPTSFTLAIVESDSTIVYYK 3 0.999

Q3SYV6 Q3SYV6_BOVIN KPNA2 Karyopherin alpha 2 (RAG cohort 1, importin alpha 1 0.999 3.2 1,991,662 191,438

EKQPPIDNIIRAGLIPK 3 0.999

Q3SYV7 ZN345_BOVIN ZNF345 Zinc finger protein 345 0.999 3.9 1,329,717 165,258

PYECKECGKAFSFGSGLIR 3 0.999

Q3SYW7 Q3SYW7_BOVIN SPARCL1 SPARC-like 1 (Hevin) 0.999 4.4 5,349,413 469,591

EPSNNKQEEDSTQSDAVLEESYQPTQESK 3 0.999

Q3SYX4 Q3SYX4_BOVIN ZNF394 Uncharacterized protein 0.999 2.2 2,195,177 889,645

THLGEKHYTCNNFR 3 0.999

Q3SYZ2 MAPK3_BOVIN MAPKAPK3 MAP kinase-activated protein kinase 3 0.999 5.0 2,719,042 415,896

ARQEVDHHWQASGGPHIVR 3 0.999

Q3SZ01 SH3Y1_BOVIN SH3YL1 SH3 domain-containing YSC84-like protein 1 0.999 5.9 8,528,654 1,122,045

IIPAHVIAKAKGLAILSVIK 3 0.999

Q3SZ15 Q3SZ15_BOVIN EEF1E1 Eukaryotic translation elongation factor 1 epsilon 0.999 9.2 29,101,058 6,872,710

SLGLSKGNKYSAQGER 3 0.999

Q3SZ40 DDX56_BOVIN DDX56 Probable ATP-dependent RNA helicase DDX56 1.000 3.9 1,990,112 203,412

ANNPGIVLTFVLPTEQSQLGK 3 0.999

Q3SZ57 FETA_BOVIN AFP Alpha-fetoprotein 1.000 59.7 340,824,521 26,060,811

AAPASIPPFPVLEPVTSCK 2 1.000

APQLTSPELMALTR 2 1.000

CCQSQEQEVCFTEEGPALISK 2 1.000

CSQSENPSECQDKGEEELEK 3 0.997

DFNQLSSR 2 0.978

DLCQVQGVPLQTMK 2 1.000

DVLTIIEKPTGSK 2 1.000

ESSLLNQHICAVMGK 2 1.000

FLGDRDFNQLSSR 2 0.998

FLGDRDFNQLSSR 3 0.976

FTYEYSR 2 0.993

GNVLECLQDGER 2 1.000

GYQELLEK 1 0.971

GYQELLEK 2 0.999

HDCFLAHK 2 0.999

KAPQLTSPELMALTR 2 1.000

KMANAGAICCHLSEDK 2 0.999

LAVPIILR 2 1.000

LGEYYLQNAFLVAYTK 2 1.000

LGEYYLQNAFLVAYTK 3 0.999

LPTTLELGHCIIHAENDDKPEGLSPNVNR 3 1.000

QKPQITEEQLETVVADFSGLLEK 2 0.999

QKPQITEEQLETVVADFSGLLEK 3 1.000

QLACGEGVADLIIGHLCIR 2 0.997

QLACGEGVADLIIGHLCIR 3 0.999

QPAGCLENQVSAFLEEICR 2 1.000

QPAGCLENQVSAFLEEICR 3 1.000

QQFLINLVK 2 0.994

RHPVLYAPTILSVANQYNK 3 1.000

RSCGLFQK 2 0.986

SCGLFQK 1 0.945

SCGLFQK 2 0.859

VMSYICSQQDILSR 2 1.000

YGLSDCCSR 2 0.995

YIQESQALAK 1 0.974

YIQESQALAK 2 1.000

Q3SZH2 Q3SZH2_BOVIN ZC3HC1 Uncharacterized protein 0.999 5.6 1,134,943 183,854

PEDLKTMCLTEDKISLLLHLLEDELDHR 3 0.999

Q3SZI1 TINAG_BOVIN TINAG Tubulointerstitial nephritis antige 0.999 5.0 244,766 38,135

