
Supplemental spectra and MALDI TOF MS 

identification information for Table 1 
 

Annotated spectra for Table 1: 209 differentially expressed 

proteins identified by PMF and the combination results of 

PMF.  

 

Spot numbers of the 209 proteins correspond to the proteins 

that listed in Table 1. 

 

CID: collision induced desorption 

MALDI TOF:  

matrix assisted laser desorption/ionization time of flight  

MS: mass spectrometry 

PMF: peptide mass fingerprinting 



Spot No.: 1 

Mascot score: 114   Sequence coverage %: 22 

NCBI accession No.: gi| 15233779 

Matched peptides No.: 15         Total peptides No.: 31 

Calculated Mr: 76575             Calculated pI: 5.07 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 2 

Mascot score: 86   Sequence coverage %: 16 

NCBI accession No.: gi| 20559 

Matched peptides No.: 10         Total peptides No.: 19 

Calculated Mr: 71137             Calculated pI: 5.07 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 3 

Mascot score: 99   Sequence coverage %: 22 

NCBI accession No.: gi| 3962377 

Matched peptides No.: 20         Total peptides No.: 53 

Calculated Mr: 71408             Calculated pI: 5.14 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 4 

Mascot score: 100   Sequence coverage %: 22 

NCBI accession No.: gi| 15230534 

Matched peptides No.: 17         Total peptides No.: 37 

Calculated Mr: 71456             Calculated pI: 5.14 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 5   

Mascot score: 201   Sequence coverage %: 43                      

NCBI accession No.: gi| 15241849 

Matched peptides No.: 27         Total peptides No.: 37 

Calculated Mr: 71712             Calculated pI: 5.03 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptides information: 
 

 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 6   

Mascot score: 93   Sequence coverage %: 19                      

NCBI accession No.: gi| 1695717 

Matched peptides No.: 11         Total peptides No.: 21 

Calculated Mr: 73862             Calculated pI: 5.08 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 7 

Mascot score: 99   Sequence coverage %: 20                      

NCBI accession No.: gi| 2493122 

Matched peptides No.: 11         Total peptides No.: 27 

Calculated Mr: 69030            Calculated pI: 5.19 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 8   

Mascot score: 129   Sequence coverage %: 36                      

NCBI accession No.: gi| 312282199 

Matched peptides No.: 24         Total peptides No.: 64 

Calculated Mr: 74860            Calculated pI: 6.13 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 
  



Spot No.: 9   

Mascot score: 90   Sequence coverage %: 29                      

NCBI accession No.: gi| 20467991 

Matched peptides No.: 18         Total peptides No.: 58 

Calculated Mr: 74547            Calculated pI: 6.75 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 10 

Mascot score: 95   Sequence coverage %: 22                      

NCBI accession No.: gi| 312283065 

Matched peptides No.: 16         Total peptides No.: 35 

Calculated Mr: 73489            Calculated pI: 5.72 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 11   

Mascot score: 146   Sequence coverage %: 43                      

NCBI accession No.: gi| 312282567 

Matched peptides No.: 15         Total peptides No.: 29 

Calculated Mr: 42944            Calculated pI: 7.59 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 12  

Mascot score: 85   Sequence coverage %: 35 

NCBI accession No.: gi| 619894 

Matched peptides No.: 16         Total peptides No.: 94 

Calculated Mr: 46805             Calculated pI: 8.71 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 13  

Mascot score: 81   Sequence coverage %: 21 

NCBI accession No.: gi| 116055771 

Matched peptides No.: 12         Total peptides No.: 126 

Calculated Mr: 63246             Calculated pI: 9.35 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 14  

Mascot score: 84   Sequence coverage %: 27                      

NCBI accession No.: gi| 147826444 

Matched peptides No.: 23         Total peptides No.: 81 

Calculated Mr: 100047            Calculated pI: 9.49 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 15  

Mascot score: 102   Sequence coverage %: 33 

NCBI accession No.: gi| 27752799 

Matched peptides No.: 18         Total peptides No.: 86 

Calculated Mr: 47920             Calculated pI: 6.12 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 

 
 
 
 
 
 
 
 



Spot No.: 16   

Mascot score: 82                Sequence coverage %: 21 

NCBI accession No.: gi| 226463312 

Matched peptides No.: 28         Total peptides No.: 84 

Calculated Mr: 111653             Calculated pI: 9.23 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 



Spot No.: 17  

Mascot score: 84   Sequence coverage %: 42 

NCBI accession No.: gi| 159475545 

Matched peptides No.: 18         Total peptides No.: 122 

Calculated Mr: 40712             Calculated pI: 8.87 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 



Spot No.: 18  

Mascot score: 107               Sequence coverage %: 20 

NCBI accession No.: gi| 4586021 

Matched peptides No.: 23         Total peptides No.: 71 

Calculated Mr: 98720             Calculated pI: 5.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 



Spot No.: 19   

Mascot score: 155   Sequence coverage %: 31                      

NCBI accession No.: gi| 18407650 

Matched peptides No.: 27         Total peptides No.: 71 

Calculated Mr: 86345            Calculated pI: 5.43 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 

 



Spot No.: 20  

Mascot score: 94   Sequence coverage %: 19 

NCBI accession No.: gi| 77548468 

Matched peptides No.: 24         Total peptides No.: 85 

Calculated Mr: 115734             Calculated pI: 5.29 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 



Spot No.: 21  

Mascot score: 90                Sequence coverage %: 23 

NCBI accession No.: gi| 303276186 

Matched peptides No.: 44         Total peptides No.: 126 

Calculated Mr: 188682             Calculated pI: 6.11 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptides information: 

 



Spot No.: 22  

Mascot score: 90                Sequence coverage %: 25 

NCBI accession No.: gi| 294460288 

Matched peptides No.: 12         Total peptides No.: 71 

Calculated Mr: 52848             Calculated pI: 5.97 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

Matched peptides information: 

 



Spot No.: 23   

Mascot score: 81   Sequence coverage %: 34                      

NCBI accession No.: gi| 125575959 

Matched peptides No.: 12         Total peptides No.: 111 

Calculated Mr: 29568            Calculated pI: 5.53 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 

 

 



Spot No.: 24  

Mascot score: 82   Sequence coverage %: 26 

NCBI accession No.: gi| 168036931 

Matched peptides No.: 17         Total peptides No.: 116 

Calculated Mr: 49474             Calculated pI: 9.31 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 



Spot No.: 25   

Mascot score: 96   Sequence coverage %: 26                      

NCBI accession No.: gi| 168037847 

Matched peptides No.: 20         Total peptides No.: 53 

Calculated Mr: 70593            Calculated pI: 9.86 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 



Spot No.: 26  

Mascot score: 81   Sequence coverage %: 36 

NCBI accession No.: gi| 168014980 

Matched peptides No.: 14         Total peptides No.: 115 

Calculated Mr: 29082             Calculated pI: 9.53 

Annotated PMF spectra: 

