
Supplemental Fig A. 1. Adenovirally encoded synthetic Pre-miRNA oligo structure.  
The ninth and tenth nucleotides of the sense target sequence are removed to create an 
internal loop.  2. ADAM17 sequence homologies to rat ADAM17 mi/siRNAs.  3. Blast 
results of closest rat homologies to rat ADAM17 mi/siRNAs.  
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Supplementary Figure B: 1. Enhancement of adenovirus infection by FuGene 6.  VSMC were 
infected with adenovirus encoding GFP and miA17-450 at 50 MOI for 3 days in the presence or 
absence of 3% FuGene 6.  GFP expression was analyzed by fluorescent microscopy.  
Representative results are shown from triplicated experiments. 2. VSMC were infected with 
adenovirus expressing miCon or miA17-724 at 100 MOI for 3 days.  Cell lysates were analyzed 
by immunoblotting with antibodies as indicted.  Representative blots are shown from triplicated 
experiments.  3. Densitometry analysis of the data from triplicated experiments (mean ± SD, * p 
<0.05 compared with miRNA control).  4. VSMC were infected with 50 MOI adenovirus for the 
indicated time. GFP expression was analyzed by fluorescent microscopy.  Representative 
results are shown from triplicated experiments.  5. Rat VSMC were infected with adenovirus 
encoding miA17-450 or miCon (100 MOI) together with wild type mouse ADAM17 or control 
GFP (10 MOI) for 3 days and immunoblotting was performed with or without 100 nM Ang II 
stimulation.  6. VSMC infected with adenovirus encoding HA-tagged wild-type ADAM17 were 
stimulated with 100 nM Ang II for indicated time.  Cell lysates were immunoprecipitated with 
anti-HA antibody and immunoblotted with antibodies as indicated.  Representative blots are 
shown from triplicated experiments.   
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