IAIQSQGRYTANLSPQNLISCCAK 3 0.999

Q3SZK6 Q3SZK6_BOVIN RIPK1 Receptor (TNFRSF)-interacting serine-threonine kinase 0.999 3.0 5,235,793 350,215

IIMETIEGMRYLHGEGVIHK 3 0.999

Q5E9Z3 Q5E9Z3_BOVIN VIL1 Uncharacterized protein 0.999 2.3 732,946 72,910

Q3SZP7 VILI_BOVIN VIL1 Villin-1 0.999 2.3 732,946 72,910

QGHEPPTFTGWFLAWDPFK 3 0.999

Q3SZR3 A1AG_BOVIN ORM1 Alpha-1-acid glycoprotein 1.000 47.5 28,541,804 4,432,736

Q5GN72 Q5GN72_BOVIN agp Alpha-1 acid glycoprotein (Precursor 1.000 47.5 28,541,804 4,432,736

CIGIQESEIIYTDEK 2 1.000

CIGIQESEIIYTDEKK 2 1.000

CIGIQESEIIYTDEKK 3 0.997

DACGPLEK 1 0.952

EHFVDLLLSK 2 1.000

EYQTIEDK 1 0.965

HAEDKLITR 2 1.000

HAEDKLITR 3 1.000

NVGVSFYADKPEVTQEQK 2 1.000

NVGVSFYADKPEVTQEQK 3 0.998

NVGVSFYADKPEVTQEQKK 3 0.999

TFMLAASWNGTK 2 1.000

VESDREHFVDLLLSK 2 0.998

VESDREHFVDLLLSK 3 1.000

WFYIGSAFR 2 0.999

Q3SZV7 HEMO_BOVIN HPX Hemopexin 1.000 31.6 26,009,744 1,841,791

APELGHGVEGGNVAKPDPEVTER 3 1.000

CSDGWGFDATTLDEHGNMLFLK 3 1.000

DYFMSCPNR 2 1.000

FPGIPFPLDAAVECHR 3 1.000

IEHLWPQGPSTVDAAFLWDK 3 1.000

LDLNLGAQATWTELPWLHTK 2 1.000



LDLNLGAQATWTELPWLHTK 3 1.000

MNSLLGCAPHQHS 3 0.955

VDGALCTEK 2 0.998

WKDAPSPVDAAFR 2 0.983

Q3SZW6 CL024_BOVIN Uncharacterized protein C12orf24 homolog 0.999 9.2 6,812,260 280,789

PGRPFMQSVSANDSESYMNEEKK 3 0.999

Q3SZZ2 XBP1_BOVIN XBP1 X-box-binding protein 1 0.999 13.0 768,062 177,223

QRLGMDALVTEEEAETKGNGAGLVAGSAESAALR 3 0.999

Q3T000 YKT6_BOVIN YKT6 Synaptobrevin homolog YKT6 0.999 5.1 592,456 123,780

GEKLDDLVSK 3 0.999

Q3T057 RL23_BOVIN RPL23 60S ribosomal protein L23 0.999 14.3 1,163,241 164,423

GRLNRLPAAGVGDMVMATVK 3 0.999

Q3T099 SYWM_BOVIN WARS2 Tryptophanyl-tRNA synthetase, mitochondria 0.999 4.4 1,320,086 175,205

AMTDFTSEVTYEPASR 3 0.999

Q3T0B5 Q3T0B5_BOVIN IER2 Immediate early response 2 0.999 12.6 11,478,421 2,032,688

VLQRRFSGLLNCSPAASSPTASPACEAK 3 0.999

Q3T0I6 Q3T0I6_BOVIN SNAPC2 Small nuclear RNA activating complex, polypeptide 2, 45kDa 0.999 5.6 4,190,467 525,068

DLASGGLASGTEDSGAGSR 3 0.999

Q3T0J3 RM16_BOVIN MRPL16 39S ribosomal protein L16, mitochondria 0.999 8.8 5,443,875 858,627

