Table S1. Primer list.

Primer Sequence Matching Amplifies  Orientation
region in from
BARELL DR

LS1 CTGCCTCGCCCACCGGACTTGAGCTAGTGGAATTGG 3234-3258 1,2 F
AP4 CTGGTTCGGCCCACCAGATATAATGTTCATGCT(TC)AACGC 4508-4486 1,2 R
1965 GCGAATTACGATGTAGCTTGC 6624-66442 2 F
1966 GTCTCTTCATTAGTGCAGCAACTG 7355-73322 R
gagb5 AAACTGCAG(A/G)TGTTGTAGAT(T/C)AATGGCTC(A/G)CG 3380-3401 1 F
F1593 GGCGCTATCATTGTTAACTCTAACTC 4697-4672 1 R
F1594 GCTGATAAGAAGGCGGCCAA 4202-4221 1 F
81567 GACATAAGCATCGGATCCTCAAACTTAAAG 5387-5360 1,2 R
UncapTA1 AGCCCACTAAGGGCTGGTGTG 1453-1433 1 R
E1625 ACGACACCTCCGCGTTCAGC 1908-1889 1 R
PBS CTACGCATGAACCTAGCTCATGATGCC 2166-2140 1,2 R
ATGA CTGGTTGGCCCACG(CT)GAGCCATT(GA)ATCTACAACA(CT)A  3401-3377 1 R
RLM1 CGCAGGGTCTGCACACTTAAGGTTC 1153-1177 1,2 F
RLM2 GTTGGTTACCGAATGTTGTTCGGAGTC 1209-1235 1,2 F
5 RACE GCTGATGGCGATGAATGAACACTG N/A3 1,2 F
E2146 ACTCTGCGTTGTTACCACTGCTT N/A4 1,2 R
E1820 AAGCAGTGGTAACAACGCAGAGTACTzNA N/AS 1,2

RNA oligo GCUGAUGGCGAUGAAUGAACACUG N/A® 1,2

! In accession 717327

2 Matching region in Accession AJ279072

¥ Matches RNA oligo, for RLM-RACE

4 Matches primer E1820, for 3’ end mapping
® For making cDNA from poly(A) RNA

® For RLM-RACE



