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Supplemental Files

Supplemental TABLE 1. Accession numbers of sequences of the large lipid transfer protein
(LLTP) superfamily.

LLTP sequences were collected from the National Center for Biotechnology Information
(NCBI* http://www.ncbi.nlm.gov) protein sequence database. Lipid transfer particle (LTP)

from silkworm, B. mori, is a novel member of the apoB/large lipid transfer protein family.

Supplemental Fig. 1. cDNA structure of Bombyx mori apoLTP-I1/1.

The column (apoLTP-1I and apoLTP-I cDNA) indicated the ORF of apoLTP-II/I cDNA. PCR
primers used for determination of the cDNA sequence are indicated above the column. All
sequences from 5’-RACE, 3’-RACE, and RT-PCR methods were combined into the full-length
c¢DNA sequence of B. mori apoLTP-II/l. For details on the determination of cDNA, see the

Materials and Methods.
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Supplemental Fig. 2. Alignment of conserved motifs in the large lipid transfer (LLT) module
of the large lipid transfer protein (LLTP) superfamily.

Twenty-two conserved motifs, N1-N22, are indicated below the alignment. The allowed
conservative substitution were as follows: A, G; S, T; E, D; R, K, H;Q,N; V, I, L, M; Y, F, W;
P; and C. Gaps are indicated by dashes; =50% identical amino acid residues are boxed in

gray.

Supplemental Fig. 3. Multiple alignment of Bombyx mori apoLTP-III and similar proteins
collected from the NCBI protein database.

The predicted JHBP superfamily domain is indicated by a dotted line above the alignment. The
allowed conservative substitutions were as follows: A, G; S, T; E, D; R, K, H; Q, N; V, I, L, M;
Y, F, W; P; and C. Gaps are indicated by dashes; =50% identical amino acid residues are

boxed in gray.
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Supplemental Table 1. Accession numbers of amino acid sequences of LLTPs

Seguence name

Species

Protein accession number

Vtgl Nematode
Vtg5_Nematode
MTP_Chicken
MTP_Human
MTP_Zebrafish
apoB_Chicken
apoB_Human
Vtg_Crayfish
Vtg_Shrimp
apoB_Zebrafish
Vtg6c_Nematode
MTP_Fruitfly
CG15828 Fruitfly
LTP_Silkmoth

Caenorhabditis elegans
Caenorhabditis elegans
Gallus gallus

Homo sapiens

Danio rerio

Gallus gallus

Homo sapiens

Cherax quadricarinatus
Metapenaeus ensis
Danio rerio
Caenorhabditis elegans
Drosophila melanogaster
Drosophila melanogaster
Bombyx mori

similar_to_CG15828 Honeybee Apis mellifera

apoLp_Fruitfly
apoLp_HornWorm
apoLp_Locust
apoLp_Silkmoth
M-177_Mite
Vtgl_Zebrafish
Vtg2_Chicken
Vtg_Lamprey
Vtg_GalaxyCoral
Vtg_PacificOyster
Vtgl Cockroach
Vtg_Beetle
Vtg_SilkMoth
Vtg_WaterFlea
CP_SignalCrayfish
CP_TigerShrimp
MEP_Fruitfly
MEP_Beetle
MTP_Nematoda

Drosophila melanogaster
Manduca sexta

Locusta migratoria
Bombyx mori
Euroglyphus maynei
Danio rerio

Gallus gallus
Ichthyomyzon unicuspis
Galaxea fascicularis
Crassostrea gigas
Periplaneta americana
Tenebrio molitor
Bombyx mori

Daphnia magna
Pacifastacus leniusculus
Penaeus monodon
Drosophila melanogaster
Tenebrio molitor
Caenorhabditis elegans

NP_509305.1
NP_508589.1
NP_001103254.1
P55157.1
NP_998135.1
NP_001038098.1
AAA35549.1
AAG17936.1
AAM48287.1
XP_694827.4
NP_001023276.1
NP_610075.2
CG15828
AB700597 *
XP_394269.4
AACA47284.1
Q25490.1
Q9U943.2
BAK82317.1
AAF14270.1
NP_001038362.2
AAA49139.1
Q91062.1
BAD74020.2
BAC22716.1
Q9USMO.1
AAU20328.2
NP_001037309.1
BAD05137.1
AAD16454.1
Q9U572.1
NP_732076.1
BAB03250.1
NP_499903.3

* deduced amino acid sequence of apoL TP-11/1 determined in this study
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Vtg2 Chicken
Vtgl Zebrafish
Vtg Lamprey

Vtgl Nematode
Vtg5 Nematode
Vtgé6c_ Nematode
Vtg WaterFlea
Vtgl Cockroach
Vtg SilkMoth
Vtg Beetle

Vtg PacificOyster
Vtg GalaxyCoral
MEP Fruitfly
MEP_Beetle
CP_SignalCrayfish
CP_TigerShrimp
apoCr Shrimp
apoCr_ Crayfish
M-177 Mite
apoLp_Locust
apolp Fruitfly
apoLp Silkmoth
apoLp_ HornWorm
apoB_Human
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