AGLKTLLPVPTFEDVSIPEKPK 3 0.999

Q3T0T7 SAR1B_BOVIN SAR1B GTP-binding protein SAR1b 0.999 8.6 328,878 53,310

ELNARPLEVFMCSVLKR 3 0.999

Q3T0U4 Q3T0U4_BOVIN ADIPOR1 Adiponectin receptor 1 0.999 7.7 47,742,913 4,360,631

LIYLSIVCVLGISAIIVAQWDRFATPKHR 3 0.999

Q3T102 EIF3E_BOVIN EIF3E Eukaryotic translation initiation factor 3 subunit 0.999 5.4 604,744 184,182

ELLQGKLDLLSDTNMVDFAMDVYK 3 0.999

Q3T145 MDHC_BOVIN MDH1 Malate dehydrogenase, cytoplasmic 0.999 7.8 18,958,292 937,606

NVIIWGNHSSTQYPDVNHAKVKLQGK 3 0.999

Q3T165 PHB_BOVIN PHB Prohibitin 0.999 10.7 2,676,796 234,940

QVSDDLTERAATFGLILDDVSLTHLTFGK 3 0.999

Q3ZBE0 DQX1_BOVIN DQX1 ATP-dependent RNA helicase DQX1 1.000 3.3 2,115,004 591,469

VLPLHPGCGQAVQAVYEDTESGAR 3 0.999

Q3ZBH0 TCPB_BOVIN CCT2 T-complex protein 1 subunit beta 0.999 5.2 497,694 106,604

TTAGLDMKEGTIGDMSVLGITESFQVKR 3 0.999

Q3ZBH9 MCM7_BOVIN MCM7 DNA replication licensing factor MCM7 0.999 2.9 2,052,788 264,605

QPAVPESLADYITAAYVEMRR 3 0.999

Q3ZBS7 Q3ZBS7_BOVIN VTN Uncharacterized protein 1.000 19.8 20,254,660 1,194,414

DVWGIEGPIDAAFTR 2 1.000

FQDGVLEPDFPR 2 1.000

GNHYWEYVFQQQPSQEDCEGSSLPAAFK 3 1.000

LDAAMAGHIYVSGSAPSFPR 3 0.998

LLFWGGSYGGAGQPQLISR 3 1.000

Q3ZBV9 DHR11_BOVIN DHRS11 Dehydrogenase/reductase SDR family member 11 0.999 10.6 4,839,754 515,933

DRLALVTGASGGIGAAVARALVQQGLK 3 0.999

Q3ZBW4 PCNA_BOVIN PCNA Proliferating cell nuclear antigen 0.999 5.8 4,578,133 332,339

DLSHIGDAVVISCAK 3 0.999

Q3ZBX5 Q3ZBX5_BOVIN SCYE1 Small inducible cytokine subfamily E, member 1 (Endothelial monocyte 0.999 5.9 2,607,904 260,110

EIEGLKQELIKAEIQNGVK 3 0.999

Q3ZBX6 RM03_BOVIN MRPL3 39S ribosomal protein L3, mitochondria 0.999 6.3 9,283,917 1,068,088

MFNVTDNAVIKPGTPLYAAHFR 3 0.999

Q3ZBZ7 Q3ZBZ7_BOVIN CCDC109B Coiled-coil domain containing 109B 0.999 6.3 2,133,777 187,193

FYQSNLYSTLVPSDEITVSYK 3 0.999

Q3ZC31 HEM0_BOVIN ALAS2 5-aminolevulinate synthase, erythroid-specific, mitochondria 1.000 6.6 10,202,806 570,493

ICDLLLSKYGIYVQAINYPTVPR 3 0.999

NSGAAKFVFR 3 0.999

YGIYVQAINYPTVPRGEELLR 3 0.857

Q3ZC44 Q3ZC44_BOVIN HNRNPAB Heterogeneous nuclear ribonucleoprotein A/B 0.999 7.7 21,353,358 1,428,667

GSGGGGGSGGQGSTNYGKSQRR 3 0.999

Q3ZCA2 CPSF5_BOVIN NUDT21 Cleavage and polyadenylation specificity factor subunit 0.999 11.9 4,621,779 982,764

