HBVIBa 1 | || J
2 | . ]
3 | || ]
4 | |
5 | |
6 .

7 |

8 __ N

9 || ]
1 [ I |
11 | | | ]
12 [ . |
13 | — |
14 | 1 ]
15 | ||

16 [ |

7 [

18 | | ]

HBVICe 1 | 1 ]
2 | | | ]
3 | | | ]
4 | | J
s | | | ]
6 | | ]
7 N |
8 | | | |
9 i |
10 || ]
1 | | !
12 |_ .

13 i

14 [}

15 | | ]

16 | ____m |

17 I | | |

18 [ || !

19 [ I ]

20 [ | ]
2307 [_preST__Jpre-S7 S I 1623
C TP | Spacer | RT I RH ]

Nt position of deletion

T T L T J J T J T T U T T T T L T L T L T T U J T L
2306 2406 2506 2606 2706 2606 2906 3006 3106 3206 91 191 281 391 491 591 691 791 891 991 1091 1191 1291 1391 1491 1591
Nt Position

2853-2948
2848-2865
18-26, 31-57
2850-2864
2848-2865
3196-3207
314917
26-58

1-4, 6-55
2448-281
1-50, 52-55
3127-58
1-36, 40-54
2975-3061, 3066-3101, 3211-7
3169-34
40-44, 50-59
2448-273
25-48

1007

2849-2863
2849-2866

31-54

2850-2864

37-54

24-56

3214-52, 491-495, 499-502
45-53

15-56

32-55

3015-3197

18-56

15-33, 36-39, 44-56
8-28

3015-3197
3215-24, 34-53
2853-2885
3203-3205

25-54

Envelope
Polymerase

Figure S3. The nucleotide (nt) sequence of the 18 subjects infected with HBV subgenotype Ba and 20
subjects infected with HBV subgenotype Ce who had deletion mutants. A graphical map of the genes
across the sequence region is shown at the bottom, and the number below the map indicates the nt site of the
defined gene. Black box indicates the deleted region, and the number shown at right hand column indicates
the nt position in alignment of the deletion. Deletions are clustered in pre-S1/pre-S2 region.