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 



Spot No.: 27  

Mascot score: 145   Sequence coverage %: 42 

NCBI accession No.: gi| 27752799 

Matched peptides No.: 26         Total peptides No.: 106 

Calculated Mr: 47920             Calculated pI: 6.12 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 



Spot No.: 28  

Mascot score: 104   Sequence coverage %: 24                      

NCBI accession No.: gi| 2623298 

Matched peptides No.: 21         Total peptides No.: 56 

Calculated Mr: 86044            Calculated pI: 5.57 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 29 

Mascot score: 110   Sequence coverage %: 24                      

NCBI accession No.: gi| 312283107 

Matched peptides No.: 17         Total peptides No.: 42 

Calculated Mr: 78095            Calculated pI: 5.74 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 30   

Mascot score: 102   Sequence coverage %: 16                      

NCBI accession No.: gi| 157342076 

Matched peptides No.: 13         Total peptides No.: 26 

Calculated Mr: 78285             Calculated pI: 4.98 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 31 

Mascot score: 98   Sequence coverage %: 20 

NCBI accession No.: gi| 4586021 

Matched peptides No.: 23         Total peptides No.: 68 

Calculated Mr: 98720             Calculated pI: 5.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 

 



Spot No.: 32  

Mascot score: 123   Sequence coverage %: 16                      

NCBI accession No.: gi| 4586021 

Matched peptides No.: 18         Total peptides No.: 33 

Calculated Mr: 98720            Calculated pI: 5.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 



Spot No.: 33   

Mascot score: 93   Sequence coverage %: 12                      

NCBI accession No.: gi| 15232704 

Matched peptides No.: 12         Total peptides No.: 24 

Calculated Mr: 95499            Calculated pI: 5.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 34   

Mascot score: 240   Sequence coverage %: 49                      

NCBI accession No.: gi| 4185573 

Matched peptides No.: 35         Total peptides No.: 84 

Calculated Mr: 52905            Calculated pI: 6.09 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 
 
 



Spot No.: 35 

Mascot score: 87      Sequence coverage %: 27 

NCBI accession No.: gi| 15226573 

Matched peptides No.: 19         Total peptides No.: 108 

Calculated Mr: 65977             Calculated pI: 5.95 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 



Spot No.: 36   

Mascot score: 107   Sequence coverage %: 15                      

NCBI accession No.: gi| 15233349 

Matched peptides No.: 15         Total peptides No.: 29 

Calculated Mr: 98774            Calculated pI: 5.98 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 37   

Mascot score: 94   Sequence coverage %: 19                      

NCBI accession No.: gi| 14596025 

Matched peptides No.: 20         Total peptides No.: 55 

Calculated Mr: 113852            Calculated pI: 6.51 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 38  

Mascot score: 103               Sequence coverage %: 51 

NCBI accession No.: gi| 312281703 

Matched peptides No.: 14         Total peptides No.: 70 

Calculated Mr: 38065             Calculated pI: 5.48 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 



Spot No.: 39  

Mascot score: 86                Sequence coverage %: 43 

NCBI accession No.: gi| 312281829 

Matched peptides No.: 15         Total peptides No.: 105 

Calculated Mr: 43118             Calculated pI: 6.49 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
  
 



Spot No.: 40   

Mascot score: 86   Sequence coverage %: 15                     

NCBI accession No.: gi| 15238686 

Matched peptides No.: 12         Total peptides No.: 28 

Calculated Mr: 84646            Calculated pI: 6.09 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 



Spot No.: 41 

Mascot score: 93   Sequence coverage %: 14                      

NCBI accession No.: gi| 146572852 

Matched peptides No.: 9         Total peptides No.: 27 

Calculated Mr: 61174             Calculated pI: 6.27 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 



Spot No.: 42 

Mascot score: 87   Sequence coverage %: 17                      

NCBI accession No.: gi| 152207441 

Matched peptides No.: 13         Total peptides No.: 38 

Calculated Mr: 62750            Calculated pI: 8.71 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 43   

Mascot score: 86   Sequence coverage %: 37                     

NCBI accession No.: gi| 78096539 

Matched peptides No.: 10         Total peptides No.: 42 

Calculated Mr: 23412            Calculated pI: 9.37 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 44   

Mascot score: 84   Sequence coverage %: 20                      

NCBI accession No.: gi| 152207441 

Matched peptides No.: 14         Total peptides No.: 51 

Calculated Mr: 62750            Calculated pI: 8.71 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 45   

Mascot score: 85   Sequence coverage %: 19                      

NCBI accession No.: gi| 10177293 

Matched peptides No.: 12         Total peptides No.: 33 

Calculated Mr: 61812            Calculated pI: 9.60 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 46  

Mascot score: 84                 Sequence coverage %: 24 

NCBI accession No.: gi| 34849893 

Matched peptides No.: 20         Total peptides No.: 76 

Calculated Mr: 89768             Calculated pI: 6.52 

Annotated PMF spectra: 

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 47  

Mascot score: 171                 Sequence coverage %: 39 

NCBI accession No.: gi| 30959098 

Matched peptides No.: 25         Total peptides No.: 108 

Calculated Mr: 49918             Calculated pI: 6.12 

Annotated PMF spectra: 

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 48  

Mascot score: 87   Sequence coverage %: 23 

NCBI accession No.: gi| 312282657 

Matched peptides No.: 11         Total peptides No.: 38 

Calculated Mr: 53947            Calculated pI: 6.43 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 



Spot No.: 49   

Mascot score: 82   Sequence coverage %: 14                      

NCBI accession No.: gi| 4210334 

Matched peptides No.: 7         Total peptides No.: 13 

Calculated Mr: 50272            Calculated pI: 6.00 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 50   

Mascot score: 150   Sequence coverage %: 39                      

NCBI accession No.: gi| 3033398 

Matched peptides No.: 18         Total peptides No.: 57 

Calculated Mr: 59890            Calculated pI: 5.89 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 51 

Mascot score: 111   Sequence coverage %: 34                      

NCBI accession No.: gi| 22417145 

Matched peptides No.: 15         Total peptides No.: 66 

Calculated Mr: 41355            Calculated pI: 10.68 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 

 
 
 
 
 
 
 
 
 

 
 
 

 
 



Spot No.: 52 

92   Sequence coverage %: 17 

NCBI accession No.: gi| 30693102 

Matched peptides No.: 12         Total peptides No.: 30 

Calculated Mr: 82214            Calculated pI: 6.24 

Annotated PMF spectra:  

Mascot score: 

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 

 
 

 
 



Spot No.: 53 

Mascot score: 85   Sequence coverage %: 19 

NCBI accession No.: gi| 152207441 

Matched peptides No.: 10         Total peptides No.: 19 

Calculated Mr: 62750            Calculated pI: 8.71 
 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 



