
 

Figure S3. The nucleotide (nt) sequence of the 18 subjects infected with HBV subgenotype Ba and 20 
subjects infected with HBV subgenotype Ce who had deletion mutants. A graphical map of the genes 
across the sequence region is shown at the bottom, and the number below the map indicates the nt site of the 
defined gene. Black box indicates the deleted region, and the number shown at right hand column indicates 
the nt position in alignment of the deletion. Deletions are clustered in pre-S1/pre-S2 region. 
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