
Table S1 Inference from INLA for synthetic Poisson data. Simulated under model
yi | λi ∼ Pois(ni, λi), ηi = log(λi) = β0 + ui, with β0 = 0, levels of σ2

u ranging from 0 to 1, and
missing pattern similar to the house sparrow Poisson case study. σ̂2

u is the posterior mean additive genetic
variance with standard deviations (sd), and 95% credible interval (CI).

σ2
u σ̂2

u (sd) 95% CI

0 0.08 (0.02) (0.05,0.13)

0.05 0.09 (0.02) (0.05,0.13)

0.1 0.12 (0.03) (0.07,0.18)

0.15 0.14 (0.03) (0.09,0.21)

0.2 0.20 (0.04) (0.13,0.27)

0.3 0.33 (0.05) (0.25,0.43)

0.4 0.43 (0.05) (0.33,0.54)

0.5 0.53 (0.06) (0.43,0.65)

0.6 0.60 (0.06) (0.49,0.73)

0.7 0.68 (0.06) (0.56,0.81)

0.8 0.84 (0.08) (0.69,1.00)

0.9 0.91 (0.08) (0.77, 1.08)

1 0.99 (0.09) (0.83,1.17)
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