Spot No.: 54   

Mascot score: 122   Sequence coverage %: 21                     

NCBI accession No.: gi| 15226573 

Matched peptides No.: 16         Total peptides No.: 38 

Calculated Mr: 65977            Calculated pI: 5.95 

nnotated PMF spectra:  A

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 
 
 

 
 

 
 



Spot No.: 55   

Mascot score: 143   Sequence coverage %: 34                     

NCBI accession No.: gi| 23397093 

Matched peptides No.: 22         Total peptides No.: 87 

Calculated Mr: 65878             Calculated pI: 5.85 

Annotated PMF spectra: 

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 

 
 
 
 

 
 



Spot No.: 56   

                    

NCBI accession No.: gi| 5817375 

Matched peptides No.: 9         Total peptides No.: 20 

Calculated Mr: 49130            Calculated pI: 6.74 

Annotated PMF spectra:  

Mascot score: 98   Sequence coverage %: 21  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 57 

Mascot score: 112   Sequence coverage %: 43 

NCBI accession No.: gi| 13431553 

Matched peptides No.: 19         Total peptides No.: 114 

Calculated Mr: 44111             Calculated pI: 6.24 

ed PMF spectra:  Annotat

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

  

 



Spot No.: 58  

Mascot score: 146   Sequence coverage %: 23                      

NCBI accession No.: gi| 15223226 

Matched peptides No.: 15         Total peptides No.: 27 

63670            Calculated pI: 5.56 Calculated Mr: 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 



Spot No.: 59   

Mascot score: 124   Sequence coverage %: 31                      

NCBI accession No.: gi| 15223226 

Matched peptides No.: 16         Total peptides No.: 52 

Calculated Mr: 63670            Calculated pI: 5.56 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 



Spot No.: 60   

Mascot score: 93   Sequence coverage %: 24                      

NCBI accession No.: gi| 22328910 

Matched peptides No.: 14         Total peptides No.: 57 

Calculated Mr: 54154             Calculated pI: 6.25 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 



Spot No.: 61   

Mascot score: 112   Sequence coverage %: 24                      

NCBI accession No.: gi| 15242093 

Matched peptides No.: 13         Total peptides No.: 31 

Calculated Mr: 57763            Calculated pI: 5.59 

ed PMF spectra:  Annotat

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 
 
 



Spot No.: 62   

Mascot score: 145   Sequence coverage %: 31                      

NCBI accession No.: gi| 18391066 

Matched peptides No.: 18         Total peptides No.: 47 

Calculated Mr: 60770            Calculated pI: 5.32 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 



Spot No.: 63  

Mascot score: 87   Sequence coverage %: 49 

NCBI accession No.: gi| 30690323 

Matched peptides No.: 19         Total peptides No.: 169 

Calculated Mr: 39646             Calculated pI: 9.44 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 
 
 
 
 
 

 
 
 
 

 
 



Spot No.: 64  

Mascot score: 108   Sequence coverage %: 32 

NCBI accession No.: gi| 15228194 

Matched peptides No.: 16         Total peptides No.: 87 

42787             Calculated pI: 6.17 Calculated Mr: 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 

 
 
 
 
 
 
 
 
 

 
 

 
 



Spot No.: 65 

Mascot score: 84   Sequence coverage %: 29 

NCBI accession No.: gi| 15234171 

Matched peptides No.: 29         Total peptides No.: 106 

87227             Calculated pI: 5.06 Calculated Mr: 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 



Spot No.: 66   

Mascot score: 82   Sequence coverage %: 40                      

NCBI accession No.: gi| 6093122 

Matched peptides No.: 19         Total peptides No.: 108 

Calculated Mr: 65243             Calculated pI: 9.01 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

Matched peptides information: 

 
 



Spot No.: 67 

Mascot score: 81   Sequence coverage %: 13                      

NCBI accession No.: gi| 302608108 

Matched peptides No.: 14         Total peptides No.: 41 

Calculated Mr: 109709            Calculated pI: 5.88 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 

 
 
 
 
 
 
 
 
 

 
 



Spot No.: 68   

Mascot score: 236   Sequence coverage %: 33                      

NCBI accession No.: gi| 7525018 

Matched peptides No.: 19         Total peptides No.: 29 

Calculated Mr: 55351            Calculated pI: 5.19 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 



Spot No.: 69 

Mascot score: 82   Sequence coverage %: 31 

NCBI accession No.: gi| 157830716 

Matched peptides No.: 8         Total peptides No.: 103 

Calculated Mr: 27386             Calculated pI: 6.23 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
  
 



Spot No.: 70 

Mascot score: 84   Sequence coverage %: 46 

NCBI accession No.: gi| 222640350 

atched peptides No.: 14         Total peptides No.: 104 

    Calculated pI: 11.42 

ed PMF spectra:  

M

Calculated Mr: 23549         

Annotat

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 



Spot No.: 71   

Mascot score: 81   Sequence coverage %: 20                     

NCBI accession No.: gi| 44190501 

No.: 15         Total peptides No.: 65 

84907            Calculated pI: 5.69 

Annotated PMF spectra:  

Matched peptides 

Calculated Mr: 

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 



Spot No.: 72 

Mascot score: 102   Sequence coverage %: 28                      

NCBI accession No.: gi| 15220329 

Matched peptides No.: 11         Total peptides No.: 34 

Calculated Mr: 50194            Calculated pI: 4.93 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
 
 
 
 
 

 
 



Spot No.: 73 

Mascot score: 82   Sequence coverage %: 15                      

NCBI accession No.: gi| 110738696 

Matched peptides No.: 11         Total peptides No.: 27 

Calculated Mr: 71308            Calculated pI: 6.47 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 74   

Mascot score: 170   Sequence coverage %: 32                      

NCBI accession No.: gi| 2493132 

Matched peptides No.: 17         Total peptides No.: 31 

Calculated Mr: 53806            Calculated pI: 5.12 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 75 

Mascot score: 109   Sequence coverage %: 52 

NCBI accession No.: gi| 7708185 

Matched peptides No.: 25         Total peptides No.: 157 

 Calculated Mr: 52907             Calculated pI: 5.21

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M
 

 
 
 
 
 
 
 
 
 
 



Spot No.: 76   

                   

 

Mascot score: 81   Sequence coverage %: 12  

NCBI accession No.: gi| 22328910

Matched peptides No.: 10         Total peptides No.: 22 

Calculated Mr: 54154            Calculated pI: 6.25 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 
 

 
 
 
 
 
 
 
 
 
 

 
 
 
 
 
 
 
 
 



Spot No.: 77   

Mascot score: 94   Sequence coverage %: 21                     

NCBI accession No.: gi| 15218090 

Matched peptides No.: 15         Total peptides No.: 45 

Calculated Mr: 54539            Calculated pI: 5.94 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 78   