LMTEILGRQDGVLQDWVIDDCIGNWWR 3 0.999

Q3ZCH0 GRP75_BOVIN HSPA9 Stress-70 protein, mitochondria 0.999 2.4 2,005,129 361,235

TIAPCQKAMQDAEVSK 3 0.999

Q3ZCK3 BPNT1_BOVIN BPNT1 3'(2'),5'-bisphosphate nucleotidase 1 0.999 8.4 2,187,012 219,641

QPCPSQYSAIKEEDLVVWVDPLDGTK 3 0.999

Q4PJW3 CP51A_BOVIN CYP51A1 Lanosterol 14-alpha demethylase 0.999 5.6 609,455 145,499

LAKTPLTVAGYTIPPGHQVCVSPTVNQR 3 0.999

Q56JX9 FABPI_BOVIN FABP2 Fatty acid-binding protein, intestina 0.999 23.5 3,309,117 393,575

RLDNGNALNTVREIIGGEMVQTYTYEGVEAK 3 0.999

Q58CP2 SUMF2_BOVIN SUMF2 Sulfatase-modifying factor 2 0.999 8.6 2,365,325 248,259

VTTRMGNTPDSASDNLGFRCASGAGR 3 0.999

Q58CQ5 ANKZ1_BOVIN ANKZF1 Ankyrin repeat and zinc finger domain-containing protein 0.999 1.5 2,269,892 416,766

CLRDHRCQAGK 3 0.999

Q58CQ9 VNN1_BOVIN VNN1 Pantetheinase 1.000 8.6 11,366,291 736,801

MTGSGIYAPDSPR 2 0.999

NLDLLEGAVTSASK 2 1.000

TTDLHTCGDSVETASTR 3 1.000

Q58CS5 Q58CS5_BOVIN FGD3 FGD1 family, member 3 0.999 3.0 2,696,137 253,620

LGGEEDIVNPANELIKEGHIQK 3 0.999

Q58CZ7 Q58CZ7_BOVIN TSPAN2 Tetraspan 2 0.999 13.4 1,350,056 297,060

NCIDEIESIISVKLQLIGIVGIGIAGLTIQR 3 0.999

Q58D20 NLE1_BOVIN NLE1 Notchless protein homolog 1 0.999 3.9 719,777 114,915

LVSGSDDFTLFLWSPAEDK 3 0.999

Q58D62 FETUB_BOVIN FETUB Fetuin-B 1.000 23.8 29,475,273 717,978

DGYVLSLNR 2 0.956

FMETATESLAK 1 0.985

FMETATESLAK 2 1.000

GSVQYLPDWDK 2 1.000

IFHESVYGQCK 2 1.000

IFHESVYGQCK 3 0.995

SEGSSCALESPGSVPVGICHGSLGEPQGNQGK 3 1.000

TSSQWVFGPAYFVEYLIK 2 1.000

TSSQWVFGPAYFVEYLIK 3 0.999

Q58D92 Q58D92_BOVIN RAD9A RAD9 homolog 0.999 6.7 1,424,493 552,085

Q5EAC3 Q5EAC3_BOVIN RAD9A RAD9 homolog 0.999 3.6 1,424,493 552,085

TVEKCCISLNDRSSR 3 0.999

Q58DE5 Q58DE5_BOVIN DDX19L DDX19-like protein 1.000 5.1 860,809 79,162

AASASCSGSVCSGAWRPSRR 3 0.999

Q58DG1 MYG1_BOVIN UPF0160 protein MYG1, mitochondria 0.999 4.2 5,679,400 442,623

EPHSFQSRLPLLEPWR 3 0.999

Q58DI5 PPAC2_BOVIN PPAPDC2 Presqualene diphosphate phosphatase 0.999 8.0 1,289,633 214,853

GSFPLAGAGSSQALPPQLPEEDR 3 0.999

Q58DJ9 Q58DJ9_BOVIN CHEK2 Protein kinase CHK2 isoform a 0.999 3.9 1,265,209 254,760

LYFYQMLLAVQYLHENGIIHR 3 0.999

Q58DK1 CPT1B_BOVIN CPT1B Carnitine O-palmitoyltransferase 1, muscle isoform 0.999 2.2 1,162,030 215,723

