A. ECL1FtsX

Lla I11403 ==ILNTSKISNGIENNVRIVAYMELDVHDOETK I ODFRDNAKTINNFDHLKIYDSIKKVE 58
Spy_MGAS10394 ====NIQRVASGVENNVHINTYLOVDSTDAAKY IONTAG--EPVNNDNYHSVYDKIAQIK 54
Spn_D39 SVIFNTAKLATDIENNVREVVVY IRKDVEDNSOTIEKE=G==0TVINNDYHEVYDSLENMS 57
Smi 86 =000 ====ae- KLATDIENNVRVMVY IRKDVADNSETIERE=G==0TVINNDYHEVYNALKGMS 50
Sth_LMD-9 ~VILNTOKLASDIERNIOVNVYLDPDSTDASETVEELSG--0I VANKDYHEIYNALTKIK 57
Efa_TX1330 ====NATFLAQDIEGNVDVSVFVDIGTED========—======== EEMEFLEKELNDLD 39
Ban_Ames ~AIMNMNHFATKVEQDVEIRVHIDPARKEAD D= == ==——————mmm—aa KELEDCOMSKIA 42
Bsu 168 = =MLNLMNNMATNAERQVEIKVLIDLTADDKAD-—======—=maaaa=a DELONDIEELEK 41
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Lla_I11403 NVETVEFSSKEAQLKELTRALGNNWNLFRG==DANFLYDAY IVEADKPANVESVTSKISE 116
Spy_MGAS10394 CVEKITFSSKDEQLERLOETLEDVWNMY D)= ~DTHFLODIYLIETQTPROVEAITERKIRT 112
Spn_D39 TVESVTFSSKEEQYERLTE IMGDNWRIFEG==DANFLYDAY IVEANTPNDVKTIAEDAKK 115
Smi_B6 TVESVTFSSKEEQYERLTETMGDNWRIFEG==DANFLYDAY IVDTNTPSDVKTVAEEAKK 108
Sth_LMD-9 GVDEVTFSSEEEQEKOLIETHGSSFETATG--DANPLSDVY IVOTESPDOVSREVARERRA 115
Efa_TX1330 HVEKVEFSSKEQELERI ONEMGDSWRLFEG==DNNFLYDVYVVSATDPSYTROVAERARD 97
Ban_Ames EVESIKYSSKEEELKRALIKSLEDSCRTFELFEQDNFLENVEFVVEAKEFTDTATIAKKIERK 102
Bsu 168 CIQSVIFSSKERELDOLVDSFEDSCRS LTMEDOENFLNDAFVVETTDPHDTENVARKKIER 101
T..2 TWREE 3o, 2 , 1%, H T O wEW 3 2332 * - 18.a
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Lla_I11403 LSCGIEKATYGGANTARKLFQIAQGIRTWGT 145
Spy_MGAS10394 IEGVERADYGGINSDRKLFEFS======== 133 ® Changes (A177V, F179S,
Spn_D39 IEGVSEVODGGANTERLFKLASFIRV=-== 141 W183L, and S264L) that
8mi_B6 IEGVSEVODECANTERLFFLAS======= 130 suppress either pcsBL78S
Sth_LMD-9 IOGVDNANFGGSDTEILMATMERVOFWGI 144 L219P or pcsB(AIEP Tg
Efa TX1330 LENVSRSDYGGASSDRIFQIAGAVETWG=- 125 mutation
Ban Ames MOFVSHNVQYGE RLFODTVETGENIGI 131
Bsu 168 HEFH:‘EKUEEGEIG‘I?ERLFMGVERH--- 127 ® Changes (V266A and Q268E) that
- i s * . ‘s that are allele specific and only
suppress the pcsB 1785 L219P Tg
FtsX mutation
B.ECL2 00 O ftsX'150K Ts mutation
Ep}*_HGH.ElUSﬂ‘i ===YDLVYEHFADELORMN LMY PLOF =
Epﬂ_DSﬂ FIVYQIVYQSVHESLVEQNLSMISPDLF 28 == Consecutive identical
Smi_B6 ===YEMVYDSVHESLVGONLSMISFEV= 24 amino acids
Efa_TKlSSU -------- QLINPSLIESHYSLIHPEM- 19
Lla I11403 = =  =;cc-ce--- VSLTPSLOSQKLAMFAPEE- 19
Ban_Ames =VTYNSLOGMFNEFLGGTIFELLPYSP- 26
Bsu 168 200 —;ee——-- GWVVPEVOGSFVSLLPYNP- 19
Eth_LH.D-ﬂ ------- YSTLNPDEVEGGISMYDAD=-= 19
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