Mascot score: 86   Sequence coverage %: 54                      

NCBI accession No.: gi| 19769 

Matched peptides No.: 15         Total peptides No.: 112 

Calculated Mr: 25251            Calculated pI: 9.78 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 

 
 
 
 
 
 
 



Spot No.: 79 

Mascot score: 81   Sequence coverage %: 32 

NCBI accession No.: gi| 308799665 

2 

Matched peptides No.: 21         Total peptides No.: 114 

Calculated Mr: 71166             Calculated pI: 10.6

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 80   

                      Mascot score: 203   Sequence coverage %: 39

NCBI accession No.: gi| 157336951 

Matched peptides No.: 17         Total peptides No.: 31 

Calculated Mr: 47196             Calculated pI: 5.42 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 

 
 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 81   

Mascot score: 172   Sequence coverage %: 43                      

NCBI accession No.: gi| 312281677 

Matched peptides No.: 26         Total peptides No.: 73 

Calculated Mr: 57475             Calculated pI: 6.24 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 82   

Mascot score: 87   Sequence coverage %: 25                      

NCBI accession No.: gi| 168054422 

Matched peptides No.: 5         Total peptides No.: 17 

Calculated Mr: 13541            Calculated pI: 5.36 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 



Spot No.: 83   

Mascot score: 93   Sequence coverage %: 27                      

NCBI accession No.: gi| 312281815 

Matched peptides No.: 13         Total peptides No.: 29 

Calculated Mr: 47893            Calculated pI: 5.55 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 84   

Mascot score: 162   Sequence coverage %: 26                      

NCBI accession No.: gi| 15223186 

Matched peptides No.: 16         Total peptides No.: 34 

Calculated Mr: 53980            Calculated pI: 6.21 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 

 
 
 
 



Spot No.: 85   

Mascot score: 125   Sequence coverage %: 19                      

NCBI accession No.: gi| 68655456 

Matched peptides No.: 11         Total peptides No.: 21 

Calculated Mr: 49960            Calculated pI: 5.81 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 

 
 
 
 



Spot No.: 86   

Mascot score: 81   Sequence coverage %: 14                      

NCBI accession No.: gi| 30688330 

Matched peptides No.: 9         Total peptides No.: 15 

Calculated Mr: 53780            Calculated pI: 6.49 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 87   

Mascot score: 96   Sequence coverage %: 26                      

NCBI accession No.: gi| 30688330 

Matched peptides No.: 9         Total peptides No.: 27 

Calculated Mr: 46598            Calculated pI: 5.55 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 

 

nformation: Matched peptides i

 
 
 
 
 



Spot No.: 88   

Mascot score: 83   Sequence coverage %: 40                      

NCBI accession No.: gi| 76782076 

Matched peptides No.: 9         Total peptides No.: 61 

Calculated Mr: 19172            Calculated pI: 5.70 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 

 
 
 
 



Spot No.: 89 

Mascot score: 96   Sequence coverage %: 20                      

NCBI accession No.: gi| 116787113 

 Matched peptides No.: 10         Total peptides No.: 22

Calculated Mr: 53356            Calculated pI: 5.66 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 90   

Mascot score: 93   Sequence coverage %: 23                      

NCBI accession No.: gi| 15234354 

Matched peptides No.: 8         Total peptides No.: 19 

Calculated Mr: 43627            Calculated pI: 5.67 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 



Spot No.: 91 

Mascot score: 88   Sequence coverage %: 18                      

NCBI accession No.: gi| 30691729 

Matched peptides No.: 9         Total peptides No.: 30 

Calculated Mr: 47767            Calculated pI: 5.93 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 



Spot No.: 92 

Mascot score: 84   Sequence coverage %: 23 

NCBI accession No.: gi| 116057683 

 

 

Matched peptides No.: 20         Total peptides No.: 89

Calculated Mr: 99984             Calculated pI: 6.39

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i
 

 
 
 
 
 
 
 
 



Spot No.: 93   

                      Mascot score: 177   Sequence coverage %: 33

NCBI accession No.: gi| 15232704 

Matched peptides No.: 13         Total peptides No.: 20 

Calculated Mr: 52824            Calculated pI: 7.60 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 94   

Mascot score: 170   Sequence coverage %: 24                      

NCBI accession No.: gi| 15383744 

Matched peptides No.: 18         Total peptides No.: 24 

Calculated Mr: 62192            Calculated pI: 6.26 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 95   

Mascot score: 82     Sequence coverage %: 18                      

NCBI accession No.: gi| 18394801 

Matched peptides No.: 9         Total peptides No.: 14 

Calculated Mr: 53718            Calculated pI: 6.15 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 96   

Mascot score: 253   Sequence coverage %: 33                      

NCBI accession No.: gi| 125857763 

 Matched peptides No.: 22         Total peptides No.: 36

Calculated Mr: 48871            Calculated pI: 6.13 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 



Spot No.: 97 

Mascot score: 88                Sequence coverage %: 32 

NCBI accession No.: gi| 308810769 

Matched peptides No.: 24         Total peptides No.: 130 

 Calculated Mr: 77406             Calculated pI: 6.47

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
  
 



Spot No.: 98 

Mascot score: 96   Sequence coverage %: 24 

NCBI accession No.: gi| 226461739 

Matched peptides No.: 48         Total peptides No.: 111 

Calculated Mr: 188682             Calculated pI: 6.11 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 
 
  
 



Spot No.: 99 

Mascot score: 92   Sequence coverage %: 20                      

NCBI accession No.: gi| 15232704 

Matched peptides No.: 10         Total peptides No.: 22 

Calculated Mr: 52304            Calculated pI: 7.11 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 100   

        

 

 

Mascot score: 97                Sequence coverage %: 31          

NCBI accession No.: gi| 312281543

Matched peptides No.: 11         Total peptides No.: 32 

Calculated Mr: 50983             Calculated pI: 6.67

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 101   

Mascot score: 90   Sequence coverage %: 24                      

NCBI accession No.: gi| 297807495 

Matched peptides No.: 13         Total peptides No.: 41 

Calculated Mr: 42647            Calculated pI: 7.64 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 
 
 



Spot No.: 102   

Mascot score: 87   Sequence coverage %: 41                      

NCBI accession No.: gi| 255611315 

Matched peptides No.: 17         Total peptides No.: 82 

Calculated Mr: 37517             Calculated pI: 7.64 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 
 
 



Spot No.: 103   

Mascot score: 83   Sequence coverage %: 28                      

NCBI accession No.: gi| 22326744 

Matched peptides No.: 9         Total peptides No.: 35 

Calculated Mr: 40647            Calculated pI: 8.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 104   

Mascot score: 87   Sequence coverage %: 20                      

NCBI accession No.: gi| 9294283 

Matched peptides No.: 8         Total peptides No.: 23 

Calculated Mr: 42298            Calculated pI: 5.20 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 105 

