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Supplemental Figure 3.
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Pou1f1 57% 0.004

Tbp 13% 0.004

Nkx2-1 57% 0.005

Srebf1 51% 0.006

MuRF1 +/- //
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MuRF1 -/- //
MuRF2 +/- (NH)

Supplemental Figure 4.
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