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Supplementary Table 1: Previously characterized properties of MCL cell lines.  

EBV, Epstein Barr Virus; ND, Not Determined; Del, Allele Deletion; Pm, polymorphism; Mut, Mutation; *, mutation in 

ATM kinase domain. References are given in parenthesis.  

Cell Line 

ATM status 

(Allele 1 / Allele 2) 

 

p53 status 

(Allele 1 / Allele 2) 

 

Ploidy EBV 
t(11;14)(q13;q32) 

translocation 

Granta-519 Del (1) / Mut (R2832C)* (2) WT / Del (3) 2N (4) + (5) + (6) 

HBL-2 ND / ND Del (7) / D281G (8) 2N (4) - (9) + (9) 

JVM-2 WT / WT (10) WT / WT (10) 2N (4) + (7) + (11) 

MAVER-1 Del / ND (12) 
Del / Mut (D281E/H) 

(8, 12) 
2N (4) - (12) + (12) 

UPN1 WT / Pm (S333F) (13) 
Mut (E286K) / Del (8, 

13) 
2N (4) - (13) + (13) 

UPN2 Del / Mut (D2725V)* (13) Del / Mut (R175H) (13) 3N (4) - (13) + (13) 

Z138 ND / ND WT / WT (7) 2N (4) - (14) + (14) 
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Figure legends for Supplementary Figures 

Supplementary Figure 1- ATM signaling in lymphoblastoid control cell lines 

Lymphoblastoid cell lines, A) C35ABR (BT) and B) L3 were exposed to 2 Gy IR and harvested 

following the indicated incubation times. Whole cell extracts (50 µg total protein) were analyzed by 

SDS PAGE and immunoblots were probed for autophosphorylation of ATM on Ser-1981, 

phosphorylation of SMC-1 on Ser-957 and Ser-966, and phosphorylation of KAP1 on Ser-824 as 

indicated. Immunoblots were also probed for total ATM, SMC-1 and KAP1. Actin and DNA-PKcs 

levels are shown as loading controls. 

 

Supplementary Figure 2.  ATM-dependent signaling in MCL cell lines 

MCL cell lines, A) HBL-2, B) MAVER-1 and C) JVM-2 cells were exposed to 2 Gy of IR and analyzed 

as in Supplementary Figure 1.  

 

Supplementary Figure 3.  Quantitation of ATM knockdown in ZC-shATM 

The ratio of ATM to DNA-PKcs protein expression for each cell line shown in Figure 4A was 

normalized to that in BT cells.  

 

Supplementary Figure 4. Olaparib induces P-S1981 in UPN1 cells but not UPN2 cells 

UPN1 (A) and UPN2 (B) cells were exposed to olaparib (2.5 µM) or vehicle (VEH, DMSO) for 24, 48, 

72 or 96 hours as indicated. Whole cell extracts (50 µg total protein) were run on SDS PAGE, 

immunoblotted and probed for ATM autophosphorylation at Ser-1981 (P-S1981), total ATM and total 

SMC-1 as indicated. Quantitation of olaparib-induced P-S1981 ATM compared to total ATM for UPN1 

is shown below the blot. As a positive control for P-Ser-1981, in the UPN2, BT cells were irradiated 2 

Gy and harvested after 1 hour.  
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