Mascot score: 84   Sequence coverage %: 25                      

NCBI accession No.: gi| 75149864 

Matched peptides No.: 9         Total peptides No.: 21 

Calculated Mr: 50562            Calculated pI: 6.43 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 106   

 

 

Mascot score: 96   Sequence coverage %: 18                      

NCBI accession No.: gi| 77556926 

Matched peptides No.: 10         Total peptides No.: 23

Calculated Mr: 45918             Calculated pI: 7.99

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 107   

Mascot score: 91   Sequence coverage %: 24                     

NCBI accession No.: gi| 710400 

Matched peptides No.: 13         Total peptides No.: 31 

Calculated Mr: 43460            Calculated pI: 6.84 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 



Spot No.: 108   

Mascot score: 108   Sequence coverage %: 24                     

NCBI accession No.: gi| 15226690 

Matched peptides No.: 12         Total peptides No.: 29 

Calculated Mr: 43724            Calculated pI: 8.29 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 109   

Mascot score: 118   Sequence coverage %: 42                      

NCBI accession No.: gi| 312282695 

Matched peptides No.: 13         Total peptides No.: 30 

Calculated Mr: 35946            Calculated pI: 6.33 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 

 
 
 
 



Spot No.: 110   

Mascot score: 163               Sequence coverage %: 57                  

 

NCBI accession No.: gi| 312282121 

Matched peptides No.: 19         Total peptides No.: 50 

Calculated Mr: 36888             Calculated pI: 6.20

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 



Spot No.: 111   

Mascot score: 109   Sequence coverage %: 35                     

NCBI accession No.: gi| 166702 

Matched peptides No.: 12         Total peptides No.: 29 

Calculated Mr: 37937            Calculated pI: 7.00 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 112   

Mascot score: 95   Sequence coverage %: 21                      

NCBI accession No.: gi| 15238762 

Matched peptides No.: 11         Total peptides No.: 21 

Calculated Mr: 44781            Calculated pI: 6.38 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 113 

Mascot score: 149   Sequence coverage %: 36                      

NCBI accession No.: gi| 312281829 

Matched peptides No.: 14         Total peptides No.: 24 

Calculated Mr: 43118            Calculated pI: 6.49 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 



Spot No.: 114 

Mascot score: 86   Sequence coverage %: 49 

NCBI accession No.: gi| 219563256 

Matched peptides No.: 5         Total peptides No.: 17 

Calculated Mr: 9397            Calculated pI: 5.33 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 



Spot No.: 115   

                      

 

 

Mascot score: 116   Sequence coverage %: 20

NCBI accession No.: gi| 15231702 

Matched peptides No.: 12         Total peptides No.: 26

Calculated Mr: 46629            Calculated pI: 6.41

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 116   

Mascot score: 113   Sequence coverage %: 26                      

NCBI accession No.: gi| 15231702 

Matched peptides No.: 11         Total peptides No.: 25 

Calculated Mr: 46629            Calculated pI: 6.41 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 



Spot No.: 117   

Mascot score: 81   Sequence coverage %: 17                      

NCBI accession No.: gi| 15226489 

Matched peptides No.: 6         Total peptides No.: 13 

Calculated Mr: 35330            Calculated pI: 6.16 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 



Spot No.: 118   

Mascot score: 97   Sequence coverage %: 38                      

NCBI accession No.: gi| 312281559 

 

 

Matched peptides No.: 14         Total peptides No.: 49

Calculated Mr: 38617             Calculated pI: 5.90

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 

 
 
 
 



Spot No.: 119   

Mascot score: 129   Sequence coverage %: 30                      

NCBI accession No.: gi| 15226610 

Matched peptides No.: 13         Total peptides No.: 33 

Calculated Mr: 39815            Calculated pI: 5.80 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 



Spot No.: 120   

Mascot score: 85   Sequence coverage %: 14                      

NCBI accession No.: gi| 1145344987 

Matched peptides No.: 11         Total peptides No.: 17 

Calculated Mr: 76292            Calculated pI: 5.49 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 

 
 
 
 



Spot No.: 121 

Mascot score: 83   Sequence coverage %: 22                      

NCBI accession No.: gi| 26450910 

Matched peptides No.: 10         Total peptides No.: 48 

Calculated Mr: 68864            Calculated pI: 8.70 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

atched peptides information: M

 

 
 
 
 



Spot No.: 122   

 

Mascot score: 126   Sequence coverage %: 40                      

NCBI accession No.: gi| 207667274

Matched peptides No.: 11         Total peptides No.: 26 

Calculated Mr: 42520            Calculated pI: 8.51 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 

 
 
 
 
 

 
 
 
 



Spot No.: 123   

Mascot score: 88   Sequence coverage %: 30                      

NCBI accession No.: gi| 9454574 

Matched peptides No.: 11         Total peptides No.: 43 

Calculated Mr: 33474            Calculated pI: 7.03 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 124   

Mascot score: 94   Sequence coverage %: 22                      

NCBI accession No.: gi| 22330196 

Matched peptides No.: 8         Total peptides No.: 12 

Calculated Mr: 41927            Calculated pI: 6.56 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 
 
 



Spot No.: 125   

Mascot score: 98   Sequence coverage %: 25                      

NCBI accession No.: gi| 5903052 

Matched peptides No.: 10         Total peptides No.: 28 

Calculated Mr: 42000            Calculated pI: 6.98 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 
 
 



Spot No.: 126 

Mascot score: 91   Sequence coverage %: 28                      

NCBI accession No.: gi| 15242351 

Matched peptides No.: 10         Total peptides No.: 18 

Calculated Mr: 41377            Calculated pI: 5.76 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 127  

 

Mascot score: 81   Sequence coverage %: 90                      

NCBI accession No.: gi| 115443951

Matched peptides No.: 12         Total peptides No.: 55 

Calculated Mr: 27078            Calculated pI: 9.30 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 



Spot No.: 128 

Mascot score: 95            Sequence coverage %: 34 

NCBI accession No.: gi| 312281543 

Matched peptides No.: 14         Total peptides No.: 49 

Calculated Mr: 50983            Calculated pI: 6.67 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 



Spot No.: 129   

            Mascot score: 156   Sequence coverage %: 40         

NCBI accession No.: gi| 15239282 

Matched peptides No.: 18         Total peptides No.: 43 

Calculated Mr: 40643            Calculated pI: 8.32 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 



Spot No.: 130   

Mascot score: 94   Sequence coverage %: 21                      

NCBI accession No.: gi| 11228579 

Matched peptides No.: 8         Total peptides No.: 20 

Calculated Mr: 36905            Calculated pI: 5.39 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 
 



Spot No.: 131   

Mascot score: 96   Sequence coverage %: 8                      

NCBI accession No.: gi| 116060520 

 

 

