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Chr. 1 Chr. 2 Chr. 2 Chr. 2 Chr. 8 Chr. 8 Chr. 8 Chr. 11 Chr. 11 Chr. 15 Chr. 15 Chr. 16 Chr. 19 Chr. 19 Chr. 19
109,818,306 21,198,900 21,217,490 21,259,562 27,741,237 19,819,439 19,848,080 19,852,045 5,308,896 116,648,917 58,674,695 58,727,325 56,990,716 19,266,848 45,242,740 45,422,946
TG 0.259 0.643 5.409  0.001 2.353  1.868 17.660
LDL 0.347 0.454 0.001
APOB 0.382 0.573 0.001 2.268 3.195 17.349
TG-LDL 0.257 0.582 0.766 17.924 0.001 2.388 0.044 17.924 0.697
TG-APOB 0.264 0.525| 3.638 0.001 4679  6.366  1.201 3.704  1.388 18.731 0.704  5.890 18.731
LDL-APOB 0.164 0.536 0.807 0.001 2.659 1.821 5.828 2.160 18.253
TG-LDL-APOB 0.314 0.692| 3.397 2.206  6.869  0.001 2.201 17.950 5.643 17.950
TG 0.259 0.643 5.409  0.001 2.353] 1.868| 17.660
HDL 0.214 0.494 1.734 0.000 1.472 17.375
APOA1l 0.583 0.651 12.136 12.136
TG-HDL 0.140 0.550 6.997 2.689 0.001 2.478 1.706  18.722 5.772 2.7/04 18.722 0.519
TG-APOA1 0.185 0.673 6.366 17.158 1.297 17.158 6.386 0.001 3.948 1.009
HDL-APOA1 0.402 0.763 1.799 0.001 0.840 4.771 18.510 18.510
TG-HDL-APOAL 0.295 0.678 3.781  1.752 2690 0.618 18.365 18.365  0.389 18.365
TG-HDL-LDL 0.314 0.757 0.001 17.868 1.734 2.142 17.868 5.281 2414 17.868 6.560