FCLTYEASMTRMFREGR 3 0.999

Q58DL5 BCAR3_BOVIN BCAR3 Breast cancer anti-estrogen resistance protein 3 0.999 2.3 1,190,704 153,462

RALSLKAHQSESYLPIGGK 3 0.999

Q58DL9 Q58DL9_BOVIN PLTP Phospholipid transfer protein 0.933 2.8 2,066,942 253,997

TLLQIAVMPMLNER 2 0.933

Q58DM7 OXND1_BOVIN OXNAD1 Oxidoreductase NAD-binding domain-containing protein 0.999 4.9 2,427,296 295,822

LLYSAKDTSELLFKK 3 0.999

Q58DQ1 Q58DQ1_BOVIN CRYZL1 Crystallin, zeta-like 1 isoform a 0.999 12.6 2,567,350 214,715

Q59A28 QORL1_BOVIN CRYZL1 Quinone oxidoreductase-like protein 0.999 7.2 2,567,350 214,715

SVLIMDGASALGTIAIQLAHHRGAK 3 0.999

Q58DR0 APC16_BOVIN ANAPC16 Anaphase-promoting complex subunit 16 0.999 30.0 3,691,850 411,062

MAASSSSSSAGGVSGSSVAGSGFSVSDLAPPRK 3 0.999

Q59A32 PUR2_BOVIN GART Trifunctional purine biosynthetic protein adenosine- 0.999 2.4 21,172,375 1,643,237

LLEGDEGPNTGGMGAYCPAPQVSK 3 0.999

Q5BIM1 TRI45_BOVIN TRIM45 Tripartite motif-containing protein 45 0.999 2.9 2,532,063 272,924

GHPGRPHWSCCGKFAEK 3 0.999

Q5BIP2 PGFRL_BOVIN PDGFRL Platelet-derived growth factor receptor-like protein 0.999 4.3 18,329,108 1,834,933

RDEAKTGSTYIFFTEK 3 0.999

Q5BIR8 Q5BIR8_BOVIN FEZ1 Fasciculation and elongation protein zeta 1 (Zygin 1.000 5.4 1,521,817 144,002

QTFGPSGSDKQYLNTVIPYEK 3 0.999

Q5BLW6 Q5BLW6_BOVIN KCNS3 Potassium voltage-gated channel delayed rectifier subfamily S membe 0.999 4.9 2,146,615 498,010



DIDVDQCSEDPPEKCQELPYFNIR 3 0.999

Q5E956 TPIS_BOVIN TPI1 Triosephosphate isomerase 0.999 6.4 3,287,708 648,124

QKLDPKIAVAAQNCYK 3 0.999

Q5E9F7 COF1_BOVIN CFL1 Cofilin-1 0.999 12.7 4,825,071 539,219

MASGVAVSDGVIKVFNDMKVR 3 0.999

Q5E9F9 PRS7_BOVIN PSMC2 26S protease regulatory subunit 7 0.999 3.0 1,103,346 218,041

PDTLDPALMRPGR 3 0.999

Q5E9G4 TRI10_BOVIN TRIM10 Tripartite motif-containing protein 10 0.999 5.3 1,349,596 325,982

LAWGFVSALSSFPTRLTLEEQPQQVR 3 0.999

Q5E9G8 Q5E9G8_BOVIN LGP2 Putative uncharacterized protein LGP2 0.999 3.5 3,218,363 693,954

DWRPGGAISCRNCGEAWGLQIIYK 3 0.999

Q5E9H1 FIBIN_BOVIN FIBIN Fin bud initiation factor homolog 0.999 7.1 6,546,627 3,512,486

RESHQIGDAYSNSDK 3 0.999

Q5E9J8 RIC8A_BOVIN RIC8A Synembryn-A 0.925 2.8 4,902,183 334,723

ILSRDRSCLDSFTSR 3 0.818

Q5E9N0 BYST_BOVIN BYSL Bystin 0.999 4.8 5,490,913 454,449

IAEMEYSGANSIFLRLLLDKK 3 0.999

Q5E9N5 CLPB_BOVIN CLPB Caseinolytic peptidase B protein homolog 0.999 3.0 5,333,821 540,895