Matched peptides No.: 11         Total peptides No.: 17

Calculated Mr: 106933            Calculated pI: 6.77

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 132   

Mascot score: 133   Sequence coverage %: 32                      

NCBI accession No.: gi| 2317731 

Matched peptides No.: 13         Total peptides No.: 39 

Calculated Mr: 41875             Calculated pI: 5.93 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 



Spot No.: 133 

Mascot score: 174   Sequence coverage %: 26                      

NCBI accession No.: gi| 18391442 

Matched peptides No.: 15         Total peptides No.: 27 

Calculated Mr: 42878            Calculated pI: 5.40 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 



Spot No.: 134 

Mascot score: 97              Sequence coverage %: 31 

NCBI accession No.: gi| 312281543 

Matched peptides No.: 11         Total peptides No.:32 

Calculated Mr: 48352            Calculated pI: 6.81 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 



Spot No.: 135   

           Mascot score: 104   Sequence coverage %: 34           

NCBI accession No.: gi| 4139264 

Matched peptides No.: 12         Total peptides No.: 42 

Calculated Mr: 41888            Calculated pI: 5.29 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 



Spot No.: 136   

Mascot score: 95   Sequence coverage %: 27                      

NCBI accession No.: gi| 145327759 

Matched peptides No.: 13         Total peptides No.: 47 

Calculated Mr: 41079            Calculated pI: 5.44 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 



Spot No.: 137 

Mascot score: 163   Sequence coverage %: 37 

NCBI accession No.: gi| 27752799 

Matched peptides No.: 23         Total peptides No.: 100 

 Calculated Mr: 47920             Calculated pI: 6.12

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M
 

 
 
 



Spot No.: 138   

                     Mascot score: 140   Sequence coverage %: 38 

NCBI accession No.: gi| 15222551 

Matched peptides No.: 17         Total peptides No.: 31 

Calculated Mr: 44721            Calculated pI: 5.71 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 



Spot No.: 139 

Mascot score: 93   Sequence coverage %: 48 

NCBI accession No.: gi| 13926291 

Matched peptides No.: 15         Total peptides No.: 122 

 Calculated Mr: 35335             Calculated pI: 5.55

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 

 
 
 
 

 
 



Spot No.: 140   

                      

 

Mascot score: 103   Sequence coverage %: 20

NCBI accession No.: gi| 154017627

Matched peptides No.: 8         Total peptides No.: 23 

Calculated Mr: 47865            Calculated pI: 6.04 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 



Spot No.: 141   

Mascot score: 114   Sequence coverage %: 28                      

NCBI accession No.: gi| 15233888 

Matched peptides No.: 13         Total peptides No.: 27 

 Calculated Mr: 46526             Calculated pI: 6.08

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 



Spot No.: 142   

Mascot score: 101   Sequence coverage %: 34                      

NCBI accession No.: gi| 297841979 

Matched peptides No.: 12         Total peptides No.: 28 

Calculated Mr: 32482             Calculated pI: 5.03 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

atched peptides information: M

 
 
 



Spot No.: 143   

Mascot score: 191   Sequence coverage %: 37                      

NCBI accession No.: gi| 15228149 

Matched peptides No.: 16         Total peptides No.: 23 

Calculated Mr: 42787             Calculated pI: 6.17 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 



Spot No.: 144 

Mascot score: 93   Sequence coverage %: 44 

NCBI accession No.: gi| 21593565 

Matched peptides No.: 18         Total peptides No.: 70 

Calculated Mr: 35982             Calculated pI: 7.00 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 145   

                     

 

Mascot score: 81   Sequence coverage %: 27 

NCBI accession No.: gi| 303275508

Matched peptides No.: 22         Total peptides No.: 87 

Calculated Mr: 99906             Calculated pI: 5.37 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 



Spot No.: 146  

Mascot score: 85               Sequence coverage %: 22  

NCBI accession No.: gi| 168030082 

Matched peptides No.: 12        Total peptides No.: 26 

Calculated Mr: 43708            Calculated pI: 9.82 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 



Spot No.: 147 

Mascot score: 89   Sequence coverage %: 25 

NCBI accession No.: gi| 15223186 

Matched peptides No.: 14         Total peptides No.: 58 

 Calculated Mr: 53980             Calculated pI: 6.21

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 



Spot No.: 148 

Mascot score: 85   Sequence coverage %: 38 

NCBI accession No.: gi| 15240013 

Matched peptides No.: 12         Total peptides No.: 106 

Calculated Mr: 35349             Calculated pI: 5.55 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M
 

 
 
 

 
 
 
 
 
 
 

 
 
 
 



Spot No.: 149 

Mascot score: 96   Sequence coverage %: 58 

NCBI accession No.: gi| 312282325 

Matched peptides No.: 15         Total peptides No.: 78 

Calculated Mr: 35258             Calculated pI: 5.92 

Annotated PMF spectra: 

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 150 

Mascot score: 99             Sequence coverage %: 47 

 

NCBI accession No.: gi| 30690323 

Matched peptides No.: 21         Total peptides No.: 129

Calculated Mr: 39646             Calculated pI: 9.44 

Annotated PMF spectra: 

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 151 

Mascot score: 146   Sequence coverage %: 54 

NCBI accession No.: gi| 166359602 

 

Matched peptides No.: 20         Total peptides No.: 132 

Calculated Mr: 24136             Calculated pI: 6.17 

Annotated PMF spectra: 

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 152 

Mascot score: 171      Sequence coverage %: 39 

NCBI accession No.: gi| 30959098 

Matched peptides No.: 25         Total peptides No.: 108 

Calculated Mr: 49918             Calculated pI: 6.12 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 153 

Mascot score: 101              Sequence coverage %: 45   

NCBI accession No.: gi| 15240599 

Matched peptides No.: 13        Total peptides No.: 57 

Calculated Mr: 35262            Calculated pI: 5.08 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 



Spot No.: 154   

       

 

 

Mascot score: 127   Sequence coverage %: 33               

NCBI accession No.: gi| 26450878 

Matched peptides No.: 10         Total peptides No.: 14

Calculated Mr: 34325             Calculated pI: 5.09

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 



Spot No.: 155 

Mascot score: 90   Sequence coverage %: 35 

NCBI accession No.: gi| 225437683 

 Matched peptides No.: 20         Total peptides No.: 109

Calculated Mr: 46872             Calculated pI: 8.44 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 
 
 
 



Spot No.: 156   

                     Mascot score: 94   Sequence coverage %: 17 

NCBI accession No.: gi| 159485986 

Matched peptides No.: 10         Total peptides No.: 38 

Calculated Mr: 48240            Calculated pI: 9.58 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 



Spot No.: 157 

Mascot score: 98                Sequence coverage %: 49 

NCBI accession No.: gi| 312281705 

Matched peptides No.: 25         Total peptides No.: 150 

 Calculated Mr: 48202             Calculated pI: 6.08

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 158 

Mascot score: 82                 Sequence coverage %: 54                 

 

