
Supporting Table S1: Strains and plasmids used in this study 

Strains and plasmids Features Reference or source 

Xanthomonas campestris pv. campestris 

8004 Wild-type strain, Rifr [1] 

8004∆xopAC 8004 derivative, carries a xopAC deletion, Rifr M. Chabannes, 
unpublished 

8004xopAC∆LRR 8004 derivative, carries a deletion of XopAC LRR 
domain, Rifr This study 

8004xopAC∆Fic 8004 derivative, carries a deletion of XopAC Fic 
domain, Rifr This study 

8004xopAC-H469A 8004 derivative, carries the XopAC H469A mutation, 
Rifr This study 

8004* 8004 derivative, carries a hrpG* mutation; constitutive 
expression of hrpG regulon, Rifr This study 

8004*hrcV 8004* derivative, carries a hrcVdeletion, Rifr This study 

Ralstonia solanacearum 

GMI1000 Wild-type strain  [2] 
GMI1694 GMI1000 hrcV::Ω, Spcr [3] 

Pseudomonas syringae pv. tomato 

DC3000 Wild-type strain, Rifr [4] 

Agrobacterium tumefaciens 
C58C1 Wild-type strain, Rifr - 
GV3101 pMP90 Wild-type, Rifr, Gentr - 

Escherichia coli 

TG1 supE thi-1 Δ(lac-proAB) Δ(mcrB-hsdSM)5 (rk
- mk

-) 
[F´ traD36 proAB lacIqZΔM15] Stratagene 

DH5α F- recA lacZ DM15  Bethesda Research 
Laboratory 

BL21 (DE3) pLysS F- ompT hsdSB (rB
-mB

-) gal dcm (DE3) pLysS, Cmr Invitrogen 

Saccharomyces cerevisiae 

AH109 

MATa, trp1-901, leu2-3, 112, ura3-52, his3-200, 
gal4∆, gal80∆, LYS2 : : GAL1UAS-GAL1TATA-HIS3, 
GAL2UAS-GAL2TATA-ADE2, URA3 : : MEL1UAS-MEL1 
TATA-lacZ 

Clontech 

NMY32 
MATa his3∆200 trp1-901 leu2-3,112 (lexAop)8-
ADE2 LYS2::(lexAop)4-HIS3 URA3::(lexAop)8-lacZ 
GAL4) 

Dual Systems Biotech 

Plasmids 

pRK2073 Helper plasmid, Spcr, Strepr [5] 

pCZ917 pFAJ1700 derivative with the pTaq Promoter and T7 
Terminator, lacI,Tetr,  [6] 

pCZ917-xopACA pCZ917 with the xopAC8004 promoter and gene, Tetr M. Chabannes, 
unpublished 

p∆13 Goldengate cloning-compatible derivative of suicide 
plasmid pK18mobsacB, Kanr, Sucs L. Noël, unpublished 

p∆13-xopAC∆LRR pK18mobsacB derivative, for the deletion of 
xopAC8004 LRR, Kanr, Sucs This study 

p∆13-xopAC∆fic pK18mobsacB derivative, for the deletion of 
xopAC8004 fic, Kanr, Sucs This study 



p∆13-xopAC-H469A p∆13 derivative, for XopAC8004 H469A substitution, 
Kanr, Sucs This study 

p∆13-hrpG* pK18mobsacB derivative, for HrpG8004 E44K 
substitution, Kanr, Sucs This study 

pDONR207 Gateway Donor vector for entry clone construction by 
BP recombination, Gentr, Cmr Invitrogen 

pENTRY-xopAC pDONR207 derivative, XopAC8004 ORF cloned by BP 
reaction, Gentr This study 

pENTRY-xopAC∆LRR pDONR207 derivative, XopAC∆LRR8004 ORF cloned 
by BP reaction, Gentr This study 

pENTRY-xopAC∆fic pDONR207 derivative, XopAC∆fic8004 ORF cloned 
by BP reaction, Gentr This study 

pENTRY-xopAC-H469A pDONR207 derivative, XopAC-H469A8004 ORF 
cloned by BP reaction, Gentr This study 

pENTRY-PIX1 pDONR207 derivative, PIX1 ORF cloned by BP 
reaction, Gentr This study 

pENTRY-PIX7 pDONR207 derivative, PIX7 ORF cloned by BP 
reaction, Gentr This study 

pENTRY-PIX8 pDONR207 derivative, PIX8 ORF cloned by BP 
reaction, Gentr This study 

pENTRY-PIX887-367 
pDONR207 derivative, PIX887-367 ORF cloned by BP 
reaction, Gentr This study 

pDEST17 His-GW, Ampr, Cmr Invitrogen 

pDEST17-xopAC IPTG-inducible expression of His6-XopAC, Ampr This study 

pGADT7-GW Gateway-compatible prey vector Gal4-AD-HA-GW, 
Ampr, Cmr, Leu+ 

L. Deslandes, 
unpublished 

pGADT7-PIX1 Prey vector Gal4-AD-HA-PIX1, Ampr, Leu+ This study 

pGADT7-PIX7 Prey vector Gal4-AD-HA-PIX7, Ampr, Leu+ This study 

pGADT7-PIX8 Prey vector Gal4-AD-HA-PIX8, Ampr, Leu+ This study 

pGADT7-PIX887-367 Prey vector Gal4-AD-HA-PIX887-367, Ampr, Leu+ This study 

pGBKT7-GW Gateway-compatible bait vector, Gal4-BD-myc-GW, 
Kanr, Cmr, Trp+ 

L. Deslandes, 
unpublished 

pGBKT7-xopAC Gateway-compatible bait vector, Gal4-BD-myc-
XopAC, Kanr, Trp+ This study 

pGBKT7-xopAC-H469A Gateway-compatible bait vector, Gal4-BD-myc-
XopAC-H469A, Kanr, Trp+ This study 

pEDV6 pAvrRPS4::AvrRPS41-136-GW-HA, Genr, Cmr [7] 

pEDV6-xopAC pEDV6 derivative, pAvrRPS4::AvrRPS41-136-
XopAC8004-HA fusion, Genr This study 

pEDV6-xopAC-H469A pEDV6 derivative, pAvrRPS4::AvrRPS41-136-
XopAC8004-H469A-HA fusion, Genr This study 

pNP269 pRC derivative [8], pGALA7-GW-HA, Ampr, Kanr, 
Genr, Cmr N. Peeters, unpublished 

pNP269-xopAC pNP269 derivative, pGALA7-XopAC-HA, Ampr, 
Kanr, Genr This study 

pNP269-xopAC-H469A pNP269 derivative, pGALA7-XopAC-H469A-HA, 
Ampr, Kanr, Genr This study 

pBin19-35S-YFPv-GW p35S::YFPv-GW, Tetr, Kanr, Cmr S. Rivas, unpublished 

pBin19-YFPv-xopAC p35S::YFPv-xopAC, Tetr, Kanr This study 

pBin19-YFPv-xopAC∆LRR p35S::YFPv-xopAC∆LRR, Tetr, Kanr This study 

pBin19-YFPv-xopAC∆fic p35S::YFPv-xopAC∆fic, Tetr, Kanr This study 

pBin19-YFPv-xopAC-H469A p35S::YFPv-xopAC-H469A, Tetr, Kanr This study 



pBin19-MIEL1-CFP p35S:: MIEL1-CFP S. Rivas, unpublished 
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