IAENLGDVQISDKITISK 3 0.999

NRIAENLGDVQISDKITISK 3 0.999

Q5E9V5 KLD8B_BOVIN KLHDC8B Kelch domain-containing protein 8B 0.999 3.4 1,739,003 208,287

TWTRHPSLPSRR 3 0.999

Q5EA13 Q5EA13_BOVIN PPARA Peroxisome proliferative activated receptor, alpha isoform 0.999 1.7 1,415,375 328,164

LVYDKCDR 3 0.999

Q5EA15 BHE40_BOVIN BHLHE40 Class E basic helix-loop-helix protein 4 0.999 5.1 3,864,282 1,073,886

LTTLGHLEKAVVLELTLKHVK 3 0.999

Q5EA66 ANGL7_BOVIN ANGPTL7 Angiopoietin-related protein 7 1.000 7.0 1,976,845 260,657

LGEHNKHLDGITWYGWHGSSYSLK 3 0.999

Q5EA82 Q5EA82_BOVIN C6orf11 Chromosome 6 open reading frame 11 0.999 2.3 3,788,108 252,766

FLHSEALLAVAQNR 3 0.999

Q5EA94 Q5EA94_BOVIN CXCR6 G protein-coupled receptor TYMSTR 0.999 6.8 5,321,350 493,547

SLKIIFLVVAVFLLTQTPFNLVK 3 0.999

Q5EA98 MFAP1_BOVIN MFAP1 Microfibrillar-associated protein 1 0.999 7.3 4,520,855 341,004

AQERKNEELEVMEVEDEGR 3 0.999

RLQNRISEDVEER 3 0.999

Q5EAC2 GSHB_BOVIN GSS Glutathione synthetase 0.999 4.2 780,215 139,245

EGGGNNLYGEEMVQALERLK 3 0.999

Q6B411 LYSM_BOVIN Lysozyme C, milk isozyme 0.999 6.8 3,045,782 112,336

RVVRDPQGIK 3 0.999

Q6WCD5 Q6WCD5_BOVIN TLR4 Toll-like receptor 1.000 2.4 528,525 74,998

Q9GL65 TLR4_BOVIN TLR4 Toll-like receptor 4 1.000 2.4 528,525 74,998

LVAVETNLVSLNDFPIGHLK 3 0.999

Q6WZ19 NGB_BOVIN NGB Neuroglobin 1.000 19.2 4,424,139 1,274,198

SPLEHGTVLFARLFDLEPDLLPLFQYNCR 3 0.999

Q70D51 SIAT9_BOVIN ST3GAL5 Lactosylceramide alpha-2,3-sialyltransferase 0.999 7.4 1,820,237 354,098

SCKHCVVIGSGGILHGLEMGHALNQFDVVIR 3 0.999

Q70E76 Q70E76_BOVIN ST3GAL-IV Alpha2,3-sialyltransferase 0.999 5.7 1,700,069 221,161

LLAMLALFLAVMVWYSISR 3 0.999

Q76LV2 HS90A_BOVIN HSP90AA1 Heat shock protein HSP 90-alpha 0.999 2.6 227,070,008 2,301,802