NCBI accession No.: gi| 223515525 

Matched peptides No.: 9          Total peptides No.: 55 

Calculated Mr: 17518             Calculated pI: 10.83

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 



Spot No.: 159 

Mascot score: 96   Sequence coverage %: 27 

NCBI accession No.: gi| 166406194 

Matched peptides No.: 15         Total peptides No.: 119 

Calculated Mr: 47715             Calculated pI: 5.84 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 160  

 Mascot score: 120   Sequence coverage %: 50

NCBI accession No.: gi| 312281705 

Matched peptides No.: 27         Total peptides No.: 147 

Calculated Mr: 48202             Calculated pI: 6.08 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 
 

 

 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 161 

Mascot score: 84   Sequence coverage %: 15                      

NCBI accession No.: gi| 116060520 

Matched peptides No.: 7         Total peptides No.: 21 

Calculated Mr: 30727            Calculated pI: 5.06 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 



Spot No.: 162  

9 

 

Mascot score: 93   Sequence coverage %: 33 

NCBI accession No.: gi| 15240578 

Matched peptides No.: 26         Total peptides No.: 12

Calculated Mr: 77064             Calculated pI: 5.17

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 



Spot No.: 163  

Mascot score: 110   Sequence coverage %: 31 

 NCBI accession No.: gi| 116059538

Matched peptides No.: 23         Total peptides No.: 87 

Calculated Mr: 62851             Calculated pI: 6.32 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i
 

 

 
 
 
 
 
 
 
 
 



Spot No.: 164  

Mascot score: 181   Sequence coverage %: 58                      

NCBI accession No.: gi| 26450878 

Matched peptides No.: 18         Total peptides No.: 62 

Calculated Mr: 34325             Calculated pI: 5.09 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 165  

Mascot score: 109   Sequence coverage %: 58 

NCBI accession No.: gi| 7525040 

Matched peptides No.: 26         Total peptides No.: 178 

Calculated Mr: 53957             Calculated pI: 5.38 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 



Spot No.: 166  

Mascot score: 128   Sequence coverage %: 32                      

 NCBI accession No.: gi| 21537360

Matched peptides No.: 14         Total peptides No.: 27 

Calculated Mr: 39459            Calculated pI: 6.97 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 167   

 

Mascot score: 168   Sequence coverage %: 46                      

NCBI accession No.: gi| 15239061 

Matched peptides No.: 15         Total peptides No.: 33 

Calculated Mr: 30685             Calculated pI: 4.99

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

atched peptides information: M

 
 
 
 
 
 



Spot No.: 168   

Mascot score: 96   Sequence coverage %: 33                      

NCBI accession No.: gi| 15220151 

Matched peptides No.: 8         Total peptides No.: 29 

Calculated Mr: 30619            Calculated pI: 4.97 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 



Spot No.: 169   

Mascot score: 94                 Sequence coverage %: 15       

NCBI accession No.: gi| 225461150 

 

 

Matched peptides No.: 12         Total peptides No.: 33

Calculated Mr: 86688             Calculated pI: 6.66

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 170   

Mascot score: 84   Sequence coverage %: 21                      

NCBI accession No.: gi| 15240013 

Matched peptides No.: 6         Total peptides No.: 10 

Calculated Mr: 35349            Calculated pI: 5.55 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 171   

Mascot score: 119   Sequence coverage %: 29                      

NCBI accession No.: gi| 49359169 

Matched peptides No.: 9         Total peptides No.: 18 

Calculated Mr: 37078            Calculated pI: 6.78 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 



Spot No.: 172   

Mascot score: 84   Sequence coverage %: 21                      

NCBI accession No.: gi| 18408627 

Matched peptides No.: 9         Total peptides No.: 22 

Calculated Mr: 34680            Calculated pI: 8.31 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 173  

Mascot score: 84                Sequence coverage %: 24      

NCBI accession No.: gi| 312282781 

 

 

Matched peptides No.: 10         Total peptides No.: 23

Calculated Mr: 27997             Calculated pI: 6.00

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 



Spot No.: 174   

Mascot score: 100   Sequence coverage %: 21                      

NCBI accession No.: gi| 18408627 

Matched peptides No.: 9         Total peptides No.: 19 

Calculated Mr: 34680            Calculated pI: 8.31 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 175   

Mascot score: 85               Sequence coverage %: 36   

NCBI accession No.: gi| 15222972 

Matched peptides No.: 8         Total peptides No.: 42 

Calculated Mr: 34442            Calculated pI: 5.93 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 176   

Mascot score: 83               Sequence coverage %: 19         

 

 

 

NCBI accession No.: gi| 147795173

Matched peptides No.: 19         Total peptides No.: 61

Calculated Mr: 112287            Calculated pI: 8.88

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 177  

Mascot score: 82                  Sequence coverage %: 25 

NCBI accession No.: gi| 226523893 

Matched peptides No.: 31          Total peptides No.: 128 

 Calculated Mr: 129198             Calculated pI: 9.62

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 



Spot No.: 178   

Mascot score: 92               Sequence coverage %: 28 

NCBI accession No.: gi| 312282781 

Matched peptides No.: 9         Total peptides No.: 28 

Calculated Mr: 27997            Calculated pI: 6.00 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 179   

Mascot score: 89               Sequence coverage %: 28 

NCBI accession No.: gi| 88175069 

Matched peptides No.: 7         Total peptides No.: 18 

Calculated Mr: 24790            Calculated pI: 5.16 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 



Spot No.: 180   

Mascot score: 84               Sequence coverage %: 29 

NCBI accession No.: gi| 183206803 

 

 

Matched peptides No.: 16         Total peptides No.: 91

Calculated Mr: 54896             Calculated pI: 6.27

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 



Spot No.: 181  

Mascot score: 276   Sequence coverage %: 49 

NCBI accession No.: gi| 27752799 

Matched peptides No.: 35         Total peptides No.: 127 

Calculated Mr: 47920             Calculated pI: 6.12 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

atched peptides information: M
 

 
 
 
 
 
 
 



Spot No.: 182   

erage %: 29  Mascot score: 94                Sequence cov

NCBI accession No.: gi| 3121825 

Matched peptides No.: 8          Total peptides No.: 15 

Calculated Mr: 29049             Calculated pI: 7.70 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 
 
 
 



Spot No.: 183   

Mascot score: 94   Sequence coverage %: 29                      

NCBI accession No.: gi| 1498198 

Matched peptides No.: 8         Total peptides No.: 12 

Calculated Mr: 28966            Calculated pI: 8.76 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 184   

Mascot score: 116   Sequence coverage %: 48                      

NCBI accession No.: gi| 15231176 

 Matched peptides No.: 10         Total peptides No.: 30

Calculated Mr: 19574            Calculated pI: 5.09 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 

