ADDITIONAL FILE 2

Full-length AtPSKR1 structure modeled against the BRI1 ectodomain (PDB ID:
3RI1Z) and the organization of the multiple domains
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Note:

This full-length PSKR1 model only serves to depict the domain organization of the multiple domains and
to check for possible structural interference which may hinder substrate docking at the catalytic center.
For an accurate model of the PSKR1-GC catalytic center, please refer to Figure 2. Both the ATP binding
site and the GC catalytic center seem to be sufficiently exposed for substrate interactions.