IMKAQALRDNSTMGYMAAK 3 0.999

Q7SIH1 A2MG_BOVIN A2M Alpha-2-macroglobulin 1.000 32.1 135,997,851 5,507,505

AILYLNTGYQR 2 0.981

ALLAYAFALAGNQER 2 0.981

ASFSVLGDILGSAMR 2 1.000

ASFSVLGDILGSAMR 3 1.000

DFVHFDDTSEPPTETVR 2 1.000

DTGLGLSPTASLR 2 1.000

EVIFNSLLCPSVDFVFLGAEDGGQVLR 2 1.000

GGVDDEVTLSAYITIALLEMPLPVTHPVVR 3 1.000

GNSEGNTWLTAFVLK 2 1.000

GPTQEFK 2 0.992

GSGGTAEHPFTVEEFVLPK 2 1.000

GSGGTAEHPFTVEEFVLPK 3 1.000

GYIFIDEAHITEALTWLAQK 3 0.999

IAQWQNLEVENGLQQLTFPLSSEPFQGSYK 2 1.000

ICPQPEEHR 3 0.937

IQEEGTEVELTGK 2 1.000

IQHHTLLASPVR 2 1.000

IQHHTLLASPVR 3 1.000

IVLLDESFHPLNELVPLVYVEDPK 2 0.978

LLIYAILPDGEVVGDSAR 2 1.000

LLTEDIYQPR 2 0.996

LPPNVVEESAR 2 1.000

NEESLVFVQTDKPIYKPEQTVK 3 1.000

NPSNCYGEESNAVCEK 2 1.000

NRDFVHFDDTSEPPTETVR 2 0.984

NRDFVHFDDTSEPPTETVR 3 1.000

PQYMVLVPSLLHTETPEK 3 0.996

RQEFEMK 2 0.947

RTEVLTSLYEEAVK 2 0.996

SNSFVYLEPLPR 2 1.000

SPTSQEVMFLTIQVK 2 1.000

TQTVQAHYVLK 2 1.000

VGLNFSPGQSFPASQAHLR 2 1.000

VGLNFSPGQSFPASQAHLR 3 1.000

VTASPQSLCALR 2 1.000

VYDYYETDEFAVAEYSAPCSK 2 1.000

Q7YRD0 PNO1_BOVIN PNO1 RNA-binding protein PNO1 0.999 11.1 2,054,543 371,190

VHILGSFQNIKMARTAICNLILGNPPSK 3 0.999

Q862A9 GPBAR_BOVIN GPBAR1 G-protein coupled bile acid receptor 1 0.999 9.7 2,976,547 273,520

PPLGPGTLLSLISLGSASAAAVPVAMGLGDQR 3 0.999

Q863C3 GRP_BOVIN GRP Gastrin-releasing peptide 0.999 19.4 1,040,061 125,746

EVPLVLLALVLCLAPRGWAAPVTAGR 3 0.999

Q8HYJ9 FMO3_BOVIN FMO3 Dimethylaniline monooxygenase [N-oxide-forming] 0.999 3.0 3,554,883 514,548

LALEVYFGPCTPYQFR 3 0.999

Q8HZJ4 CABP4_BOVIN CABP4 Calcium-binding protein 4 0.999 9.3 7,731,992 2,534,203

KGPSSSGEQTPMQGPEAPGSSKNPSR 3 0.999

Q8MJ24 LOXL4_BOVIN LOXL4 Lysyl oxidase homolog 4 0.999 2.8 2,285,571 197,960

VVCGMLGFPSEAPVDSHHYRK 3 0.999

Q8MJN0 FUND2_BOVIN FUNDC2 FUN14 domain-containing protein 2 0.999 9.5 3,533,746 222,484

TGSHLAQTAAARHSASSR 3 0.999

Q8MKF0 L2GL1_BOVIN LLGL1 Lethal(2) giant larvae protein homolog 1 0.999 2.1 4,511,650 375,084

VGCFDPYSDDPRLGIQKVALCK 3 0.999

Q8SQB8 ITB6_BOVIN ITGB6 Integrin beta-6 0.999 3.6 2,764,405 434,476

ISANIDTPEGGFDAIMQAAVCKEKIGWR 3 0.999

Q8WMX8 ASZ1_BOVIN ASZ1 Ankyrin repeat, SAM and basic leucine zipper domain-containing prote 0.999 3.4 4,484,376 317,040

QTVLITACSARGSEEK 3 0.999

Q8WN55 PTBP1_BOVIN PTBP1 Polypyrimidine tract-binding protein 1 0.999 3.0 12,007,325 8,750,372

PVRITLSKHQSVQLPR 3 0.999

Q95106 BDNF_BOVIN BDNF Brain-derived neurotrophic facto 0.999 11.6 3,059,708 246,311

VGSRGLTSSSSLADTFEHVIEELLDEDQK 3 0.999

Q95118 IL2RG_BOVIN IL2RG Cytokine receptor common subunit gamma 0.999 6.9 1,224,696 126,879