 
 
 
 
 



Spot No.: 185   

Mascot score: 156   Sequence coverage %: 45                      

NCBI accession No.: gi| 15239282 

Matched peptides No.: 19         Total peptides No.: 49 

Calculated Mr: 40643             Calculated pI: 8.32 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 186   

Mascot score: 85   Sequence coverage %: 25                      

NCBI accession No.: gi| 84468402 

Matched peptides No.: 8         Total peptides No.: 18 

Calculated Mr: 33553            Calculated pI: 4.55 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 187 

Mascot score: 88   Sequence coverage %: 29                      

NCBI accession No.: gi| 15232645 

Matched peptides No.: 8         Total peptides No.: 25 

Calculated Mr: 27743            Calculated pI: 7.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 



Spot No.: 188   

 

Mascot score: 85   Sequence coverage %: 51                      

NCBI accession No.: gi| 145334185

Matched peptides No.: 6         Total peptides No.: 12 

Calculated Mr: 12734            Calculated pI: 7.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 

 
 
 
 
 
 
 
 
 

 
 
 
 
 



Spot No.: 189   

Mascot score: 89   Sequence coverage %: 32                      

NCBI accession No.: gi| 15223288 

Matched peptides No.: 9         Total peptides No.: 27 

Calculated Mr: 24640            Calculated pI: 5.73 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 190 

Mascot score: 109   Sequence coverage %: 50                      

NCBI accession No.: gi| 18391006 

Matched peptides No.: 11         Total peptides No.: 43 

Calculated Mr: 20049            Calculated pI: 5.37 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 191   

 

 

Mascot score: 81                 Sequence coverage %: 27    

NCBI accession No.: gi| 312281797

Matched peptides No.: 10         Total peptides No.: 29 

Calculated Mr: 29391             Calculated pI: 8.94

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 

 

atched peptides information: M

 
 
 
 
 
 



Spot No.: 192   

Mascot score: 94               Sequence coverage %: 35   

NCBI accession No.: gi| 312282625 

Matched peptides No.: 8         Total peptides No.: 16 

Calculated Mr: 28229            Calculated pI: 6.84 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 



Spot No.: 193   

Mascot score: 81   Sequence coverage %: 37                      

 

NCBI accession No.: gi| 312282463 

Matched peptides No.: 10         Total peptides No.: 37

Calculated Mr: 30515            Calculated pI: 7.63 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 194   

Mascot score: 81   Sequence coverage %: 29                      

NCBI accession No.: gi| 148515008 

Matched peptides No.: 6         Total peptides No.: 13 

Calculated Mr: 25544            Calculated pI: 8.77 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 
 



Spot No.: 195   

Mascot score: 98               Sequence coverage %: 50    

NCBI accession No.: gi| 1405561 

Matched peptides No.: 11         Total peptides No.: 57 

 Calculated Mr: 24147             Calculated pI: 9.23

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

atched peptides information: M

 
 
 
 
 
 



Spot No.: 196   

Mascot score: 89   Sequence coverage %: 39                      

8 NCBI accession No.: gi| 14851500

Matched peptides No.: 7         Total peptides No.: 12 

Calculated Mr: 25544            Calculated pI: 8.77 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 
 



Spot No.: 197 

Mascot score: 88   Sequence coverage %: 42                      

NCBI accession No.: gi| 2792230 

Matched peptides No.: 8         Total peptides No.: 38 

Calculated Mr: 19967            Calculated pI: 7.00 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 

 

atched peptides information: M

 
 
 
 
 
 
 



Spot No.: 198   

 

Mascot score: 82   Sequence coverage %: 15                      

NCBI accession No.: gi| 21592994

Matched peptides No.: 8         Total peptides No.: 15 

Calculated Mr: 34061            Calculated pI: 9.04 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 
 



Spot No.: 199 

Mascot score: 116   Sequence coverage %: 49                      

NCBI accession No.: gi| 21593565 

Matched peptides No.: 16         Total peptides No.: 62 

Calculated Mr: 35982            Calculated pI: 7.00 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 



Spot No.: 200 

Mascot score: 85   Sequence coverage %: 20                      

NCBI accession No.: gi| 167891400 

Matched peptides No.: 6         Total peptides No.: 13 

Calculated Mr: 26275            Calculated pI: 7.01 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

nformation: Matched peptides i

 
 
 
 
 
 



Spot No.: 201   

 

Mascot score: 112   Sequence coverage %: 53                      

NCBI accession No.: gi| 20230245 

Matched peptides No.: 12         Total peptides No.: 25

Calculated Mr: 26115            Calculated pI: 6.47 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 
 



Spot No.: 202   

Mascot score: 86   Sequence coverage %: 17                      

NCBI accession No.: gi| 15222251 

Matched peptides No.: 10         Total peptides No.: 24 

Calculated Mr: 45544            Calculated pI: 5.96 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 203   

Mascot score: 111   Sequence coverage %: 23                      

NCBI accession No.: gi| 11072026 

Matched peptides No.: 27         Total peptides No.: 79 

Calculated Mr: 114361            Calculated pI: 6.69 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 204   

Mascot score: 117   Sequence coverage %: 23                      

NCBI accession No.: gi| 31593440 

Matched peptides No.: 11         Total peptides No.: 29 

Calculated Mr: 36256            Calculated pI: 7.07 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 205   

Mascot score: 107   Sequence coverage %: 32                      

NCBI accession No.: gi| 312282483 

Matched peptides No.: 13        Total peptides No.: 27 

Calculated Mr: 34165            Calculated pI: 8.40 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 

 
 
 
 
 



Spot No.: 206 

Mascot score: 137   Sequence coverage %: 38                      

NCBI accession No.: gi| 15237225 

Matched peptides No.: 19         Total peptides No.: 59 

Calculated Mr: 44133            Calculated pI: 6.79 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 



Spot No.: 207   

 

Mascot score: 81   Sequence coverage %: 27                      

NCBI accession No.: gi| 308802434

Matched peptides No.: 8         Total peptides No.: 25 

Calculated Mr: 34223            Calculated pI: 6.02 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 
 



Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 208   

Mascot score: 133   Sequence coverage %: 36                      

NCBI accession No.: gi| 166359602 

Matched peptides No.: 12         Total peptides No.: 25 

Calculated Mr: 24136            Calculated pI: 6.17 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 

 

Matched peptides information: 

 
 
 
 
 
 



Spot No.: 209   

Mascot score: 115   Sequence coverage %: 32                      

NCBI accession No.: gi| 15240250 

Matched peptides No.: 9         Total peptides No.: 32 

Calculated Mr: 30275            Calculated pI: 8.24 

Annotated PMF spectra:  

 

Probability Based Mowse Score: 

 



 

Matched peptide sequences: shown in Bold Red 

 
 

Matched peptides information: 

 
 


