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Figure S3. Genetic di�erentiation of S. polyschides ilustrated by a (A) neighbour-joining network of 
genotypes using Cavalli-Sforza & Edwards [47] pairwise distances. Numbers above the branches are 
Bayesian posterior probabilities (> 0.50). Inferred groups are divided by dotted lines; and by (B) a 
Factorial Correspondence Analysis of population multiscores.


