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Figure S3 Off-target analysis of germline transformants

The potential off-target site of Y5’', based on the criteria established by Cong et al., 2013, is shown with a representative
sequence trace indicating the presence of wild-type sequence at this site in germline transformants generated with the Y5’
chiRNA. Note that Y3’ and YE1 have no potential off-target sites that meet these criteria.
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