PGTGGDFFLTSTPAGTLDVSTLPLPK 3 0.999

Q95121 PEDF_BOVIN SERPINF1 Pigment epithelium-derived facto 1.000 22.6 14,332,489 1,444,008

KTSLEDFYLDEER 2 1.000

LAAAVSNFGYDLYR 2 1.000

LQSLFDAPDFSK 2 1.000

SGESPTANVLLSPLSVATALSALSLGAEQR 2 1.000

VDLQEINNWVQAQMK 2 1.000

YGLDSDLNCK 2 1.000

Q95123 DHSD_BOVIN SDHD Succinate dehydrogenase [ubiquinone] cytochrome b small subunit, m 0.999 10.1 3,067,933 370,628

TPVVRPALVSAFLQDR 3 0.999

Q9BGI0 GABT_BOVIN ABAT 4-aminobutyrate aminotransferase, mitochondria 0.999 9.8 4,813,414 471,815

GTFCSFDTPDDSIRNKLILIAR 3 0.999

KTVAGIIVEPIQSEGGDNHASDDFFRK 3 0.999



Q9MZL5 CACB2_BOVIN CACNB2 Voltage-dependent L-type calcium channel subunit beta- 0.999 4.0 1,588,672 187,295

VSYGSADSYTSRPSDSDVSLEEDR 3 0.999

Q9N2I2 IPSP_BOVIN SERPINA5 Plasma serine protease inhibito 1.000 18.3 11,503,249 989,112

AQILEGLGIGPGEGSEEELHSASQR 3 0.959

STHEQDFYVTPETVVR 3 0.999

VSEMVHKAVVEVDESGTQAAAATGMVITFKSAR 3 0.999

Q9TT36 THBG_BOVIN SERPINA7 Thyroxine-binding globulin 1.000 16.3 11,095,154 800,855

EGQMEWVEGAMSSK 2 1.000

FLNQPETTLLHPIIQFDR 3 0.999

KGWVDLFVPK 2 0.872

MGIQDAFADNADFSGLTK 2 1.000

VVDPTEA 1 0.949

Q9TTA5 SMAL1_BOVIN SMARCAL1 SWI/SNF-related matrix-associated actin-dependent regulator of chrom 1.000 4.1 5,659,871 469,119

IPSIIEYILDLLESGREK 3 0.999

SMPGPEPPWMPPAKEMTTKDK 3 0.999

Q9TTE1 SPA31_BOVIN SERPINA3-1 Serpin A3-1 1.000 33.6 30,730,130 3,554,314

FIEDAQVLYSSEAFPTNFR 2 0.972

GSTLTEILEGLK 2 0.998

LLDKFIEDAQVLYSSEAFPTNFR 3 1.000

NPNKNVILSPLSVSIALAFLSLGAR 3 0.999

RIHELYLPK 2 0.982

RIHELYLPK 3 1.000

RVDGHTLASSNTDFAFSLYK 3 0.992

SNYELNDILSQLGIR 2 1.000

SNYELNDILSQLGIR 3 1.000

TELVLVNYIYFK 2 1.000

VNRPFLIAIVLK 3 0.974

VNRPFLIAIVLKDTQSIIFLGK 3 1.000

Q9TTK8 KCRU_BOVIN CKMT1 Creatine kinase U-type, mitochondria 0.999 6.3 2,367,620 336,211

LLSARPGLRLLALAGAGSLAAGFLLR 3 0.999

Q9TU23-2 CE290_BOVIN CEP290 Isoform 2 of Centrosomal protein of 290 kDa 0.999 1.5 364,105 51,140

STEGTLTDFNPNFENDPNSK 3 0.999

Q9XSC3 WDR44_BOVIN WDR44 WD repeat-containing protein 44 0.999 2.4 233,968 36,337

EEVEVKESDVLESASSHSLSTK 3 0.999

-------- Summary --------

Total Peptides: 3,544

Total Proteins: 3,183

Total Groups (Q#): 2,507

Total Groups (I#): 2,510

Total Genes: 2,548

Total Proteins in the Database 26,881

Total Genes in the Database 20,324

Protein Quantification Rate (%) 11.8

Gene Quantification Rate (%) 12.5




